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<210> 1

<211> 117

<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 1
Asp Val Gln Leu Gln Glu Ser Gly Pro Gly Met Val Lys Pro Ser Gln
1 5 10 15

Ser Leu Ser Leu Thr Cys Thr Val Thr Gly Tyr Ser Ile Thr Gly Gly
20 25 30

Tyr Asp Trp His Trp Ile Arg His Phe Pro Gly Asn Lys Leu Glu Trp
35 40 45

Met Ala Tyr Ile Ser Tyr Ser Gly Ser Thr Asp Tyr Asn Pro Ser Leu
50 55 60

Lys Ser Arg Ile Ser Val Thr His Asp Thr Ser Lys Asn Leu Phe Phe
65 70 75 80

Leu Asn Leu Thr Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys


wsm
Line


85 90 95

Ala Arg Glu Gly Gly Arg Gly Phe Ala Tyr Trp Gly Gln Gly Thr Leu
100 105 110

Val Thr Val Ser Ala
115

<210> 2

<211> 122

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 2
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala
1 5 10 15

Ser Val Thr Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Glu Val Tyr Trp Val Lys Gln Thr Pro Val His Gly Leu Glu Trp Ile
35 40 45

Gly Ala Ile Asp Pro Glu Thr Gly Arg Thr Ala Tyr Asn Gln Lys Phe
50 55 60

Lys Gly Lys Ala Ile Leu Thr Thr Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met Ala Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Leu Lys Ser Gly Arg Tyr Tyr Gly Asp Leu Phe Ala Tyr Trp
100 105 110

Gly Gln Gly Thr Leu Val Thr Val Ser Ala


wsm
Line


<210> 3
<211> 118
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 3
Glu Val Gln Leu

1

Ser

Tyr

Gly

Lys

65

Met

Ala

Ser

Val

Met

Tyr

50

Gly

Glu

Arg

Val

<210> 4
<211> 121
<212> PRT
<213> Artificial Sequence

115

Lys

Asp

35

Ile

Lys

Leu

Ser

Thr
115

Met

20

Trp

Tyr

Ala

His

Leu

100

Val

Gln

5

Ser

Val

Pro

Thr

Ser

85

Leu

Ser

Gln

Cys

Lys

Lys

Leu

70

Leu

Trp

Ser

Ser

Lys

Gln

Asn

55

Thr

Thr

Asp

120

Gly

Ala

Ser

40

Val

Val

Ser

Ala

Sequence: Synthetic

Pro

Ser

25

His

Gly

Asp

Glu

Leu
105

Glu

10

Gly

Gly

Ile

Lys

Asp

90

Asp

Leu

Tyr

Arg

Ser

Ser

75

Ser

Tyr

Val

Thr

Ser

Tyr

60

Ser

Ala

Trp

Lys

Phe

Leu

45

Asn

Ser

Val

Gly

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gln
110

Gly

15

Asp

Trp

Lys

Ala

Tyr
95

Asp

Tyr

Ile

Phe

Tyr

80

Cys

Thr


wsm
Line


<220>
<223> Description of Artificial

Sequence: Synthetic

polypeptide
<400> 4
Gln Val Gln Leu Gln Gln Ser Gly Pro Gln Leu Val Lys
1 5 10
Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe
20 25
Asp Ile Asn Trp Val Lys Gln Arg Pro Gly Gln Gly Leu
35 40 45
Gly Trp Ile Tyr Pro Gly Asp Gly Thr Thr Asp Tyr Asn
50 55 60
Lys Gly Lys Ala Thr Leu Thr Val Asp Thr Ser Ser Ser
65 70 75
Met Glu Leu His Ser Leu Thr Ser Glu Asp Ser Ala Val
85 90
Ala Arg Met Asp Asp Tyr Asp Asp Gly Gly Ala Met Asp
100 105
Gln Gly Thr Ser Val Thr Val Ser Ser
115 120
<210> 5
<211> 122
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 5

Pro

Thr

30

Glu

Gly

Ser

Tyr

Tyr
110

Gly

15

Ser

Trp

Lys

Ala

Phe

95

Trp

Ala

Tyr

Ile

Phe

Tyr

80

Gly

Ser Asp Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser

1

5

10

15


wsm
Line


Gln

Gly

Trp

Leu

65

Phe

Cys

Gly

Ser

Tyr

Met

50

Lys

Leu

Val

Gln

<210> 6
<211> 120
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 6
Glu Val Gln Leu Gln Gln Ser Gly

1

Leu

His

35

Gly

Ser

Gln

Ala

Gly
115

Ser

20

Trp

Tyr

Arg

Leu

Tyr

100

Thr

Val

Asn

Ile

Ile

Asn

85

Tyr

Leu

5

Thr

Trp

His

Ser

70

Ser

Ser

Val

Cys

Ile

Asn

55

Ile

Val

Asn

Thr

Thr

Arg

40

Ser

Thr

Thr

Ser

Val
120

Ser Val Lys Met Ser Cys Lys Ala

20

Trp Met His Trp Val Lys Gln Arg

35

40

Val

25

Gln

Gly

Arg

Thr

Arg

105

Ser

Thr

Phe

Ser

Asp

Glu

90

Glu

Ala

Gly

Pro

Thr

Thr

75

Asp

Phe

Tyr

Gly

Asn

60

Ser

Thr

Trp

Ser

Asn

45

Tyr

Lys

Ala

Tyr

Sequence: Synthetic

Thr Val Leu Ala Arg

10

Ser Gly Tyr Thr Phe

25

Pro Gly Gln Gly Leu

45

Ile Thr
30

Arg Leu

Asn Ser

Asn Gln

Thr Tyr
95

Ala Tyr
110

Pro Gly
15

Thr Thr
30

Asp Trp

Ser

Glu

Phe

Phe

80

Tyr

Trp

Ser

Tyr

Ile


wsm
Line


Gly Ala Ile Tyr Pro Gly
50

Arg Gly Lys Ala Lys Leu
65 70

Met Glu Leu Ser Ser Leu
85

Thr Tyr Gly Tyr Tyr Val
100

Gly Thr Ser Val Thr Val
115

<210> 7
<211> 119
<212> PRT

Asn

55

Thr

Thr

Asp

Ser

<213> Artificial Sequence

<220>

Ser

Ala

Asn

Tyr

Ser
120

<223> Description of Artificial

polypeptide

<400> 7
Gln Val Gln Leu Gln Gln
1 5

Ser Val Lys Leu Ser Cys
20

Trp Met Asn Trp Val Lys
35

Gly Lys Ile Asp Pro Tyr
50

Lys Asp Lys Ala Ile Leu
65 70

Pro

Lys

Gln

Asp

55

Thr

Gly

Ala

Arg

40

Ser

Val

Asp Thr Asn Tyr Asn

60

Val Thr Ser Ala Ser

75

Glu Asp Ser Ala Val

90

Tyr Ala Met Asp Tyr

105

Sequence: Synthetic

Ala

Pro

25

Pro

Glu

Asp

Glu

10

Gly

Glu

Thr

Lys

Leu

Tyr

Gln

His

Ser
75

Val

Thr

Gly

Tyr

60

Ser

Arg

Phe

Leu

45

Asn

Ser

Gln Lys

Thr Ala

Tyr Tyr
95

Trp Gly
110

Pro Gly
15

Thr Ser

30

Glu Trp

Gln Lys

Thr Ala

Phe

Tyr

80

Cys

Gln

Ala

Tyr

Ile

Phe

Tyr
80


wsm
Line


Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys

85

90

95

Ala Arg Gly Gly Asp Asn Tyr Asp Pro Phe Ala Tyr Trp Gly Gln Gly

100

Thr Leu Val Thr Val Ser Ala

<210> 8
<211> 121
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 8
Gln Val Gln Leu

1

Ser

Trp

Gly

Lys

65

Met

Ala

Val

Met

Val

50

Gly

Gln

Arg

115

Lys

His

35

Ile

Lys

Leu

Ser

Leu

20

Trp

Asp

Ala

Ser

Asp
100

Gln

5

Ser

Val

Pro

Thr

Ser
85

Asp

Gln

Cys

Gln

Ser

Leu

70

Leu

Tyr

Pro

Lys

Gln

Asp

55

Thr

Thr

Asp

Gly

Ala

Arg

40

Ser

Val

Ser

Glu

105

Sequence: Synthetic

Ala

Ser

25

Pro

Tyr

Asp

Glu

Gly
105

Asp

10

Gly

Gly

Thr

Thr

Asp

90

Tyr

Leu

Tyr

Gln

Asn

Ser

75

Ser

Phe

Val

Thr

Gly

Tyr

60

Ser

Ala

Phe

Arg

Phe

Leu

45

Asn

Ser

Val

Asp

110

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gln
110

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Trp

Thr

Tyr

Ile

Phe

Tyr

80

Cys

Gly


wsm
Line


Gln Gly Thr Thr Leu Thr Val Ser Ala

<210> 9
<211> 121
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 9
Glu Val Lys Leu

1

Ser

Trp

Ala

Ser

65

Val

Tyr

Gln

<210> 10

Met

Met

Glu

50

Val

Phe

Cys

Gly

115

Lys

Asp

35

Ile

Lys

Leu

Thr

Thr
115

<211> 120
<212> PRT

Leu

20

Trp

Arg

Gly

Gln

Gly

100

Leu

Glu

5

Ser

Val

Ala

Arg

Met

85

Leu

Val

Glu

Cys

Arg

Glu

Phe

70

Asn

Asp

Thr

Ser

Ala

Gln

Ala

55

Thr

Ser

Tyr

Val

120

Gly

Ala

Ser

40

Asn

Ile

Leu

Gly

Ser
120

Sequence: Synthetic

Gly

Ser

25

Pro

Asn

Ser

Arg

Ser

105

Ala

Gly

10

Gly

Glu

His

Arg

Ala

90

Ile

Leu

Phe

Lys

Ala

Asp

75

Glu

Gly

Val

Thr

Gly

Thr

60

Asp

Asp

Phe

Gln

Phe

Leu

45

Tyr

Ser

Thr

Ala

Pro

Ser

30

Glu

Tyr

Lys

Gly

Tyr
110

Gly

15

Asp

Trp

Ala

Ser

Ile
95

Trp

Gly

Ala

Val

Glu

Arg

80

Tyr

Gly


wsm
Line


<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 10

Gln Val Gln Leu

1

Ser

Trp

Gly

Lys

65

Met

Ala

Gly

<210>
<211>
<212>
<213>

Val

Met

Thr

50

Gly

His

Arg

Thr

<220>

<223>

<400> 11

11
117
PRT
Artificial Sequence

Lys

Asn

35

Ile

Lys

Leu

Glu

Thr
115

Leu

20

Trp

Asp

Ala

Ser

Ser

100

Val

Gln

5

Ser

Val

Pro

Thr

Ser

85

Asn

Thr

polypeptide

Gln

Cys

Lys

Ser

Leu

70

Leu

Asp

Val

Pro

Lys

Gln

Asp

55

Thr

Thr

Val

Ser

Gly

Ala

Arg

40

Ser

Val

Ser

Cys

Ser
120

Sequence: Synthetic

Ala

Ser

25

Pro

Tyr

Asp

Glu

Trp
105

Glu

10

Gly

Gly

Ala

Thr

Asp

90

Tyr

Ile

Tyr

Gln

Ser

Ser

75

Ser

Phe

Val

Ala

Gly

Tyr

60

Ser

Ala

Asp

Arg

Phe

Leu

45

Asn

Asn

Val

Val

Description of Artificial Sequence: Synthetic

Pro

Thr

30

Glu

Gln

Ser

Tyr

Trp
110

Gly

15

Asp

Trp

Lys

Ala

Phe
95

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Ala

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala


wsm
Line


Ser

Glu

Gly

Lys

65

Met

Thr

Val

<210> 12

Val

Met

Ala

50

Gly

Glu

Arg

Thr

Lys

Tyr

35

Ile

Lys

Leu

Ala

Val
115

<211> 114
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 12

Leu
20

Trp

Asp

Ala

Arg

Val

100

Ser

Ser

Val

Pro

Thr

Ser

85

Pro

Ala

Cys

Lys

Glu

Leu

70

Leu

Pro

Lys

Gln

Thr

55

Thr

Thr

Trp

Ala

Thr

40

Gly

Ser

Ser

Phe

Glu Val Gln Leu Gln Gln Ser Gly

1

5

Ser Val Lys Leu Ser Cys Thr Thr

20

Tyr Met His Trp Val Lys Gln Arg

Ser

25

Pro

Ile

Asp

Glu

Ala
105

10

Asp

Val

Thr

Lys

Asp

90

Tyr

Tyr

His

Ala

Ser

75

Ser

Trp

Lys

Gly

Tyr

60

Ser

Ala

Gly

Phe

Leu

45

Asn

Ser

Val

Gln

Sequence: Synthetic

Ala Glu Leu Gly Arg

10

Ser Gly Phe Asn Ile

25

Pro Glu Gln Gly Leu

10

Thr

30

Glu

Gln

Thr

Tyr

Gly
110

15

Asp

Trp

Arg

Ala

Tyr

95

Thr

Ser

Ile

Phe

Tyr

80

Cys

Leu

Pro Gly Ala

15

Lys Asp Asp

30

Glu Trp Ile


wsm
Line


35

Gly Trp Ile Asp Pro Glu
50

Gln Gly Lys Ala Thr Ile
65 70

Leu Gln Leu Ser Ser Leu
85

Asn Tyr Tyr Gly Phe Asp
100

Ser Ser

<210> 13
<211> 114
<212> PRT

Asn

55

Thr

Thr

Tyr

<213> Artificial Sequence

<220>

40

Gly

Ala

Ser

Trp

<223> Description of Artificial

polypeptide
<400> 13

Gln Val Gln Leu Gln Gln
1 5

Ser Val Thr Leu Ser Cys
20

Glu Met His Trp Val Lys
35

Gly Asp Leu Asp Pro Gly
50

Lys Gly Lys Ala Ile Leu

Ser

Lys

Gln

Thr

55

Thr

Gly

Ala

Thr

40

Gly

Ala

45

Asp Thr Ala Tyr Ala

60

Asp Thr Ser Ser Asn

75

Glu Asp Thr Ala Val

90

Gly Gln Gly Thr Thr

105

Sequence: Synthetic

Ala

Ser

25

Pro

Val

Asp

Glu Leu

10

Gly Tyr

Val His

Thr Ala

Lys Ser

11

Val

Lys

Gly

Tyr

60

Ser

Arg

Phe

Leu

45

Asn

Ser

Ser Lys Phe

Thr Ala Tyr
80

Tyr Tyr Cys
95

Leu Thr Vval
110

Pro Gly Ala
15

Ile Asp Tyr

30

Glu Trp Val

Gln Lys Phe

Thr Ala Tyr


wsm
Line


65

70

75

80

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys

85

90

95

Thr Val Trp Ser Ala Asp Phe Trp Gly Gln Gly Thr Ser Val Thr Val

Ser

<210>
<211>
<212>
<213>

Ser

<220>

<223>

<400> 14

14
114
PRT
Artificial Sequence

100

polypeptide

Glu Val Gln Leu

1

Ser

Tyr

Gly

Gln

65

Leu

Thr

Val

Met

Trp

50

Gly

Gln

Tyr

Lys

Tyr

35

Ile

Lys

Leu

Tyr

Leu

20

Trp

Asp

Ala

Ser

Ala

Gln

5

Ser

Val

Pro

Thr

Ser

85

Met

Met

Cys

Lys

Glu

Ile

70

Leu

Asp

Ser

Thr

Gln

Asn

55

Thr

Thr

Tyr

Description of Artificial

Gly

Ala

Arg

40

Gly

Ala

Ser

Trp

105

Sequence: Synthetic

Ala

Ser

25

Pro

Asp

Asp

Glu

Gly

Glu

10

Gly

Glu

Thr

Thr

Asp

90

Gln

Leu

Phe

Gln

Glu

Ser

75

Thr

Gly

12

Val

Asn

Gly

Tyr

60

Ser

Ala

Thr

Arg

Ile

Leu

45

Ala

Asn

Val

Ser

110

Pro

Lys

30

Glu

Ser

Thr

Tyr

Val

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Ala

Asp

Ile

Phe

Tyr

80

Cys

Val


wsm
Line


Ser

<210>
<211>
<212>
<213>

Ser

<220>

<223>

<400> 15

15

114
PRT
Artificial Sequence

100

polypeptide

Glu Val Gln Leu

1

Ser

Tyr

Gly

Gln

65

Leu

Thr

Ser

<210> 16

Val

Met

Trp

50

Gly

Gln

Glu

Ser

Lys

His

35

Ile

Lys

Leu

Leu

Leu

20

Trp

Asp

Ala

Ser

Gly
100

Gln

5

Ser

Val

Pro

Thr

Ser

85

Phe

Gln

Cys

Lys

Glu

Leu

70

Leu

Asp

Ser

Thr

Gln

Asn

55

Thr

Thr

Tyr

Description of Artificial

Gly

Ala

Arg

40

Gly

Ala

Ser

Trp

105

Sequence: Synthetic

Ala

Ser

25

Pro

Glu

Asp

Glu

Gly
105

Glu

10

Asp

Glu

Thr

Thr

Asp

90

Gln

Leu

Phe

Gln

Glu

Ser

75

Thr

Gly

13

Val

Asn

Gly

Tyr

60

Ser

Ala

Thr

Arg

Ile

Leu

45

Ala

Asn

Val

Thr

110

Pro

Lys

30

Glu

Ser

Thr

Tyr

Leu
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Ala

Asp

Ile

Phe

Tyr

80

Cys

Val


wsm
Line


<211> 120
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 16

Gln Ile Gln Leu

1

Thr

Gly

Gly

Lys

65

Leu

Ala

Gly

<210>
<211>
<212>
<213>

Val

Met

Trp

50

Gly

Gln

Arg

Thr

<220>

<223>

17
121
PRT
Artificial Sequence

Lys

Ser

35

Ile

Arg

Ile

Ser

Ser
115

Ile

20

Trp

Asn

Phe

Asn

Ser

100

Val

Val Gln
5

Ser Cys

Val Lys

Thr Tyr

Ala Phe

70

Asn Leu
85

Tyr Asp

Thr Val

polypeptide

Ser

Lys

Gln

Ser

55

Ser

Lys

Tyr

Ser

Gly

Val

Ala

40

Gly

Leu

Asn

Asp

Ser
120

Sequence: Synthetic

Pro

Ser

25

Pro

Val

Glu

Glu

Asp
105

Glu

10

Gly

Gly

Pro

Thr

Asp

90

Ala

Leu

Asp

Lys

Thr

Ser

75

Thr

Met

14

Lys

Thr

Gly

Tyr

60

Ala

Ala

Asp

Lys

Phe

Leu

45

Ala

Ser

Thr

Tyr

Description of Artificial Sequence: Synthetic

Pro

Thr

30

Lys

Asp

Thr

Tyr

Trp
110

Gly

15

Thr

Trp

Asp

Ala

Phe

95

Gly

Glu

Tyr

Met

Phe

Tyr

80

Cys

Gln


wsm
Line


<400> 17

Glu Val Lys

1

Ser

Trp

Ala

Ser

65

Val

Tyr

Gln

<210> 18

Met

Met

Glu

50

Val

Phe

Cys

Gly

Lys

Asp

35

Ile

Lys

Leu

Thr

Thr
115

<211> 118
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 18

Phe

Leu

20

Trp

Arg

Gly

Gln

Gly

100

Leu

Glu

Ser

Val

Ala

Arg

Met

85

Leu

Val

Glu

Cys

Arg

Glu

Phe

70

Asn

Asp

Thr

Ser

Ala

Gln

Ala

55

Thr

Ser

Tyr

Val

Gly

Ala

Ser

40

Asn

Ile

Leu

Gly

Ser
120

Gln Val Gln Leu Gln Gln Ser Gly

1

5

Ser Val Thr Leu Ser Cys Lys Ala

20

Gly

Ser

25

Pro

Asn

Ser

Arg

Ser

105

Ala

Gly

10

Gly

Glu

His

Arg

Ala

90

Val

Leu

Phe

Lys

Ala

Asp

75

Glu

Gly

Val

Thr

Gly

Thr

60

Asp

Asp

Phe

Gln

Phe

Leu

45

Tyr

Ser

Thr

Ala

Sequence: Synthetic

Pro

Ser

30

Glu

Tyr

Lys

Gly

Tyr
110

Gly

15

Asp

Trp

Ala

Ser

Ile
95

Trp

Gly

Ala

Val

Glu

Arg

80

Tyr

Gly

Ala Glu Leu Val Arg Pro Gly Ala

10

15

Ser Gly Tyr Thr Phe Val Asp Tyr

25

15

30


wsm
Line


Glu Met His Trp Val Lys Gln Thr
35 40

Gly Ala Ile Asp Pro Glu Thr Gly
50 55

Lys Gly Lys Ala Thr Leu Thr Ala
65 70

Met Glu Leu Ser Ser Leu Thr Ser
85

Ile Arg Pro Arg Gly Gly Ser His
100

Thr Leu Thr Val Ser Ser
115

<210> 19

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 19
Glu Val Gln Leu Gln Gln Ser Gly
1 5

Ser Val Lys Leu Ser Cys Thr Ala
20

Tyr Met Ser Trp Val Lys Gln Arg
35 40

Gly Trp Ile Asp Pro Glu Asn Gly
50 55

Pro Val His

Ile Thr Ala

Asp Lys Ser
75

Glu Asp Ser
90

Phe Asp Tyr
105

Gly

Tyr

60

Ser

Ala

Trp

Leu

45

Asn

Ser

Val

Gly

Sequence: Synthetic

Ala Glu Leu Val Arg

10

Ser Gly Phe Asn Ile

25

Pro Glu Gln Gly Leu

45

Asp Thr Glu Tyr Ala

16

60

Glu Trp

Gln Lys

Thr Ala

Tyr Tyr

95

Gln Gly
110

Ile

Phe

Tyr

80

Cys

Thr

Pro Gly Ala

15

Lys Asp Asp

30

Glu Trp

Ser Lys

Ile

Phe


wsm
Line


Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn

65

Leu Arg Leu Ser

Thr Glu Leu Gly

Ser

<210>
<211>
<212>
<213>

Ser

<220>

<223>

<400> 20

20
118
PRT
Artificial Sequence

100

70

75

Ser Leu Thr Ser Glu Asp Thr Ala Val

85

90

Phe Asp Tyr Trp Gly Gln Gly Thr Thr

polypeptide

Gln Val Gln Leu

1

Ser

Glu

Gly

Lys

65

Met

Val

Met

Ala

50

Gly

Glu

Thr

His

35

Ile

Lys

Leu

Leu

20

Trp

Asp

Ala

Ser

Gln

5

Ser

Val

Pro

Thr

Ser
85

Gln

Cys

Lys

Glu

Leu

70

Leu

Ser

Lys

Gln

Thr

55

Thr

Thr

Description of Artificial

Gly

Ala

Thr

40

Gly

Ala

Ser

105

Sequence: Synthetic

Ala

Ser

25

Pro

Ile

Asp

Glu

Asp

10

Gly

Val

Thr

Lys

Asp
90

Leu

Tyr

His

Ala

Ser

75

Ser

17

Val

Thr

Gly

Tyr

60

Ser

Ala

Arg

Phe

Leu

45

Asn

Ser

Val

Thr Ala

Tyr Tyr
95

Leu Thr
110

Pro Gly
15

Thr Asp

30

Glu Trp

Gln Asn

Thr Ala

Tyr Tyr
95

Tyr
80

Cys

Val

Ala

Tyr

Ile

Phe

Tyr

80

Cys


wsm
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Thr Arg Pro Arg Gly Gly Ser His Phe Asp His Trp Gly Gln Gly Thr

100

Pro Leu Thr Val Ser Ser

<210> 21

115

<211> 122
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 21

Ser Asp Val Gln

1

Gln

Gly

Trp

Leu

65

Phe

Cys

Gly

Ser

Tyr

Met

50

Lys

Leu

Ala

Gln

Leu

Tyr

35

Gly

Asn

Lys

Ser

Gly
115

Ser

20

Trp

Tyr

Arg

Leu

Val

100

Thr

Leu

Leu

Asn

Ile

Ile

Asn

85

Tyr

Leu

Gln

Thr

Trp

Ser

Ser

70

Ser

Tyr

Val

Glu

Cys

Ile

His

55

Ile

Val

Gly

Thr

Ser

Ser

Arg

40

Asp

Thr

Thr

Asp

Val
120

105

Sequence: Synthetic

Gly

Val

25

Gln

Gly

Arg

Thr

Tyr

105

Ser

Pro

10

Thr

Phe

Ser

Asp

Glu

90

Glu

Ala

Gly Leu

Gly Tyr

Pro Gly

Asn Asn

60

Thr Ser
75

Asp Thr

Val Trp

18

Val

Ser

Asn

45

Tyr

Lys

Gly

Tyr

110

Lys

Ile

30

Asn

Asn

Asn

Thr

Thr
110

Pro

15

Thr

Leu

Pro

Gln

Tyr

95

Tyr

Ser

Ser

Glu

Ala

Phe

80

Tyr

Trp


wsm
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<210> 22

<211> 117
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 22

Gln Val Gln Leu

1

Ser

Glu

Gly

Lys

65

Met

Thr

Val

<210> 23

Val

Met

Ala

50

Gly

Glu

Arg

Thr

Lys

Tyr

35

Ile

Lys

Leu

Ala

Val
115

<211> 126
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

Leu
20

Trp

Asp

Ala

Arg

Val

100

Ser

Gln

5

Ser

Val

Pro

Thr

Ser

85

Pro

Ala

Gln

Cys

Lys

Glu

Leu

70

Leu

Pro

Ser

Lys

Gln

Thr

55

Thr

Thr

Trp

Gly

Ala

Thr

40

Gly

Ser

Ser

Phe

Sequence: Synthetic

Ala

Ser

25

Pro

Ile

Asp

Glu

Ala
105

Glu

10

Asp

Val

Thr

Lys

Asp

90

Tyr

Leu

Tyr

His

Ala

Ser

75

Ser

Trp

19

Val

Lys

Gly

Tyr

60

Ser

Ala

Gly

Arg

Phe

Leu

45

Asn

Ser

Val

Gln

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gly
110

Gly

15

Asp

Trp

Arg

Ala

Tyr

95

Thr

Ala

Ser

Ile

Phe

Tyr

80

Cys

Leu


wsm
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<400> 23

polypeptide

Glu Val Gln Leu

1

Ser

Tyr

Gly

Lys

65

Met

Ala

Met

<210> 24

Val

Met

His

50

Gly

Gln

Arg

Asp

Lys

Asn

35

Ile

Lys

Leu

Asn

Tyr
115

<211> 117
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 24

Met

20

Trp

Asn

Ala

Asn

His

100

Trp

Gln

5

Ser

Val

Pro

Thr

Ser

85

Ile

Gly

Gln

Cys

Lys

Tyr

Leu

70

Leu

Tyr

Gln

Ser

Lys

Gln

Asn

55

Thr

Thr

Tyr

Gly

Gly

Ala

Ser

40

Gly

Val

Ser

Tyr

Thr
120

Pro

Ser

25

His

Gly

Asp

Glu

Asp

105

Ser

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Gly

Val

Leu

Tyr

Lys

Ser

Ser

75

Ser

Gly

Thr

Val

Thr

Ser

Tyr

60

Ser

Ala

Tyr

Val

Lys

Phe

Leu

45

Asn

Ser

Val

Phe

Ser
125

Pro

Thr

30

Glu

Gln

Thr

Tyr

Tyr

110

Ser

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Tyr

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Ala

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala

1

5

10

15

Ser Val Thr Leu Ser Cys Lys Ala Ser Gly Tyr Arg Phe Pro Asp Tyr

20


wsm
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Glu

Gly

Arg

65

Met

Thr

Val

<210>
<211>
<212>
<213>

Met

Ala

50

Gly

Glu

Arg

Thr

<220>

<223>

<400> 25

25
117
PRT
Artificial Sequence

His

35

Ile

Lys

Leu

Gly

Val
115

20

Trp

Asp

Ala

Arg

Tyr

100

Ser

Val

Pro

Lys

Ser

85

Gly

Ala

polypeptide

Lys

Glu

Leu

70

Leu

Ile

Gln

Thr

55

Thr

Thr

Gln

Thr

40

Gly

Ala

Ser

Phe

Description of Artificial

Ser Asp Val Gln Leu Gln Glu Ser

1

5

Gln Ser Leu Ser Leu Thr Cys Ser

20

Asp Tyr Tyr Trp Asn Trp Ile Arg

35

40

Trp Met Gly Tyr Ile Thr Tyr Asp

25

Pro

Arg

Asp

Glu

Pro
105

Val

Thr

Lys

Asp

90

Tyr

His

Ala

Ser

75

Ser

Trp

Gly

Tyr

60

Ser

Ala

Gly

Leu

45

Asn

Ser

Val

Gln

Sequence: Synthetic

Gly Pro Gly Leu Val

10

Val Thr Gly Tyr Ser

25

Gln Phe Pro Gly Asn

45

Gly Ser Asn Asn Tyr

21

30

Glu Trp

Gln Lys

Thr Val

Tyr Tyr
95

Gly Thr
110

Lys Pro
15

Ile Thr
30

Lys Leu

Asn Pro

Ile

Phe

Tyr

80

Cys

Leu

Ser

Ser

Glu

Ser


wsm
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Leu
65

50

55

60

Lys Asn Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys

70

75

Phe Leu Lys Leu Asn Ser Val Thr Thr Glu Asp Thr Ala

Cys

Leu

85

90

Ala Arg Asp Asp Gly Tyr Phe Asp Tyr Trp Gly Gln

100

Thr Val Ser Ser

115

<210> 26
<211> 113
<212> PRT

<213>

<220>

<223>

polypeptide

<400> 26
Glu Val Lys Leu

1

Ser

Tyr

Ala

Arg

65

Leu

Leu Lys

Met Tyr
35

Tyr Ile
50

Gly Arg

Gln Met

Leu

20

Trp

Ser

Phe

Ser

Val Glu
5

Ser Cys

Val Arg

Tyr Gly

Thr Ile

70

Arg Leu

Artificial Sequence

Ser

Ala

Gln

Gly

55

Ser

Lys

Description of Artificial

Gly

Thr

Thr

40

Val

Arg

Ser

105

Sequence: Synthetic

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly Leu

10

Gly Phe

Glu Lys

Thr Tyr

Asn Ala

75

Asp Thr

22

Val

Thr

Arg

Tyr

60

Lys

Ala

Gln

Phe

Leu

45

Pro

Ser

Met

Asn Gln

Thr Tyr
95

Gly Thr
110

Pro Gly
15

Ser Asp

30

Glu Trp

Asp Thr

Thr Leu

Tyr Tyr

Phe
80

Tyr

Thr

Gly

Ser

Val

Val

Tyr

80

Cys
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85

90

95

Ala Ser Arg Gly Tyr Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser

100 105

Ser

<210> 27

<211> 118

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

polypeptide
<400> 27

Glu Val Gln Leu Val Glu Ser Gly Gly
1 5

Ser Leu Lys Leu Ser Cys Ala Ala Ser
20 25

Gly Met His Trp Val Arg Gln Ala Pro
35 40

Ala Tyr Ile Ser Ser Gly Ser Arg Thr
50 55

Lys Gly Arg Phe Thr Ile Ser Arg Asp
65 70

Leu Gln Met Thr Ser Leu Arg Ser Glu
85

Ala Arg Glu Gly Ala Tyr Ser Ser Phe
100 105

Thr Leu Thr Val Ser Ser

Gly

10

Gly

Glu

Ile

Asn

Asp

90

Asp

Leu

Phe

Lys

Tyr

Ala

75

Thr

Tyr

23

Val

Thr

Gly

Tyr

60

Lys

Ala

Trp

Lys

Phe

Leu

45

Ala

Asn

Met

Gly

110

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gln
110

Gly

15

Asp

Trp

Thr

Leu

Tyr

95

Gly

Gly

Tyr

Val

Val

Phe

80

Cys

Thr


wsm
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<210>
<211>
<212>
<213>

<220>

<223>

<400> 28

28
111
PRT
Artificial Sequence

115

polypeptide

Asn Ile Val Leu

1

Gln

Gly

Lys

Arg

65

Pro

Glu

<210>
<211>
<212>
<213>

Arg

Asn

Leu

50

Phe

Val

Asp

<220>

<223>

29
106
PRT
Artificial Sequence

Ala

Ser

35

Leu

Ser

Glu

Pro

Thr

20

Phe

Ile

Gly

Ser

Phe
100

Thr

5

Ile

Met

Tyr

Ser

Asp

85

Thr

polypeptide

Gln

Ser

His

Leu

Gly

70

Asp

Phe

Ser

Cys

Trp

Ala

55

Ser

Ala

Gly

Description of Artificial

Pro

Arg

Tyr

40

Ser

Arg

Ala

Ser

Sequence: Synthetic

Ala

Ala

25

Gln

Asn

Thr

Thr

Gly
105

Ser

10

Ser

Gln

Leu

Asp

Tyr

90

Thr

Leu

Glu

Lys

Glu

Phe

75

Tyr

Lys

24

Ala

Ser

Pro

Ser

60

Thr

Cys

Leu

Val

Val

Gly

45

Gly

Leu

Gln

Glu

Description of Artificial Sequence: Synthetic

Ser

Asp

30

Gln

Val

Thr

Gln

Ile
110

Leu

15

Gly

Pro

Pro

Ile

Asn

95

Lys

Gly

Tyr

Pro

Ala

Asp

80

Asn
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<400> 29
Gln Ile
1

Glu Lys

Tyr Trp

Phe Thr
50

Gly Ser
65

Asp Ala

Phe Gly

<210> 30
<211> 10
<212> PR

Val

Val

Tyr

35

Ser

Gly

Ala

Ala

7
T

Leu

Thr

20

Gln

Asn

Thr

Thr

Gly
100

Thr

Met

Gln

Leu

Ser

Tyr

85

Thr

Gln

Thr

Lys

Ala

Tyr

70

Tyr

Lys

Ser

Cys

Pro

Ser

55

Ser

Cys

Leu

<213> Artificial Sequence

<220>

Pro

Ser

Arg

40

Gly

Leu

Gln

Glu

<223> Description of Artificial
polypeptide

<400> 30

Asp Ile Gln Met Thr Gln Ser Pro

1

5

Glu Thr Val Thr Ile Thr Cys Arg

20

Leu Ala Trp Tyr Gln Gln Lys Gln

35

40

Ala

Ala

25

Ser

Val

Thr

Gln

Leu
105

Leu

10

Ser

Ser

Pro

Ile

Trp

90

Lys

Met

Ser

Pro

Ala

Ser

75

Ser

Ser

Ser

Lys

Arg

60

Ser

Ser

Ala

Val

Pro

45

Phe

Met

Asn

Sequence: Synthetic

Ala Ser Leu Ser Val

10

Ala Ser Glu Asn Ile

25

Gly Lys Ser Pro Gln

25

45

Ser Pro
15

Ser Tyr
30

Trp Ile

Ser Gly

Glu Ala

Pro Leu
95

Ser Val
15

Tyr Ser
30

Leu Leu

Gly

Met

Tyr

Ser

Glu

80

Thr

Gly

Asn

Val


wsm
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Tyr Ala Ala Thr Tyr Leu
50

Ser Gly Ser Gly Thr Gln
65 70

Glu Asp Phe Gly Ser Tyr
85

Thr Phe Gly Gly Gly Thr
100

<210> 31
<211> 112
<212> PRT

Ala

55

Tyr

Tyr

Lys

<213> Artificial Sequence

<220>

Asp

Ser

Cys

Leu

<223> Description of Artificial

polypeptide

<400> 31
Asp Val Val Met Thr Gln
1 5

Gln Pro Ala Ser Ile Ser
20

Asn Gly Lys Thr Tyr Leu
35

Pro Lys Leu Leu Ile Tyr
50

Asp Arg Phe Ser Gly Ser
65 70

Ser Arg Val Glu Ala Glu
85

Thr

Cys

Asn

Leu

55

Gly

Asp

Pro

Lys

Trp

40

Val

Ser

Leu

Gly

Leu

Gln

Glu
105

Val

Lys

His

90

Ile

Pro Ser Arg Phe Ser Gly

60

Ile Asn Ser Leu Gln Ser

75

80

Phe Trp Gly Ile Pro Tyr

Lys

Sequence: Synthetic

Leu

Ser

25

Leu

Ser

Gly

Gly

Thr

10

Ser

Leu

Lys

Thr

Val
90

Leu

Gln

Gln

Leu

Asp

75

Tyr

26

Ser

Ser

Arg

Glu

60

Phe

Tyr

Val

Leu

Pro

45

Ser

Lys

Cys

Thr

Leu

30

Gly

Gly

Leu

Leu

95

Val Gly
15

His Ser

Gln Ser

Val Pro

Lys Ile

80

Gln Ala
95


wsm
Line


Thr His Phe Pro Leu Thr Cys Gly Ala Gly Thr Lys Leu Glu Leu Lys

<210>
<211>
<212>
<213>

<220>

<223>

<400> 32

32
113
PRT
Artificial Sequence

100

polypeptide

Asp Ile Val Met

1

Glu

Ser

Ser

Pro

65

Ile

Asp

Lys

<210> 33

Lys

Asn

Pro

50

Asp

Ser

Tyr

Val

Gln

35

Lys

Arg

Ser

Ser

<211> 107
<212> PRT

Thr

20

Lys

Leu

Phe

Val

Tyr
100

Ser

Met

Asn

Leu

Thr

Lys

85

Pro

Gln

Ser

Ser

Ile

Gly

70

Ala

Leu

Ser

Cys

Leu

Tyr

55

Ser

Glu

Thr

Description of Artificial

Pro

Lys

Ala

40

Trp

Gly

Asp

Phe

105

Sequence: Synthetic

Ser

Ser

25

Trp

Ala

Ser

Leu

Gly
105

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gly

Leu

Gln

Gln

Thr

Thr

75

Val

Gly

27

Ala

Ser

Gln

Arg

60

Asp

Tyr

Thr

Val

Leu

Lys

45

Glu

Phe

Tyr

Lys

110

Ser

Leu

30

Pro

Ser

Thr

Cys

Leu
110

Val
15

Tyr

Gly

Gly

Leu

Gln

95

Glu

Gly

Ser

Gln

Val

Thr

80

Gln

Leu
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<213> Artificial Sequence

<220>

<223> Description of Artificial
polypeptide

<400> 33

Asp Ile Val Met

1

Asp Arg

Val Ala

Tyr Ser
50

Ser Gly
65

Glu Asp

Thr Phe

<210> 34
<211> 10
<212> PR

Val

Trp

35

Ala

Ser

Leu

Gly

7
T

Ser

20

Tyr

Ser

Gly

Ala

Ser
100

Thr

5

Ile

Gln

Tyr

Thr

Val

85

Gly

Gln

Thr

Gln

Arg

Asp

70

Tyr

Thr

Ser

Cys

Lys

Tyr

55

Phe

Tyr

Lys

<213> Artificial Sequence

<220>

His

Lys

Pro

40

Thr

Thr

Cys

Leu

Sequence: Synthetic

Lys

Ala

25

Gly

Gly

Phe

Gln

Glu
105

Phe

10

Ser

Gln

Val

Thr

Gln

90

Ile

Met

Gln

Ser

Pro

Ile

75

His

Lys

Ser

Asp

Pro

Asp

60

Ser

Tyr

Thr

Val

Lys

45

Arg

Asn

Ser

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 34

Ser

Ser

30

Leu

Phe

Val

Ile

Val

15

Ile

Leu

Thr

Gln

Pro
95

Gly

Asp

Ile

Gly

Ala

80

Cys

Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser Val Ser Val Gly

1

5

10

15

Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Glu Asn Ile Tyr Ser Asn

28
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20

Leu Ala Trp Tyr
35

Tyr Gly Ala Arg
50

Ser Gly Ser Gly
65

Glu Asp Phe Gly

Thr Phe Gly Ser
100

<210> 35
<211> 112
<212> PRT

Gln Gln

Asn Leu

Thr Gln
70

Ser Tyr
85

Gly Thr

Lys

Ala

55

Tyr

Phe

Lys

<213> Artificial Sequence

<220>

Gln

40

Asp

Ser

Cys

Val

<223> Description of Artificial
polypeptide

<400> 35
Asp Val Val Met
1

Gln Pro Ala Ser
20

Asn Gly Lys Thr
35

Pro Lys Leu Leu
50

Asp Arg Phe Ser

Thr Gln

5

Ile Ser

Tyr Leu

Ile Tyr

Gly Ser

Thr

Cys

Asn

Leu

55

Gly

Pro

Lys

Trp

40

Val

Ser

25

Gly

Gly

Leu

Gln

Glu
105

Lys

Val

Lys

His

90

Ile

Ser Pro Gln

45

Pro Ser Arg

60

Ile Asn Ser

75

Phe Trp Asp

Lys

Sequence: Synthetic

Leu

Ser

25

Leu

Ser

Gly

Thr

10

Ser

Leu

Lys

Thr

Leu

Gln

Gln

Val

Asp

29

Ser

Ser

Arg

Glu

60

Phe

Val

Leu

Pro

45

Ser

Thr

30

Leu

Phe

Leu

Thr

Thr

Leu

30

Gly

Gly

Leu

Leu

Ser

Gln

Thr
95

Val

15

His

Gln

Val

Lys

Val

Gly

Ser

80

Phe

Gly

Ser

Ser

Pro

Ile
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65 70 75 80

Ser Arg Val Glu Ala Glu Asp Leu Gly Leu Tyr Tyr Cys Leu Gln Val
85 90 95

Thr His Phe Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys
100 105 110

<210> 36
<211> 113
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 36
Asp Val Leu Met Thr Gln Thr Pro Leu Ser Leu Pro Val Ser Leu Gly
1 5 10 15

Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Val Val His Arg
20 25 30

Asn Gly Asn Thr Phe Leu Glu Trp Tyr Leu Gln Lys Pro Gly Gln Ser
35 40 45

Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg Val Glu Ala Glu Asp Leu Gly Leu Tyr Tyr Cys Phe Gln Gly
85 90 95

Ser His Val Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105 110

Arg

30


wsm
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<210>
<211>
<212>
<213>

<220>

<223>

<400> 37

37
106
PRT
Artificial Sequence

polypeptide

Asp Ile Gln Met Thr

1

Asp

Leu

Tyr

Ser

65

Glu

Phe

<210>
<211>
<212>
<213>

Arg

Asn

Tyr

50

Gly

Asp

Gly

<220>

<223>

38
107
PRT
Artificial Sequence

Val

Trp

35

Thr

Ser

Ile

Gly

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

5

Ile

Gln

Arg

Thr

Thr

85

Thr

polypeptide

Gln

Ser

Gln

Leu

Asp

70

Tyr

Lys

Thr

Cys

Lys

His

55

Tyr

Phe

Leu

Description of Artificial

Thr

Arg

Pro

40

Ser

Ser

Cys

Glu

Sequence: Synthetic

Ser

Ala

25

Asp

Gly

Leu

Gln

Ile
105

Ser

10

Ser

Gly

Val

Thr

Gln

90

Lys

Leu

Gln

Thr

Pro

Ile

75

Gly

31

Ser

Asp

Val

Ser

60

Ser

Asn

Ala

Ile

Lys

45

Arg

Asn

Thr

Description of Artificial Sequence: Synthetic

Ser

Ser

30

Leu

Phe

Leu

Leu

Leu

15

Asn

Leu

Ser

Glu

Arg
95

Gly

Tyr

Ile

Gly

Gln

80

Thr


wsm
Line


<400> 38
Gln Ile
1

Glu Lys

Tyr Trp

Leu Thr
50

Gly Ser
65

Asp Ala

Phe Gly

<210> 39
<211> 11
<212> PR

Val

Val

Tyr

35

Ser

Gly

Ala

Gly

3
T

Leu

Thr

20

Gln

Asn

Thr

Thr

Gly
100

Thr

Met

Gln

Leu

Ser

Tyr

85

Thr

Gln

Thr

Lys

Ala

Tyr

70

Tyr

Lys

Ser

Cys

Pro

Ala

55

Ser

Cys

Leu

<213> Artificial Sequence

<220>

Pro

Ser

Arg

40

Gly

Leu

Gln

Glu

<223> Description of Artificial
polypeptide

<400> 39

Asp Val Leu Met Thr Gln Thr Pro

1

5

Asp Gln Ala Ser Ile Ser Cys Arg

20

Asp Gly Asn Thr Phe Leu Gln Trp

35

40

Ala

Ala

25

Ser

Val

Thr

Gln

Ile
105

Leu

10

Ser

Ser

Pro

Ile

Trp

90

Lys

Met

Ser

Pro

Ala

Ser

75

Ser

Arg

Ser

Ser

Lys

Arg

60

Ser

Gly

Ala

Val

Pro

45

Phe

Met

Asp

Sequence: Synthetic

Ser

Ser

30

Trp

Ser

Glu

Pro

Leu Ser Leu Pro Val Ser

10

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Leu
15

Gly

Met

Tyr

Ser

Glu

80

Thr

Gly

Ser Ser Gln Ser Ile Val His Ser

25

30

Tyr Leu Gln Lys Pro Gly Gln Ser

32

45


wsm
Line


Pro Lys Leu Leu Ile Tyr Lys Val

50

55

Asp Arg Phe Ser Gly Ser Gly Ser

65 70

Ser Arg Val Glu Ala Glu Asp Leu

85

Ser His Val Pro Tyr Thr Phe Gly

100

Arg

<210> 40
<211> 113
<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial

polypeptide

<400> 40
Ser Asp Val Vval Arg Pro
1 5

Asp Gln Ala Ser Ile Ser
20

Asn Gly Asn Thr Tyr Leu
35

Pro Lys Leu Leu Ile Tyr
50

Asp Arg Phe Ser Gly Ser
65 70

Thr

Cys

His

Lys

55

Gly

Pro

Arg

Trp

40

Val

Ser

Ser Asn Arg Phe

60

Gly Thr Asp Phe

75

Gly val Tyr Tyr

90

Gly Gly Thr Lys

105

Ser

Thr

Cys

Leu

Sequence: Synthetic

Leu

Ser

25

Tyr

Ser

Gly

Ser

10

Ser

Leu

Asn

Thr

Leu

Gln

Gln

Arg

Asp
75

33

Pro

Ser

Lys

Phe

60

Phe

Val

Leu

Pro

45

Ser

Thr

Gly

Leu

Phe

Glu
110

Ser

Val

30

Gly

Gly

Leu

Val

Lys

Gln

95

Ile

Leu

15

His

Gln

Val

Lys

Pro

Ile

80

Gly

Lys

Gly

Ser

Ser

Pro

Ile
80


wsm
Line


Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Phe Cys Ser Gln Ser

85

90

95

Thr His Val Pro Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile

Lys

<210> 41

<211> 113
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 41

100

Asp Val Val Met

1

Asp

Asp

Pro

Asp

65

Ser

Thr

Gln

Gly

Lys

50

Arg

Arg

His

Ala

Asn

35

Leu

Phe

Val

Val

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Pro

Gln

Ser

Leu

Tyr

Ser

70

Glu

Trp

Ile

Cys

His

Lys

55

Gly

Asp

Thr

Pro

Arg

Trp

40

Val

Ser

Leu

Phe

105

Sequence: Synthetic

Val

Ser

25

Tyr

Ser

Gly

Gly

Gly
105

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Gly

34

Pro

Ser

Lys

Phe

60

Phe

Phe

Thr

Val

Leu

Pro

45

Ser

Thr

Cys

Lys

110

Thr

Leu

30

Gly

Gly

Leu

Ser

Leu
110

Leu
15

His

Gln

Val

Lys

Gln

95

Glu

Gly

Ser

Ser

Pro

Ile

80

Phe

Ile


wsm
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Lys

<210>
<211>
<212>
<213>

<220>

<223>

<400> 42

42
113
PRT
Artificial Sequence

polypeptide

Ala Val Val Met

1

Asp

Asp

Pro

Asp

65

Ser

Thr

Arg

<210> 43

Gln

Gly

Lys

50

Arg

Arg

His

Ala

Asn

35

Leu

Phe

Val

Val

<211> 108
<212> PRT

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Thr

Cys

His

Lys

55

Gly

Asp

Phe

Description of Artificial

Pro

Arg

Trp

40

Val

Ser

Leu

Gly

Sequence: Synthetic

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gly
105

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

35

Pro

Ser

Lys

Phe

60

Phe

Phe

Lys

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

Ser

Val

30

Gly

Gly

Leu

Ser

Glu
110

Leu

15

His

Gln

Val

Lys

His

95

Ile

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys


wsm
Line


<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 43
Asp Val Gln Ile Thr Gln Ser Pro Ser Tyr Leu Ala Ala
1 5 10
Glu Thr Ile Thr Ile Asn Cys Arg Thr Ser Lys Ser Ile
20 25
Leu Ala Trp Tyr Gln Glu Lys Pro Gly Lys Thr Asn Lys
35 40 45
Tyr Ser Gly Ser Thr Leu Gln Ser Gly Ile Pro Ser Arg
50 55 60
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser
65 70 75
Glu Asp Phe Ala Met Tyr Tyr Cys Gln His His Asn Glu
85 90
Thr Phe Gly Gly Gly Thr Arg Leu Glu Ile Lys Arg
100 105
<210> 44
<211> 113
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 44

Ser

Ser

30

Leu

Phe

Leu

Tyr

Pro

15

Lys

Leu

Ser

Glu

Pro
95

Gly

Tyr

Ile

Gly

Pro

80

Tyr

Asp Val Leu Met Thr Gln Thr Pro Leu Ser Leu Pro Val Ser Leu Gly

1

5

10

15

Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Val Val His Arg

36


wsm
Line


Asn Gl

Pro Ly
50

Asp Ar
65

Ser Ar

Ser Hi

Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

y Asn

35

s Leu

g Phe

g Val

s Val

45
106
PRT

20

Thr

Leu

Ser

Glu

Pro
100

Phe Leu

Ile Tyr

Gly Ser
70

Ala Glu
85

Tyr Thr

Glu Trp
40

Lys Val

55

Gly Ser

Asp Leu

Phe Gly

Artificial Sequence

Description of Artificial

Gln Ile Val Leu

1

polypeptide

45
Ser Gln
5

Glu Lys Val Thr

20

His Trp Tyr Gln

35

Ala Thr Ser Asn

Met Thr

Gln Lys

Leu Ala

Ser Pro

Cys Arg

Pro Gly

40

Ser Gly

25

Tyr

Ser

Gly

Gly

Gly
105

Leu

Asn

Thr

Val

90

Gly

Gln

Arg

Asp

75

Tyr

Thr

Lys

Phe

60

Phe

Tyr

Lys

Pro

45

Ser

Thr

Cys

Leu

Sequence: Synthetic

Ala Ile Leu Ser Ala

10

Ala Ser Ser Ser Val

25

Ser Ser Pro Lys Pro

45

Val Pro Ala Arg Phe

37

30

Gly

Gly

Leu

Phe

Glu
110

Ser

Asn

30

Trp

Ser

Gln

Val

Lys

Gln

95

Ile

Pro

15

Tyr

Ile

Gly

Ser

Pro

Ile

80

Gly

Lys

Gly

Met

Tyr

Ser


wsm
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50

55

60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg Val Glu Ala Glu

65

70

75

80

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser His Gln Pro Thr

85

90

Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys

<210>
<211>
<212>
<213>

<220>

<223>

46
113
PRT
Artificial Sequence

100

polypeptide

<400> 46
Ala Val Val Met Thr

1

Asp

Asp

Pro

Asp

65

Ser

Thr

Gln

Gly

Lys

50

Arg

Arg

His

Ala

Asn

35

Leu

Phe

Val

Val

Ser

20

Thr

Leu

Ser

Glu

Pro

5

Ile

Tyr

Ile

Gly

Ala

85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Thr

Cys

His

Lys

55

Gly

Asp

Phe

Description of Artificial

Pro

Arg

Trp

40

Val

Ser

Leu

Gly

105

Sequence: Synthetic

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gly

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

38

Pro

Ser

Lys

Phe

60

Phe

Phe

Lys

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

Ser

Val

30

Gly

Gly

Leu

Ser

Glu

95

Leu

15

His

Gln

Val

Lys

His

95

Ile

Ser

Ser

Pro

Ile

80

Ser

Lys


wsm
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Arg

<210>
<211>
<212>
<213>

<220>

<223>

<400> 47

47
106
PRT
Artificial Sequence

100

polypeptide

Gln Ile Val Leu

1

Glu

His

Ala

Gly

65

Asp

Phe

<210> 48

Lys

Trp

Thr

50

Ser

Ala

Gly

Val

Tyr

35

Ser

Gly

Ala

Ala

<211> 113
<212> PRT
<213> Artificial Sequence

Thr

20

Gln

Asn

Thr

Thr

Gly
100

Ser

Met

Gln

Leu

Ser

Tyr

85

Thr

Gln

Thr

Lys

Ala

Tyr

70

His

Lys

Ser

Cys

Pro

Ser

55

Ser

Cys

Leu

Description of Artificial

Pro

Arg

Gly

40

Gly

Leu

Gln

Glu

105

Sequence: Synthetic

Ala

Ala

25

Ser

Val

Thr

Gln

Leu
105

Ile

10

Ser

Ser

Pro

Ile

Trp

90

Lys

Leu

Ser

Pro

Ala

Ser

75

Tyr

39

Ser

Ser

Lys

Arg

60

Arg

Ser

Ala

Val

Pro

45

Phe

Val

Asp

110

Ser

Arg

30

Trp

Ser

Glu

Thr

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Gly

Ile

Tyr

Ser

Glu

80

Thr


wsm
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<220>
<223> Description of Artificial
polypeptide

<400> 48

Asp Ile Val Met

1

Glu

Ile

Ser

Pro

65

Ile

Tyr

Lys

<210>
<211>
<212>
<213>

Lys

Asn

Pro

50

Asp

Ser

Tyr

<220>

<223>

<400> 49

49
107
PRT
Artificial Sequence

Val

Gln

35

Lys

Arg

Ser

Ser

Ala

20

Lys

Leu

Phe

Val

Tyr
100

Ser

Leu

Asn

Leu

Thr

Lys

85

Pro

polypeptide

Gln

Asn

Tyr

Ile

Gly

70

Thr

Trp

Ser

Cys

Leu

Tyr

55

Ser

Glu

Thr

Pro

Lys

Ala

40

Trp

Gly

Asp

Phe

Sequence: Synthetic

Ser

Ser

25

Trp

Ala

Ser

Leu

Gly
105

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gly

Leu

Gln

Gln

Thr

Thr

75

Val

Gly

Ala

Ser

Arg

Arg

60

Asp

Tyr

Thr

Val

Leu

Asn

45

Glu

Phe

Tyr

Lys

Description of Artificial Sequence: Synthetic

Ser

Leu

30

Pro

Ser

Thr

Cys

Leu
110

Val
15

Tyr

Gly

Gly

Leu

Gln

95

Glu

Gly

Ser

Gln

Val

Thr

80

Gln

Ile

Gln Ile Val Leu Thr Gln Ser Pro Ala Leu Met Ser Ala Ser Pro Gly

1

5

10

40

15


wsm
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Glu Lys Vval

Tyr Trp Tyr
35

Leu Thr Ser
50

Gly Ser Gly
65

Asp Ala Ala

Phe Gly Gly

<210> 50
<211> 107
<212> PRT

Thr

20

Gln

Asn

Thr

Thr

Gly
100

Met Thr

Gln Lys

Leu Ala

Ser Tyr
70

Tyr Tyr
85

Thr Lys

Cys

Pro

Ala

55

Ser

Cys

Leu

<213> Artificial Sequence

<220>

Ser

Arg

40

Gly

Leu

Gln

Glu

<223> Description of Artificial
polypeptide

<400> 50
Asn Ile Val
1

Gln Arg Ala

Gly Asn Ser
35

Lys Leu Leu
50

Leu

Thr

20

Phe

Ile

Thr Gln Ser Pro

5

Ile Ser Cys Arg

Met His Trp Tyr

40

Tyr Leu Ala Ser

55

Ala

25

Ser

Val

Thr

Gln

Ile
105

Ser

Ser

Pro

Ile

Trp

90

Lys

Ser

Pro

Ala

Ser

75

Ser

Arg

Ser Val

Lys Pro
45

Arg Phe

60

Ser Met

Gly Asp

Sequence: Synthetic

Ala

Pro
25

Ser
10

Ser

Gln Gln

Asn

Leu

Leu Ala Val

Glu

Lys

Glu

41

Ser Val

Pro Gly
45

Ser Gly
60

Ser

30

Trp

Ser

Glu

Pro

Ser

Asp

30

Gln

Val

Tyr

Ile

Gly

Ala

Pro
95

Leu
15

Ser

Pro

Met

Tyr

Ser

Glu

80

Thr

Gly

Tyr

Pro

Pro Ala


wsm
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Arg Phe Ser Gly Ser Gly Ser Arg Thr Asp Leu Thr Leu Thr Ile Asp

65

70

75

80

Pro Val Glu Ala Asp Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Asn Asn

85

90

Glu Asp Pro Trp Thr Phe Gly Gly Gly Thr Lys

<210> 51

<211> 106
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 51

100

Gln Ile Val Leu

1

Glu

His

Gly

Gly

65

Asp

Phe

Lys

Trp

Thr

50

Ser

Ala

Gly

Val

Phe

35

Ser

Gly

Ala

Gly

Thr

20

Gln

Asn

Thr

Thr

Gly
100

Ser

Met

Gln

Leu

Ser

Tyr

85

Thr

Gln

Thr

Lys

Ala

Tyr

70

Tyr

Lys

Ser

Cys

Pro

Ser

55

Ser

Cys

Leu

Pro

Arg

Gly

40

Gly

Leu

Gln

Glu

105

Sequence: Synthetic

Ala

Ala

25

Ser

Val

Thr

Gln

Ile
105

Ile

10

Ser

Ser

Pro

Ile

Trp

90

Lys

Leu

Ser

Pro

Ala

Ser

75

Ser

42

Ser

Ser

Lys

Arg

60

Arg

Ser

Ala

Val

Phe

45

Phe

Val

Asp

Ser

Ser

30

Trp

Thr

Glu

Ser

95

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Gly

Ile

Tyr

Ser

Glu

80

Thr


wsm
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<210> 52
<211> 106
<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial
polypeptide

<400> 52
Gln Ile Val
1

Glu Lys Vval

His Trp His
35

Gly Thr Ser
50

Gly Ser Gly
65

Asp Ala Ala

Phe Gly Ala

<210> 53
<211> 111
<212> PRT

Leu

Thr

20

Gln

Asn

Thr

Thr

Gly
100

Ser

Met

Gln

Leu

Ser

Tyr

85

Thr

Gln

Thr

Lys

Ala

Tyr

70

Tyr

Lys

Ser

Cys

Pro

Ser

55

Ser

Cys

Leu

<213> Artificial Sequence

<220>

Pro

Arg

Gly

40

Gly

Leu

Gln

Glu

Sequence: Synthetic

Ala

Ala

25

Ser

Val

Thr

Gln

Leu
105

Ile

10

Ser

Ser

Pro

Ile

Trp

90

Lys

Leu

Ser

Pro

Ala

Ser

75

Ser

Ser

Ser

Lys

Arg

60

Arg

Ser

Ala

Val

Pro

45

Phe

Val

Asn

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 53

Ser

Asn

30

Arg

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Gly

Met

Tyr

Ser

Glu

80

Thr

Asp Ile Val Leu Thr Gln Ser Pro Pro Ser Leu Ala Val Ser Leu Gly

43


wsm
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Gln Arg Ala Thr
20

Gly Asp Ser Tyr
35

Lys Leu Leu Ile
50

Arg Phe Ser Gly
65

Pro Met Glu Glu

Glu Asp Pro Trp
100

<210> 54
<211> 111
<212> PRT

Ile Ser

Met Asn

Tyr Gly

Ser Gly
70

Glu Asp
85

Thr Phe

Cys

Trp

Ala

55

Ser

Ala

Gly

<213> Artificial Sequence

<220>

Lys

Tyr

40

Ser

Gly

Ala

Gly

<223> Description of Artificial
polypeptide

<400> 54
Asp Ile Val Leu
1

Gln Arg Ala Thr
20

Gly Asp Ser Tyr
35

Lys Leu Leu Ile

Thr Gln Ser Pro

5

Ile Ser Cys Lys

Met Asn Trp Tyr

40

Tyr Ala Ala Ser

Ala

25

Gln

Asn

Thr

Thr

Gly
105

10

Ser

Gln

Leu

Asp

Tyr

90

Thr

Gln Ser

Lys Pro

Glu Ser
60

Phe Thr
75

Tyr Cys

Lys Leu

Val

Gly

45

Gly

Leu

Gln

Glu

Sequence: Synthetic

Ala

Ala

25

Gln

Asn

Ser

10

Ser

Gln

Leu

Leu Ala

Gln Ser

Lys Pro

Glu Ser

44

Val

Val

Gly

45

Gly

Asp

30

Gln

Ile

Asn

Gln

Ile
110

Ser

Asp

30

Gln

Ile

15

Tyr

Pro

Pro

Ile

Ser

95

Lys

Leu

15

Tyr

Pro

Pro

Asp

Pro

Ala

His

80

Asn

Gly

Asp

Pro

Ala
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50

55

60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu

65

70

75

Pro Val Glu Glu Glu Asp Ala Ala Thr Tyr Tyr Cys Gln

85

90

Glu Asp Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu

<210>
<211>
<212>
<213>

<220>

<223>

<400> 55

55
122
PRT
Artificial Sequence

100

polypeptide

Glu Val Gln Leu

1

Ser

Tyr

Gly

Gln

65

Met

Ser

Val

Met

Glu

50

Ala

Gln

Arg

Lys

Asn

35

Ile

Lys

Leu

Gly

Ile

20

Trp

Asn

Ala

Lys

Glu

Gln

5

Ser

Val

Pro

Thr

Ser
85

Asp

Gln

Cys

Lys

Ser

Leu

70

Leu

Asp

Ser

Lys

Gln

Thr

55

Thr

Thr

Gly

Description of Artificial

Gly

Ala

Ser

40

Gly

Val

Ser

Tyr

105

Sequence: Synthetic

Pro

Ser

25

Pro

Gly

Asp

Glu

Phe

Glu

10

Gly

Glu

Thr

Lys

Asp

90

Pro

Leu

Tyr

Lys

Thr

Ser

75

Ser

Tyr

45

Val

Ser

Ser

Tyr

60

Ser

Ala

Ser

Lys

Phe

Leu

45

Asn

Ser

Val

Met

Asn

Gln

Ile
110

Pro

Thr

30

Glu

Gln

Thr

Tyr

Asp

Ile

Ser

95

Lys

Gly

15

Gly

Trp

Lys

Ala

Tyr

95

Phe

His
80

Asn

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Trp
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100

105

Gly Gln Gly Ala Ser Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

<223>

115

56
118
PRT
Artificial Sequence

polypeptide

<400> 56
Ser Asp Val Gln

1

Gln

Gly

Trp

Leu

65

Phe

Cys

Leu

<210> 57

Ser

Ser

Met

50

Lys

Leu

Ala

Val

Leu

Tyr

35

Gly

Ser

Gln

Arg

Thr
115

Ser

20

Trp

Tyr

Arg

Leu

Ser

100

Val

Leu

Val

Asn

Ile

Ile

Asn

85

Thr

Ser

Gln

Thr

Trp

His

Ser

70

Ser

Gly

Ala

Glu

Cys

Ile

Asn

55

Ile

Val

Pro

120

Description of Artificial

Ser

Thr

Arg

40

Ser

Thr

Thr

Pro

Sequence: Synthetic

Gly

Val

25

Gln

Gly

Arg

Thr

Phe
105

Pro

10

Thr

Phe

Ser

Asp

Glu

90

Thr

Gly

Gly

Pro

Thr

Thr

75

Asp

Tyr

46

Leu

Tyr

Gly

Thr

60

Ser

Thr

Trp

Val

Ser

Asn

45

Tyr

Lys

Ala

Gly

110

Thr

Ile

30

Lys

Asn

Asn

Thr

Gln
110

Pro

15

Thr

Leu

Pro

Gln

Tyr

95

Gly

Ser

Ser

Glu

Ser

Phe

80

Tyr

Thr


wsm
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<211> 120
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 57

Gln Val Gln Leu

1

Ser

Trp

Gly

Lys

65

Met

Ala

Gly

<210>
<211>
<212>
<213>

Val

Ile

Glu

50

Gly

Gln

Arg

Thr

<220>

<223>

58
120
PRT
Artificial Sequence

Lys

Gln

35

Ile

Lys

Leu

Arg

Ser
115

Leu
20

Trp

Phe

Ala

Ser

Gly

100

Val

Gln

5

Ser

Val

Pro

Thr

Ser

85

Val

Thr

polypeptide

Gln

Cys

Lys

Gly

Leu

70

Leu

Phe

Val

Ser

Lys

Gln

Thr

55

Thr

Thr

Gly

Ser

Gly

Thr

Arg

40

Gly

Arg

Ser

Asn

Ser
120

Sequence: Synthetic

Ala

Ser

25

Pro

Thr

Asp

Glu

Tyr
105

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Ala

Leu

Tyr

Gln

Tyr

Ser

75

Ser

Met

47

Val

Thr

Gly

Tyr

60

Ser

Ala

Asp

Lys

Phe

Leu

45

Asn

Ser

Val

Tyr

Description of Artificial Sequence: Synthetic

Pro

Thr

30

Gly

Glu

Thr

Tyr

Trp
110

Gly

15

Ser

Trp

Lys

Ala

Phe

95

Gly

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Gln


wsm
Line


<400> 58

Gln Val Gln

1

Ser

Trp

Gly

Lys

65

Met

Ala

Gly

<210> 59

Val

Ile

Asn

50

Ser

Gln

Arg

Thr

Lys

Asn

35

Ile

Lys

Leu

Tyr

Thr
115

<211> 120
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 59

Leu

Leu

20

Trp

Phe

Ala

Ser

Gly

100

Val

Leu

Ser

Val

Pro

Thr

Ser

85

Ser

Thr

Gln

Cys

Lys

Gly

Leu

70

Leu

Tyr

Val

Pro

Lys

Leu

Ser

55

Thr

Thr

Gly

Ser

Gly

Ala

Arg

40

Ser

Val

Ser

Asn

Ser
120

Glu Val Lys Leu Val Glu Ser Gly

1

5

Ser Leu Ser Leu Ser Cys Ala Ala

20

Ala

Ser

25

Pro

Ser

Asp

Asp

Trp
105

Glu

10

Gly

Gly

Pro

Ile

Gly

90

Tyr

Leu

Tyr

Gln

Asn

Ser

75

Ser

Phe

Val

Ser

Gly

Tyr

60

Ser

Ala

Asp

Lys

Phe

Leu

45

Asn

Ser

Val

Val

Sequence: Synthetic

Pro

Thr

30

Glu

Glu

Thr

Tyr

Trp
110

Gly

15

Asn

Trp

Lys

Ala

Tyr
95

Ala

Phe

Ile

Phe

Tyr

80

Cys

Ala

Gly Gly Leu Val Gln Pro Gly Gly

10

15

Ser Gly Phe Thr Phe Thr Asp Tyr

25

48

30


wsm
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Tyr

Gly

Ser

65

Leu

Tyr

Gly

<210>
<211>
<212>
<213>

Met

Phe

50

Val

Tyr

Cys

Thr

<220>

<223>

<400> 60

Ser Trp
35

Ile Arg

Lys Gly

Leu Gln

Ala Ser

100

Ser Val
115

60
122
PRT
Artificial Sequence

Val

Asn

Arg

Met

85

Ser

Thr

polypeptide

Arg

Lys

Phe

70

Asn

Lys

Val

Gln

Ala

55

Thr

Val

Pro

Ser

Pro

40

Asn

Ile

Leu

Gly

Ser
120

Description of Artificial

Glu Val Gln Leu Gln Gln Ser Gly

1

5

Ser Val Lys Ile Ser Cys Lys Ala

Tyr

Gly

Met

Glu
50

20

Asn Trp Val Lys Gln Ser

35

40

Ile Asn Pro Ser Thr Gly

55

Pro

Gly

Ser

Arg

Trp
105

Gly Lys

Tyr Thr

Arg Asp
75

Ala Glu
90

Pro Met

Ala

Thr

60

Asn

Asp

Asp

Leu

45

Glu

Ser

Ser

Tyr

Sequence: Synthetic

Pro Glu Leu Val Lys

10

Ser Gly Tyr Ser Phe

25

Pro Glu Lys Ser Leu

45

Gly Thr Thr Tyr Asn

49

60

Glu Trp Leu

Ser Ser Ala

Gln Ser Ile
80

Ala Thr Tyr
95

Trp Gly Gln
110

Pro Gly Ala
15

Thr Gly Tyr
30

Glu Trp Ile

Gln Lys Phe


wsm
Line


Gln Ala Lys Ala

65

Met Gln Leu Lys

Ser Arg Gly Glu

100

Gly Gln Gly Ala

<210>
<211>
<212>
<213>

<220>

<223>

<400> 61

61
120
PRT
Artificial Sequence

115

Thr Leu Thr Val

70

Ser Leu Thr Ser

85

Asp Asp Gly Tyr

Ser Val Thr Val

polypeptide

Asp Val Lys Leu

1

Ser

Tyr

Ala

Lys

65

Leu

Leu

Met

Thr

50

Gly

Gln

Lys

Ser

35

Ile

Arg

Ile

Leu

20

Trp

Ser

Phe

Ser

Val Glu
5

Ser Cys

Val Arg

Asn Ser

Thr Ile

70

Ser Leu
85

Ser

Ala

Gln

Gly

55

Ser

Asn

120

Description of Artificial

Gly

Ala

Thr

40

Gly

Arg

Ser

Asp Lys Ser Ser Ser

75

Glu Asp Ser Ala Val

90

Phe Pro Tyr Ser Met

105

Ser

Ser

Sequence: Synthetic

Gly

Ser

25

Pro

Ser

Asp

Glu

Gly

10

Gly

Glu

Thr

Asn

Asp
90

Leu

Phe

Lys

Tyr

Ala

75

Thr

50

Val

Thr

Arg

Tyr

60

Lys

Ala

Lys

Phe

Leu

45

Pro

Asn

Val

Thr Ala Tyr

80

Tyr Tyr Cys

95

Asp Phe Trp

110

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly

15

Ser

Trp

Ser

Leu

Tyr
95

Gly

Tyr

Val

Val

Tyr

80

Cys


wsm
Line


Ser Arg Glu Tyr Asp Phe Asp Gly Glu Phe Phe Asp Tyr Trp Gly Gln

100

Gly Thr Thr Leu Thr Val Ser Ser

<210> 62

115

<211> 120
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 62

Gln Val Gln Leu

1

Ser

Trp

Gly

Lys

65

Ile

Ala

Gly

Val

Ile

Asn

50

Phe

Gln

Arg

Thr

Lys

Asn

35

Ile

Lys

Leu

Tyr

Thr
115

Leu
20

Trp

Tyr

Ala

Ser

Gly

100

Val

Leu

Ser

Val

Pro

Thr

Ser

85

Thr

Thr

Gln

Cys

Lys

Gly

Leu

70

Leu

Phe

Val

Pro

Lys

Gln

Ser

55

Thr

Pro

Gly

Ser

120

Gly

Ala

Arg

40

Ser

Val

Ser

Asn

Ser
120

105

Sequence: Synthetic

Ala

Ser

25

Pro

Ser

Asp

Asp

Trp
105

Glu

10

Gly

Gly

Pro

Ile

Asp

90

Tyr

Leu

Tyr

Gln

Asn

Ser

75

Ser

Phe

51

Val

Thr

Gly

Tyr

60

Ser

Ala

Asp

Lys

Phe

Leu

45

Asn

Ser

Val

Val

110

Pro

Thr

30

Glu

Glu

Thr

Tyr

Trp
110

Gly

15

Asn

Trp

Lys

Ala

Tyr
95

Ala

Phe

Ile

Phe

Tyr

80

Cys

Ala
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<210> 63

<211> 121
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 63

Gln Val Gln Leu

1

Ser

Trp

Gly

Lys

65

Met

Thr

Gln

<210> 64

Val

Ile

Asn

50

Ser

Gln

Arg

Gly

Lys

Ser

35

Ile

Lys

Leu

Trp

Thr
115

<211> 107
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

Leu
20

Trp

Phe

Ala

Ser

Gly

100

Ser

Gln

5

Ser

Val

Pro

Thr

Ser

85

Asn

Val

Gln

Cys

Lys

Gly

Leu

70

Leu

Tyr

Thr

Pro

Lys

Gln

Ser

55

Thr

Thr

Gly

Val

Gly

Ala

Arg

40

Ser

Val

Ser

Tyr

Ser
120

Sequence: Synthetic

Ala

Ser

25

Pro

Ser

Asp

Asp

Tyr

105

Ser

Glu

10

Gly

Gly

Pro

Thr

Ala

90

Tyr

Leu

Tyr

Gln

Asn

Ser

75

Ser

Ala

52

Val

Thr

Gly

Tyr

60

Ser

Ala

Met

Lys

Phe

Leu

45

Asn

Ser

Val

Asp

Pro

Thr

30

Glu

Glu

Thr

Tyr

Tyr
110

Gly

15

Asn

Trp

Lys

Ala

Tyr

95

Trp

Ala

His

Ile

Phe

Tyr

80

Cys

Gly


wsm
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polypeptide

<400> 64
Asp Ile Val Leu

1

Asp

Leu

Lys

Ser

65

Glu

Thr

<210> 65

Ser

His

Tyr

50

Gly

Asp

Phe

Val

Trp

35

Val

Ser

Phe

Gly

<211> 110
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 65

Ser

20

Tyr

Ser

Gly

Gly

Ala
100

Ile

5

Leu

Gln

Gln

Thr

Met

85

Gly

Gln

Ser

Gln

Ser

Asp

70

Tyr

Thr

Ser

Cys

Lys

Ile

55

Phe

Phe

Lys

Pro

Arg

Ser

40

Ser

Thr

Cys

Leu

Asn Ile Val Leu Thr Gln Ser Pro

1

5

Gln Arg Ala Thr Ile Ser Cys Arg

20

Gly Asn Ser Phe Met His Trp Tyr

Ala

Ala

25

His

Gly

Leu

Gln

Glu
105

Thr

10

Ser

Glu

Ile

Ser

Gln

90

Leu

Leu

Gln

Ser

Pro

Ile

75

Ser

Lys

Ser

Ser

Pro

Ser

60

Asn

Asn

Val

Ile

Arg

45

Arg

Ser

Ser

Sequence: Synthetic

Thr

Asn

30

Leu

Phe

Val

Trp

Gly Ser Leu Ala Val Ser

10

Pro

15

Asn

Leu

Ser

Glu

Pro
95

Leu
15

Gly

Asn

Ile

Gly

Thr

80

Leu

Gly

Ala Ser Glu Ser Val Asp Asn Tyr

25

30

Gln Gln Lys Pro Gly Gln Pro Pro

53


wsm
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35 40

Lys Leu Leu Ile Tyr Leu Ala Ser
50 55

Arg Phe Ser Gly Ser Gly Ser Arg
65 70

Pro Val Glu Ala Asp Asp Ala Ala
85

Glu Asp Pro Thr Phe Gly Ser Gly
100

<210> 66
<211> 107
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 66

Asp Ile Gln Met Thr Gln Ser Pro
1 5

Glu Thr Val Thr Ile Thr Cys Arg
20

Leu Ala Trp Tyr Gln Gln Lys Gln
35 40

Tyr Ala Ala Thr Asn Leu Ala Gly
50 55

Ser Gly Ser Gly Thr Gln Tyr Ser
65 70

Glu Asp Phe Gly Ser Tyr Tyr Cys

Asn

Thr

Thr

Thr
105

Leu Glu Ser

60

Asp Phe Thr

75

Tyr Tyr Cys

90

Lys Leu Glu

45

Gly

Leu

Gln

Met

Sequence: Synthetic

Ala

Ala

25

Gly

Gly

Leu

Gln

Ser

10

Ser

Lys

Val

Lys

His

Leu

Glu

Ser

Pro

Ile

75

Phe

54

Ser

Asn

Pro

Ser

60

Asn

Trp

Val

Ile

Gln

45

Arg

Ser

Gly

Val

Thr

Gln

Lys
110

Ser

Tyr

30

Leu

Phe

Leu

Thr

Pro Ala

Ile Asp
80

Asn Asn
95

Val Gly
15

Ser Asn

Leu Val

Ser Gly

Gln Ser

80

Pro Arg


wsm
Line


85

90

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys

<210>
<211>
<212>
<213>

<220>

<223>

<400> 67

67
108
PRT
Artificial Sequence

100

polypeptide

Asp Ile Gln Met

1

Glu

Leu

Tyr

Ser

65

Glu

Thr

<210> 68

Thr

Ala

Ala

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Phe

Gly

<211> 108
<212> PRT
<213> Artificial Sequence

Thr

20

Tyr

Thr

Gly

Gly

Gly
100

Thr

5

Ile

Gln

Asn

Thr

Ser

85

Gly

Gln

Thr

Gln

Leu

Gln

70

Tyr

Thr

Ser

Cys

Lys

Ala

55

Tyr

Tyr

Lys

Description of Artificial

Pro

Arg

Gln

40

Asp

Ser

Cys

Leu

105

Sequence: Synthetic

Ala

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Ser

10

Ser

Lys

Val

Lys

His

90

Ile

Leu

Glu

Ser

Pro

Ile

75

Phe

Lys

55

Ser

Asn

Pro

Ser

60

Asn

Gly

Arg

Val

Ile

Gln

45

Arg

Ser

Asp

Ser

Tyr

30

Leu

Phe

Leu

Thr

95

Val

15

Ser

Leu

Ser

Gln

Pro
95

Gly

Asn

Val

Gly

Ser

80

Tyr
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<220>
<223> Description of Artificial
polypeptide

<400> 68

Asp Leu Lys Met

1

Glu

Leu

Tyr

Ser

65

Glu

Thr

<210> 69

Arg

Ser

Arg

50

Gly

Asp

Ile

Val

Trp

35

Ala

Ser

Met

Gly

<211> 107
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 69

Thr

20

Phe

Asn

Gly

Gly

Gly
100

Thr

5

Ile

Gln

Arg

Gln

Ile

85

Gly

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Ile

Val

55

Tyr

Tyr

Lys

Pro

Lys

Pro

40

Asp

Ser

Cys

Leu

Asp Ile Gln Met Thr Gln Thr Ser

1

5

Sequence: Synthetic

Ser Ser
10

Ala Ser
25

Gly Lys

Gly Vval

Leu Thr

Leu Gln

90

Glu Ile
105

Met

Gln

Ser

Pro

Ile

75

Ser

Lys

Tyr

Asp

Pro

Ser

60

Ser

Asp

Arg

Ala

Ile

Lys

45

Arg

Ser

Glu

Sequence: Synthetic

Ser

Asn

30

Thr

Phe

Leu

Phe

Leu

15

Ser

Leu

Ser

Glu

Pro
95

Gly

Phe

Ile

Gly

Tyr

80

Tyr

Ser Ser Phe Ser Val Ser Leu Gly

10

15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Glu Asp Ile Tyr Asn Arg

20

25

56

30


wsm
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Leu Ala Trp Tyr
35

Ser Gly Ala Thr
50

Ser Gly Ser Gly
65

Glu Asp Val Ala

Thr Phe Gly Gly
100

<210> 70
<211> 107
<212> PRT

Gln

Ser

Asn

Thr

85

Gly

Gln

Leu

Asp

70

Tyr

Thr

Lys

Glu

55

Tyr

Tyr

Lys

<213> Artificial Sequence

<220>

Pro

40

Ala

Thr

Cys

Leu

<223> Description of Artificial
polypeptide

<400> 70
Asp Ile Val Leu
1

Asp Ser Val Ser
20

Leu His Trp Tyr
35

Lys Tyr Val Ser
50

Ser Gly Ser Gly
65

Ile

5

Leu

Gln

Gln

Thr

Gln

Ser

Gln

Ser

Asp
70

Ser

Cys

Lys

Ile

55

Phe

Pro

Arg

Ser

40

Ser

Thr

Gly

Leu

Gln

Glu
105

Asn

Val

Ser

Gln

90

Ile

Ala Pro

Pro Ser
60

Ile Thr
75

Tyr Trp

Lys

Arg

45

Arg

Ser

Tyr

Sequence: Synthetic

Ala

Ala

25

His

Gly

Leu

Thr

10

Ser

Glu

Ile

Ser

Leu Ser

Gln Ser

Ser Pro

Pro Ser

60

Ile Asn
75

57

Val

Ile

Arg

45

Arg

Ser

Leu

Phe

Leu

Thr

Thr

Asn

30

Leu

Phe

Val

Leu

Ser

Gln

Pro
95

Pro

15

Asn

Leu

Ser

Glu

Ile

Gly

Thr

80

Trp

Gly

Asn

Ile

Gly

Thr
80


wsm
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Glu Asp Phe Gly Met Tyr Phe Cys Gln Gln Ser Asn Ser Trp Pro Leu

85

90

Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys

<210> 71

<211> 113
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 71

100

Asp Val Val Met

1

Asp

Asn

Pro

Asp

65

Ser

Arg

Arg

Gln

Gly

Lys

50

Arg

Arg

His

Ala

Asn

35

Leu

Phe

Val

Val

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Thr

Cys

His

Lys

55

Gly

Asp

Phe

Pro

Arg

Trp

40

Val

Ser

Leu

Gly

105

Sequence: Synthetic

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gly
105

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

58

Pro

Ser

Lys

Phe

60

Phe

Phe

Lys

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

Ser

Val

30

Gly

Gly

Leu

Ser

Glu
110

95

Leu
15

His

Gln

Val

Lys

Gln

95

Ile

Ser

Ser

Pro

Ile

80

Ser

Lys


wsm
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<210> 72

<211> 108
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide
<400> 72
Asp Ile Lys Met Thr Gln Ser Pro
1 5
Glu Arg Val Thr Ile Thr Cys Lys
20
Leu Ser Trp Phe Gln Gln Ile Pro
35 40
Tyr Arg Ala Asn Arg Leu Val Asp
50 55
Ser Gly Ser Gly Gln Asp Tyr Ser
65 70
Glu Asp Met Gly Ile Tyr Tyr Cys
85
Thr Ile Gly Gly Gly Thr Lys Leu
100
<210> 73
<211> 105
<212> PRT
<213> Artificial Sequence
<220>
<223>
polypeptide
<400> 73

Sequence: Synthetic

Ser

Ala

25

Gly

Leu

Leu

Glu
105

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Met

Gln

Ser

Pro

Ile

75

Ser

Lys

Tyr

Asp

Pro

Ser

60

Ser

Asp

Arg

Ala

Ile

Lys

45

Arg

Ser

Glu

Description of Artificial Sequence: Synthetic

Ser

Asn

30

Thr

Phe

Leu

Phe

Leu

15

Asn

Leu

Ser

Glu

Pro
95

Gly

Phe

Ile

Gly

Tyr

80

Tyr

Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Leu Gly

59
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Glu

His

Ser

Gly

65

Asp

Gly

<210>
<211>
<212>
<213>

Glu

Trp

Thr

50

Ser

Ala

Gly

<220>

<223>

Ile Thr
20

Tyr Gln

35

Ser Asn

Gly Thr

Ala Asp

Gly Thr
100

74
121
PRT
Artificial Sequence

Leu

Gln

Leu

Phe

Tyr

85

Lys

polypeptide

<400> 74
Glu Glu Lys Leu Glu Glu Ser Gly

1

5

Thr

Lys

Ala

Tyr

70

Tyr

Leu

Cys

Ser

Ser

55

Ser

Cys

Glu

Ser

Gly

40

Gly

Leu

His

Ile

Description of Artificial

Ser Met Lys Leu Ser Cys Val Ala

Trp

Gly

Met

Gln

20

Asn Trp Val Arg Gln Ser

35

40

Ile Arg Leu Lys Ser Asp

Ala

25

Thr

Val

Thr

Gln

Lys
105

10

Ser

Ser

Pro

Ile

Trp
90

Ser Arg Val

Pro Lys Leu
45

Ser Arg Phe
60

Ile Ser Val
75

Ser Ser Tyr

Sequence: Synthetic

Gly Gly Leu Val Gln

10

Ser Gly Phe Ile Phe

25

Pro Glu Lys Gly Leu

45

Asn Tyr Ala Thr His

60

Asn

30

Leu

Ser

Glu

Pro

Pro

Ser

30

Glu

Tyr

15

Tyr

Ile

Gly

Ala

Thr
95

Gly

15

Ile

Trp

Ala

Met

Tyr

Ser

Glu

80

Phe

Gly

Tyr

Val

Glu
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50 55

Ser Val Lys Gly Arg Phe Thr Ile
65 70

Val Tyr Leu Gln Met Asn Asn Leu
85

Tyr Cys Met Tyr Tyr Gly Ser Ser
100

Gln Gly Thr Leu Val Thr Val Ser
115 120

<210> 75

<211> 118

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 75

Gln Val Gln Leu Gln Gln Ser Gly
1 5

Ser Val Lys Met Ser Cys Lys Ala
20

Trp Thr Gly Trp Val Lys Gln Arg
35 40

Gly Asp Ile Tyr Pro Gly Gly Gly
50 55

Lys Gly Lys Ala Thr Leu Thr Ala
65 70

Met Leu Leu Ser Ser Leu Thr Phe

60

Ser Arg Asp Asp Ser

75

Arg Ala Glu Asp Thr

90

Tyr Glu Arg Phe Ala

105

Ala

Sequence: Synthetic

Ala

Thr

25

Pro

Tyr

Asp

Glu

Glu

10

Gly

Gly

Thr

Thr

Asp

Leu

Tyr

His

Asn

Ser

75

Ser

61

Val

Thr

Gly

Tyr

60

Ser

Ala

Arg

Phe

Leu

45

Asn

Ser

Ile

Lys Ser

Gly Ile
95

Tyr Trp
110

Pro Gly
15

Ser Asn

30

Glu Arg

Glu Glu

Thr Val

Tyr Tyr

Ser
80

Tyr

Gly

Thr

Tyr

Ile

Phe

Tyr

80

Cys
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85

90

95

Ala Arg Trp Gly Ser Asp Tyr Ala Met Asp Tyr Trp Gly Gln Gly Thr

100

Ser Val Thr Val Ser Ser

<210> 76

115

<211> 115
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 76

Glu Val Gln Leu

1

Ser

Tyr

Gly

Arg

65

Leu

Ser

Val

Val

Met

Arg

50

Gly

Gln

Glu

Ser

Lys

His

35

Ile

Lys

Leu

Gly

Ser

Leu

20

Trp

Asp

Ala

Ser

Ile
100

Gln

5

Ser

Val

Pro

Thr

Ser
85

Tyr

Gln

Cys

Lys

Ala

Ile

70

Leu

Phe

Ser

Thr

Gln

Asn

55

Thr

Thr

Asp

Gly

Ala

Arg

40

Gly

Ala

Ser

Tyr

105

Sequence: Synthetic

Ala

Ser

25

Pro

Asn

Asp

Glu

Trp
105

Glu

10

Gly

Glu

Thr

Thr

Gly

90

Gly

Leu

Phe

Gln

Lys

Ser

75

Thr

Gln

62

Val

Asn

Gly

Tyr

60

Ser

Ala

Gly

Lys

Ile

Leu

45

Asp

Asn

Val

Thr

110

Pro

Arg

30

Glu

Pro

Thr

Tyr

Thr
110

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Leu

Ala

Thr

Ile

Phe

Tyr

80

Cys

Thr
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<210>
<211>
<212>
<213>

<220>

<223>

<400> 77

77
113
PRT
Artificial Sequence

115

polypeptide

Ser Asp Val Gln

1

Gln

Gly

Trp

Leu

65

Phe

Cys

Ser

<210> 78

Ser

Tyr

Met

50

Lys

Leu

Ala

Leu

Gly

35

Gly

Ser

Gln

Asn

<211> 121
<212> PRT
<213> Artificial Sequence

Ser

20

Trp

Tyr

Arg

Leu

Leu
100

Leu

Leu

His

Ile

Ile

Asn

85

Asp

Gln

Thr

Trp

Ser

Ser

70

Ser

Tyr

Glu

Cys

Ile

Phe

55

Ile

Val

Trp

Description of Artificial

Ser

Thr

Arg

40

Ser

Thr

Thr

Gly

Sequence: Synthetic

Gly

Val

25

Gln

Gly

Arg

Thr

Gln
105

Pro

10

Thr

Phe

Ser

Asp

Glu

90

Gly

Asp

Gly

Pro

Asn

Thr

75

Asp

Thr

63

Leu

Tyr

Gly

Lys

60

Ser

Thr

Thr

Val

Ser

Asn

45

Tyr

Lys

Ala

Leu

Lys

Ile

30

Lys

Asn

Asn

Thr

Thr
110

Pro

15

Thr

Leu

Pro

Gln

Tyr

95

Val

Ser

Ser

Glu

Ser

Phe

80

Tyr

Ser
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<220>

<223> Description of Artificial
polypeptide

<400> 78

Ser Asp Val Gln

1

Gln Ser

Gly Tyr

Trp Met
50

Leu Arg
65

Phe Leu

Cys Ala

Ala Gly

<210> 79
<211> 12
<212> PR

Leu

Asn

35

Gly

Ser

His

Arg

Thr
115

1
T

Ser

20

Trp

Tyr

Arg

Leu

Ser

100

Thr

Leu

Leu

His

Ile

Ile

Asn

85

Gly

Val

Gln

Thr

Trp

His

Ser

70

Ser

Ile

Thr

Glu

Cys

Ile

Tyr

55

Ile

Val

Thr

Val

<213> Artificial Sequence

<220>

Ser

Thr

Arg

40

Ser

Thr

Pro

Thr

Ser
120

Sequence: Synthetic

Gly

Val

25

Gln

Gly

Arg

Thr

Asp

105

Ser

Pro

10

Thr

Phe

Asn

Asp

Glu

90

Trp

Asp

Gly

Pro

Thr

Thr

75

Asp

Tyr

Leu

Tyr

Gly

Asp

60

Ser

Thr

Phe

Val

Ser

Asn

45

Tyr

Lys

Ala

Asp

<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 79

Lys

Ile

30

Lys

Asn

Asn

Thr

Val
110

Pro

15

Thr

Leu

Pro

Gln

Tyr

95

Trp

Ser

Ser

Glu

Ser

Phe

80

Gly

Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala

1

5

10

64

15
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Ser

Tyr

Gly

Gln

65

Leu

Ala

Gln

<210>
<211>
<212>
<213>

Val

Met

Gly

50

Asp

Gln

Arg

Gly

<220>

<223>

<400> 80

80
119
PRT
Artificial Sequence

Lys

Asn

35

Ile

Lys

Leu

Tyr

Thr
115

Leu

20

Trp

Asp

Ala

Ser

Arg

100

Ser

Ser

Val

Pro

Thr

Ser

85

Asp

Val

polypeptide

Cys

Lys

Ala

Ile

70

Leu

Tyr

Thr

Thr

Gln

Asn

55

Thr

Thr

Ala

Val

Ala

Arg

40

Gly

Ala

Ser

Val

Ser
120

Description of Artificial

Glu Val Lys Leu Val Glu Ser Gly

1

5

Ser Leu Lys Leu Ser Cys Ala Ala

20

Ala Met Ser Trp Val Arg Gln Thr

35

40

Ser

25

Pro

Asn

Asp

Glu

Asp

105

Ser

Gly

Glu

Thr

Thr

Asp

90

Tyr

Phe

Gln

Lys

Ser

75

Thr

Trp

Asn

Gly

Tyr

60

Ser

Ala

Gly

Ile

Leu

45

Ala

Asn

Val

Gln

Sequence: Synthetic

Gly Gly Leu Val Gln

10

Ser Gly Phe Thr Phe

25

Pro Glu Lys Arg Leu

65

45

Lys

30

Asp

Pro

Thr

Phe

Gly
110

Asp

Trp

Lys

Ala

Tyr

95

Trp

Asp

Ile

Phe

Tyr

80

Cys

Gly

Pro Gly Gly

15

Ser Ser Tyr

30

Glu Trp Val
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Ala

Glu

65

Leu

Ala

Thr

<210> 81

Tyr

50

Gly

Gln

Arg

Leu

Ile

Arg

Met

His

Val
115

<211> 108
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 81

Arg

Phe

Ser

Pro

100

Thr

Asp Ile Gln Met

1

Glu Thr Val Thr

20

Leu Ala Trp Tyr

35

Tyr Val Ala Thr

50

Ser Gly Ser Gly

65

Asp

Thr

Ser

85

Pro

Val

Ile

5

Ile

Gln

Lys

Thr

Gly

Ile

70

Leu

Met

Ser

Gln

Thr

Gln

Leu

Gln
70

Gly

55

Ser

Lys

Asn

Ala

Ser

Cys

Lys

Ala

55

Tyr

Gly

Arg

Ser

Asp

Pro

Arg

Gln

40

Asp

Ser

Gly Thr Tyr Tyr Pro

60

Asp Asn Ala Lys Asn

75

Glu Asp Thr Ala Met

90

Trp Phe Leu Tyr Trp

105

Sequence: Synthetic

Ala

Ala

25

Gly

Gly

Leu

Ser

10

Ser

Lys

Val

Lys

Leu

Glu

Ser

Pro

Ile
75

66

Ser

Asn

Pro

Ser

60

Asn

Val

Ile

Gln

45

Arg

Ser

Asp Thr

Thr Leu

Tyr Tyr

Gly Gln
110

Ser Val
15

Tyr Ser

30

Leu Leu

Phe Ser

Leu Gln

Val

Tyr

80

Cys

Gly

Gly

Asn

Val

Gly

Ser
80
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Glu Asp Phe Gly Ser Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Pro

85

90

Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys

<210> 82

<211> 108
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 82

100

Gln Ile Val Leu

1

Glu

Tyr

Ile

Gly

65

Ala

Pro

<210> 83

Lys

Leu

Tyr

50

Ser

Glu

Thr

Val

His

35

Gly

Gly

Asp

Phe

<211> 108
<212> PRT

Thr

20

Trp

Thr

Ser

Ala

Gly
100

Thr

5

Met

Tyr

Ser

Gly

Ala

85

Gly

Gln

Thr

Gln

Asn

Thr

70

Thr

Gly

Ser

Cys

Gln

Leu

55

Ser

Tyr

Thr

Pro

Ser

Lys

40

Ala

Tyr

Tyr

Lys

105

Sequence: Synthetic

Ala

Ala

25

Ser

Ser

Ser

Cys

Leu
105

Ile
10

Ser

Gly

Gly

Leu

Gln

90

Glu

Met

Ser

Ala

Val

Thr

75

Gln

Ile

67

Ser

Ser

Ser

Pro

60

Ile

Tyr

Lys

Ala

Val

Pro

45

Ala

Ser

His

Ser

Ser

30

Lys

Arg

Ser

Ser

95

Pro

15

Ser

Phe

Phe

Val

Asp
95

Arg

Trp

Ser

Glu

80

Pro
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<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 83
Asp Ile Leu Leu Thr Gln Ser Pro Ala Ile Leu Ser Val
1 5 10
Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Asn Ile
20 25
Ile His Trp Tyr Gln Gln Arg Ala Asn Gly Ser Pro Arg
35 40 45
Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg
50 55 60
Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser
65 70 75
Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Ser Asn Ser
85 90
Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105
<210> 84
<211> 108
<212> PRT
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 84

Ser

Gly

30

Leu

Phe

Val

Trp

Pro

15

Thr

Leu

Ser

Glu

Pro
95

Gly

Ile

Ile

Gly

Ser

80

Tyr

Asp Ile Gln Met Thr Gln Arg Thr Ser Ser Leu Ser Ala Ser Leu Gly

1

5

10

15

Asp Arg Val Thr Ile Ser Cys Ser Ala Ser Gln Asp Ile Thr Asn Tyr

68
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Leu

Tyr

Ser

65

Glu

Thr

20

His Trp Phe
35

Tyr Thr Ser
50

Gly Ser Gly

Asp Ile Ala

Phe Gly Gly
100

<210> 85

<211> 106
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 85

Gln

1

Glu

His

Ala

Gly

Ile Val Leu

Lys Val Thr
20

Trp Tyr Gln
35

Thr Ser Asn
50

Ser Gly Thr

Gln Gln

Thr Leu

Thr Asp

70

Thr Tyr
85

Gly Thr

Ser Gln

5

Met Thr

Gln Lys

Leu Ala

Ser Tyr

Lys

His

55

Tyr

Tyr

Lys

Ser

Cys

Pro

Ser

55

Ser

Pro

40

Ser

Ser

Cys

Leu

Pro

Arg

Gly

40

Gly

Leu

25

Asp

Gly

Leu

Gln

Glu
105

Gly

Val

Thr

Gln

90

Ile

Thr

Pro

Ile

75

Tyr

Thr

Val

Ser

60

Ser

Ser

Arg

Lys

45

Arg

Asn

Lys

Sequence: Synthetic

Ala

Ala

25

Ser

Val

Thr

Ile

10

Ser

Ser

Pro

Ile

Leu

Ser

Pro

Ala

Ser

69

Ser

Ser

Lys

Arg

60

Lys

Ala

Val

Pro

45

Phe

Val

30

Leu

Phe

Leu

Leu

Ser

Asn

30

Trp

Ser

Glu

Leu

Ser

Glu

Pro
95

Pro

15

Ile

Gly

Ala

Ile

Gly

Pro

80

Tyr

Gly

Met

Tyr

Ser

Glu
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65

70

75

80

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser His Gln Pro Thr

85

90

Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys

<210> 86
<211> 10
<212> PR

7
T

100

<213> Artificial Sequence

<220>

<223> Description of Artificial
polypeptide

<400> 86

Asp Ile Arg Met

1

Glu Arg

Leu Arg

Tyr Gly

50

Ser Gly

65

Glu Asp

Thr Phe

<210> 87

Val

Trp

35

Ala

Ser

Met

Gly

Thr

20

Cys

Asn

Gly

Gly

Ala
100

Thr

5

Ile

Gln

Arg

Gln

Ile

85

Gly

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

Val

55

Tyr

Tyr

Lys

Pro

Lys

Pro

40

Asp

Ser

Cys

Leu

105

Sequence: Synthetic

Ser

Ala

25

Gly

Gly

Leu

Leu

Glu
105

Ser

10

Ser

Lys

Val

Thr

Gln

90

Leu

Met

Gln

Ser

Pro

Ile

75

Tyr

Lys

70

Tyr

Asp

Pro

Ser

60

Ser

Asp

Ala

Ile

Lys

45

Arg

Ser

Glu

Ser

Asn

30

Thr

Phe

Leu

Phe

95

Leu

15

Thr

Leu

Ser

Glu

Pro
95

Gly

Tyr

Ile

Gly

Tyr

80

Leu
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<211> 108
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 87
Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser Val Ser Val Gly
1 5 10 15

Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Glu Asn Ile Tyr Ser His
20 25 30

Leu Ala Trp Tyr Gln Gln Lys Gln Gly Lys Ser Pro Gln Leu Leu Val
35 40 45

Tyr Ala Ala Thr Asn Leu Ala Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn Ser Leu Gln Ser
65 70 75 80

Glu Asp Phe Gly Ser Tyr Tyr Cys Gln His Phe Trp Gly Thr Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105

<210> 88

<211> 2208

<212> DNA

<213> Artificial Sequence

220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide
<400> 88
atgtccgtgc ctacccaggt gctgggecctg ctgectgetgt ggectgaccga cgccagatge 60
caagtgcagc tgcagcagag cggcgctgag ctggtgagac ccggcgecttc cgtgacactg 120

71
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agctgcaagg
cccgtgcacg
aaccagaagt
atggctctga
tccggaagat

agctccgcta

tctgggggca
gtgtcgtgga
tcctcaggac
cagacctaca
gagcccaaat
gggggaccgt
acccctgagg
aactggtacg
tacaacagca
ggcaaggagt
atctccaaag
gaggagatga
gacatcgccg
cccgtgcetgg
aggtggcagc
tacacgcaga
ggctccggag
gctgagttgg

tttactgact

ccagcggcta
gactggagtg
tcaagggcaa
gatctctgac
actacggaga
gcaccaaggg
cagcggccct
actcaggcgc
tctactccct
tctgcaacgt
cttgtgacaa
cagtcttcct
tcacatgcgt
tggacggegt
cgtaccgtgt
acaagtgcaa
ccaaagggca
ccaagaacca
tggagtggga
actccgacgg
aggggaacgt
agagcctctc
geggegsceag
tgaggcctgg

atgaagtgta

caccttcacc
gatcggcgcc
ggccattctg
cagcgaagac
tctgtttgcec
cccatcggtc
gggctgectg
cctgaccagc
cagcagcgtg
gaatcacaag
aactcacaca
cttcccccca
ggtggtggac
ggaggtgcat
ggtcagcgtc
ggtctccaac
gccccgagaa
ggtcagcctg
gagcaatggg
ctccttcttc
cttctcatgc
cctgtctccg
cggeggeesc
ggcttcagtg

ctgggtgaaa

gactacgagg

atcgaccccg
accacagaca
agcgccgtgt
tactggggcc
ttccccctgg
gtcaaggact
ggcgtgcaca
gtgaccgtgc
cccagcaaca
tgcccaccgt
aaacccaagg
gtgagccacg
aatgccaaga
ctcaccgtcc
aaagccctcc
ccacaggtgt
acctgecctgg
cagccggaga
ctctacagca
tccgtgatgc
ggtaaaggcg

gg8aagccagsg

acgctgtcct

cagacacctg

72

tgtactgggt
agaccggaag
agtccagctc
attactgtgc
aaggcacact
caccctcctc
acttccccga
ccttceccgge
cctccagcag
ccaaggtgga
gcccagcacc
acaccctcat
aagaccctga
caaagccgcg
tgcaccagga
cagcccccat
acaccctgcc
tcaaaggctt
acaactacaa
agctcaccgt
atgaggctct
gaggcggatc
ttcaactgca
gcaaggcttc

tgcatggcct

gaagcagacc
aaccgcctac
caccgcctac
cagactgaag
ggtgaccgtg
caagagcacc
accggtgacg
tgtcctacag
cttgggcacc
caagaaagtt
tgaactcctg
gatctcccgg
ggtcaagttc
ggaggagcag
ctggctgaat
cgagaaaacc
cccatcccgg
ctatcccagc
gaccacgcct
ggacaagagc
gcacaaccac
cggaggcgsga
gcagtctggg
gggctacaca

ggaatggatt

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620
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ggagctattg
atactgacta
gaggactctg
tttgcttact
ggaggaggaa
agcgcttctc
atgtactggt
aacctggcca
ctgaccatca
tctaatcctc
<210> 89

<211> 735
<212> PRT

atcctgaaac
cagacaaatc

ccgtctatta

ggggccaagsg
gegeegscees
ctggagaaaa
accagcagaa
gcggegtgec
gcagcatgga

tgaccttcgg

tggtcgtact
ctccagcaca
ctgtgcaaga
gactctggtc
cggaagccag
ggtgaccatg
acctagaagc
cgccagattc
agctgaagat

cgccggeaca

<213> Artificial Sequence

<220>

<223> Description of Artificial
polypeptide

<400> 89

Met Ser Val Pro Thr Gln

1

Asp Ala Arg Cys

Arg Pro Gly Ala

35

Phe Thr Asp Tyr Glu Val

50

Leu Glu Trp Ile

65

5

20

Gln Val

Ser Val

Gly Ala
70

Val Leu

Gln Leu

Thr Leu

40

Tyr Trp
55

Ile Asp

gcctacaatc
gcctacatgg
ttgaaatccg
actgtctcga
atcgtgctga
acctgcagcg
agccccaagc
agcggcagceg
gccgctacat

aagctggaac

agaagttcaa
cgctccgcag
gtcgctatta
gcggageags
cccagtctcc
cctctagctc
cttggatcta
gatctggaac
actactgcca

tgaagtga

Sequence: Synthetic

Leu Leu

10

Gly

Gln
25

Gln Ser

Ser Cys Lys

Val Lys Gln

Glu Thr

75

Pro

73

Leu Leu

Gly Ala
30

Ala Ser
45

Thr Pro
60

Gly Arg

Trp Leu

Glu Leu

Val His

Thr Ala

g8gCaaggcCc

tctgacatct
tggtgacctc
aggctccggc
tgccctgatg
tgtgtcctac
cttcaccagc
aagctacagc

gcagtggtcc

Thr
15

Val

Gly Tyr Thr

Gly

Tyr
80

1680

1740

1800

1860

1920

1980

2040

2100

2160

2208
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Asn

Ser

Val

Phe

Thr

145

Ser

Glu

His

Ser

Cys

225

Glu

Pro

Lys

Gln

Thr

Tyr

Ala

130

Lys

Gly

Pro

Thr

Val

210

Asn

Pro

Glu

Asp

Lys

Ala

Tyr

115

Tyr

Gly

Gly

Val

Phe

195

Val

Val

Lys

Leu

Thr

Phe

Tyr

100

Cys

Trp

Pro

Thr

Thr

180

Pro

Thr

Asn

Ser

Leu

260

Leu

Lys

85

Met

Ala

Gly

Ser

Ala

165

Val

Ala

Val

His

Cys

245

Gly

Met

Gly

Ala

Arg

Gln

Val

150

Ala

Ser

Val

Pro

Lys

230

Asp

Gly

Ile

Lys

Leu

Leu

Gly

135

Phe

Leu

Trp

Leu

Ser

215

Pro

Lys

Pro

Ser

Ala

Arg

Lys

120

Thr

Pro

Gly

Asn

Gln

200

Ser

Ser

Thr

Ser

Arg

Ile

Ser

105

Ser

Leu

Leu

Cys

Ser

185

Ser

Ser

Asn

His

Val

265

Thr

Leu

90

Leu

Gly

Val

Ala

Leu

170

Gly

Ser

Leu

Thr

Thr

250

Phe

Pro

Thr

Thr

Arg

Thr

Pro

155

Val

Ala

Gly

Gly

Lys

235

Cys

Leu

Glu

74

Thr

Ser

Tyr

Val

140

Ser

Lys

Leu

Leu

Thr

220

Val

Pro

Phe

Val

Asp

Glu

Tyr

125

Ser

Ser

Asp

Thr

Tyr

205

Gln

Asp

Pro

Pro

Thr

Lys

Asp

110

Gly

Ser

Lys

Tyr

Ser

190

Ser

Thr

Lys

Cys

Pro

270

Cys

Ser

95

Ser

Asp

Ala

Ser

Phe

175

Gly

Leu

Tyr

Lys

Pro

255

Lys

Val

Ser

Ala

Leu

Ser

Thr

160

Pro

Val

Ser

Ile

Val

240

Ala

Pro

Val
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Val

Asp

305

Tyr

Asp

Leu

Arg

Lys

385

Asp

Lys

Ser

Ser

Ser
465

Asp

290

Gly

Asn

Trp

Pro

Glu

370

Asn

Ile

Thr

Lys

Cys

450

Leu

275

Val

Val

Ser

Leu

Ala

355

Pro

Gln

Ala

Thr

Leu

435

Ser

Ser

Ser

Glu

Thr

Asn

340

Pro

Gln

Val

Val

Pro

420

Thr

Val

Leu

His

Val

Tyr

325

Gly

Ile

Val

Ser

Glu

405

Pro

Val

Met

Ser

Glu

His

310

Arg

Lys

Glu

Tyr

Leu

390

Trp

Val

Asp

His

Pro
470

Asp

295

Asn

Val

Glu

Lys

Thr

375

Thr

Glu

Leu

Lys

Glu

455

Gly

280

Pro

Ala

Val

Tyr

Thr

360

Leu

Cys

Ser

Asp

Ser

440

Ala

Lys

Glu

Lys

Ser

Lys

345

Ile

Pro

Leu

Asn

Ser

425

Arg

Leu

Gly

Val

Thr

Val

330

Cys

Ser

Pro

Val

Gly

410

Asp

Trp

His

Gly

Lys

Lys

315

Leu

Lys

Lys

Ser

Lys

395

Gln

Gly

Gln

Asn

Gly
475

75

Phe

300

Pro

Thr

Val

Ala

Arg

380

Gly

Pro

Ser

Gln

His

460

Gly

285

Asn

Arg

Val

Ser

Lys

365

Glu

Phe

Glu

Phe

Gly

445

Tyr

Ser

Trp

Glu

Leu

Asn

350

Gly

Glu

Tyr

Asn

Phe

430

Asn

Thr

Gly

Tyr

Glu

His

335

Lys

Gln

Met

Pro

Asn

415

Leu

Val

Gln

Gly

Val

Gln

320

Gln

Ala

Pro

Thr

Ser

400

Tyr

Tyr

Phe

Lys

Gly
480
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Gly

Gln

Ser

Val

Pro

545

Ile

Ser

Ser

Leu

Gly

625

Ser

Ser

Lys

Ser

Gln

Cys

Lys

530

Glu

Leu

Leu

Gly

Val

610

Gly

Ala

Val

Pro

Gly

Ser

Lys

515

Gln

Thr

Thr

Thr

Arg

595

Thr

Gly

Ser

Ser

Trp

Gly

Gly

500

Ala

Thr

Gly

Thr

Ser

580

Tyr

Val

Gly

Pro

Tyr

660

Ile

Gly

485

Ala

Ser

Pro

Arg

Asp

565

Glu

Tyr

Ser

Ser

Gly

645

Met

Tyr

Gly

Glu

Gly

Val

Thr

550

Lys

Asp

Gly

Ser

Gln

630

Glu

Tyr

Phe

Ser

Leu

Tyr

His

535

Ala

Ser

Ser

Asp

Gly

615

Ile

Lys

Trp

Thr

Gly

Val

Thr

520

Gly

Tyr

Ser

Ala

Leu

600

Gly

Val

Val

Tyr

Ser

Gly

Arg

505

Phe

Leu

Asn

Ser

Val

585

Phe

Gly

Leu

Thr

Gln

665

Asn

Gly

490

Pro

Thr

Glu

Gln

Thr

570

Tyr

Ala

Gly

Thr

Met

650

Gln

Leu

Gly

Gly

Asp

Trp

Lys

555

Ala

Tyr

Tyr

Ser

Gln

635

Thr

Lys

Ala

76

Ser

Ala

Tyr

Ile

540

Phe

Tyr

Cys

Trp

Gly

620

Ser

Cys

Pro

Ser

Gln

Ser

Glu

525

Gly

Lys

Met

Ala

Gly

605

Gly

Pro

Ser

Arg

Gly

Val

Val

510

Val

Ala

Gly

Ala

Arg

590

Gln

Gly

Ala

Ala

Ser

670

Val

Gln

495

Thr

Tyr

Ile

Lys

Leu

575

Leu

Gly

Gly

Leu

Ser

655

Ser

Pro

Leu

Leu

Trp

Asp

Ala

560

Arg

Lys

Thr

Ser

Met

640

Ser

Pro

Ala
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675

Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu

690

Ser Met Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gln

705

Ser Asn Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu

<210> 90

<211> 2268
<212> DNA
<213>

<220>
<223>

680

695

710

725

polynucleotide

<400> 90
atgtccgtgc

caggttcaac
tcctgcaagg
cctgtgcatg
aatcagaagt
atggcgctcc
tccggtcgcet
tcgagceggag
ctcacccagt
agtgccagct
aaaccctgga
agtgggtctg

acttattact

ctacccaggt
tgcagcagtc
cttcgggcta
gcctggaatg
tcaagggcaa
gcagtctgac
attatggtga
gaggaggctc
ctccagcact
caagtgtgag
tttatttcac

ggacctctta

gccagcagtg

Artificial Sequence

gctgggectg
tggggctgag
cacatttact
gattggagct
ggccatactg
atctgaggac
cctctttgcet
cggcggagsga
catgtctgca
ttacatgtac
atccaacctg
ctctctcaca

gagtagtaac

715

730

ctgctgectgt
ttggtgaggc
gactatgaag
attgatcctg
actacagaca
tctgeccgtct
tactggggcc
ggaagcggcsg
tctccagggg
tggtaccagc
gcttctggag
atcagcagca

ccgctcacgt

77

685

700

Description of Artificial Sequence: Synthetic

ggctgaccga
ctggggcttc
tgtactgggt
aaactggtcg
aatcctccag
attactgtgc
aagggactct
gcggeggaag
agaaggtcac
agaagccaag
tccctgetceg
tggaggctga

tcggtgctgg

Thr Ile Ser

Gln Trp Ser

720

Leu Lys

735

cgccagatgc
agtgacgctg
gaaacagaca
tactgcctac
cacagcctac
aagattgaaa
ggtcactgtc
ccaaattgtt
catgacctgc
atcctccccc
cttcagtggc
agatgctgcc

gaccaagctg

60

120

180

240

300

360

420

480

540

600

660

720

780


wsm
Line


gagctgaaag
gcacctgaac
ctcatgatct
cctgaggtca
ccgegeggags
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacaagacca
accgtggaca

gctctgcaca

ggctccggeg
gctgagttgg
tttactgact
ggagctattg
atactgacta
gaggactctg
tttgcttact
ggaggaggaa
tctgcatctc
atgtactggt
aacctggctt
ctcacaatca

agtaacccgc

aacctaaatc
tcctggggss
ccecggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcecegt
agagcaggtg
accactacac
gaggaggaag
tgaggcctgg
atgaagtgta
atcctgaaac
cagacaaatc

ccgtctatta

ggggccaagg
geggegecees
caggggagaa
accagcagaa
ctggagtccc
gcagcatgga

tcacgttcgg

ttcagataaa
accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagges
gcagaagagc
cggeggeesc
ggcttcagtg
ctgggtgaaa
tggtcgtact
ctccagcaca
ctgtgcaaga
gactctggtc
cggaagccaa
ggtcaccatg
gccaagatcc
tgctcgecttc
ggctgaagat

tgctgggacc

acgcatactt
ttcctcttcc
tgcgtggteg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
ggaagccagg
acgctgtcct
cagacacctg
gcctacaatc
gcctacatgg
ttgaaatccg
actgtctcga
attgttctca
acctgcagtg
tcccccaaac
agtggcagtg

gctgccactt

aagctggagc

78

gcccaccatg
ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtaa
ttcaactgca
gcaaggcttc
tgcatggcct
agaagttcaa
cgctccgcag
gtcgctatta
gcggageagsg
cccagtctcc
ccagctcaag
cctggattta
ggtctgggac
attactgcca

tgaaatga

tccaccctgt
caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagcc
ggtgtacacc
cctggtcaaa
ggagaacaac
cagcaagctc
gatgcatgag
aggaggagga
gcagtctggg
gggctacaca
ggaatggatt
gggcaaggcc
tctgacatct
tggtgacctc
aggctccggc
agcactcatg
tgtgagttac
tttcacatcc

ctcttactct

gcagtggagt

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2268
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<210> 91

<211> 755
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 91

Met Ser Val Pro

1

Asp

Arg

Phe

Leu

65

Asn

Ser

Val

Phe

Gly
145

Ala

Pro

Thr

50

Glu

Gln

Thr

Tyr

Ala

130

Gly

Arg

Gly

35

Asp

Trp

Lys

Ala

Tyr

115

Tyr

Ser

Cys

20

Ala

Tyr

Ile

Phe

Tyr

100

Cys

Trp

Gly

Thr

5

Gln

Ser

Glu

Gly

Lys

85

Met

Ala

Gly

Gly

Gln

Val

Val

Val

Ala

70

Gly

Ala

Arg

Gln

Gly
150

Val

Gln

Thr

Tyr

55

Ile

Lys

Leu

Leu

Gly

135

Gly

Leu

Leu

Leu

40

Trp

Asp

Ala

Arg

Lys

120

Thr

Ser

Sequence: Synthetic

Gly

Gln

25

Ser

Val

Pro

Ile

Ser

105

Ser

Leu

Gly

Leu

10

Gln

Cys

Lys

Glu

Leu

90

Leu

Gly

Val

Gly

Leu

Ser

Lys

Gln

Thr

75

Thr

Thr

Arg

Thr

Gly
155

79

Leu

Gly

Ala

Thr

60

Gly

Thr

Ser

Tyr

Val
140

Leu

Ala

Ser

45

Pro

Arg

Asp

Glu

Tyr

125

Ser

Ser

Trp

Glu

30

Gly

Val

Thr

Lys

Asp

110

Gly

Ser

Gln

Leu

15

Leu

Tyr

His

Ala

Ser

95

Ser

Asp

Gly

Ile

Thr

Val

Thr

Gly

Tyr

80

Ser

Ala

Leu

Gly

Val
160
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Leu

Thr

Gln

Asn

Thr

225

Thr

Gly

Thr

Ser

Arg

305

Pro

Ala

Thr

Met

Gln

Leu

210

Ser

Tyr

Thr

Cys

Val

290

Thr

Glu

Lys

Gln

Thr

Lys

195

Ala

Tyr

Tyr

Lys

Pro

275

Phe

Pro

Val

Thr

Ser

Cys

180

Pro

Ser

Ser

Cys

Leu

260

Pro

Leu

Glu

Lys
340

Pro

165

Ser

Arg

Gly

Leu

Gln

245

Glu

Cys

Phe

Val

Phe

325

Pro

Ala

Ala

Ser

Val

Thr

230

Gln

Leu

Pro

Pro

Thr

310

Asn

Arg

Leu

Ser

Ser

Pro

215

Ile

Trp

Lys

Pro

Pro

295

Cys

Trp

Glu

Met

Ser

Pro

200

Ala

Ser

Ser

Glu

Cys

280

Lys

Val

Tyr

Glu

Ser

Ser

185

Lys

Arg

Ser

Ser

Pro

265

Ala

Pro

Val

Val

Gln
345

Ala

170

Val

Pro

Phe

Met

Asn

250

Lys

Pro

Lys

Val

Asp

330

Tyr

Ser

Ser

Trp

Ser

Glu

235

Pro

Ser

Glu

Asp

Asp

315

Gly

Asn

80

Pro

Tyr

Ile

Gly

220

Ala

Leu

Ser

Leu

Thr

300

Val

Val

Ser

Gly

Met

Tyr

205

Ser

Glu

Thr

Asp

Leu

285

Leu

Ser

Glu

Thr

Glu

Tyr

190

Phe

Gly

Asp

Phe

Lys

270

Gly

Met

His

Val

Tyr
350

Lys

175

Trp

Thr

Ser

Ala

Gly

255

Thr

Gly

Ile

Glu

His

335

Arg

Val

Tyr

Ser

Gly

Ala

240

Ala

His

Pro

Ser

Asp

320

Asn

Val
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Val

Tyr

Thr

385

Leu

Cys

Ser

Asp

Ser

465

Ala

Lys

Gln

Ser

Glu
545

Ser

Lys

370

Ile

Pro

Leu

Asn

Ser

450

Arg

Leu

Gly

Val

Val

530

Val

Val

355

Cys

Ser

Pro

Val

Gly

435

Asp

Trp

His

Gly

Gln

515

Thr

Tyr

Leu

Lys

Lys

Ser

Lys

420

Gln

Gly

Gln

Asn

Gly

500

Leu

Leu

Trp

Thr

Val

Ala

Arg

405

Gly

Pro

Ser

Gln

His

485

Gly

Gln

Ser

Val

Val

Ser

Lys

390

Glu

Phe

Glu

Phe

Gly

470

Tyr

Ser

Gln

Cys

Lys
550

Leu

Asn

375

Gly

Glu

Tyr

Asn

Phe

455

Asn

Thr

Gly

Ser

Lys

535

Gln

His

360

Lys

Gln

Met

Pro

Asn

440

Leu

Val

Gln

Gly

Gly

520

Ala

Thr

Gln

Ala

Pro

Thr

Ser

425

Tyr

Tyr

Phe

Lys

Gly

505

Ala

Ser

Pro

Asp

Leu

Arg

Lys

410

Asp

Lys

Ser

Ser

Ser

490

Gly

Glu

Gly

Val

Trp

Pro

Glu

395

Asn

Ile

Thr

Lys

Cys

475

Leu

Ser

Leu

Tyr

His
555

81

Leu

Ala

380

Pro

Gln

Ala

Thr

Leu

460

Ser

Ser

Gly

Val

Thr
540

Asn

365

Pro

Gln

Val

Val

Pro

445

Thr

Val

Leu

Gly

Arg

525

Phe

Leu

Gly

Ile

Val

Ser

Glu

430

Pro

Val

Met

Ser

Gly

510

Pro

Thr

Glu

Lys

Glu

Tyr

Leu

415

Trp

Val

Asp

His

Pro

495

Gly

Gly

Asp

Trp

Glu

Lys

Thr

400

Thr

Glu

Leu

Lys

Glu

480

Gly

Ser

Ala

Tyr

Ile
560


wsm
Line


Gly

Lys

Met

Ala

Gly

625

Gly

Pro

Ser

Arg

Gly

705

Leu

Gln

Ala

Gly

Ala

Arg

610

Gln

Gly

Ala

Ala

Ser

690

Val

Thr

Gln

Ile

Lys

Leu

595

Leu

Gly

Gly

Leu

Ser

675

Ser

Pro

Ile

Trp

Asp

Ala

580

Arg

Lys

Thr

Ser

Met

660

Ser

Pro

Ala

Ser

Ser
740

Pro

565

Ile

Ser

Ser

Leu

Gly

645

Ser

Ser

Lys

Arg

Ser

725

Ser

Glu

Leu

Leu

Gly

Val

630

Gly

Ala

Val

Pro

Phe

710

Met

Asn

Thr

Thr

Thr

Arg

615

Thr

Gly

Ser

Ser

Trp

695

Ser

Glu

Pro

Gly

Thr

Ser

600

Tyr

Val

Gly

Pro

Tyr

680

Ile

Gly

Ala

Leu

Arg

Asp

585

Glu

Tyr

Ser

Ser

Gly

665

Met

Tyr

Ser

Glu

Thr
745

Thr

570

Lys

Asp

Gly

Ser

Gln

650

Glu

Tyr

Phe

Gly

Asp

730

Phe

Ala

Ser

Ser

Asp

Gly

635

Ile

Lys

Trp

Thr

Ser

715

Ala

Gly

82

Tyr

Ser

Ala

Leu

620

Gly

Val

Val

Tyr

Ser

700

Gly

Ala

Ala

Asn

Ser

Val

605

Phe

Gly

Leu

Thr

Gln

685

Asn

Thr

Thr

Gly

Gln

Thr

590

Tyr

Ala

Gly

Thr

Met

670

Gln

Leu

Ser

Tyr

Thr
750

Lys

575

Ala

Tyr

Tyr

Ser

Gln

655

Thr

Lys

Ala

Tyr

Tyr

735

Lys

Phe

Tyr

Cys

Trp

Gly

640

Ser

Cys

Pro

Ser

Ser

720

Cys

Leu
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Glu Leu Lys
755

<210>
<211>
<212>
<213>

92
2199
DNA

<220>
<223>
polyn

<400> 92
atgtccgtgc

caagtgcagc
agctgcaagg
cccgtgcacg
aaccagaagt
atggctctga
tccggaagat
agctccgcta
tccgagagca
gtgtcgtgga
tcctcaggac
aagacctaca
gagtccaaat
tcagtcttcc
gtcacgtgcg
gtggatggcg
acgtaccgtg

tacaagtgca

ucleotide

ctacccaggt
tgcagcagag
ccagcggcta
gactggagtg
tcaagggcaa
gatctctgac
actacggaga
gcaccaaggg
cagccgccct
actcaggcgc
tctactccct
cctgcaacgt
atggtccccc
tgttcccccc
tggtggtgga
tggaggtgca
tggtcagcgt

aggtctccaa

Artificial Sequence

gctgggectg
cggcgctgag
caccttcacc
gatcggcgcc
ggccattctg
cagcgaagac
tctgtttgcec
cccatcggtc
gggctgectg
cctgaccagc
cagcagcgtg
agatcacaag
atgcccatca
aaaacccaag
cgtgagccag
taatgccaag
cctcaccgtc

caaaggcctc

ctgctgetgt
ctggtgagac
gactacgagg
atcgaccccg
accacagaca
agcgccgtgt
tactggggcc
ttccccctgg
gtcaaggact
ggcgtgcaca
gtgaccgtgc
cccagcaaca
tgcccagcac
gacactctca
gaagaccccg
acaaagccgc
ctgcaccagg

ccgtcctcca

83

Description of Artificial Sequence: Synthetic

ggctgaccga
ccggegcettc
tgtactgggt
agaccggaag
agtccagctc
attactgtgc
aaggcacact
cgccctgctc
acttccccga
ccttceccgge
cctccagcag
ccaaggtgga
ctgagttcct
tgatctcccg
aggtccagtt
gggaggagcea
actggctgaa

tcgagaaaac

cgccagatgc
cgtgacactg
gaagcagacc
aaccgcctac
caccgcctac
cagactgaag
ggtgaccgtg
caggagcacc
accggtgacg
tgtcctacag
cttgggcacg
caagagagtt
gggggegacca
gacccctgag
caactggtac
gttcaacagc
cggcaaggag

catctccaaa

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080
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gccaaagggc
accaagaacc
gtggagtggsg
gactccgacg
gaggggaatg
aagagcctct
ggcggeggca
gtgaggcctg
tatgaagtgt
gatcctgaaa
acagacaaat

gccgtctatt

tggggccaag
ageggegecsg
cctggagaaa
taccagcaga
agcggegtgce
agcagcatgg
ctgaccttcg
<210>
<211>

<212>
<213>

93
732
PRT

<220>
<223>

agccccgaga
aggtcagcct
agagcaatgg
gctccttctt
tcttctcatg
ccctgtctct
gegeegscees
gggcttcagt
actgggtgaa
ctggtcgtac
cctccagcac
actgtgcaag
ggactctggt
gcggaagcca
aggtgaccat
aacctagaag
ccgccagatt
aagctgaaga

gcgecggeac

polypeptide

<400> 93

gccacaggtg
gacctgcctg
geageeggag
cctctacagc
ctccgtgatg
gggtaaaggc
cggaagccag
gacgctgtcc
acagacacct
tgcctacaat
agcctacatg
attgaaatcc
cactgtctcg
gatcgtgctg
gacctgcagc
cagccccaag
cagcggcagc
tgccgctaca

aaagctggaa

Artificial Sequence

tacaccctgc
gtcaaaggct
aacaactaca
aggctaaccg
catgaggctc
ggaggcggat
gttcaactgc
tgcaaggctt
gtgcatggcc
cagaagttca
gcgctccgea
ggtcgctatt
agcggaggag
acccagtctc
gcctctaget
ccttggatct
ggatctggaa
tactactgcc

ctgaagtga

ccccatccca
tctaccccag
agaccacgcc
tggacaagag
tgcacaacca
ccggaggegs
agcagtctgg
cgggctacac
tggaatggat
agggcaagsgc
gtctgacatc
atggtgacct
gaggctccgg
ctgccctgat
ctgtgtccta
acttcaccag
caagctacag

agcagtggtc

Description of Artificial Sequence: Synthetic

ggaggagatg
cgacatcgcc
tcccgtgetg
caggtggcag
ctacacacag
aggctccgga
ggctgagttg
atttactgac
tggagctatt
catactgact
tgaggactct
ctttgcttac
cggaggagsga
gagcgcttct
catgtactgg
caacctggcc
cctgaccatc

ctctaatcct

Met Ser Val Pro Thr Gln Val Leu Gly Leu Leu Leu Leu Trp Leu Thr

84

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2199
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Asp

Arg

Phe

Leu

65

Asn

Ser

Val

Phe

Thr

145

Ser

Glu

His

Ala

Pro

Thr

50

Glu

Gln

Thr

Tyr

Ala

130

Lys

Glu

Pro

Thr

Arg

Gly

35

Asp

Trp

Lys

Ala

Tyr

115

Tyr

Gly

Ser

Val

Phe
195

Cys

20

Ala

Tyr

Ile

Phe

Tyr

100

Cys

Trp

Pro

Thr

Thr

180

Pro

Gln

Ser

Glu

Gly

Lys

85

Met

Ala

Gly

Ser

Ala

165

Val

Ala

Val

Val

Val

Ala

70

Gly

Ala

Arg

Gln

Val

150

Ala

Ser

Val

Gln

Thr

Tyr

55

Ile

Lys

Leu

Leu

Gly

135

Phe

Leu

Trp

Leu

Leu

Leu

40

Trp

Asp

Ala

Arg

Lys

120

Thr

Pro

Gly

Asn

Gln
200

Gln

25

Ser

Val

Pro

Ile

Ser

105

Ser

Leu

Leu

Cys

Ser

185

Ser

10

Gln

Cys

Lys

Glu

Leu

90

Leu

Gly

Val

Ala

Leu

170

Gly

Ser

Ser

Lys

Gln

Thr

75

Thr

Thr

Arg

Thr

Pro

155

Val

Ala

Gly

85

Gly

Ala

Thr

60

Gly

Thr

Ser

Tyr

Val

140

Cys

Lys

Leu

Leu

Ala

Ser

45

Pro

Arg

Asp

Glu

Tyr

125

Ser

Ser

Asp

Thr

Tyr
205

Glu

30

Gly

Val

Thr

Lys

Asp

110

Gly

Ser

Arg

Tyr

Ser

190

Ser

15

Leu

Tyr

His

Ala

Ser

95

Ser

Asp

Ala

Ser

Phe

175

Gly

Leu

Val

Thr

Gly

Tyr

80

Ser

Ala

Leu

Ser

Thr

160

Pro

Val

Ser
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Ser

Cys

225

Glu

Leu

Leu

Ser

Glu

305

Thr

Asn

Ser

Gln

Val

385

Val

Val

210

Asn

Ser

Gly

Met

Gln

290

Val

Tyr

Gly

Ile

Val

370

Ser

Glu

Val

Val

Lys

Gly

Ile

275

Glu

His

Arg

Lys

Glu

355

Tyr

Leu

Trp

Thr

Asp

Tyr

Pro

260

Ser

Asp

Asn

Val

Glu

340

Lys

Thr

Thr

Glu

Val

His

Gly

245

Ser

Arg

Pro

Ala

Val

325

Tyr

Thr

Leu

Cys

Ser

Pro

Lys

230

Pro

Val

Thr

Glu

Lys

310

Ser

Lys

Ile

Pro

Leu

390

Asn

Ser

215

Pro

Pro

Phe

Pro

Val

295

Thr

Val

Cys

Ser

Pro

375

Val

Gly

Ser

Ser

Cys

Leu

Glu

280

Gln

Lys

Leu

Lys

Lys

360

Ser

Lys

Gln

Ser

Asn

Pro

Phe

265

Val

Phe

Pro

Thr

Val

345

Ala

Gln

Gly

Pro

Leu

Thr

Ser

250

Pro

Thr

Asn

Arg

Val

330

Ser

Lys

Glu

Phe

Glu

Gly

Lys

235

Cys

Pro

Cys

Trp

Glu

315

Leu

Asn

Gly

Glu

Tyr

395

Asn

86

Thr

220

Val

Pro

Lys

Val

Tyr

300

Glu

His

Lys

Gln

Met

380

Pro

Asn

Lys

Asp

Ala

Pro

Val

285

Val

Gln

Gln

Gly

Pro

365

Thr

Ser

Tyr

Thr

Lys

Pro

Lys

270

Val

Asp

Phe

Asp

Leu

350

Arg

Lys

Asp

Lys

Tyr

Arg

Glu

255

Asp

Asp

Gly

Asn

Trp

335

Pro

Glu

Asn

Ile

Thr

Thr

Val

240

Phe

Thr

Val

Val

Ser

320

Leu

Ser

Pro

Gln

Ala

400

Thr


wsm
Line


Pro

Thr

Val

Leu

465

Gly

Gly

Ala

Thr

Gly

545

Thr

Ser

Tyr

Pro

Val

Met

450

Ser

Gly

Ala

Ser

Pro

530

Arg

Asp

Glu

Tyr

Val

Asp

435

His

Leu

Gly

Glu

Gly

515

Val

Thr

Lys

Asp

Gly
595

Leu

420

Lys

Glu

Gly

Ser

Leu

500

Tyr

His

Ala

Ser

Ser

580

Asp

405

Asp

Ser

Ala

Lys

Gly

485

Val

Thr

Gly

Tyr

Ser

565

Ala

Leu

Ser

Arg

Leu

Gly

470

Gly

Arg

Phe

Leu

Asn

550

Ser

Val

Phe

Asp

Trp

His

455

Gly

Gly

Pro

Thr

Glu

535

Gln

Thr

Tyr

Ala

Gly

Gln

440

Asn

Gly

Gly

Gly

Asp

520

Trp

Lys

Ala

Tyr

Tyr
600

Ser

425

Glu

His

Gly

Ser

Ala

505

Tyr

Ile

Phe

Tyr

Cys

585

Trp

410

Phe

Gly

Tyr

Ser

Gln

490

Ser

Glu

Gly

Lys

Met

570

Ala

Gly

Phe

Asn

Thr

Gly

475

Val

Val

Val

Ala

Gly

555

Ala

Arg

Gln

87

Leu

Val

Gln

460

Gly

Gln

Thr

Tyr

Ile

540

Lys

Leu

Leu

Gly

Tyr

Phe

445

Lys

Gly

Leu

Leu

Trp

525

Asp

Ala

Arg

Lys

Thr
605

Ser

430

Ser

Ser

Gly

Gln

Ser

510

Val

Pro

Ile

Ser

Ser

590

Leu

415

Arg

Cys

Leu

Ser

Gln

495

Cys

Lys

Glu

Leu

Leu

575

Val

Leu

Ser

Ser

Gly

480

Ser

Lys

Gln

Thr

Thr

560

Thr

Arg

Thr
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Val

Gly

625

Pro

Tyr

Ile

Gly

Ala

705

Leu

Ser

610

Ser

Gly

Met

Tyr

Ser

690

Glu

Thr

Ser

Gln

Glu

Tyr

Phe

675

Gly

Asp

Phe

<210> 94

<211> 2196
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

polynucleotide

<400> 94

atgtccgtgec ctacccaggt gctgggectg
caggtccaac tgcagcagcc tggggctgag
tcctgcaagg cttctggcta caccttcacc

cctggacaag gccttgagtg gattggcatg

Gly

Ile

Lys

Trp

660

Thr

Ser

Ala

Gly

Gly

Val

Val

645

Tyr

Ser

Gly

Ala

Ala
725

Gly

Leu

630

Thr

Gln

Asn

Thr

Thr

710

Gly

Gly

615

Thr

Met

Gln

Leu

Ser

695

Tyr

Thr

Ser

Gln

Thr

Lys

Ala

680

Tyr

Tyr

Lys

Gly

Ser

Cys

Pro

665

Ser

Ser

Cys

Leu

Gly

Pro

Ser

650

Arg

Gly

Leu

Gln

Glu
730

Gly

Ala

635

Ala

Ser

Val

Thr

Gln

715

Leu

ctgctgectgt

ctggtgaggc

agctactgga

attcatcctt

88

Gly

620

Leu

Ser

Ser

Pro

Ile

700

Trp

Lys

Ser

Met

Ser

Pro

Ala

685

Ser

Ser

Gly

Ser

Ser

Lys

670

Arg

Ser

Ser

ggctgaccga

ctggagcttc

tgaactggtt

ccgatagtga

Gly

Ala

Val

655

Pro

Phe

Met

Asn

cgccagatgc
agtgaagctg
aaaacagagg

aacttggtta

Gly

Ser

640

Ser

Trp

Ser

Glu

Pro
720

60

120

180

240
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aatcagaagt
atgcaagtca
gactacgaag
aagggcccat
gccctgggct
ggcgccctga
tccctcagcea
aacgtgaatc
gacaaaactc
ttcctcttcc
tgcgtggtee
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
ggcageggcg
cctggecgect
atgaactggc
agcgacagcg

aagagcagca

tcaaggacaa
gcagcccgac
gggcttactg
cggtcttccc
gcctggtcaa
ccagcggcegt
gcgtggtgac
acaagcccag
acacatgccc
ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtaa
gcggeggaag
ctgtgaagct
tgaagcagag
agacatggct

gcaccgccta

ggccacattg
atctgaggac
gggccaagegs
cctggcaccc
ggactacttc
gcacaccttc
cgtgccctcc
caacaccaag
accgtgccca
caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagcc
ggtgtacacc
cctggtcaaa
ggagaacaac
cagcaagctc
gatgcatgag
aggcggagsc
ccaggttcag
gagctgtaaa
gcctggacag
gaaccagaag

catgcaagtg

actatagaca
tctgecggtct
actctggtca
tcctccaaga
cccgaaccgg
ccggetgtcc
agcagcttgg
gtggacaaga
gcacctgaac
ctcatgatct
cctgaggtca
ccgegeggags
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacaagacca
accgtggaca
gctctgcaca
ggatccggag
ctgcaacagc
gccagcecggct
ggcctcgagt
ttcaaggaca

tctagcccca

89

aatcctccag
attactgtgc
ctgtctctgc
gcacctctgg
tgacggtgtc
tacagtcctc
gcacccagac
aagttgagcc
tcctggggss
ccecggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcecgt
agagcaggtg
accactacac
gcggaggctc
ctggcgecga
acaccttcac
ggatcggaat

aggccacact

ccagcgagga

cacagcctac

caggagtggt
agctagcacc
gggcacageg
gtggaactca
aggactctac
ctacatctgc
caaatcttgt
accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagges
gcagaagagc
cggaggceesc
acttgttaga
cagctactgg
gattcacccc

gaccatcgac

cagcgccgtg

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740
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tactattgtg
acagtgtccg
gtggtcatga
agctgcaaga
ctgcagaggc
ggecgtgcececg
agagtggaag
acatttggcg
<210>
<211>

<212>
<213>

95
731
PRT

<220>
<223>

ccagaagcgg
ctggaggagg
cacagacccc
gcagtcagag
ccggacagag
atagattcac
ccgaggacct

gcggaacaaa

polypeptide

<400> 95

Met Ser Val Pro

1

Asp

Arg
35

Phe
50

Leu Glu

65

Asn Gln

Ala Arg Cys

Pro Gly Ala

Thr Ser Tyr

Trp Ile

Lys Phe

Thr
5

Gln

20

Ser

Trp

Gly

Lys
85

Gln

Val

Val

Met

Met

70

Asp

cgattacgag
aggctccggc
tctgacactg
cctgctggac
ccccaagaga
aggctctggc
gggegtgtac

gctcgagatc

Artificial Sequence

Val Leu

Gln

Leu

Leu
40

Lys

Asn
55

Trp
Ile

His

Lys Ala

ggcgcctatt
ggaggaggaa
agcgtgacca
tccgacggca
ctgatctacc
agcggcaccg
tactgttggc

aagtga

Leu Leu

10

Gly

Gln
25

Gln Pro

Ser Cys Lys

Leu Lys Gln

Pro Ser Asp

75

Thr Leu Thr

90

90

ggggacages
gcggeegscees
ttggacagcc
agacctacct
tggtgtccaa

acttcaccct

agggcgccca

Description of Artificial Sequence: Synthetic

Leu Leu Trp

Ala Glu

30

Gly

Ala Ser

45

Gly

Arg Pro

60

Gly

Ser Glu Thr

Ile Asp Lys

aaccctggtt
cggaagcgac
tgccagcatc
gaattggctg
gctggacagc
gaagatctct

ctttccttgg

Leu Thr

15

Leu Val

Tyr Thr

Gln

Gly

Leu
80

Trp

Ser Ser

95

1800

1860

1920

1980

2040

2100

2160

2196
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Ser

Val

Gln

Val

145

Ala

Ser

Val

Pro

Lys

225

Asp

Gly

Ile

Thr

Tyr

Gly

130

Phe

Leu

Trp

Leu

Ser

210

Pro

Lys

Pro

Ser

Ala

Tyr

115

Thr

Pro

Gly

Asn

Gln

195

Ser

Ser

Thr

Ser

Arg
275

Tyr

100

Leu

Leu

Cys

Ser

180

Ser

Ser

Asn

His

Val

260

Thr

Met

Ala

Val

Ala

Leu

165

Gly

Ser

Leu

Thr

Thr

245

Phe

Pro

Gln

Arg

Thr

Pro

150

Val

Ala

Gly

Gly

Lys

230

Cys

Leu

Glu

Val

Ser

Val

135

Ser

Lys

Leu

Leu

Thr

215

Val

Pro

Phe

Val

Ser

Gly

120

Ser

Ser

Asp

Thr

Tyr

200

Gln

Asp

Pro

Pro

Thr
280

Ser

105

Asp

Ala

Lys

Tyr

Ser

185

Ser

Thr

Lys

Cys

Pro

265

Cys

Pro

Tyr

Ala

Ser

Phe

170

Gly

Leu

Tyr

Lys

Pro

250

Lys

Val

Thr

Glu

Ser

Thr

155

Pro

Val

Ser

Ile

Val

235

Ala

Pro

Val

91

Ser

Thr

140

Ser

Glu

His

Ser

Cys

220

Glu

Pro

Lys

Val

Glu

Ala

125

Lys

Gly

Pro

Thr

Val

205

Asn

Pro

Glu

Asp

Asp
285

Asp

110

Tyr

Gly

Gly

Val

Phe

190

Val

Val

Lys

Leu

Thr

270

Val

Ser

Trp

Pro

Thr

Thr

175

Pro

Thr

Asn

Ser

Leu

255

Leu

Ser

Ala

Gly

Ser

Ala

160

Val

Ala

Val

His

Cys

240

Gly

Met

His
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Glu

His

305

Arg

Lys

Glu

Tyr

Leu

385

Trp

Val

Asp

His

Pro

465

Gly

Asp

290

Asn

Val

Glu

Lys

Thr

370

Thr

Glu

Leu

Lys

Glu

450

Gly

Ser

Pro

Ala

Val

Tyr

Thr

355

Leu

Cys

Ser

Asp

Ser

435

Ala

Lys

Gly

Glu

Lys

Ser

Lys

340

Ile

Pro

Leu

Asn

Ser

420

Leu

Gly

Gly

Val

Thr

Val

325

Cys

Ser

Pro

Val

Gly

405

Asp

Trp

His

Gly

Gly
485

Lys

Lys

310

Leu

Lys

Lys

Ser

Lys

390

Gln

Gly

Gln

Asn

Gly

470

Gly

Phe

295

Pro

Thr

Val

Ala

Arg

375

Gly

Pro

Ser

Gln

His

455

Gly

Ser

Asn

Arg

Val

Ser

Lys

360

Glu

Phe

Glu

Phe

Gly

440

Tyr

Ser

Gln

Trp

Glu

Leu

Asn

345

Gly

Glu

Tyr

Asn

Phe

425

Asn

Thr

Gly

Val

Tyr

Glu

His

330

Lys

Gln

Met

Pro

Asn

410

Leu

Val

Gln

Gly

Gln
490

Val

Gln

315

Gln

Ala

Pro

Thr

Ser

395

Tyr

Tyr

Phe

Lys

Gly

475

Leu

92

Asp

300

Tyr

Asp

Leu

Arg

Lys

380

Lys

Ser

Ser

Ser

460

Gly

Gln

Gly

Asn

Trp

Pro

Glu

365

Asn

Ile

Thr

Lys

Cys

445

Leu

Ser

Gln

Val

Ser

Leu

Ala

350

Pro

Gln

Ala

Thr

Leu

430

Ser

Ser

Gly

Pro

Glu

Thr

Asn

335

Pro

Gln

Val

Val

Pro

415

Thr

Val

Leu

Gly

Gly
495

Val

Tyr

320

Gly

Ile

Val

Ser

Glu

400

Pro

Val

Met

Ser

Gly

480

Ala
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Glu

Gly

Gly

Thr

545

Lys

Asp

Tyr

Ser

Gln

625

Ser

Leu

Tyr

Leu

Tyr

Gln

530

Trp

Ser

Ser

Trp

Gly

610

Thr

Cys

Asn

Leu

Val

Thr

515

Gly

Leu

Ser

Ala

Gly

595

Gly

Pro

Lys

Trp

Val
675

Arg

500

Phe

Leu

Asn

Ser

Val

580

Gln

Gly

Leu

Ser

Leu

660

Ser

Pro

Thr

Glu

Gln

Thr

565

Tyr

Gly

Gly

Thr

Ser

645

Leu

Lys

Gly

Ser

Trp

Lys

550

Ala

Tyr

Thr

Ser

Leu

630

Gln

Gln

Leu

Ala

Tyr

Ile

535

Phe

Tyr

Cys

Leu

Gly

615

Ser

Ser

Arg

Asp

Ser

Trp

520

Gly

Lys

Met

Ala

Val

600

Gly

Val

Leu

Pro

Ser
680

Val

505

Met

Met

Asp

Gln

Arg

585

Thr

Gly

Thr

Leu

Gly

665

Gly

Lys

Asn

Ile

Lys

Val

570

Ser

Val

Gly

Ile

Asp

650

Gln

Val

Leu

Trp

His

Ala

555

Ser

Gly

Ser

Ser

Gly

635

Ser

Ser

Pro

93

Ser

Leu

Pro

540

Thr

Ser

Asp

Ala

Asp

620

Gln

Asp

Pro

Asp

Cys

Lys

525

Ser

Leu

Pro

Tyr

Gly

605

Val

Pro

Gly

Lys

Arg
685

Lys

510

Gln

Asp

Thr

Thr

Glu

590

Gly

Val

Ala

Lys

Arg

670

Phe

Ala

Arg

Ser

Ile

Ser

575

Gly

Gly

Met

Ser

Thr

655

Leu

Thr

Ser

Pro

Glu

Asp

560

Glu

Ala

Gly

Thr

Ile

640

Tyr

Ile

Gly
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Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile Ser Arg Val Glu Ala

690

695

700

Glu Asp Leu Gly Val Tyr Tyr Cys Trp Gln Gly Ala His Phe Pro Trp
710

705

715

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys

<210> 96

<211> 720
<212> DNA
<213>

<220>
<223>

725

polynucleotide

<400> 96
atggaaaccg

gatgttgtga
atctcttgca
ttattacaga
tctggagtcc
agcagagtgg
tggacgttcg
tttatcttcc
ctgaacaact
agcggcaaca
agcagcaccc
gtgacccacc
<210> 97

<211> 239
<212> PRT

acaccctgct
tgacccagac
agtcaagtca
ggccaggcca
ctgacaggtt
aggctgagga
gtggaggcac
cacctagcga
tctaccccag
gccaggagag

tgacactgtc

agggcctgag

Artificial Sequence

gctgtgggtg
tccactcact
gagtctctta
gtctccaaag
cactggcagt
tttgggagtt
caagctggaa
cgagcagctg
agaggccaag
cgtgaccgag
taaggccgac

cagccctgtg

730

ctgctcctgt
ttgtcggtta
gatagtgatg
cgcctaatct
ggatcaggga
tattattgct
atcaaacgga
aaaagcggca
gtgcagtgga
caggatagca
tacgagaagc

acaaagagct

94

Description of Artificial Sequence: Synthetic

gggtccccgg

ccattggaca
gaaagacata
atctggtgtc
cagatttcac
ggcaaggtgc
ccgtggecgc
ccgccagcegt
aggtcgacaa
aggacagcac

acaaggtgta

tcaaccgggg

720

ctctacaggc
accagcctcc
tttgaattgg
taaactggac
actgaaaatc
acattttcct
cccttectgtc
ggtgtgectg
cgccctgcag
atatagcctg
cgcctgtgaa

cgagtgctga

60

120

180

240

300

360

420

480

540

600

660

720
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<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 97

Met Glu Thr Asp Thr Leu

1

Gly

Val

Leu

Pro

65

Ser

Thr

Cys

Leu

Pro

145

Leu

Ser

Thr

Leu

50

Gly

Gly

Leu

Trp

Glu

130

Ser

Asn

Thr

Ile

35

Asp

Gln

Val

Lys

Gln

115

Ile

Asp

Asn

Gly

20

Gly

Ser

Ser

Pro

Ile

100

Gly

Lys

Glu

Phe

5

Asp

Gln

Asp

Pro

Asp

85

Ser

Ala

Arg

Gln

Tyr
165

Val

Pro

Gly

Lys

70

Arg

Arg

His

Thr

Leu

150

Pro

Leu

Val

Ala

Lys

55

Arg

Phe

Val

Phe

Val

135

Lys

Arg

Leu

Met

Ser

40

Thr

Leu

Thr

Glu

Pro

120

Ala

Ser

Glu

Sequence: Synthetic

Trp

Thr

25

Ile

Tyr

Ile

Gly

Ala

105

Trp

Ala

Gly

Ala

Val

10

Gln

Ser

Leu

Tyr

Ser

90

Glu

Thr

Pro

Thr

Lys
170

Leu

Thr

Cys

Asn

Leu

75

Gly

Asp

Phe

Ser

Ala

155

Val

95

Leu

Pro

Lys

Trp

60

Val

Ser

Leu

Gly

Val

140

Ser

Gln

Leu

Leu

Ser

45

Leu

Ser

Gly

Gly

Gly

125

Phe

Val

Trp

Trp

Thr

30

Ser

Leu

Lys

Thr

Val

110

Gly

Ile

Val

Lys

Val

15

Leu

Gln

Gln

Leu

Asp

95

Tyr

Thr

Phe

Cys

Val
175

Pro

Ser

Ser

Arg

Asp

80

Phe

Tyr

Lys

Pro

Leu

160

Asp
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Asn Ala Leu

Ser Lys Asp
195

Ala Asp Tyr
210

Gly Leu Ser
225

<210>
<211>
<212>
<213>

98
2274
DNA

<220>
<223>
polyn

<400> 98
atgtccgtgc

caggtccaac
tcctgcaagg
cctggacaag
aatcagaagt
atgcaagtca
gactacgaag
ggctccggeg
ctcactttgt
ctcttagata

ccaaagcgcc

ggcagtggat

Gln

180

Ser

Glu

Ser

Ser Gly

Thr Tyr

Lys His

Pro Val

Asn

Leu
200

Ser

Lys Vval

215

Thr Lys

230

ucleotide

ctacccaggt
tgcagcagcc
cttctggcta
gccttgagtg
tcaaggacaa
gcagcccgac
gggcttactg
gaggaggaag
cggttaccat
gtgatggaaa
taatctatct

cagggacaga

Artificial Sequence

gctgggectg
tggggctgag
caccttcacc
gattggcatg
ggccacattg

atctgaggac

gggccaages
cggeggeesc
tggacaacca
gacatatttg
ggtgtctaaa

tttcacactg

Ser Gln

185

Ser

Tyr

Ser
235

ctgctgectgt
ctggtgaggc
agctactgga
attcatcctt
actatagaca
tctgeggtct
actctggtca
ggaagcgatg
gcctccatct
aattggttat
ctggactctg

aaaatcagca

96

205

220

Description of Artificial Sequence: Synthetic

ggctgaccga
ctggagcttc
tgaactggtt
ccgatagtga
aatcctccag
attactgtgc
ctgtctctgc
ttgtgatgac
cttgcaagtc
tacagaggcc
gagtccctga

gagtggaggc

Glu Ser Val Thr Glu Gln Asp

190

Ser Thr Leu Thr Leu Ser Lys

Ala Cys Glu Val Thr His Gln

Phe Asn Arg Gly Glu Cys

cgccagatgc
agtgaagctg
aaaacagagg
aacttggtta
cacagcctac
caggagtggt
aggaggagga
ccagactcca
aagtcagagt
aggccagtct
caggttcact

tgaggatttg

60

120

180

240

300

360

420

480

540

600

660

720
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ggagtttatt
ctggaaatca
tgtgcacctg
accctcatga
gaccctgagg
aagccgeggsg
caccaggact
gcccccatceg
accctgcccc
aaaggcttct
aactacaaga
ctcaccgtgg
gaggctctgc
ggaggctccg
ggcgccgaac
accttcacca
atcggaatga
gccacactga
agcgaggaca
ggacagggaa
ggcggcgscs
ggacagcctg
acctacctga
gtgtccaagc

ttcaccctga

attgctggca
aagaacctaa
aactcctggg
tctcccggac
tcaagttcaa
aggagcagta
ggctgaatgg
agaaaaccat
catcccggga
atcccagcga
ccacgcctcc
acaagagcag
acaaccacta
gcggagegags
ttgttagacc
gctactggat
ttcaccccag
ccatcgacaa
gcgecgtgta
ccctggttac
gaagcgacgt
ccagcatcag
attggctgct
tggacagcgg

agatctctag

aggtgcacat
atcttcagat
gggaccgtca
ccctgaggtc
ctggtacgtg
caacagcacg
caaggagtac
ctccaaagcc
ggagatgacc
catcgccgtg
cgtgctggac
gtggcagcag
cacgcagaag
aagceggegsc
tggcgcctct
gaactggctg
cgacagcgag
gagcagcagc
ctattgtgcc
agtgtccgct
ggtcatgaca
ctgcaagagc
gcagaggccc
cgtgcccgat

agtggaagcc

tttccttgga
aaaacgcata
gtcttcctct
acatgcgtgg
gacggcgtgg
taccgtgtgg
aagtgcaagg
aaagggcagc
aagaaccagg
gagtgggaga
tccgacggct
gggaacgtct
agcctctccc
ggcggaagec
gtgaagctga
aagcagaggc
acatggctga
accgcctaca
agaagcggcg
ggaggaggag
cagacccctc
agtcagagcc
ggacagagcc
agattcacag

gaggacctgg

97

cgttcggtgg
cttgcccacc
tccccccaaa
tggtggacgt
aggtgcataa
tcagcgtcct
tctccaacaa
cccgagaacc
tcagcctgac
gcaatgggca
ccttcttect
tctcatgctc
tgtctccggg
aggttcagct
gctgtaaagc
ctggacaggg
accagaagtt
tgcaagtgtc
attacgaggg
gctceggegg
tgacactgag
tgctggactc
ccaagagact
gctctggcag

gcgtgtacta

aggcaccaag
atgtccaccc
acccaaggac
gagccacgaa
tgccaagaca
caccgtcctg
agccctccca
acaggtgtac
ctgcctggtc
gccggagaac
ctacagcaag
cgtgatgcat
taaaggagga
gcaacagcct
cagcggctac
cctcgagtgg
caaggacaag
tagccccacc
cgcctattgg
aggaggaagc
cgtgaccatt
cgacggcaag
gatctacctg
cggcaccgac

ctgttggcag

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220
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ggcgcccact ttccttggac atttggcggc ggaacaaagc tcgagatcaa gtga 2274

<210> 99

<211> 757

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 99
Met Ser Val Pro Thr Gln Val Leu Gly Leu Leu Leu Leu Trp Leu Thr
1 5 10 15

Asp Ala Arg Cys Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val
20 25 30

Arg Pro Gly Ala Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr
35 40 45

Phe Thr Ser Tyr Trp Met Asn Trp Leu Lys Gln Arg Pro Gly Gln Gly
50 55 60

Leu Glu Trp Ile Gly Met Ile His Pro Ser Asp Ser Glu Thr Trp Leu
65 70 75 80

Asn Gln Lys Phe Lys Asp Lys Ala Thr Leu Thr Ile Asp Lys Ser Ser
85 90 95

Ser Thr Ala Tyr Met Gln Val Ser Ser Pro Thr Ser Glu Asp Ser Ala
100 105 110

Val Tyr Tyr Cys Ala Arg Ser Gly Asp Tyr Glu Gly Ala Tyr Trp Gly
115 120 125

Gln Gly Thr Leu Val Thr Val Ser Ala Gly Gly Gly Gly Ser Gly Gly
130 135 140

98
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Gly

145

Leu

Ser

Leu

Ser

Gly

225

Gly

Gly

His

Pro

Ser

305

Asp

Asn

Gly

Thr

Ser

Leu

Lys

210

Thr

Val

Gly

Thr

Ser

290

Arg

Pro

Ala

Ser

Leu

Gln

Gln

195

Leu

Asp

Tyr

Thr

Cys

275

Val

Thr

Glu

Lys

Gly

Ser

Ser

180

Arg

Asp

Phe

Tyr

Lys

260

Pro

Phe

Pro

Val

Thr
340

Gly

Val

165

Leu

Pro

Ser

Thr

Cys

245

Leu

Pro

Leu

Glu

Lys

325

Lys

Gly

150

Thr

Leu

Gly

Gly

Leu

230

Trp

Glu

Cys

Phe

Val

310

Phe

Pro

Gly

Ile

Asp

Gln

Val

215

Lys

Gln

Ile

Pro

Pro

295

Thr

Asn

Arg

Ser

Gly

Ser

Ser

200

Pro

Ile

Gly

Lys

Pro

280

Pro

Cys

Trp

Glu

Asp

Gln

Asp

185

Pro

Asp

Ser

Ala

Glu

265

Cys

Lys

Val

Tyr

Glu
345

Val

Pro

170

Gly

Lys

Arg

Arg

His

250

Pro

Ala

Pro

Val

Val

330

Gln

Val

155

Ala

Lys

Arg

Phe

Val

235

Phe

Lys

Pro

Lys

Val

315

Asp

Tyr

99

Met

Ser

Thr

Leu

Thr

220

Glu

Pro

Ser

Glu

Asp

300

Asp

Gly

Asn

Thr

Ile

Tyr

Ile

205

Gly

Ala

Trp

Ser

Leu

285

Thr

Val

Val

Ser

Gln

Ser

Leu

190

Tyr

Ser

Glu

Thr

Asp

270

Leu

Leu

Ser

Glu

Thr
350

Thr

Cys

175

Asn

Leu

Gly

Asp

Phe

255

Lys

Gly

Met

His

Val
335

Pro

160

Lys

Trp

Val

Ser

Leu

240

Gly

Thr

Gly

Ile

Glu

320

His

Arg
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Val

Glu

Lys

385

Thr

Thr

Glu

Leu

Lys

465

Glu

Gly

Ser

Ala

Val

Tyr

370

Thr

Leu

Cys

Ser

Asp

450

Ser

Ala

Lys

Gln

Ser
530

Ser

355

Lys

Ile

Pro

Leu

Asn

435

Ser

Arg

Leu

Gly

Val

515

Val

Val

Cys

Ser

Pro

Val

420

Gly

Asp

Trp

His

Gly

500

Gln

Lys

Leu

Lys

Lys

Ser

405

Lys

Gln

Gly

Gln

Asn

485

Gly

Leu

Leu

Thr

Val

Ala

390

Arg

Pro

Ser

Gln

470

His

Gly

Gln

Ser

Val

Ser

375

Lys

Glu

Phe

Glu

Phe

455

Gly

Tyr

Ser

Gln

Cys
535

Leu

360

Asn

Gly

Glu

Tyr

Asn

440

Phe

Asn

Thr

Gly

Pro

520

Lys

His

Lys

Gln

Met

Pro

425

Asn

Leu

Val

Gln

Gly

505

Ala

Gln

Ala

Pro

Thr

410

Ser

Tyr

Tyr

Phe

Lys

490

Gly

Ala

Ser

Asp

Leu

Arg

395

Lys

Asp

Lys

Ser

Ser

475

Ser

Gly

Glu

Gly

100

Trp

Pro

380

Glu

Asn

Ile

Thr

Lys

460

Cys

Leu

Ser

Leu

Tyr
540

Leu

365

Ala

Pro

Gln

Ala

Thr

445

Leu

Ser

Ser

Gly

Val

525

Thr

Asn

Pro

Gln

Val

Val

430

Pro

Thr

Val

Leu

Gly

510

Arg

Phe

Gly

Ile

Val

Ser

415

Glu

Pro

Val

Met

Ser

495

Gly

Pro

Thr

Lys

Glu

Tyr

400

Leu

Trp

Val

Asp

His

480

Pro

Gly

Gly

Ser
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Tyr

545

Ile

Phe

Tyr

Cys

Leu

625

Gly

Ser

Ser

Arg

Asp

705

Phe

Tyr

Trp

Gly

Lys

Met

Ala

610

Val

Gly

Val

Leu

Pro

690

Ser

Thr

Cys

Met

Met

Asp

Gln

595

Arg

Thr

Gly

Thr

Leu

675

Gly

Gly

Leu

Trp

Asn

Ile

Lys

580

Val

Ser

Val

Gly

Ile

660

Asp

Gln

Val

Lys

Gln
740

Trp

His

565

Ala

Ser

Gly

Ser

Ser

645

Gly

Ser

Ser

Pro

Ile

725

Gly

Leu

550

Pro

Thr

Ser

Asp

Ala

630

Asp

Gln

Asp

Pro

Asp

710

Ser

Ala

Lys

Ser

Leu

Pro

Tyr

615

Gly

Val

Pro

Gly

Lys

695

Arg

Arg

His

Gln

Asp

Thr

Thr

600

Glu

Gly

Val

Ala

Lys

680

Arg

Phe

Val

Phe

Arg

Ser

Ile

585

Ser

Gly

Gly

Met

Ser

665

Thr

Leu

Thr

Glu

Pro
745

Pro

Glu

570

Asp

Glu

Ala

Gly

Thr

650

Ile

Tyr

Ile

Gly

Ala

730

Trp

Gly

555

Thr

Lys

Asp

Tyr

Ser

635

Gln

Ser

Leu

Tyr

Ser

715

Glu

Thr

101

Gln

Trp

Ser

Ser

Trp

620

Gly

Thr

Cys

Asn

Leu

700

Gly

Asp

Phe

Gly

Leu

Ser

Ala

605

Gly

Gly

Pro

Lys

Trp

685

Val

Ser

Leu

Gly

Leu

Asn

Ser

590

Val

Gln

Gly

Leu

Ser

670

Leu

Ser

Gly

Gly

Gly
750

Glu

Gln

575

Thr

Tyr

Gly

Gly

Thr

655

Ser

Leu

Lys

Thr

Val

735

Gly

Trp

560

Lys

Ala

Tyr

Thr

Ser

640

Leu

Gln

Gln

Leu

Asp

720

Tyr

Thr
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Lys Leu Glu
755

<210> 100
<211> 2187
<212> DNA

Ile Lys

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

polyn

<400> 100
atgtccgtgc

gaggtccagc
tcctgtaagg
catggaaaga
aaccagaagt
atgcagctca
aggtacgact
accaagggcc
gcggeectgg
tcaggcgccc
tactccctca
tgcaacgtga
tgtgacaaaa
gtcttcctct
acatgcgtgg
gacggcegtgg

taccgtgtgg

ucleotide

ctacccaggt
tgcaacaatc
cttctggata
gccttgagtg
tcaagggcaa
acagcctgac
actttgacta
catcggtctt
gctgectggt
tgaccagcgg
gcagcgtggt
atcacaagcc
ctcacacatg
tccccccaaa
tggtggacgt
aggtgcataa

tcagcgtcct

gctgggectg
tggacctgag
cacattcact
gattggagat
ggccacattg
atctgaggac
ctggggccaa
ccccctggcea
caaggactac
cgtgcacacc
gaccgtgccc
cagcaacacc
cccaccgtgc
acccaaggac
gagccacgaa
tgccaagaca

caccgtcctg

ctgctgetgt
ctggtgaagc
gactactaca
tttaatcctt
actgtagaca
tctgcagtct
ggcatcactc
ccctecctcca
ttccccgaac
ttcccggetg
tccagcagct
aaggtggaca
ccagcacctg
accctcatga
gaccctgagg
aagccgeggs

caccaggact

102

ggctgaccga
ctggggcttc
tgaactgggt
acaacggtgg
aatcctccag
attactgtgc
tcacagtctc
agagcacctc
cggtgacggt
tcctacagtc
tgggcaccca
agaaagttga
aactcctggg
tctcccggac
tcaagttcaa
aggagcagta

ggctgaatgg

cgccagatgc
agtgaagatg
gaagcagagc
tactacctac
cacagcctac

aagatcggga

ctcagctagc
tgggggcaca
gtcgtggaac
ctcaggactc
gacctacatc
gcccaaatct
gggaccgtca
ccctgaggtc
ctggtacgtg
caacagcacg

caaggagtac

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020


wsm
Line


aagtgcaagg
aaagggcagc
aagaaccagg
gagtgggaga
tccgacggct
gggaacgtct
agcctctccc
ggcggeagesg
aagcctggceg
tacatgaact
ccctacaatg
gacaagagca
gtgtactact
accctgaccg
agcgacgtgc
accatcacat
cccggcaaca
agcagatttt

cccgaggata

ggcggaacaa

<210>
<211>
<212>
<213>

101
728
PRT

<220>
<223>

tctccaacaa
cccgagaacc
tcagcctgac
gcaatgggca
ccttcttect
tctcatgctc
tgtctccggg
gegeegscees
cctccgtgaa
gggtcaagca
gcggcaccac
gcagcacagc
gtgccagaag
ttagctctgg
agatgaatca
gtcacgccag
tccccaagcet
ctggctctgg
tcgccaccta

agctggaaat

polypeptide

agccctccca
acaggtgtac
ctgecctggtc
gccggagaac
ctacagcaag
cgtgatgcat
taaaggcgga
aagcgaggtt
gatgagctgt
gagccacggc
ctacaaccag
ctacatgcag
cggcagatac
aggaggagsc
gagccctagc
ccagaacatc
gctgatctac
aagcggcacc
ctactgtcag

caagtga

Artificial Sequence

gcccccatceg
accctgcccc
aaaggcttct
aactacaaga
ctcaccgtgg
gaggctctgc
ggcggatccg
cagctgcagc
aaagccagcg
aagagcctgg
aagttcaagg
ctcaacagcc
gactacttcg
tccggeggag
agcctgtctg
aacgtgtggc
aagatcagca

ggcttcaccc

cagggccaga

103

agaaaaccat
catcccggga
atcccagcga
ccacgcctcc
acaagagcag
acaaccacta
gaggcggags
agtctggacc
gctacacctt
aatggatcgg
gcaaagccac
tgaccagcga
actattgggg
gaggaagcgs
ccagcctggg
tgagctggta
acctgcacac
tgaccatcaa

tctacccctg

Description of Artificial Sequence: Synthetic

ctccaaagcc
ggagatgacc
catcgccgtg
cgtgctggac
gtggcagcag
cacgcagaag
ctccggaggc
tgagctggtt
caccgactac
cgacttcaac
actgaccgtg
ggacagcgcc
ccagggcatc
cggeggegsa
cgataccatc
tcagcagaag
cggecgtgccc
ttctctgcag

gacatttggc

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2187
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<400> 101
Met Ser Val

1

Asp

Lys

Phe

Leu

65

Asn

Ser

Val

Gly

Ser

145

Ala

Val

Ala

Ala

Pro

Thr

50

Glu

Gln

Thr

Tyr

Gln

130

Val

Ala

Ser

Val

Arg

Gly

35

Asp

Trp

Lys

Ala

Tyr

115

Gly

Phe

Leu

Trp

Leu

Pro

Cys

20

Ala

Tyr

Ile

Phe

Tyr

100

Cys

Ile

Pro

Gly

Asn

180

Gln

Thr

Glu

Ser

Tyr

Gly

Lys

85

Met

Ala

Thr

Leu

Cys

165

Ser

Ser

Gln

Val

Val

Met

Asp

70

Gly

Gln

Arg

Leu

Ala

150

Leu

Gly

Ser

Val

Gln

Lys

Asn

55

Phe

Lys

Leu

Ser

Thr

135

Pro

Val

Ala

Gly

Leu

Leu

Met

40

Trp

Asn

Ala

Asn

Gly

120

Val

Ser

Lys

Leu

Leu

Gly

Gln

25

Ser

Val

Pro

Thr

Ser

105

Arg

Ser

Ser

Asp

Thr

185

Tyr

Leu

10

Gln

Cys

Lys

Tyr

Leu

90

Leu

Tyr

Ser

Lys

Tyr

170

Ser

Ser

Leu

Ser

Lys

Gln

Asn

75

Thr

Thr

Asp

Ala

Ser

155

Phe

Gly

Leu

104

Leu

Gly

Ala

Ser

60

Gly

Val

Ser

Tyr

Ser

140

Thr

Pro

Val

Ser

Leu

Pro

Ser

45

His

Gly

Asp

Glu

Phe

125

Thr

Ser

Glu

His

Ser

Trp

Glu

30

Gly

Gly

Thr

Lys

Asp

110

Asp

Lys

Gly

Pro

Thr

190

Val

Leu

15

Leu

Tyr

Lys

Thr

Ser

95

Ser

Tyr

Gly

Gly

Val

175

Phe

Val

Thr

Val

Thr

Ser

Tyr

80

Ser

Ala

Trp

Pro

Thr

160

Thr

Pro

Thr
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Val

His

225

Cys

Gly

Met

His

Val

305

Tyr

Gly

Ile

Val

Ser
385

Pro

210

Lys

Asp

Gly

Ile

Glu

290

His

Arg

Lys

Glu

Tyr

370

Leu

195

Ser

Pro

Lys

Pro

Ser

275

Asp

Asn

Val

Glu

Lys

355

Thr

Thr

Ser

Ser

Thr

Ser

260

Arg

Pro

Ala

Val

Tyr

340

Thr

Leu

Cys

Ser

Asn

His

245

Val

Thr

Glu

Lys

Ser

325

Lys

Ile

Pro

Leu

Leu

Thr

230

Thr

Phe

Pro

Val

Thr

310

Val

Cys

Ser

Pro

Val
390

Gly

215

Lys

Cys

Leu

Glu

Lys

295

Lys

Leu

Lys

Lys

Ser

375

Lys

200

Thr

Val

Pro

Phe

Val

280

Phe

Pro

Thr

Val

Ala

360

Arg

Gly

Gln

Asp

Pro

Pro

265

Thr

Asn

Arg

Val

Ser

345

Lys

Glu

Phe

Thr

Lys

Cys

250

Pro

Cys

Trp

Glu

Leu

330

Asn

Gly

Glu

Tyr

Tyr

Lys

235

Pro

Lys

Val

Tyr

Glu

315

His

Lys

Gln

Met

Pro
395

105

Ile

220

Val

Ala

Pro

Val

Val

300

Gln

Gln

Ala

Pro

Thr

380

Ser

205

Cys

Glu

Pro

Lys

Val

285

Asp

Tyr

Asp

Leu

Arg

365

Lys

Asp

Asn

Pro

Glu

Asp

270

Asp

Gly

Asn

Trp

Pro

350

Glu

Asn

Ile

Val

Lys

Leu

255

Thr

Val

Val

Ser

Leu

335

Ala

Pro

Gln

Ala

Asn

Ser

240

Leu

Leu

Ser

Glu

Thr

320

Asn

Pro

Gln

Val

Val
400
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Glu

Pro

Val

Met

Ser

465

Gly

Pro

Ser

His

Gly

545

Asp

Glu

Phe

Trp

Val

Asp

His

450

Pro

Gly

Glu

Gly

Gly

530

Thr

Lys

Asp

Asp

Glu

Leu

Lys

435

Glu

Gly

Ser

Leu

Tyr

515

Lys

Thr

Ser

Ser

Tyr

Ser

Asp

420

Ser

Ala

Lys

Gly

Val

500

Thr

Ser

Tyr

Ser

Ala

580

Trp

Asn

405

Ser

Arg

Leu

Gly

Gly

485

Lys

Phe

Leu

Asn

Ser

565

Val

Gly

Gly

Asp

Trp

His

Gly

470

Gly

Pro

Thr

Glu

Gln

550

Thr

Tyr

Gln

Gln

Gly

Gln

Asn

455

Gly

Gly

Gly

Asp

Trp

535

Lys

Ala

Tyr

Gly

Pro

Ser

Gln

440

His

Gly

Ser

Ala

Tyr

520

Ile

Phe

Tyr

Cys

Ile

Glu

Phe

425

Gly

Tyr

Ser

Glu

Ser

505

Tyr

Gly

Lys

Met

Ala

585

Thr

Asn

410

Phe

Asn

Thr

Gly

Val

490

Val

Met

Asp

Gly

Gln

570

Arg

Leu

Asn

Leu

Val

Gln

Gly

475

Gln

Lys

Asn

Phe

Lys

555

Leu

Ser

Thr

106

Tyr

Tyr

Phe

Lys

460

Gly

Leu

Met

Trp

Asn

540

Ala

Asn

Gly

Val

Lys

Ser

Ser

445

Ser

Gly

Gln

Ser

Val

525

Pro

Thr

Ser

Arg

Ser

Thr

Lys

430

Cys

Leu

Ser

Gln

Cys

510

Lys

Tyr

Leu

Leu

Tyr

590

Ser

Thr

415

Leu

Ser

Ser

Gly

Ser

495

Lys

Gln

Asn

Thr

Thr

575

Asp

Gly

Pro

Thr

Val

Leu

Gly

480

Gly

Ala

Ser

Gly

Val

560

Ser

Tyr

Gly
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595 600 605

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Val Gln
610 615 620

Met Asn Gln Ser Pro Ser Ser Leu Ser Ala Ser Leu Gly Asp Thr Ile
625 630 635 640

Thr Ile Thr Cys His Ala Ser Gln Asn Ile Asn Val Trp Leu Ser Trp
645 650 655

Tyr Gln Gln Lys Pro Gly Asn Ile Pro Lys Leu Leu Ile Tyr Lys Ile
660 665 670

Ser Asn Leu His Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser
675 680 685

Gly Thr Gly Phe Thr Leu Thr Ile Asn Ser Leu Gln Pro Glu Asp Ile
690 695 700

Ala Thr Tyr Tyr Cys Gln Gln Gly Gln Ile Tyr Pro Trp Thr Phe Gly
705 710 715 720

Gly Gly Thr Lys Leu Glu Ile Lys
725

<210> 102
<211> 705
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

polynucleotide
<400> 102
atggaaaccg acaccctgct gctgtgggtg ctgctcctgt gggtccccgg ctctacaggc 60
gacgtccaga tgaaccagtc tccatccagt ctgtctgcat cccttggaga cacaattacc 120
atcacttgcc atgccagtca gaacattaat gtttggttaa gctggtacca gcagaaacca 180

107
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Line


ggaaatattc
aggtttagtg
gaagacattg
ggcaccaagc
agcgacgagc
cccagagagg
gagagcgtga
ctgtctaagg
ctgagcagcc
<210> 103

<211> 234
<212> PRT

ctaaactatt
gcagtggatc
ccacttacta
tggaaatcaa
agctgaaaag
ccaaggtgca
ccgagcagga
ccgactacga

ctgtgacaaa

gatctataag
tggaacaggt
ctgtcaacag
acggaccgtg
cggcaccgcec
gtggaaggtc
tagcaaggac
gaagcacaag

gagcttcaac

<213> Artificial Sequence

<220>

<223> Description of Artificial
polypeptide

<400> 103

Met Glu Thr Asp Thr Leu

1

Gly Ser Thr Gly Asp Val

Ala Ser Leu Gly Asp Thr

35

Ile Asn Val Trp Leu Ser

50

Lys Leu Leu Ile Tyr Lys
70

65

5

20

Leu Leu

Gln Met

Ile Thr

40

Trp
55

Tyr

Ile Ser

atttccaact
ttcacattaa
ggtcaaattt
gccgcccectt
agcgtggtgt
gacaacgccc
agcacatata
gtgtacgcct

cggggcgagt

tgcacacagg
ccatcaacag
atccgtggac
ctgtctttat
gcctgetgaa
tgcagagcgg
gcctgagcag
gtgaagtgac

gctga

Sequence: Synthetic

Val
10

Trp Leu

Asn Gln Ser

25

Ile Thr Cys

Gln Gln Lys

His
75

Asn Leu

108

Leu Leu Trp

Ser
30

Pro Ser

Ala
45

His Ser

Pro Asn

60

Gly

Thr Gly Vval

cgtcccatca
cctgcagcect
gttcggtgga
cttcccacct
caacttctac
caacagccag
caccctgaca

ccaccagggc

Val
15

Pro

Leu Ser

Gln Asn

Ile

Pro

Ser
80

Pro

240

300

360

420

480

540

600

660

705
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Arg

Ser

Ile

Thr

Leu

145

Pro

Gly

Tyr

His

Val
225

<210>
<211>
<212>
<213>

Phe

Leu

Tyr

Val

130

Lys

Arg

Asn

Ser

Lys

210

Thr

<220>

<223>

<400>

Ser

Gln

Pro

115

Ala

Ser

Glu

Ser

Leu

195

Val

Lys

104
2250
DNA
Artificial Sequence

104

Gly

Pro

100

Trp

Ala

Gly

Ala

Gln

180

Ser

Tyr

Ser

Ser

85

Glu

Thr

Pro

Thr

Lys

165

Glu

Ser

Ala

Phe

Asp

Phe

Ser

Ala

150

Val

Ser

Thr

Cys

Asn
230

Ser

Ile

Gly

Val

135

Ser

Gln

Val

Leu

Glu

215

Arg

Gly

Ala

Gly

120

Phe

Val

Trp

Thr

Thr

200

Val

Gly

Thr

Thr

105

Gly

Ile

Val

Lys

Glu

185

Leu

Thr

Glu

Gly

90

Tyr

Thr

Phe

Cys

Val

170

Gln

Ser

His

Cys

Phe

Tyr

Lys

Pro

Leu

155

Asp

Asp

Lys

Gln

109

Thr

Cys

Leu

Pro

140

Leu

Asn

Ser

Ala

Gly
220

Leu

Gln

Glu

125

Ser

Asn

Ala

Lys

Asp

205

Leu

Description of Artificial Sequence: Synthetic
polynucleotide

Thr

Gln

110

Ile

Asp

Asn

Leu

Asp

190

Tyr

Ser

Ile

95

Gly

Lys

Glu

Phe

Gln

175

Ser

Glu

Ser

Asn

Gln

Arg

Gln

Tyr

160

Ser

Thr

Lys

Pro


wsm
Line


atgtccgtgc
gaggtccagc
tcctgtaagg
catggaaaga
aaccagaagt
atgcagctca
aggtacgact
ggaggctccg
ccatccagtc
aacattaatg
atctataaga
ggaacaggtt
tgtcaacagg
gaacctaaat
ctcctggggs
tcccggaccc
aagttcaact
gagcagtaca
ctgaatggca
aaaaccatct
tcccgggagg
cccagcgaca
acgcctcccg
aagagcaggt

aaccactaca

ctacccaggt
tgcaacaatc
cttctggata
gccttgagtg
tcaagggcaa
acagcctgac
actttgacta
gcggagegags
tgtctgcatc
tttggttaag
tttccaactt
tcacattaac
gtcaaattta
cttcagataa
gaccgtcagt
ctgaggtcac
ggtacgtgga
acagcacgta
aggagtacaa
ccaaagccaa
agatgaccaa
tcgccgtgga
tgctggactc
ggcagcaggs

cgcagaagag

gctgggectg
tggacctgag
cacattcact
gattggagat
ggccacattg

atctgaggac

ctggggccaa
aageggegsc
ccttggagac
ctggtaccag
gcacacaggc
catcaacagc
tccgtggacg
aacgcatact
cttcctcttc
atgcgtggtg
cggcgtggag
ccgtgtggtc
gtgcaaggtc
agggcagccc
gaaccaggtc
gtgggagagc
cgacggctcc
gaacgtcttc

cctctccctg

ctgctgetgt
ctggtgaagc
gactactaca
tttaatcctt
actgtagaca
tctgcagtct
ggcatcactc
ggcggaages
acaattacca
cagaaaccag
gtcccatcaa
ctgcagcctg
ttcggtggag
tgcccaccat
cccccaaaac
gtggacgtga
gtgcataatg
agcgtcctca
tccaacaaag
cgagaaccac
agcctgacct
aatgggcagc
ttcttcctct
tcatgctccg

tctccgggta

110

ggctgaccga
ctggggcttc
tgaactgggt
acaacggtgg
aatcctccag
attactgtgc
tcacagtctc
acgtccagat
tcacttgcca
gaaatattcc
ggtttagtgg
aagacattgc
gcaccaagct
gtccaccctg
ccaaggacac
gccacgaaga
ccaagacaaa
ccgtcctgcea
ccctcccagc
aggtgtacac
gcctggtcaa
cggagaacaa
acagcaagct
tgatgcatga

aaggaggagsg

cgccagatgc
agtgaagatg
gaagcagagc
tactacctac

cacagcctac

aagatcggga

ctcaggagga

gaaccagtct
tgccagtcag
taaactattg
cagtggatct
cacttactac
ggaaatcaaa
tgcacctgaa
cctcatgatc
ccctgaggtc
geegegegegas
ccaggactgg
ccccatcgag
cctgccccca
aggcttctat
ctacaagacc
caccgtggac

ggctctgcac

aggctccggc

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500
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ggaggaggaa
gttaagcctg
tactacatga
aacccctaca
gtggacaaga
gccgtgtact
atcaccctga
ggaagcgacg
atcaccatca
aagcccggcea
cccagcagat
cagcccgagg
ggcggeggaa
<210>
<211>

<212>
<213>

105
749
PRT

<220>
<223>

gegeegscees
gcgecctcegt
actgggtcaa
atggcggcac
gcagcagcac
actgtgccag
ccgttagctc
tgcagatgaa
catgtcacgc
acatccccaa
tttctggctc
atatcgccac

caaagctgga

polypeptide

<400> 105

cggaagcgag
gaagatgagc
gcagagccac
cacctacaac
agcctacatg
aagcggcaga
tggaggagga
tcagagccct
cagccagaac
gctgctgatc
tggaagcggc
ctactactgt

aatcaagtga

Artificial Sequence

Description of Artificial

Met Ser Val Pro Thr Gln Val Leu

1

5

Asp Ala Arg Cys Glu Val Gln Leu

20

Lys Pro Gly Ala Ser Val Lys Met

35

40

Phe Thr Asp Tyr Tyr Met Asn Trp

gttcagctgc
tgtaaagcca
ggcaagagcc
cagaagttca
cagctcaaca
tacgactact
ggctccggeg
agcagcctgt
atcaacgtgt
tacaagatca

accggcttca

cagcagggcc

agcagtctgg
gcggctacac
tggaatggat
agggcaaagc
gcctgaccag
tcgactattg
gaggaggaag
ctgccagcect
ggctgagetg
gcaacctgca
ccctgaccat

agatctaccc

Sequence: Synthetic

Gly Leu
10

Leu

Gln Gln
25

Ser Cys

Val Lys Gln

111

Leu Leu

30

45

Ser His

acctgagctg
cttcaccgac
cggcgacttc
cacactgacc
cgaggacagc
gggccagggc
cggegeegsc
gggcgatacc
gtatcagcag
caccggcgtg
caattctctg

ctggacattt

Trp Leu Thr

15

Ser Gly Pro Glu Leu Val

Lys Ala Ser Gly Tyr Thr

Gly Lys Ser

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2250
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Leu

65

Asn

Ser

Val

Gly

Gly

145

Pro

His

Pro

Thr

Thr

225

Cys

50

Glu

Gln

Thr

Tyr

Gln

130

Gly

Ser

Ala

Gly

Gly

210

Leu

Gln

Trp

Lys

Ala

Tyr

115

Gly

Gly

Ser

Ser

Asn

195

Val

Thr

Gln

Ile

Phe

Tyr

100

Cys

Ile

Ser

Leu

Gln

180

Ile

Pro

Ile

Gly

Gly

Lys

85

Met

Ala

Thr

Gly

Ser

165

Asn

Pro

Ser

Asn

Gln
245

Asp

70

Gly

Gln

Arg

Leu

Gly

150

Ala

Ile

Lys

Arg

Ser

230

Ile

55

Phe

Lys

Leu

Ser

Thr

135

Gly

Ser

Asn

Leu

Phe

215

Leu

Tyr

Asn

Ala

Asn

Gly

120

Val

Gly

Leu

Val

Leu

200

Ser

Gln

Pro

Pro

Thr

Ser

105

Arg

Ser

Ser

Gly

Trp

185

Ile

Gly

Pro

Trp

Tyr

Leu

90

Leu

Tyr

Ser

Asp

Asp

170

Leu

Tyr

Ser

Glu

Thr
250

Asn

75

Thr

Thr

Asp

Gly

Val

155

Thr

Ser

Lys

Gly

Asp

235

Phe

112

60

Gly

Val

Ser

Tyr

Gly

140

Gln

Ile

Trp

Ile

Ser

220

Ile

Gly

Gly

Asp

Glu

Phe

125

Gly

Met

Thr

Tyr

Ser

205

Gly

Ala

Gly

Thr

Lys

Asp

110

Asp

Gly

Asn

Ile

Gln

190

Asn

Thr

Thr

Gly

Thr

Ser

95

Ser

Tyr

Ser

Gln

Thr

175

Gln

Leu

Gly

Tyr

Thr
255

Tyr

80

Ser

Ala

Trp

Gly

Ser

160

Cys

Lys

His

Phe

Tyr

240

Lys
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Leu

Pro

Leu

Glu

305

Lys

Lys

Leu

Lys

Lys

385

Ser

Lys

Gln

Gly

Glu

Cys

Phe

290

Val

Phe

Pro

Thr

Val

370

Ala

Arg

Gly

Pro

Ser

Ile

Pro

275

Pro

Thr

Asn

Arg

Val

355

Ser

Lys

Glu

Phe

Glu

435

Phe

Lys

260

Pro

Pro

Cys

Trp

Glu

340

Leu

Asn

Gly

Glu

Tyr

420

Asn

Phe

Glu

Cys

Lys

Val

Tyr

325

Glu

His

Lys

Gln

Met

405

Pro

Asn

Leu

Pro

Ala

Pro

Val

310

Val

Gln

Gln

Ala

Pro

390

Thr

Ser

Tyr

Tyr

Lys

Pro

Lys

295

Val

Asp

Tyr

Asp

Leu

375

Arg

Lys

Asp

Lys

Ser

Ser

Glu

280

Asp

Asp

Gly

Asn

Trp

360

Pro

Glu

Asn

Ile

Thr

440

Lys

Ser

265

Leu

Thr

Val

Val

Ser

345

Leu

Ala

Pro

Gln

Ala

425

Thr

Leu

Asp

Leu

Leu

Ser

Glu

330

Thr

Asn

Pro

Gln

Val

410

Val

Pro

Thr

Lys

Gly

Met

His

315

Val

Tyr

Gly

Ile

Val

395

Ser

Glu

Pro

Val

113

Thr

Gly

Ile

300

Glu

His

Arg

Lys

Glu

380

Tyr

Leu

Trp

Val

Asp

His

Pro

285

Ser

Asp

Asn

Val

Glu

365

Lys

Thr

Thr

Glu

Leu

445

Lys

Thr

270

Ser

Arg

Pro

Ala

Val

350

Tyr

Thr

Leu

Cys

Ser

430

Asp

Ser

Cys

Val

Thr

Glu

Lys

335

Ser

Lys

Ile

Pro

Leu

415

Asn

Ser

Arg

Pro

Phe

Pro

Val

320

Thr

Val

Cys

Ser

Pro

400

Val

Gly

Asp

Trp
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Gln

465

Asn

Gly

Leu

Met

Trp

545

Asn

Ala

Asn

Gly

Val

625

Gly

450

Gln

His

Gly

Gln

Ser

530

Val

Pro

Thr

Ser

Arg

610

Ser

Ser

Gly

Tyr

Ser

Gln

515

Cys

Lys

Tyr

Leu

Leu

595

Tyr

Ser

Asp

Asn

Thr

Gly

500

Ser

Lys

Gln

Asn

Thr

580

Thr

Asp

Gly

Val

Val

Gln

485

Gly

Gly

Ala

Ser

Gly

565

Val

Ser

Tyr

Gly

Gln
645

Phe

470

Lys

Gly

Pro

Ser

His

550

Gly

Asp

Glu

Phe

Gly

630

Met

455

Ser

Ser

Gly

Glu

Gly

535

Gly

Thr

Lys

Asp

Asp

615

Gly

Asn

Cys

Leu

Ser

Leu

520

Tyr

Lys

Thr

Ser

Ser

600

Tyr

Ser

Gln

Ser

Ser

Gly

505

Val

Thr

Ser

Tyr

Ser

585

Ala

Trp

Gly

Ser

Val

Leu

490

Gly

Lys

Phe

Leu

Asn

570

Ser

Val

Gly

Gly

Pro
650

Met

475

Ser

Gly

Pro

Thr

Glu

555

Gln

Thr

Tyr

Gln

Gly

635

Ser
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460

His

Pro

Gly

Gly

Asp

540

Trp

Lys

Ala

Tyr

Gly
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Gly

Ser

Glu

Gly

Ser

Ala

525

Tyr

Ile

Phe

Tyr

Cys

605

Ile

Ser

Leu

Ala

Lys

Glu

510

Ser

Tyr

Gly

Lys

Met

590

Ala

Thr

Gly

Ser

Leu

Gly

495

Val

Val

Met

Asp

Gly

575

Gln

Arg

Leu

Gly

Ala
655

His

480

Gly

Gln

Lys

Asn

Phe

560

Lys

Leu

Ser

Thr

Gly

640

Ser
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Leu

Val

Leu

Ser

705

Gln

Pro

Gly

Trp

Ile

690

Gly

Pro

Trp

Asp

Leu

675

Tyr

Ser

Glu

Thr

Thr

660

Ser

Lys

Gly

Asp

Phe
740

Ile

Trp

Ile

Ser

Ile

725

Gly

Thr

Tyr

Ser

Gly

710

Ala

Gly

Ile

Gln

Asn

695

Thr

Thr

Gly

Thr

Gln

680

Leu

Gly

Tyr

Thr

Cys

665

Lys

His

Phe

Tyr

Lys
745

His

Pro

Thr

Thr

Cys

730

Leu

Ala

Gly

Gly

Leu

715

Gln

Glu

115

Ser

Asn

Val

700

Thr

Gln

Ile

Gln

Ile

685

Pro

Ile

Gly

Lys

Asn

670

Pro

Ser

Asn

Gln

Ile

Lys

Arg

Ser
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735

Asn

Leu

Phe
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720
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