
tissue, disease associated with dysregulation of the HGF/c-met signaling axis, the proliferative and/or the 
cancer is characterized by c-met expression or activity. In some embodiments, c-met expression is c-met over-
expression. 
[0037] In addition, provided herein are articles of manufacture comprising a container with a composition, 
lot, or pharmaceutical formulation described above contained therein. Further provided herein are methods of 
making the article of manufacture. 
[0038] In one aspect, there is provided a composition comprising an anti-c-met antibody, wherein host cell 
protein (HCP) is between about 1 ng/mg and about 50 ng/mg, the percentage of 
aggregates in the composition is between about 0.001 % and 0.3%, and the percentage of monomer in the 
composition between about 99.5% and 99.999%. wherein the anti-c-met antibody comprises! 

vy chain variable domain comprising the s< 
lib"V QPGG SLRLSCAASGYTFTS Y W UIW VRQAPGKG Li 

RFTISADTSKNTAYI.OMNSLRAFDTAVYYCATYRSYVTPLDYWGOGTLVTVSS I SEP ID NO: i 9): and 
(b) a light chain variable domain, comprising the sequence: 

.AWYQOKPGKAPKLLfYWASTRESGVPSRF 

HVR L3 coniprisiir' sequence QQ" 
tg sequence GYTFTSYWLH (SEQ ID NO:4), a HVR-raoeapi 
NSPTR-FN-PNFKD (SEO IIMi4Q£»,-and a HVR-M3 comprising 

lD-NOf6tr-wherein the anti-c-met antibody comprises a single antigen binding arm and comprises a Fc region, 
wherein the Fc region comprises a first and a second Fc polypeptide, and wherein the first and second Fc 
polypeptides are present in a complex. 
[0039] •l«-ei^e--a-spect. feereH^gmvktedPiscl.osed is a composition comprising an anti-c-met antibody, 
wherein HCP is present in less than or equal to about 50 ng/mg, the DNA levels in the composition 
comprising an anti-c-met antibody are less than or equal to about 0.3 pg/'mg, the LpA in the composition 
comprising an anti-c-met antibody is less than or equal to about 2 ng/mg, the Limulus Amebocyte Lysate 
(LAL) in the composition comprising an anti-c-met antibody is less than or equal to about 0.01 EU/mg, the 
percentage of aggregates in the composition comprising an anti-c-met antibody is less than or equal to about 
0.3%, the percentage of monomer in the composition comprising an anti-c-met antibody is greater than or 
equal to about 99.5%, the percentage of fragments in the composition comprising an anti-c-met antibody is 
less than or equal to about 0.3%, the percentage of acidic variants in the composition comprising an anti-c-met 
antibody is less than or equal to about 20%, the percentage of main peak in the composition comprising an 
anti-c-met antibody is greater than or equal to about 75%, and the percentage of basic variants in the 
composition comprising an anti-c-met antibody is less than or equal to about 2.0%, wherein the anti-c-met 
antibody comprises a HVR-L1 comprising sequence ICSSQSLLYTSSQKNYLA (SEQ ID NO: I), a HVR-L2 
comprising sequence WASTRES (SEQ ID NO:2), a HVR-L3 comprising sequence QQYYAYPWT (SEQ ID 
NO:3), a HVR-H1 comprising sequence GYTFTSYWLH (SEQ ID NO:4), a HVR-H2 comprising sequence 
GMIDPSNSDTRFNPNFKD (SEQ ID NO:5), and a HVR-FI3 comprising sequence ATYRSYVTPLDY (SEQ 
ID NO:6), wherein the anti-c-met antibody comprises a single antigen binding arm and comprises a Fc region, 
wherein the Fc region comprises a first and a second Fc polypeptide, and wherein the first and second Fc 
polypeptides are present in a complex. 
[0040] te-fme-asBeetr^kege is providedDisclosed is a composition comprising an anti-c-met antibody, 
wherein HCP is present in less than or equal to about 15 ng/mg, the DNA levels in the composition 
comprising an anti-c-met antibody are less than or equal to about 0.3 pg/mg, the LpA in the composition 
comprising an anti-c-
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met antibody is less than or equal to about 2 ng/mg, the Limulus Amebocyte Lysate (LAL) in the 
composition comprising an anti-c-met antibody is less than or equal to about 0.01 EU/mg, the percentage 
of aggregates in the composition comprising an anti-c-met antibody is less than or equal to about 0.3%, 
the percentage of monomer in the composition comprising an anti-c-met antibody is greater than or equal 
to about 99.5%, the percentage of fragments in the composition comprising an anti-c-met antibody is less 
than or equal to about 0.3%, the percentage of acidic variants in the composition comprising an anti-c-
met antibody is less than or equal to about 20%, the percentage of main peak in the composition 
comprising an anti-c-met antibody is greater than or equal to about 75%, and the percentage of basic 
variants in the composition comprising an anti-c-met antibody is less than or equal to about 2.0%, 
wherein the anti-c-met antibody comprises a HVR-L1 comprising sequence ICSSQSLLYTSSQKNYLA 
(SEQ ID NO:l), a HVR-L2 comprising sequence WASTRES (SEQ ID NO:2), a HVR-L3 comprising 
sequence QQYYAYPWT (SEQ ID NO:3), a HVR-H1 comprising sequence GYTFTSYWLH (SEQ ID 
NO:4), a HVR-H2 comprising sequence GMIDPSNSDTRFNPNFKD (SEQ ID NO:5), and a ITVR-H3 
comprising sequence ATYRSYVTPLDY (SEQ ID NO:6), wherein the anti-c-met antibody comprises a 
single antigen binding arm and comprises a Fc region, wherein the Fc region comprises a first and a 
second Fc polypeptide, and wherein the first and second Fc polypeptides are present in a complex. 
[0041] In one aspect, there is provided a method of purifying an anti-c-met antibody comprising keeping 
a composition comprising the anti-c-met antibody at a temperature of between about-greater tfaaa 28°C-
35°C and a pH between about pH 6 and about pH 8 for ffleFe4kaa-6-between about. 6-48 hours, wherein 
the anti-c-met antibody comprises: (a) a heavy chain variable domain comprising the sequence: 
EVOLVESGGGLVOPGGSLRLSCAASGYTFTSYWLHWVROAPGKGLEWVGM1DPSNSDTRF 
NPNFKDRFT1SADTSKNTAYLOMNSLRAEDTAVYYCATYRSYVTPLDYWGOGTLVTVSS 
(SEP IP NO. 19); and (b) a light chain variable domain comprising the scqucnce: 
DIOMTOSPSSLSASVGPRVTITCKSSOSLLYTSSOKNYLAWYQOKPGKAPKLLIYWASTRES 
GVPSRFSGSGSGTDFTLTISSLOPEPFATYYCOQYYAYPWTFGOGTKVEIICR (SEP ID 
NQ:20ra HVR-L1 conmrii^-sMiucn^ KSSOSLLYTSSOKNYLA (SEP IP NO: 11 a HVR L2 

.fgpQ ST) o HV'R. HI cornprisin'T sequence GYTFTSYWLH (SEQ ID NQ:1) a HYP, H2 

ATY'RSYVF-PL.DY (&EQ ID--NOf6), wherein the anti-c-met antibody comprises a single antigen binding 
arm. and comprises a Fc region, wherein the Fc region comprises a first and a second Fc polypeptide, and 
wherein the first and second Fc polypeptides are present in a complex. In some embodiments, the method 
further comprises centrifuging the composition comprising the anti-c-met antibody. In some 
embodiments, the method further comprises loading the composition comprising the anti-c-met antibody 
on MabSelect SuRe resin and eluting the anti-c-met antibody. 

[0042] •te-eB-e-aepect ehere-i&prcm-feiedDisclosed is a method of purifying an anti-c-met antibody 
comprising loading a composition comprising an anti-c-met antibody on MabSelect SuRe resin and 
eluting the anti-c-met antibody, wherein the anti-c-met antibody comprises a HVR-L1 comprising 
sequence KSSQSLLYTSSQKNYLA (SEQ IP NO: 1), a HVR-L2 comprising sequence WASTRES (SEQ 
IP NO:2), a HVR-L3 comprising sequence QQYYAYPWT (SEQ IP NO:3), a HVR-H1 comprising 
sequence GYTFTSYWLH (SEQ IP NO:4), a HVR-H2 comprising sequence 
GMIPPSNSDTRFNPNFKD (SEQ IP NO:5), and a HVR-H3 comprising sequence ATYRSYVTPLPY 
(SEQ IP NO:6), wherein the anti-c-met antibody comprises a single antigen binding arm and comprises a 
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Fc region, wherein the Fc region comprises a first and a second Fc polypeptide, and wherein the first and 
second Fc polypeptides are present in a complex. 
[0043] In some embodiments, the method further comprises loading the composition comprising the anti-c-
met antibody on a weak anion exchange resin and recovering the anti-c-met antibody in the flow-through. In 
some embodiments, the weak anion exchange resin is run in flow-through mode. 
[0044] fa-ene aspecb4here is providedDisclosed is a method of purifying an anti-c-met antibody comprising 
loading a composition comprising an anti-c-met antibody on a weak anion exchange resin and recovering the 
anti-c-met antibody in the flow-through, wherein the anti-c-met antibody comprises a HVR-L1 comprising 
sequence KSSQSLLYTSSQKNYLA {SEQ ID NO:l ), a HVR-L2 comprising sequence WASTRES (SEQ ID 
NO:2), a HVR-L3 comprising sequence QQYYAYPWT (SEQ ID NO:3), a HVR-H1 comprising sequence 
GYTFTSYWLH (SEQ ID NO:4), a HVR-H2 comprising sequence GMIDPSNSDTRFNPNFKD (SEQ ID 
NO:5), and a HVR-H3 comprising sequence ATYRSYVTPLDY (SEQ ID NO;6), wherein the anti-c-met 
antibody comprises a single antigen binding arm and comprises a Fc region, wherein the Fc region comprises 
a first and a second Fc polypeptide, and wherein the first and second Fc polypeptides are present in a complex. 
In some embodiments, the weak anion exchange resin is run in flow-through mode. 
HM)44al In one aspect, there is provided a method of purifying an anti-c-met antibody comprising keeping a 
composition comprising the anti-c-met antibody at a temperature of between about 28°C-35°C and a pH 
between about nil 6 and about pH 8 for between about 6-48 hours, wherein the ariti-e-mef antibody comprises: 
(a? a heavy chain variable domain comprising the sequence: 
EVOL\TSCXiGLVOPCKjSLRLSCAASGYTFTSYWLHWVROAPGKGLEWVGM?PPSNSDTRFNPNrKD 
RFnSADTSKNTAYLOMNSLRAHDTAVYYCATYRSYVrPLDYWGOGTLVTVSS(SKO iDNO:19); and 
(b) a light chain variable domain comprising the sequence: 
DIOMTOSPSSLSASVGDRVTITCKSSOSLLYTSSOKNYLAWYOQKPGKAPKLLIYWASTRESGYPSRF 
SGSGSGTDFTLTISSLOPEDFATYYCOOYYAYPWTFGQGTKVE1KR (SEP ID NQ;20i wherein the anti-
c-met antibodv comprises a single antigen binding arm and comprises a Fc region. wherein the Fc region 
comprises a first and a second Fc polypeptide, and wherein the first and second Fc polypeptides are present in 
a complex, wherein the method further comprises centrifuging the composition comprising the anti-c-met 
antibodv, wherein the method further comprises loading the composition comprising the anti-c-met antibodv 
on Protein A resin and eluting the anti-c-met antibody, wherein the method further comprises loading the 
composition comprising the anti-c-met antibodv on a weak anion exchange resin and recovering the anti-c-met 
antibody in the flow-through, followed by loading the composition comprising the anti-c-met antibody on a 
strong cation exchange resin and eiutiog the anti-c-met antibody, followed bv loading the composition 
comprising the ami-c-met antibody on a strong anion exchange resin and eluting the anti-c-met antibody. 
[0045] In some embodiments, the method further comprises loading the composition comprising the anti-c-
met antibody on a strong cation exchange resin and eluting the anti-c-met antibody. In some embodiments, the 
method further comprises loading the composition comprising the anti-c-met antibody on a strong anion 
exchange resin and eluting the anti-c-met antibody. In some embodiments, the method further comprises 
ultrafiltering and/or diafiltering the composition comprising the anti-c-met antibody. 
[0046] In one aspect, there is provided a composition comprising an anti-c-met antibody purified or obtainable by 
any of the methods as defined aboverwl^eifr4he-anli-^r-fae^-a4tfi-k)dy 

p<>typeptMe;-aHd--where43^3^fifSHtBd--f-©e-eFid"¥€-^<>lypeptk4evarefyreseat4flra--Gempjex. 
[0046a] In one aspect, there is provided a pharmaceutical fonnulation comprising the composition as defined 
above. 
[0046b] In one aspect, there is provided use of the pharmaceutical formulation as defined above in the 
manufacture of a medicament for inhibiting c-met activated cell proliferation, wherein the medicament is to be 
contacted with a cell or tissue. 
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1". A composition comprising an anti-c-met antibody, wherein host ceil protein (HCP) is present in 

less than or equal to about 50 ng/mg, wherein the anti-c-met antibody comprises a HVR-L1 comprising / 

sequence KSSQSLLYTSSQKNYLA (SEQ ID NO: 1), a HVR-L2 comprising sequence WASTRES (SEQ 
ID NO:2), a HVR-L3 comprising sequence QQYYAYPWT (SEQ ID NO:3), a HVR-H1 comprise/ 

sequence GYTFTSYWLH (SEQ ID NO:4), a HVR-H2 comprising sequence / 

GMIDPSNSDTRFNPNFKD (SEQ ID NO:5), and a HVR-H3 comprising sequence ATYRS^VTPLDY 

(SEQ ID NO:6), wherein the anti-c-met antibody comprises a single antigen binding arny^nd comprises a 

Fc region, wherein the Fc region comprises a first and a second Fc polypeptide, and wiierein the first and 

second Fc polypeptides are present in a complex. / 

2. A composition comprising an anti-c-met antibody, wherein HCP is present in less than or equal 
to about 50 ng/mg, the DNA levels in the composition comprising an anti-c^mct antibody are less than or 

equal to about 0.3 pg/mg, the LpA in the composition comprising an antyc-met antibody is less than or 

equal to about 2 ng/mg, the Limulus Amebocyte Lysate (LAL) in the .Composition comprising an anti-c-

met antibody is less than or equal to about 0.01 EU/mg, the percentage of aggregates in the composition 

comprising an anti-c-met antibody is less than or equal to abou^.3%, the percentage of monomer in the 

composition comprising an anti-c-met antibody is greater thsm or equal to about 99.5%, the percentage of 

fragments in the composition comprising an anti-c-met ayftibody is less than or equal to about 0.3%, the 

percentage of acidic variants in the composition composing an anti-c-met antibody is less than or equal 
to about 20%, the percentage of main peak in the composition comprising an anti-c-met antibody is 

greater than or equal to about 75%, and the percentage of basic variants in the composition comprising an 

anti-c-met antibody is less than or equal to a^out 2.0%, wherein the anti-c-met antibody comprises a 

HVR-L1 comprising sequence KSSQSLLYTSSQKNYLA (SEQ ID NO: 1), a HVR-L2 comprising 

sequence WASTRES (SEQ ID NO:2)^a HVR-L3 comprising sequence QQYYAYPWT (SEQ ID NO:3), 
a HVR-H1 comprising sequence GYTFTSYWLH (SEQ ID NO:4), a HVR-H2 comprising sequence 

GMIDPSNSDTRFNPNFKD (£EQ ID NO:5), and a HVR-H3 comprising sequence ATYRSYVTPLDY 

(SEQ ID NO:6), wherein tWanti-c-met antibody comprises a single antigen binding arm and comprises a 

Fc region, wherein the Fs/region comprises a first and a second Fc polypeptide, and wherein the first and 
second Fc polypeptides are present in a complex. 

3. A composition comprising an anti-c-met antibody, wherein HCP is present in less than or equal 

to about 15 ng/mg, the DNA levels in the composition comprising an anti-c-met antibody are less than or 
equal to about 0.3 pg/mg, the LpA in the composition comprising an anti-c-met antibody is less than or 

equal toibout 2 ng/mg, the Limulus Amebocyte Lysate (LAL) in the composition comprising an anti-c-
met antibody is less than or equal to about 0.01 EU/mg, the percentage of aggregates in the composition 

comprising an anti-c-met antibody is less than or equal to about 0.3%, the percentage of monomer in the 
'composition comprising an anti-c-met antibody is greater than or equal to about 99.5%, the percentage of 

fragments in the composition comprising an anti-c-met antibody is less than or equal to about 0.3%, the 



percentage of acidic variants in the composition comprising an anti-c-met antibody is less than or equal 

to about 20%, the percentage of main peak in the composition comprising an anti-c-met antibody is 
greater than or equal to about 75%, and the percentage of basic variants in the composition comprising an 
anti-c-met antibody is less than or equal to about 2.0%, wherein the anti-c-met antibody comprises a 

HVR-L1 comprising sequence KSSQSLLYTSSQKNYLA (SEQ ID NO:l), aHVR-L2 comprising 

sequence WASTRES (SEQ ID NO;2), a HVR-L3 comprising sequence QQYYAYPWT (SEQ ID^O:3), 
a HVR-H1 comprising sequence GYTFTSYWLH (SEQ ID NO:4), a HVR-H2 comprising seq^nce 
GMIDPSNSDTRFNPNFKD (SEQ ID NO:5), and a HVR-H3 comprising sequence ATYRSYVTPLDY 
(SEQ ID NO:6), wherein the anti-c-met antibody comprises a single antigen binding am/and comprises a 

Fc region, wherein the Fc region comprises a first and a second Fc polypeptide, andyherein the first and 
second Fc polypeptides are present in a complex. 

4. A method of purifying an anti-c-met antibody comprising keeping a composition comprising the 
anti-c-met antibody at a temperature of greater than 28°C and a pH betwee^about pH 6 and about pH 8 

for more than 6 hours, wherein the anti-c-met antibody comprises a HVR-L1 comprising sequence 

KSSQSLLYTSSQKNYLA (SEQ ID NO:l), a HVR-L2 comprising sequence WASTRES (SEQ ID 

NO:2), a HVR-L3 comprising sequence QQYYAYPWT (SEQ IE/N013), a HVR-H1 comprising 

sequence GYTFTSYWLH (SEQ ID NO:4), a HVR-H2 composing sequence 
GMIDPSNSDTRFNPNFKD (SEQ ID NO:5), and a HVR^B comprising sequence ATYRSYVTPLDY 

(SEQ ID NO:6), wherein the anti-c-met antibody comprises a single antigen binding arm and comprises a 

Fc region, wherein the Fc region comprises a first, ajra a second Fc polypeptide, and wherein the first and 
second Fc polypeptides are present in a comple. 

5. The method of claim 4, wherein the r?fethod further comprises centrifuging the composition 
comprising the anti-c-met antibody. 

6. The method of any one of clainfs 4-5, wherein the method further comprises loading the 

composition comprising the anti-c-jaiet antibody on MabSelect SuRe resin and eluting the anti-c-met 

antibody. 

7. A method of purifying an anti-c-met. antibody comprising loading a composition comprising an 
anti-c-met antibody on M^feelect SuRe resin and eluting the anti-c-met antibody, wherein the anti-c-met 

antibody comprises a^EVR-L1 comprising sequence KSSQSLLYTSSQKNYLA (SEQ ID NO:l), a 

HVR-L2 comprising sequence WASTRES (SEQ ID NO:2). a HVR-L3 comprising sequence 
QQYYAYPWpfSEQ ID NO:3), a HVR-H1 comprising sequence GYTFTSYWLH (SEQ ID NO:4), a 

HVR-H2 comprising sequence GMIDPSNSDTRFNPNFKD (SEQ ID NO:5), and a HVR-H3 comprising 

sequenceATYRSYVTPLDY (SEQ ID NO:6), wherein the anti-c-met antibody comprises a single 

antigen binding arm and comprises a Fc region, wherein the Fc region comprises a first and a second Fc 

polypeptide, and wherein the first and second Fc polypeptides are present in a complex. 
The method of any one of claims 4-7, wherein the method further comprises loading the 

composition comprising the anti-c-met antibody on a weak anion exchange resin and recovering the anti-
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c-met antibody in the flow-through. 
9. The method of claim 8, wherein the weak anion exchange resin is run in flow-through mode. 

10. A method of purifying an anti-c-met antibody comprising loading a composition comprising an 

anti-c-met antibody on a weak anion exchange resin and recovering the anti-c-met antibody in the flow 

through, wherein the anti-c-met antibody comprises a HVR-L1 comprising sequence 

KSSQSLLYTSSQKNYLA (SEQ ID NO:l), a HVR-L2 comprising sequence WASTRES (SEQ 

NO:2), a HVR-L3 comprising sequence QQYYAYPWT (SEQ ID NO:3)» aHVR-Hl comprisj/g 

sequence GYTFTSYWLH (SEQ ID NO:4), a HVR-H2 comprising sequence 

GMIDPSNSDTRFNPNFKD (SEQ ID NO:5), and a HVR-H3 comprising sequence ATYRSYVTPLDY 

(SEQ ID NO:6), wherein the anti-c-met antibody comprises a single antigen binding/rm and comprises a 

Fc region, wherein the Fc region comprises a first and a second Fc polypeptide, ajyft wherein the first and 

second Fc polypeptides are present in a complex. 
11. The method of claim 10, wherein the weak anion exchange resin is/un in flow-through mode. 

12. The method of any one of claims 4-11, wherein the method furdter comprises loading the 

composition comprising the anti-c-met antibody on a strong cation exchange resin and eluting the anti-c-

met antibody. 
13. The method of any one of claims 4-12, wherein the method further comprises loading the 

composition comprising the anti-c-met antibody on a strong^anion exchange resin and eluting the anti-c-

met antibody. / 
14. The method of any one of claims 4-13, wherein the method further comprises ultrafiltering 

and/or diafiltering the composition comprising tho^nti-c-met antibody. 
15. A composition comprising an anti-c-mjn antibody purified or obtainable by any of the methods 

of claims 4-14, wherein the anti-c-met antiMcly comprises a HVR-L1 comprising sequence 
KSSQSLLYTSSQKNYLA (SEQ ID Nan), a HVR-L2 comprising sequence WASTRES (SEQ ID 

NO:2), a HVR-L3 comprising sequence QQYYAYPWT (SEQ ID NO:3), a HVR-H1 comprising 

sequence GYTFTSYWLH (SEQ W NT0:4), a FTVR-H2 comprising sequence 
GMIDPSNSDTRFNPNFKD (SEQ ID NO:5), and a HVR-H3 comprising sequence ATYRSYVTPLDY 

(SEQ ID NO:6), wherein th&^mti-c-met antibody comprises a single antigen binding ami and comprises a 

Fc region, wherein the Fyregion comprises a first and a second Fc polypeptide, and wherein the first and 

second Fc polypeptide are present in a complex. 
16. The composition of claim 15, wherein host cell protein (HCP) is present in less than or equal to 

about 50 ng/mg/ 
17. The/omposition of claims 1 -2 or 16, wherein the HCP is present in between about 1 ng/mg and 

15 ng/mg/ 
18. /The composition of any one of claims 1-3 or 16-17, wherein the HCP is E. coli protein (ECP). 

19'/ The composition or method of any one of claims 1 -18, wherein the anti-c-met antibody 

Comprises (a) a heavy chain variable domain comprising the sequence: 

-1-1-6-



-EVQfcV-ES'GGGtVQ'PGGS-t-RtSeAASGY^FFTSW-tH-WRQ-A^G-mfcEWVe-M-fD-PgNS-OTRFNp-N-
FKDMTISADTSKNTAYLQMNSLRAEDTAVYYCATYRSYVTPLDYWGQGTLVTVSS (SEQ ID 
NO: 19) and (b) a light chain variable domain comprising the sequence: 
DIQMTQSPSSLSASVGDRVTITCKSSQSLLYTSSQKNYLAWYQQKPGKAPKLLIYWASTR 
ESGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQYYAYPWTFGQGTKVEIKR (SEQ ID NO:; 
20. The composition or method of claim 19, wherein the Fc region increases stability of said 
antibody fragment compared to a Fab molecule comprising said antigen binding arm. 
21. The composition or method of any one of claims 1-20, wherein the first Fc polypeptide 
comprises the Fc sequence depicted in Figure 1 (SEQ ID NO: 17) and the second Fc polypeptide 
comprises the Fc sequence depicted in Figure 2 (SEQ ID NO: 18). / 
22. The composition or method of any one of claims 1-21, wherein the anti-c-m,@x antibody is 
onartuzumab. 
23. The composition or method of any one of claims 1 -22, wherein the an^c-met antibody binds the 
same epitope as onartuzumab. 
24. The composition or method of any one of claims 1 -23, wherein tke anti-c-met antibody has a pi 
of between about 8.0 and about 8.5. 
25. A pharmaceutical formulation comprising the compositionj6f any one of claims 1-3 or 15-24. 
26. Use of the pharmaceutical formulation of claim 25 in thoonanufacture of a medicament for 
inhibiting c-met activated cell proliferation, wherein the medicament is to be contacted with a cell or 
tissue. / 
27. Use of the pharmaceutical formulation of claim/5 in the manufacture of a medicament for 
modulating a disease associated with dysregulation ofthe HGF/c-met signaling axis in a subject. 
28. Use of the pharmaceutical formulation of/faim 25 in the manufacture of a medicament for 
treating a subject having a proliferative disorde/ 
29. The use of claim 28, wherein the proliferative disorder is cancer. 
30. The use of claim 29, wherein the.oncer is lung cancer, glioblastoma, pancreatic cancer, sarcoma, 
renal cell carcinoma, hepatocellular caj?6inoma, gastric cancer, colorectal cancer, and/or breast cancer. 
31. The use of any one of claim/26-30, wherein the medicament further comprises a second 
therapeutic agent. 
32. An article of manufacture comprising a container with the pharmaceutical formulation of claim 
25 contained therein. 
33. A method of making the article of manufacture of claim 32. 
34. An in vitro method of inhibiting c-met activated cell proliferation, said method comprising 
contacting a cell ocaissue with an effective amount of the pharmaceutical formulation of claim 25. 
35. The metKod of claim 34, further comprising administering a second therapeutic agent. 
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CLAIMS 

1. A composition comprising an anti-c-met antibody, wherein host cell protein (HCP) is between 

about 1 ng/mg and 50 ng/mg, the percentage of aggregates in the composition is between about 0.001% 

and 0.3%, and the percentage of monomer in the composition between about 99.5% and 99.999%, 

wherein the anti-c-met antibody comprises: 

a) a heavy chain variable domain comprising the sequence: 

EVQLVESGGGLVQPGGSLRLSCAASGYTFTSYWLHWVRQAPGKGLEWVGMIDPSNSDTRF 

NPNFKDRFTISADTSKNTAYLQMNSLRAEDTAVYYCATYRSYVTPLDYWGQGTLVTVSS 

(SEQ ID NO: 19); and 

(b) a light chain variable domain comprising the sequence: 

DIQMTQSPSSLSASVGDRVTITCKSSQSLLYTSSQKNYLAWYQQKPGKAPKLLIYWASTRES 

GVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQYYAYPWTFGQGTKVEIKR (SEQ ID 

N0:20), wherein the anti-c-met antibody comprises a single antigen binding arm and comprises a Fc 

region, wherein the Fc region comprises a first and a second Fc polypeptide, and wherein the first 

and second Fc polypeptides are present in a complex. 

2. The composition of claim 1, wherein the DNA levels in the composition are between about 0.001 

pg/mg and 0.3 pg/mg, the leached protein A (LpA) in the composition is between about 0.001 ng/mg and 

2 ng/mg, the Limulus Amebocyte Lysate (LAL) in the composition is between about 0.0001 EU/mg and 

0.01 EU/mg, the percentage of fragments in the composition is between about 0.001 % and 0.3%, the 

percentage of acidic variants in the composition is between about 1 % and 20%, the percentage of main 

peak in the composition is between about 75% and 95%, and the percentage of basic variants in the 

composition is between about 0.001% and 2.0%. 

3. The composition of claim 1 or 2, wherein HCP is present between about 1 ng/mg and 15 ng/mg. 

4. A method of purifying an anti-c-met antibody comprising keeping a composition comprising the 

anti-c-met antibody at a temperature of between about 28°C-35°C and a pH between about pH 6 and 

about pH 8 for between about 6-48 hours, wherein the anti-c-met antibody comprises: 

(a) a heavy chain variable domain comprising the sequence: 

EVQLVESGGGLVQPGGSLRLSCAASGYTFTSYWLHWVRQAPGKGLEWVGMIDPSNSDTRF 

NPNFKDRFTISADTSKNTAYLQMNSLRAEDTAVYYCATYRSYVTPLDYWGQGTLVTVSS 

(SEQ ID NO: 19); and 

(b) a light chain variable domain comprising the sequence: 

DIQMTQSPSSLSASVGDRVTITCKSSQSLLYTSSQKNYLAWYQQKPGKAPKLLIYWASTRES 

GVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQYYAYPWTFGQGTKVEIKR (SEQ ID 

N0:20), wherein the anti-c-met antibody comprises a single antigen binding arm and comprises a Fc 

region, wherein the Fc region comprises a first and a second Fc polypeptide, and wherein the first 

and second Fc polypeptides are present in a complex. 
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5. The method of claim 4, wherein the composition further comprises polyethyleneimine at a 

concentration of about any of 0.1-0.4% (v/v). 

6. The method of claim 4 or 5, wherein the method further comprises centrifuging the composition 

comprising the anti-c-met antibody. 

7. The method of any one of claims 4-6, wherein the method further comprises loading the 

composition comprising the anti-c-met antibody on protein A resin and eluting the anti-c-met antibody. 

8. The method of any one of claims 4-7, wherein the method further comprises loading the 

composition comprising the anti-c-met antibody on a weak anion exchange resin and recovering the anti­

c-met antibody in the flow-through. 

9. The method of claim. 8, wherein the weak anion exchange resin is run in flow-through mode. 

10. The method of any one of claims 4-9, wherein the method further comprises loading the 

composition comprising the anti-c-met antibody on a strong cation exchange resin and eluting the anti-c-

met antibody. 

11. The method of any one of claims 4-10, wherein the method further comprises loading the 

composition comprising the anti-c-met antibody on a strong anion exchange resin and eluting the anti-c-

met antibody. 

12. A method of purifying an anti-c-met antibody comprising keeping a composition comprising the 

anti-c-met antibody at a temperature of between about 28°C-35°C and a pH between about pH 6 and 

about pH 8 for between about 6-48 hours, wherein the anti-c-met antibody comprises: 

(a) a heavy chain variable domain comprising the sequence: 

EVQLVESGGGLVQPGGSLRLSCAASGYTFTSYWLHWVRQAPGKGLEWVGMIDPSNSDTRF 

NPNFKX>RFTISADTSKNTAYLQMNSLRAEDTAVYYCATYRSYVTPLDYWGQGTLVTVSS 

(SEQ ID NO: 19); and 

(b) a light chain variable domain comprising the sequence: 

DIQMTQSPSSLSASVGDRVTITCKSSQSLLYTSSQKNYLAWYQQKPGKAPKLLIYWASTRES 

GVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQYYAYPWTFGQGTKVEIKR (SEQ ID 

N0:20), wherein the anti-c-met antibody comprises a single antigen binding arm and comprises a Fc 

region, wherein the Fc region comprises a first and a second Fc polypeptide, and wherein the first 

and second Fc polypeptides are present in a complex, wherein the method further comprises 

centrifuging the composition comprising the anti-c-met antibody, wherein the method further 

comprises loading the composition comprising the anti-c-met antibody on Protein A resin and 

eluting the anti-c-met antibody, wherein the method further comprises loading the composition 

comprising the anti-c-met antibody on a weak anion exchange resin and recovering the anti-c-met 

antibody in the flow-through, followed by loading the composition comprising the anti-c-met 

antibody on a strong cation exchange resin and eluting the anti-c-met antibody, followed by loading 

the composition comprising the anti-c-met antibody on a strong anion exchange resin and eluting the 

anti-c-met antibody. 

115 



13. The method of any one of claims 4-12, wherein the method further comprises ultrafiltering 

and/or diafiltering the composition comprising the anti-c-met antibody. 

14. A composition comprising an anti-c-met antibody purified or obtainable by any of the methods 

of claims 4-13. 

15. The composition of claim 14, wherein host cell protein (HCP) is between about 1 ng/mg and 50 

ng/mg. 

16. The composition of claims 1-2 or 15, wherein the HCP is present in between about 1 ng/mg and 

15 ng/mg. 

17. The composition of any one of claims 1-3 or 15-16, wherein the HCP is E. coli protein (ECP). 

18. The composition or method of any one of claims 1-17, wherein the first Fc polypeptide 
comprises the Fc sequence depicted in Figure 1 (SEQ ID NO: 17) and the second Fc polypeptide 
comprises the Fc sequence depicted in Figure 2 (SEQ ID NO: 18). 
19. The composition or method of any one of claims 1-18, wherein the anti-c-met antibody is 
onartuzumab. 
20. The composition or method of any one of claims 1-19, wherein the anti-c-met antibody has a pi 
of between about 8.0 and about 8.5. 
21. A pharmaceutical formulation comprising the composition of any one of claims 1-3 or 14-20. 
22. Use of the pharmaceutical formulation of claim 21 in the manufacture of a medicament for 
inhibiting c-met activated cell proliferation, wherein the medicament is to be contacted with a cell or 
tissue. 
23. Use of the pharmaceutical formulation of claim 21 in the manufacture of a medicament for 
modulating a disease associated with dysregulation of the HGF/c-met signaling axis in a subject. 
24. Use of the pharmaceutical formulation of claim 21 in the manufacture of a medicament for 
treating a subject having a proliferative disorder. 
25. The use of claim 24, wherein the proliferative disorder is cancer. 
26. The use of claim 25, wherein the cancer is lung cancer, glioblastoma, pancreatic cancer, sarcoma, 
renal cell carcinoma, hepatocellular carcinoma, gastric cancer, colorectal cancer, and/or breast cancer. 
27. The use of any one of claims 22-26, wherein the medicament further comprises a second 
therapeutic agent. 
28. An article of manufacture comprising a container with the pharmaceutical formulation of claim 
21 contained therein. 
29. A method of making the article of manufacture of claim 28. 
30. An in vitro method of inhibiting c-met activated cell proliferation, said method comprising 
contacting a cell or tissue with an effective amount of the pharmaceutical formulation of claim 21. 
31. The method of claim 30, further comprising administering a second therapeutic agent. 
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