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2 RAEE A
A¥HZK 2023 F04 B 26 ARZFTEEAE. #3554 2023104619753, £
MG ARA S IRAR AP B E R wigeghei, Lehsads| REgsERY
wF.
A¥HZEK2023 F 12 A 27 AR PESH A, $iH5 4 202311825930.6. £
LARA S RAL LR "o P BE R Pigaghiies, Lo Rddi AgsaR
P,

AR AR %
RE R B DB ALK, BRFRSRAE LA,

FEHA

B AT AP 6 £ 28 R B R Mt AN, atb, R, sk, B4
RAPZARIP R T, mENMN. BAE—REREE Y LA BRI, ENMANE
Z2HhLA —FHRDHER TR DR R BHY —RE B RSB HMEHER,
HORA PR £ — 0 e, AP20R 3 7] A BAFGHB S, — AT &4
TR, RmL A AR P g AR SRR A R A 0906 hip L, AR
RRETNREZZLRB DA EREEET RARPRIRASGYWRALTARILT EX
w7

M K % ( Endothelin, ET) 2 —A+4H 21 NRLBLA) S K, Tvi44 ET-1. ET-2.
ET-3 Z# LA, ©115 ¥ & sarafotoxinb Ao ¢ (S6b, S6¢c) AALMEIRIME. AR F
2 B AT Cude 09 ) TR 3R A AU R ARG A B MK, AT 5% AL 84 A I 4 Ao LT TR 4w
FiEAS . 3R, TR TRASH AL, SR, Ak hRB, BRA.
T IR BT I IR £ BRI A

MR F 2t B Yesn IR Loy MK F 24K (Endothelin receptor, ETR) #4465
EARLAMFEL, FESHME RB. FAEER. BERK. 8F B ERTE
EREFEBOEAERRETIERT T2 ME. A ETR %24 ETA 4 ETB @A A,
¥ H G EOBILZ AR ( G-protein-coupled receptor, GPCR) , 12@H 4L G4 £ F.
ETA #iAA A5 A9 % s Fof@ A K 24K, ETB o 2 % 04| ok K Fodo
W, BIEAL BT-1 49FREARAFR TR, WRERLZRSHHI 20K
F &R, BT RF G RR A SR AGNF L ENAEMFRE, 5 EHERA T
W4, P ETA 2 ETB 2R KIET T2 M%ER.

R R ETBR $ah fl R F R AR LR BEIR L PARRT E X8
A, B AT K I8 ETBR % #h 7 44 & 9 + , sovateltide ( IRL-1620 ,
Suc-DEEAVYFAHLDIIW ) 5% B 7"k ——/ 33 2] )6 KA M- # 49 ETBR #9343 7
{2 IRL-1620 ¥ F ¥ F B1/R43, 135 2 040, BEFMRIK, EBRITFARE RFL
PEERASRLT, KKK T L5 803F8 WA B H IR,

% AR
ATk, AAARBT ZMRALEA.
AERRBT 3 IRAL T A, KE AR 5 KR 5 37 F ETBR 837 4940
AR Z L. BT ETBR ¢ Hia b fl. KEAHIFR 4 % B EMAX 2 AL A
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EMISIER T M FRFRARE S, MY TLHRYE, AT b ealtk
FIEE TRL-1620 4%, HMpeherd e 2K, KA T agiedbm-T A A F5 ETBR &
RAR K B TR e 77, Hhdodh dobd i 22 08 AV 2 049 B B R 80, (Rt A d R A AT

2

AT ERERLPE G, KREAPRBATHRARATE:
AERARBT S0k, B4 h T, 03
(1) . BHAwXIPFRo4H; K
X1-X2-X3- (AS5) -X4-X5- (Al) -X6 (A2) -X7-X8-X9- ( A3) -X10-X11- (A4)
-X12-X13-X14-X15-X16
Al
(1) « Ao (1) PRyt mag el E2 IR, 2K . Rbefo/ ik | AR 2
ANRIBREGF ) X
(D) « B (1) Frseg#4amit 90%A L6953 51 &
(IV) . BH 4o XIPr a4 M PTG T 25 M ed 3. = Aledh . o310
oM Ao/
(V) . AT EH LRI04 ak LB HaTiR, Fo/3K
(VI) . &5 (IV) Fo/3 (V) 89125 RE4W;
fhikHe, PPk X1 i& § Suc. Fum. MeO-Fum. Ac. SA. MA. FA. Al-D &
Frik X1 Ao X2 4F A — AN AR A A

A1-NH-C,Hs-NH-Suc;
ik, Pk X2it B D. E 23 K(Al);
0] OH
O O | ;
kM, Pk X3 L B E. D 3 K(Al)
Rk, PFik X4:£H E. E (C16) 3 D;
Rk, PPk XS A. K. R. H. EsD;
fhakH, Prik X6t § V. I. K. Dab. Om. L. F. W X C;
ik, PRk X7 B Y. FRW;
ik, PPk X8 F. Y R W;
ik, PFiE X9:L H A. K. R. H. D. E. Dab 3 Orn;
ik, PP X10i#£ 8 H. K 3 R;
ik My, Pri& X111 H K. Lo L (N-Me) . I. V. Cit. H. R. L-2-#-4-IK
T ER K Orn;
ik, PP X128 DX E;
ik, PTE X132 1. T (N-Me) . 2-Abu. L. PR V;
ik He, PRk X142 4 1. 2-Abu. L 2 V;

%

e

HaN \H/OH
ik, PPiR X153 H W. Fo Y 3 0

hik ¥y, PFiX X163k f OH 2 NHa;
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ik M, TR AS L H C RIA4E;

ik, Pk Al. A2, A3 3K A4 3R Z 35(Y1-Y2-Y3-Y4);

fhik3b, FFE Y1 it 8 -NH-(CHy-CH>-O)m1-(CHx)m2-CO-. L/D-Glu $ R4 4 ,
Hb, L/D-Glu #ito-Sy-# 4 5 % Ik £ 46 RUABAMAE BURARIE , BB Y2 4
Ak,

ok Ho, BT & Y2 #% B -NH-(CH>-CH:-O)m3-(CH2)m4-CO-
° 4
H (o]
EéN\/\WN\/\O/\/O
0 0 /
KR

ik, PR Y3 it B -NH-(CH2-CH»-O)mS5-(CH2)m6-CO-. L/D-Glu 3 R4 £ ,
o, L/D-Gluidito-y-ARAL Y2 RAEARE, @385 Y4 RAA40:4,
ik W, PFiR Y4 ik § D-Biotin. 40 X 2 Ff & £ M. HOOC-(CH,),-CO .

{‘ 2

P, ml. m2. m3. m4. m5 = mé6 H 1-10 4453

HEb, nit f 10 £ 25 0984

ik He, PRk Al. A2. A3 3 A4 REPIRAERK A4, HFA

A 14449 % KR Z Suc-DEEAVYFAHLDIIW,

ARE R —s BIRE3 T EP,

thoik #b, PP X1 i B Suc. Fum. MeO-Fum. Ac. SA. MA. FA(ODDA
-yE-AEEA-AEEA-)D 3(ODDA -yE-AEEA-AEEA-)NH-C>Hs-NH-Suc;

Rk, Pk X2 A D 3 K(Al);

HikH, PR X1 A= X2 M A —ANEART L A o0 :

thik e, Pk X3 A B & K(AD);

RikHy, PR X4 EXRE (C16)

Rk, PTiE X5 H A. KX E:

fhik M, PriE X6 f V. K. Dab. L. F 3 C;

Rk, PTiEXTH Y:

ik My, PTiE X8 A F;

ik, PTiE X9 A A. KX E;

Rk, Pk X10 4 H;

Rk, PR X113 H K. L. L (N-Me) . R. Cit. L-2-8 4 -4-IR & T 822X, Orn;
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ik My, PR X12 4 D
Rk, PR X133 1. T (N-Me) . 2-Abu. PR V;
thik¥u, PFiE X14 #1;

ik, PREXISEAWR S &
5 fRit i, Frif Al it § -yE-AEEA-AEEA-ODDA . ODDA-yE-AEEA-AEEA-. Biotin.
-AEEA-AEEA-yE-ODDA X R4 /£ ;
ki, PFiE A2 it B -yE-AEEA-AEEA-ODDA 3 <4 /i ;
kM, PTiE A3 ik B -yE-AEEA-AEEA-ODDA K R4 £ ;
fk ik 3, BF i A4 it B -AEEA-AEEA-yE -ODDA . -yE-AEEA-AEEA-CI8 .
10 -yE-AEEA-AEEA-C16 .  -yE-AEEA-AEEA-C12 .  -yE-AEEA-AEEA-B
-yE-AEEA-AEEA-ODDA . CPAK-MPA- . -AEEA-yE-C18 . -AEEA-yE-C16 .
-AEEA-yE-C12. -AEEA-E-C12 X R4 4.
ARL A — 2 AR Ty P, Pk XIPT 7 89 4 M3 id 4o FAE & R IRL:
(D)« FINCHER_BAEL, Fo/2
15 (1) . D2 E Mgy 55 K K Dab M4 44 2L A R BLAEAE,
ERLP—E R THTEY, FETLOE TR
(1) . £X35 X4 4ENC, R X6 H4eh C, BT mAs C &R _FA
L Ao/
(II) . X34 E 5 X6 4§ K 3 Dab & RBLIAEIRL; Ao/,
20 (II) . X549 E 5 X116 K & s Brldt IRk,
HEARL R — L ERREFTEP, LSRG T

B

5

SE L g 57 MW
Q

D

No.
2 | BXS Suc-DEEAVYFAHKDITW 1836
3 | F-BX-5 Fum-DEEAVYFAHKDITW 1834
4 | BX-7 Suc-DEEAVYFAHLDVIW 1806
5 | BX8 Suc-DEEAVYFAHLD(2-Abu)TW 1792
6 | BX-34 Fum-DEEAVYFAHK(-AEEA-AEEA-yE-ODDA )DIIW 2549
7 | BX-43 Suc-DEEAKYFAHLDITW 1850
8 | BX-45 Suc-DEEEVYFAHKDITW 1893
9 | BX48 Suc-DIR(EEAK)YFAHLDIIW 1832
10 | BX-49 Suc-DIR(EEADab)YFAHLDITW 1804
11 | BX-50 Suc-DEESA(EVYFAHK)DITW 1876
12 | BX-51 Fum-DEEAVYFAHOm(-AEEA-AEEA-yE-ODDA )DITW 2535
13 | BX-52 Fum-DEEEVYFAHKDITW 1891
14 | BX-53 Suc-DEEEVYFAHOmDITW 1880
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15 BX-54 Suc-DEEEVYFAHK(-AEEA-AEEA-YE-ODDA)DIIW 2610
16 | BX-57 Suc-DEIR(CEEC)YFAHKDIIW 1999
17 | BX-58 MeO-Fum-DEEEVYFAHKDIIW 1906
18 BX-59 Fum-DEEEVYFAHOmDIIW 1878
19 | BX-60 Fum-DEEEVYFAHK(-AEEA-AEEA-yE -ODDA)DIIW 2608
20 | BX-61 Suc-DEEAVYFAHOm(-AEEA-AEEA-yE -ODDA)DITW 2538
21 BX-62 Fum-DEEIAMEVYFK)HKD(2-Abu)IW 1903
22 | BX-63 Suc-DIA(EEAK)YFAHLD(2-Abu)IW 1804
23 | BX-64 Fum-D3#(EEAK)YFAHLD(2-Abu)IW 1802
24 | BX-65 MeO-Fum-DIR(EEAK)YFAHLD(2-Abu)IW 1814
25 BX-66 Fum-DEEK(-yE-AEEA-AEEA-ODDA)VYFAHLDIIW 2592
26 | BX-67 Fum-DEEAK(-yE-AEEA-AEEA-ODDA)YFAHLDIIW 2564
27 | BX-68 Fum-DEEAVYFK(-yE-AEEA-AEEA-ODDA)HLDIIW 2592
28 BX-69 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C18)DIIW 2520
29 | BX-70 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C16)DIIW 2492
30 | BX-71 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C12)DIIW 2436
31 BX-72 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-B)DIIW 2433
32 | BX-74 Suc-DEEAVYFAHK(-yE-AEEA-AEEA-ODDA )DIIW 2552
33 BX-75 MeO-Fum-DEEAVYFAHK(-yE-AEEA-AEEA-ODDA)DITW 2564
34 | BX-76 Suc-DINMEEAK)YFAHLDVIW 1818
35 | BX-77 | Suc-DIR(EEAK)YFAHK(-yE-AEEA-AEEA-ODDA)DITW 2563
36 | BX-78 Suc-DEEAVYFAHK(-yE-AEEA-AEEA-ODDA)DVIW 2538
37 | BX-79 | Suc-DIR(EEAK)YFAHK(-yE-AEEA-AEEA-ODDA)DVIW | 2550
38 BX-86 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-ODDA)DIIW-NH2 2549
Fum-DEEAVYFAHK(CPAK-MPA-)DIIW
7 o]
39 | BX-95 K o 2661
;%i \/\g N A
MPA
40 | BX-99 Fum-DIM(EEAK)YFAHLDVIW 1916
41 | BX-100 Fum-DIA(EEAK)YFAHK(-yE-AEEA-AEEA-ODDA)DVIW 2547
42 | BX-101 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-ODDA)DVIW 2536
43 | BX-102 Fum-DIR(EEAK)YFAHLDITW 1829
44 | BX-103 | Fum-D3R(EEAK)YFAHK(-yE-AEEA-AEEA-ODDA)DITW | 2561
Fum-DR
45| BXA0 | pp AK)YFAHK(-/E-AEEA-AEEA-ODDA)D(2-Abu)W 2534
46 | BX-105 Fum-DEEAKYFAHLDIIW 1847
47 | BX-106 Fum-DEEAKYFAHLDVIW 1836
48 | BX-107 Fum-DEEAKYFAHK(-yE-AEEA-AEEA-ODDA)DIIW 2579
49 | BX-108 Fum-DEEAKYFAHK(-yE-AEEA-AEEA-ODDA)DVIW 2567
50 | BX-109 Fum-DEEAK(-yE-AEEA-AEEA-ODDA)YFAHLDIIW 2566
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6
51 | BX-110 Fum-DEEAK(-yE-AEEA-AEEA-ODDA)YFAHLDVIW 2549
52 | BX-111 SA-DEEAVYFAHLDIIW 1844
53 | BX-112 MA-DEEAVYFAHLDIIW 1844
Fum-DEEAVYFAHKDITW |
54 BX;3' OO 1843.8
HoN OH
Wili: 0
ss | Bxeo suc-DEEAVYFAHR I DITW 1849.9
(RI=L-22J8-4M K TR ) 8
56 | BX-31 Fum-DEEAVYFAHOmMDIIW 1819
57 | BX-32 Fum-DEEAVYFAHCitDITW 1862
58 | BX-38 Suc-DEIR(CEAC)YFAHLDITW 1927
59 | BX-23 Fum-DEEAVYFAHKDVIW 1704.9
60 | BX-24 Fum-DEEAVYFAHKD(2-Abu)IW 1805.9
61 | BX-25 Suc-DEEAVYFAHLDI(N-Me)IW 18353'8
1833.8
62 | BX-26 Suc-DEEAVYFAHL(N-Me)DITW p
1847.8
63 | BX-27 Suc-DEEAVYFAHL(N-Me)DI(N-Me)IW .
1845.8
64 | BX-28 Fum-DEEAVYFAHL(N-Me)DITW <
1847.8
65 | BX-29 Fum-DEEAVYFAHL(N-Me)DI(N-Me)IW ¢
66 | FBX-7 Fum-DEEAVYFAHLDVIW 1805.9
67 | FBX-8 Fum-DEEAVYFAHLD(2-Abu)IW 1790.9
Fum-DEEEWYFEHKDIIW
Ow_'rE E\Lfc.
68 | QP-I ' [”H HK 1848
o o OJ
Lo
QP
Fum—DEEFKVYFKHKDIIW
/
69 | QP-3 > \ 1931
0O \N,_/
H
1912.8
70 | BX-15 FA-DEEAVYFAHKDIIW ;
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71 | BX-16 Fum-DEEE(Biotin)VYFAHKDIIW 21604
72 | BX-10 suc-DEEAVYFAHLDPIW 18%4'9
73 | BX14-1 Fum-DEE(C16)AVYFAHLDIIW 2044.1
74 | BX-6 Suc-DEEAVYFAHRDITW '8634‘0
75 | BX-21 Fum-DEEALYFAHKDITW 1848
76 | BX-22 Fum-DEEAFYFAHKDITW 1882
77 | BX-223 Fum-DEEAVYFAHK(-AEEA-yE-C18 )DITW 2374
78 | BX-224 Fum-DEEAVYFAHK(-AEEA-yE-C16 )DITW 2346
79 | BX-225 Fum-DEEAVYFAHK(-AEEA-yE-C12 )DITW 2290
80 | BX-253 |  Fum-K(-AEEA-AEEA-yE-ODDA )EEAVYFAHLDIW 2547
81 | BX-254 |  Fum-DK(-AEEA-AEEA-yE-ODDA )EAVYFAHLDIW 2533
82 | BX-255 (ODDA-yE-AEEA-AEEA-)DDEEAVYFAHLDIIW 2550
o3 | Bx.ase | (ODDA-YE-AEEA-AEEA-NH-C:H,-NH-Suc-DEEAVYFAHL | .
DIW
o] OH
84 | BX-221 anﬁo 2533
o ¢ JEEAVYFAHK(ODDA-yE-AEEA-AEEA-)DITW
86 | BX-229 Fum-DEEAVYFAHK(-AEEA-yE-C12)DVIW 2276
87 | BX-238 Fum-DEEAVYFAHK(-AEEA-E-C12)DVIW 2276
88 | BX-356 Suc-DEZR(CEEC)YFAHLDIIW 1984

ANA AL RBEPTE % KOG %) &7 %, 5T R

W1 ZBEAR S RS RIRIFPTE S A6 RIS

FH 2 HE. SALBFPTE S K,

FLiKHL, AR PARAET S K BX-34 094 &7 ik, T HER:

HH 1 ARIR 0.50g (0.25mmol ) 49 Fmoc-Trp(Boc)-Wang Resin TR fZ % ¥, DCM
10mL 0K 10min, J&7%, DMF 2 2 3Kk, 42 25%4% 4-F R 9k"2/DMF (/&4 ) R
30min, M Fmoc 2 H. FhJE, B DMF 2eiiAths 436, DCM whik 2%, & =8k
M, ARG &, FRIX Fmoc-lle-OH ( Immol. 4eq.) #» HBTU ( Immol, 4eq.) ,
DMF 5/%, AaA DIEA (2mmol, 8eq.) , A4, mAMIE TP, Ti& (25°C+5°C)
BEA LR E 1h, F8J%, DMF. MeOH #» DCM R K %k 3 &, & BN, HH5AL
EE, BBREARE. RETA., N 25%0 4-F Kokeg/DMF (4R421k ) %M Fmoc
AR, ARRIBIR, T Tle. Asp(OtBu). Lys(Dde). His(Trt). Ala. Phe. Tyr(tBu).
Val. Ala. Glu(OtBu). Glu(OtBu). Asp(OtBu)#» OtBu-Fum #3184, MG, & KAAR
P ho N 2%K A BH/DMF B AL, 10minx3 &, VABLIR Lys 14449 Dde, AR BIRK % &
AEEA. AEEA. Glu-0-OtBu »A & OtBu-ODDA;

B2 RAEFHT. A ATRAZ MR (TFA: TIS: H0=95:2.5:2.5) 15mL, £i&

(25°C+5°C) ¥R AL 3h, i Kk, #AEM V& TFA 2% 2 &, Jhd. &R
FLf, AnNTRA AW AR T B4 200mL, A4 é &g, & (5000rpmx5min) ,
B3 Lk k. R AAMNTERTAE, Hk. BY, FELbE, REAAALET TR
BPFE 12h, FEHS.
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B3 WA Y 1%ROKEM, 0k, BRI R &R, ARG
3| B AMLA M sh it , 45 552 >95%49 B ARG A4 4 A F, K R R e 4% 5 B AU 40°C
ZAREEE T, PIARRRYE B R R QAR A B IR, ARG 4R R & T AUk & % 48h,
23] 8 b, BRELEHSTFE.

BARL R —k BAR R 5L, Bk RA ¢4 &4 04 C18-10-100,
30x250mm, R 69AER A 25mL/min; FTEH) & &40 045 A 48: 0.1%TFA/K, B 48:
0.1%TFA/90% Z i /7K.

BARE e —3 BAK 2565 £ P, AT % ik BX-34 4961 & F 35185 v Hl & BX-5.
F-BX-5. BX-7. BX-8. BX-43. BX-45. BX-51. BX-52. BX-53. BX-54. BX-58.
BX-59. BX-60. BX-61. BX-66. BX-67. BX-68. BX-69. BX-70. BX-71. BX-72.
BX-73. BX-74. BX-75. BX-78. BX-86. BX-101. BX-105. BX-106. BX-107. BX-108.
BX-109. BX-110. BX-111. BX-112. BX-229 #» BX-238.

Bk, REBERET %K BX-76 W41 &7k, s T H3R:

FH 1 AR BX34 96 m ik, TR ISR,

B2 RAMKY T, QRRAEFP AN 0.3 S5 09m = KL dedo 12 569 Kt
i) DCM 2k, iR (25°C+5°C) RAL 2h, VABLER Glu 4% 69 M A B8 Ao Lys M4449
WA RS, Ik, A DCMIR#| % 5#&, DMF 23 #&, A 2 45549 PYBOP. 2
4 F 49 HOBt VA A 4 3 &49 DIEA, DMF &%, £k (25°C£5°C) R AL Sh; 0,
DMF # 3 &, DCM %3 &, 2 8RN, wRRERTAE, ELEL—K;

W 3. B AR BX-34 4y ik, #ATRMGAGL, BRI B AL A, 2R
wEESTE.

EAREG G — 2 BIKR3 5 E P, Bk %Ik BX-76 194 & 5 ik iR T vh %) &
BX-48. BX-49. BX-50. BX-62. BX-63. BX-64. BX-65. BX-77. BX-79. BX-100.
BX-103. BX-104. BX-99. BX-102.

Bk, KL T 20Kk BX-56 94| &7 ik, 4T HER:

FH 1 AR BX-34 896G E, DRI E R

FH 2 QRGP AN 5 BFagaeg DMF 5%, ik (25°C+5°C) KA 6h,
VABLER Cys MI4E 69k 47 2K Trt, BB dt4T 8R4k, 40J%, DMF % 6 &, DCM %3 #&,
TR

BH3: AMBX-34 098 Rk, A, sl 3R A AMLE ML, SRR
EaTE.

AERERG— 2 BARZ T LY, Brik %k BX-56 4945 & 5 &L T A 4] &
BX-57.

HAKW, KERERAET %K BX-95 94| &7k, LiE4e T FIK:

B 1 AR BX-34 0987k, FR 24K, AR BX-34 09& ik, 153
CPAK %50k ;

HH 2 FPrik T4 shIkY BTk CPAK 4EIKF % 35T 50%% L Kiakd, =
T pHALE 8-9, FiR (25°C+5°C) R E XA

FH 3 AR BX-34 495 ik, sk, FE B ARLASYR, 2RELRTSTE.

A ERBR G R B, AL ONEIRAE T AR B & 7 ik #1509 5 k.

AEBAIBFRAET A S A2 5] %0697 5 BTBR ARAN KR 5 P 49 5L ) .

RPN — L LR FZHRTEY, Pzt ETBR AR K KR AP TR
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FOBBRK A BBARG . E DI E AT A LA R IR P 8 — AP R B AT

PI 3R J 2 P 6, 35 B o P R 2 P Fo/ 3K i b A

AL RTERGET B4, QIEFTE S RAR T F LT HZ 65 7).
AEGILARAET B oM, QIEPTIE T IA I TH HORA .

AE LT 9697 55 ETBR bt XA m 40 % ik, Q&6 XA 46 A T 12
e

(1)« Pk Bk, /3

(1) . PRk shdh; Fo/R

(I1) . Frk#hiasd.

AEARLE R — BARR3E5 L P, Prid 5 ETBR AR A AR LSRR F P . F R
TR ARG . ESh BRI AT A& )L Ak b T R P o9 — AT 2R S AP,

P i g0 25 o 6L 3E bk o M J 2 o o/ 3t o AR

AEFE I % KR E 5 5T ETBR $#hH a9 AR L, BT ETBR 495
wAEM ST, KEATFAN S KBTI K AR FosE ISR K T 54p 09 F % 00
Folh MR E, WY TLHRK, BT Feal1Em L IRL-1620 £1K, 24
BEEIER, REAWF S BT AR T 5 ETBR A XM R MRIEST, thhodk i
I A P A T B R A6 ST, AR P R A RO IR AL,

g

pSy

[

B B BEEA

AT BEH RGN AL A LG RINA BAR P OERFE, T a2 5646 R0
A ARRGE P P E S48 8 o I B A ) A28,

W1 7=FE3%5] 3 F 2 ket A ETB ZARE M EC50 M Z; 2, A 77 BX-15 4§ EC50;
B 7 BX-6 #) EC50; C & BX-10 #) EC50: D & BX-21 #j EC50; E 7 BX-22 #) EC50;
F 7 BX-5 #) EC50;

B 2 75405 3 F % kst A ETB Z4RE 4 EC50 M A ; 2+, A = BX-9 49 EC50;
B 7 BX-8 #) EC50; C = BX-7 #) EC50; D = F-BX-5 #) EC50; E & BX-13-2 #j EC50;
F = BX-31 ¢4 EC50;

B 3753453 F % ket A ETB % /R7E M EC50 MR ; £, A 7= BX-32 4§ EC50;
B = BX-38 #) EC50; C & BX-43 #) EC50; D =~ BX-45 %) EC50; E 7= QP-1 #) EC50;
F & QP-3 #) EC50;

B 475453 F % kst A ETB Z/K7E M EC50 M & ; 24, A = BX-24 # EC50;
B & BX-53 # EC50: C & BX-54 5 EC50: D = BX-58 #) EC50; E = FBX-8 #) EC50;
F = BX-34 ¢4 EC50;

B 5 75344 3 F % ket A ETB 24K & EC50 M2 ; H 4, A = BX-48 ) EC50;
B & BX-49 #) EC50: C 7+ BX-50 ¢4 EC50;

B 6 =54 3+ % kAT A ETB 24KZE M ECS0 M & &, A 7 BX-69 49 EC50
A A #4E; B & BX-70 49 EC50 AL 2 444%; C & BX-71 49 EC50 Z 3L = 4k
1%;

B 77 %45 3+ % T A ETB /K& M EC50 M ; A9, A 7~ BX-76 45 EC50
A A Z 4%, B 7 BX-95 49 EC50 AL 2 448 ; C = BX-99 49 EC50 Z 2= 4%
1%;

K 8 T 6 % % Akst K ETB /K& M EC50 MZ; £ ¥, A+ Dog-BX-34
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#9 EC50 A H-M T 4 4%; B 7 Dog-BX-76 %) EC50 & HLM & 4448, C 7 Dog-BX-74 49
EC50 A& 2 om) & 4538 ;

B9 TEkb 6 F %t K ETB ZAKE M ECS0 M E; H ¥, AT Dog-BX-99
#) EC50 A HM € 44%; B 7 Dog-BX-86 49 EC50 AT 4 4%; C = Dog-BX-69 49
EC50 A o & 46348 ;

{10 = %£#6] 6 F % 3t R ETB 2R M EC50 M
9 EC50 &AM 4448; B & Dog-BX-71 #) EC50 A& &
EC50 & Hm & #4348

B 11 7550 4 F % Bkt K ETB Z4KE M EC50 M ; £+, A~ Rat-BX-34
#) EC50 A E M7 443%; B 7 Rat-F-BX-5 #) EC50 A E M ¥ 44%; C = Rat-BX-69 #)
EC50 & 2w & 4548

B/ 12 = F6) 4 7 % kst KR ETB 2 4k7E M EC50 W ; 3+, A & Rat-BX-99
#9) EC50 A LM & %4%; B = Rat-BX-71 #9 EC50 & LM & £3%; C 7 Rat-BX-95 #9
EC50 & Hm) & 438

B 13 =56 4 F % et KR ETB Z4k7E M EC50 M ; £+, A = Rat-BX-74
#) EC50 A H % 44%; B 7 Rat-BX-76 49 EC50 A& 2| & 448

A 147 F3640 5 F % ket §ETB 2R 1 ECS0 M A ; £+, A 7 Mouse-BX-34
84 EC50 B M 7 4548 ; B 7+ Mouse-BX-69 #9 EC50 & 2 & # 3% ; C & Mouse-BX-70
#9 BEC50 A 3L 58 548

B 15 7 Ek6 5% % ket s 8 ETB Z4KE 4 EC50 M ; 2+, A 7 Mouse-BX-71
#) EC50 A M % 435 ; B = Mouse-BX-95 ¢ EC50 & 3| % #43% ; C =~ Mouse-F-BX-5
#9 BEC50 A | 58 548

B 16 ~E345) 7 F %MK BX34 3t AMACO #3280y RR 30 3 12 2 09 34 7h;

B 17 75545 3 F % ket A ETB 24K7E M EC50 MR, R+, A7 BX-223 8
EC50; B 7~ BX-224 #) EC50; C = BX-225-Na #) EC50;

B 18 7544 3 P % kst A ETB Z4R7E 4 ECS0 M ; £, A5 BX-253 %)
EC50; B 7= BX-254 #) EC50; C = BX-256 ¢ EC50;

B 19 &340 3 P % kst A ETB Z4R7E M EC50 MA,; E+, A7 BX-221 4
EC50; B & BX-56 #) EC50; C = BX-238 #) EC50;

B 20 =545 3 F B Ak3t A ETB Z4R7E M ECS0 M, HF, A7 BX-2294)
EC50; B & BX-255 #) EC50;

B 21 =50 6 F %kt K ETB Z4RiE M EC50 M T ; £+, A = Dog-BX-224
19 EC50 Z % 444%; B = Dog-BX-225 49 EC50 Z & 4438; C = Dog-BX-253
9 EC50 A 3 445 ;

B 22 wF#k4 6 F %kt K ETB Z4ki& M EC50 M T ; £+, A = Dog-BX-254
#9 EC50 Z % #44%; B = Dog-BX-255 49 EC50 Z & 4448; C = Dog-BX-256
19 EC50 A - 5T 4545 ;

B 23 7E#kM] 6 F %kt K ETB Z4KE M EC50 M ; £+, AT Dog-BX-56
#9) EC50 & - % #43%; B 7 Dog-BX-229-Na #9 EC50 A £ #4%; C = Dog-BX-238
19 EC50 A 3| 5T 5045

B 24 FFEHH 4 F %kt K F ETB 24K& - EC50 M ; £, A 7 Rat-BX-223
#) EC50 A M % #4%; B = Rat-BX-224 #) EC50 A 3L & #44%; C + Rat-BX-225

; ¥, A-F Dog-BX-70
%3, C 7 Dog-BX-95 #
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#9 BC50 A ) 58 548

A 25 =M 4F %t KR ETB Z4RE 4 EC50 W2 ; £ %, A 7= Rat-BX-255
#) EC50 A M2 4048 B 7 Rat-BX-254 4§ EC50 A M| & #44%: C = Rat-BX-253
#9 BEC50 A | 58 5048

B 26 70 4 ¥ %kt kR ETB 4% EC50 2 £, A 7 Rat-BX-56
#) EC50 Z 7 4438; B -~ Rat-BX-238 #9 EC50 A 2 444E; C = Rat-BX-229
#9 BEC50 A& | & 5048

B 27 T E3P) 4 F % K3t KR ETB 2 4k7% M4 EC50 w & ; B4k Rat-BX-256
19 EC50 Z 3 % 443

B 28 FEatl 5P %kt % ETB &R E W ECS0 ME; HP, AF
Mouse-BX-223 ¢4 EC50 &R £ ¥ 38 B =~ Mouse-BX-224 %) EC50 A 2| T #4%:
C = Mouse-BX-225 49 EC50 A 2 & 4u4%;

B 29 FEp 5P %kt % ETB R E M ECS0MT; HP, AF
Mouse-BX-253 ¢4 EC50 A £ ¥ 438 B =~ Mouse-BX-254 %) EC50 A 2| T #4%:
C 7 Mouse-BX-255 44 EC50 & 2| & 583,

B30 7Eap 5P %kt & ETB /AR EMHECONT; HP, AF
Mouse-BX-256 ¢ EC50 & £ ¥ 438 B =~ Mouse-BX-238 49 EC50 A& 2| T #48;
C 7 Mouse-BX-56 #9 EC50 Z | % 503,

B 31 wEap 5P 5kt R ETB &k EMHECSOMT; HP, AF
Mouse-BX-229 #) EC50 A& £ & 4635 ;

B 32 T 13 PERLHE S 7 K Garcia JH 74

B 33 FEAG 13 PRBLHES 14 R Garcia JH 74

B 34 7530 13 P VEGF-A & @ & X F 65540

B 35 F5461%) 13 + BDNF & & £ X569 T 40,

FLAR 5236 7 X,

RERNTFT SRR G A, KABRBEARARTABERLAL, EL4KALE
AEEI., BHANEEBIR R, FTA E6G R Fo it AR ARA R RHR R
F 6, EAVHEAANA QIS EARK A, KK 5 R B €428 T8 AE T 5| AT
TR, MAA R RAEAE RIS KL R 2. AF4PFe 5t B W ab R P AY 75 ik Ao i
AT RE S T R HME . RTHA LA RELAFEK,

KL A S PREMB A Y TR 40T

F 1 % ke MR A ETB AR5

/j%
gl
%
= hETBR:% %)
SE Py ol EFMEC50 | MW
Q /nM
D
No
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st B8 AL,
= EC50=1.333n
-DEEAVYFAHLDII 182
U Rite Suc \ W " 820
20)
2 | BXsS Suc-DEEAVYFAHKDITW ECSOIAZSMH 1836
3 | F-BX-5 Fum-DEEAVYFAHKDITW ECSO;Z“gn 1834
4 | BX7 Suc-DEEAVYFAHLDVIW ECSO:I\(;S% 1806
EC50-1.
5 | BX8 Suc-DEEAVYFAHLD(2-Abu)[W CSOM 3560 |79,
Fum-DEEAVYFAHK(-AEEA-AEEA-yE-ODD | EC50=18.31In
6 | BX-34 ADITW " 2549
7 | BX-43 Suc-DEEAKYFAHLDIIW ECSO;”M“ 1850
8 | BX-45 Suc-DEEEVYFAHKDIIW ECSO;;&% 1893
EC50=1.
9 | BX-48 Suc-DIR(EEAK)YFAHLDIIW CSOM 7690 | g3n
10 | BX-49 Suc-DIR(EEADab)YFAHLDITW ECSO;"‘B% 1804
EC50=30.52
1| BX-50 Suc-DEEZR(EVYFAHK)DIIW CSOI\EOS "1 1876
37.60%@100
Fum-DEEAVYFAHOn(-AEEA-AEEA-yE nM
- 2
12 BX-51 -ODDA)DIIW 4783%@10n | 2>
M
121.00%@10
13 | BX-52 Fum-DEEEVYFAHKDITW OnM 1891
) 4 145.60%@10
nM
14 | BX-53 Suc-DEEEVYFAHOmMDITW ECSOEO'WI 1880
's | mx.s4 | Suc-DEEEVYFAHK(-AEEA-AEEA-/E-ODDA | EC50=34.0%n |
)DIIW M
121.58%@10
OnM
- - IR )
16 | BX-57 Suc-DEIR(CEEC)YFAHKDIIW $6.20%@10n | 9%
M
17 | BX-58 MeO-Fum-DEEEVYFAHKDITW ECSO;MW“ 1906
18 | BX-59 Fum-DEEEVYFAHOmDITW 93.46%@100 | 1878
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nM
125.64%@10
nM

19

BX-60

Fum-DEEEVYFAHK(-AEEA-AEEA-yE-ODD
A)DITW

4.84%@100n
M

-15.72%@10n
M

2608

20

BX-61

Suc-DEEAVYFAHOm(-AEEA-AEEA-yE
-ODDA)DIIW

40.94% @100
nM
13.97%@10n
M

2538

21

BX-62

Fum-DEEZR(EVYFK)HKD(2-Abu)IW

129.39%@10
OnM
99.31%@10n
M

1903

22

BX-63

Suc-DIA(EEAK)YFAHLD(2-Abu)IW

122.93%@10
OnM
90.08%@10n
M

1804

23

BX-64

Fum-D3~(EEAK)YFAHLD(2-Abu)IW

132.16%@10
OnM
79.92%@10n
M

1802

24

BX-65

MeO-Fum-D3R(EEAK)YFAHLD(2-Abu)IW

99.24% @100
nM
59.02%@10n
M

1814

25

BX-66

Fum-DEEK(-yE-AEEA-AEEA-ODDA)VYFAH
LDIIW

60.51%@ 100
nM
7.67%@10n
M

2592

26

BX-67

Fum-DEEAK(-yE-AEEA-AEEA-ODDA)YFAH
LDITW

46.98%@ 100
nM
2.68%@10n
M

2564

27

BX-68

Fum-DEEAVYFK(-yE-AEEA-AEEA-ODDA)H
LDIIW

-18.64% @100
nM
-39.42%@10n
M

2592

28

BX-69

Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C18)
DITW

T1/2=30min,;
EC50=1153n
M

2520

29

BX-70

Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C16)

T1/2=41min;

2492
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DII'W EC50=19.11n
M
T1/2=23min;
30 | x| FUm-DEEAVYFAHK(-vE-AEEA-AEEA-CI2) | o L 7 0 |
DIIW
M
18.34%@100
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-B)DII nM,
I | BX-72 24
3 ’ W 23.56%@10n 33
M
1.82%@100n
Suc-DEEAVYFAHK(-yE-AEEA-AEEA-ODD | M
32| BX-74 A)DIIW -14.10%@10n 2332
M
-10.59%@100
MeO-Fum-DEEAVYFAHK(-yE-AEEA-AEEA- nM
33| BXTS ODDA)DITW 14.68%@10n 2364
M
EC50=20.
34 | BX-76 Suc-DIR(EEAK)YFAHLDVIW CSOMO 00 11518
4.69%@|1
Suc DR 69 A}\%@ 00n
35 | BX-77 | (EEAK)YFAHK(-yE-AEEA-AEEA-ODDA)DII 2563
W -16.59%@10n
M
23.41%@100
Suc-DEEAVYFAHK(-yE-AEEA-AEEA-ODD nM
36 | BX-78 A)DVIW -14.2%@10n 2538
M
19.85%@|1
Sue-D3F > $5%@100
37 | BX-79 | (EEAK)YFAHK(-yE-AEEA-AEEA-ODDADV | ., @10n 2550
. (i}
W M
70.55%@100
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-ODD nM
BX- 254
38 86 A)DIIW-NH2 105.53%@10 548
nM
Fum-DEEAVYFAHK(CPAK-MPA-)DIIW
[¢]
0 EC50=45.6n
39 | BX-95 EléNV\[(H\/\o/\/o " 2661
0 o
MPA
40 | BX-99 Fum-DJR(EEAK)YFAHLDVIW ECSO;ES'QH 1916
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0
Fum-DE 15.03&@100
41 | BX-100 | (EEAK)YFAHK(-yE-AEEA-AEEA-ODDA)DV 2547
W 18.79%@10n
M
30.96%@100
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-ODD nM,
42 | BX-101 2536
A)DVIW -5.97%@10n
M
155.47%@10
OnM,
4 -102 -DIR
3 | BX-10 Fum-D3R(EEAK)YFAHLDITW 113.81%@10 1829
nM
V)
Fum.DE 14.93&@100
44 | BX-103 | (EEAK)YFAHK(-YE-AEEA-AEEA-ODDA)DIL | . ', @10n 2561
. 0
w M
. 0,
Fum.DH 21 .91 s{@ 100
45 | BX-104 | (EEAK)YFAHK(-yE-AEEA-AEEA-ODDA)D( 2534
2-AbuIW -1299.77%@1
" OnM
253.05%@10
46 | BX-105 Fum-DEEAKYFAHLDIIW onM 1847
- - 64.66%(@10n
M
117.63%@10
47 | BX-106 Fum-DEEAKYFAHLDVIW onM 1836
um 117.57%@10
nM
100.37%@10
Fum-DEEAKYFAHK(-yE-AEEA-AEEA-ODD OnM
48 | BX-107 A)DITW 50.48%@10n 2579
M
9.56%(@100n
Fum-DEEAKYFAHK(-yE-AEEA-AEEA-ODD M
49| BX-108 ADVIW -1185.11%@| 2567
OnM
74.1%@100n
Fum-DEEAK(-yE-AEEA-AEEA-ODDA)YFAH M
50| BX-109 LDIIW -1095.4%@10 2566
nM
0
Fum-DEEAK(-yE-AEEA-AEEA-ODDA)YFAH 132.61%@10
51 | BX-110 LDVIW OnM 2549
138.99%@10
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nM
64.98%@100
nM
52 | BX-111 SA-DEEAVYFAHLDIIW 11.84%@10n 1844
M
114.05%@10
53 | BX-112 MA-DEEAVYFAHLDITW OnM 1844
466.59%@10
nM
Fum-DEEAVYFAHKDITW |
s4 | B3 N O EC50=11.76n | 1843.
T Wl1: 0 M 8
W% 2
2-amino-3-(naphthalen-2-yl)propanoic acid, 2-
A 3-(R2- ) AdR
ss | Bxwo suc-DEEAVYFAHR I DITW EC50=23.18n | 1849.
i (RI=L-28IL-4MIK T8 ) M 98
56 | BX-31 Fum-DEEAVYFAHOmDIIW ECS 0;[56‘67“ 1819
57 | BX-32 Fum-DEEAVYFAHCitDIIW ECS 0;}18‘3“ 1862
EC50=45.71
58 | BX-38 Suc-DESR(CEAC)YFAHLDIIW CSOMS 7907
89.28%@100
nM 1704
59 | BX-23 Fum-DEEAVYFAHKDVIW 26.12%@10n | 9
M
60 | BX-24 Fum-DEEAVYFAHKD(2-Abu)IW ECSO;?S t5n 1835 :
28.86%@100
nM 1833.
I | BX-2 -DEEAVYFAHLDI(N-Me)I
6 > Suc v (N-Me)w 19.19%@1 | 85
OnM
30.58%@100
nM 1833.
62 | BX-26 Suc-DEEAVYFAHL(N-Me)DITW
ue (N-Me) 11.94%@10n | 85
M
0.42%(@100n
63 | BX-27 Suc-DEEAVYFAHL(N-Me)DI(N-Me)IW M 1347.
1.72%@10n | 86
M
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-10.73%@100
aM 1845.
4| BX=2 Fum-DEEAVYFAHL(N-Me)DII
6 8 um v (N-Me)DITW 8.27%@10n | 85
M
6.51%@100n
M 1847.
BX-2 Fum-DEEAVYFAHL(N-Me)DI(N-M
65 ? um v (N-MDIN-MIW |5 o 1os@ion | 86
M
99.81%@100
nM 1805.
66 | FBX-7 Fum-DEEAVYFAHLDVIW o1.39%@l0n | 9
M
EC50=1.7 1790.
67 | FBX-8 Fum-DEEAVYFAHLD(2-Abu)IW " 66n .
Fum-DEEEVYFEHKDIIW
ﬁf lo
_ EC50=9.
68 | QP-l (”H HH CSON? 6330 | 154
o] o OJ
Lo
GIP1
Fum-DEEEVYFKHKDIIW
/
EC50-3.852
69 | QP-3 ; \ csol\issn 1931
H
70 | BX-15 FA-DEEAVYFAHKDITW EC50=41.14 198172'
2224%@1pn
- M 2160.
71 | BX-16 Fum-DEEE(Biotin)VYFAHKDIIW La10%@ion | 4
M
EC50=30. 1804.
72 | BX-10 suc-DEEAVYFAHLDPIW CSON?O 85n i‘é
15.80 %@1p
M 2044,
73 | BX14-1 Fum-DEE(C16)AVYFAHLDITW 18.63%@1ou | 1
M
74 | BX-6 Suc-DEEAVYFAHRDITW ECSOI/IZS'BH 1%634'
75 | BX-21 Fum-DEEALYFAHKDITW ECSOEL%H 1848
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EC50=17.4
76 | BX-22 Fum-DEEAFYFAHKDIIW C50M7 1 g8
77 | BX-223 | Fum-DEEAVYFAHK(-AEEA-yE-C18)DIIW | EC50=120nM | 2374
EC50=75.
78 | BX-224 | Fum-DEEAVYFAHK(-AEEA-yE-C16 )DITW C50M75 601 9346
BX-225- EC50=133.7
79 Na Fum-DEEAVYFAHK(-AEEA-yE-C12 )DIIW v "1 2290
Fum-K(-AEEA-AEEA-yE-ODDA )EEAVYFA | EC50=311nM
80 | BX-253 HLDITW 2547
Fum-DK(-AEEA-AEEA-yE-ODDA )EAVYFA | EC50=40.01n
81 | BX-254 HLDITW v 2533
% | Bx.2s5 | (OPDA-YE-AEEA-AEEA-)DDEEAVYFAHLD | EC50=33.8n | . o
W M
(ODDA-yE-AEEA-AEEA-)NH-C>H-NH-Suc- | EC50=41.05n
85 | BX-236 DEEAVYFAHLDIIW M 2594
o oh EC50=111.8n
9S8 M
N— , O
o ¢ JEEAVYFAHK(ODDA-yE-AEE
84 | BX-221 A-ABEA-DITW 2533
o] OH
gH«]
XIAX2E A —AFART A HL o " ), &
44 #2-(2,5-dioxopyrrolidin-1-yl)succinic
acid, 2-(2, 5-— @B u-1-2)3k 38R
86 B);2§9- Fum-DEEAVYFAHK(-AEEA-yE-C12)DVIW ECSO;/IMJH 2276
87 | BX238 | Fum-DEEAVYFAHK(-AEEA-E-C12)DVIW ECSO;/ISW” 2276
88 | BX56 Suc-DE3R(CEEC)YFAHLDITW EC501\=/122.8n 1984
k6 3 B IR AT A ETA 24k 075 1
. . hETAR )7
T ows 551 R w
5 P
-23.52%@10nM
Fum-DEEAVYFAHK(-AEEA-AEEA-yE-O |
BX-34 DDA YDITW -104973@10011 2549
17.01%@10uM
BX-43 Suc-DEEAKYFAHLDIIW 13.51%@I1uM | 1850
Q
BX-45 Suc-DEEEVYFAHKDIIW 14.69%@IuM | g95
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9.37%@100pM
4 | BX-48 Suc-DIR(EEAK)YFAHLDITW 1832
uc-DIH(EEAK) 4.45%@10uM
~15.45%@100n
5 | BX-49 Suc-D#R(EEADab)YFAHLDIIW M 1804
-20.86%@10nM
-6.92%(@100nM
BX- -DEESR(EVYFAHK)DII 1
6 50 Suc-DEEIR(EV )DITW 10.0m@ion | 576
“11.24%@100n
7 | BX-52 Fum-DEEEVYFAHKDITW M 1891
-2.49%@10nM
_17.02%@100n
8 | BX-53 Suc-DEEEVYFAHOmDITW M 1880
-17.65%@10nM
Suc-DEEEVYFAHK(-AEEA-AEEA-yE-OD | -8.66%@100uM
9 | BX-54 DA)DITW -18.46%(@10uM 2610
“10.53%@100y
10 | BX-57 Suc-DEZR(CEEC)YFAHKDITW M 1999
-29.04%@10uM
2.01%@100uM
11 | BX-58 MeO-Fum-DEEEVYFAHKDIIW 1906
eo-tum 5.95%@I0uM | 0
7.67%@100uM
12 | BX-59 Fum-DEEEVYFAHOmDITW -10.61%@10uM | 1878
~19.09%@100n
13 | BX-62 | Fum-DEEFR(EVYFK)HKD(2-Abu)lW M 1903
-17.37%@10nM
4.43%@100pM
- -DiIR -
14 | BX-63 Suc DIRERAKIYFAHLDQ-ADIW | 5 000 B | 1804
6.41%@100pM
15 | BX-64 | Fum-DIR(EEAK)YFAHLD(2-Abu)l 1802
5 6 um-DIR(EEAK) C-ADWOW | o | 150
Fum-DEEK(-yE-AEEA-AEEA-ODDA)VYF | -0.94%@100pM
16 | BX- 2592
6 66 AHLDIIW 13.13%@lopm | 27
0
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C] | | [237@100k
17 | BX-69 SDIW M 2520
13.06%@10pM
0
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C] | 105370 @100k
18 | BX-70 6DITW M 2492
-15.81%@10uM
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C1 | -9.49%(@100uM
19 | BX-71 24
? ’ 2)DIIW 966%@iopm | 246
“13.51%@100p
20 | Bxra | SucDEEAVYFAHK(-yE-AEEA-AEEA-OD v 1552

DA )DIIW

-2.64%@10pM
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-20.87%@10uM
- -DIR
21 | BX-76 Suc-DIR(EEAK)YFAHLDVIW sevatoonw | B8
Suc-DIR
-6.32%@100uM
22 | BX-77 | (EEAK)YFAHK(-yE-AEEA-AEEA-ODDA) A@I0M | ) o s
oI -29.53%@10uM
_ 0
Suc-DEEAVYFAHK(-yE-AEEA-AEEA-OD | ~>>027@100m
23 | BX-78 DADVIW M 2538
-6.06%@10uM
Suc-DIR -46.08%@ 1 0pM
24 | BX-79 | (EEAK)YFAHK(-yE-AEEA-AEEA-ODDA) | -12.17%@100u | 2550
DVIW M
10.42%@!
25 | pxuge | FumDEEAVYFAHK(-yE-AEEA-AEEA-O 0 {:/r@ 00w 1540
DDA)DIIW-NH2 18.26%@10M
Fum-DEEAVYFAHK(CPAK-MPA-)DITW
[ 5 o\ -7.46%@100uM
- H :
26 | BX-95 Eﬁwquowo% -9.81%@10uM 2661
[e]
MPA
Fum-DIR o
27 | BX-100 | (EEAK)YFAHK(-yE-AEEA-AEEA-ODDA) | o2 2@1000M )57
e -39.09%@10uM
BX-229 | Fum-DEEAVYFAHK(-AEEA-yE-C12 )DVI
28 Na9 um v VE, VE-CI2Z)DVE | csv@tooum | 2276
-5.07%@100uM
) - - -E-
29 | BX-238 | FumDEEAVYFAHK(-AEEA-E-CIDVIW | 70 00 /| 2276
Fum-DEEAVYFAHK(-AEEA-yE-C12)DII | 3.59%@100uM
30 | BX-225 W os2vmion | 20
Fum-K(-AEEA-AEEA-yE-ODDA )EEAVYF | -9.03%@100uM
| |BX-2 254
3 >3 AHLDIIW 12.86%@iopMm | 24
T a5 hkss Rt K BTB S ARG & b
é‘« s 55 DETAR;%ﬁ;sz MW
= &M
Fum-DEEAVYFAHK(-AEEA-AEEA-yE-ODD | EC50=312.7n
1 | BX-34 AYDITW " 2549
104.49%@100
nM
3 | BX-52 Fum-DEEEVYFAHKDIIW resm@ion | !
M
49.81%@]
4 | BX-57 Suc-DE#K(CEEC)YFAHKDIIW 08 ﬁ/r@ 00011999
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-20.49%@10n
M
117.46%@100
5 | BX-59 Fum-DEEEVYFAHOmDIIW M 1878
14.7%@10nM
o | Bx.o | Fum-DEEAVYFAHK(-yE-AEEA-AEEA-CI8) | EC50=30.66n | ,
DIIW M
| Bxoo | Fum-DEEAVYFAHK(-E-AEEA-AEEA-Cl6) | ECS0=64.44n [ o
DITW M
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C12) | EC50=63.33n
8 | BX-71 DI " 2436
Suc-DEEAVYFAHK(-yE-AEEA-AEEA- EC50=519.2n
9 | BX-74 ODDADIIY " 2552
EC50=30.
10 | BX-76 Suc-DIR(EEAK)YFAHLDVIW CSON?O 301818
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-ODD | EC50=411.4n
11| BX-86 A)DITW-NH, iy 2548
Fum-DEEAVYFAHK(CPAK-MPA-)DITW
0 N
12| BX-95 Eé“ U o EC50=69.1nM | 2661
(6]
(T
MPA
13| BX-99 Fum-D3R(EEAK)YFAHLDVIW ECSOE7.22n 2547
14| BX-56 Suc-DEJA(CEEC)YFAHLDIIW EC50=8.04nM | 1984
15| BX238 | Fum-DEEAVYFAHK(-AEEA-E-C12)DVIW | EC50=11.9nM | 2276
¢ | BX229- | Fum-DEEAVYFAHK(-AEEA-E-C12)DVIW | EC50=17.9nM | 2276
Na
17 | BX-224 | Fum-DEEAVYFAHK(-AEEA-yE-C16 )DIIW | EC50=58.20M | 2346
18 | BX-225 | Fum-DEEAVYFAHK(-AEEA-yE-C12)DIIW | EC50=17.70M | 2290
1o | Bxoss | Fum-K(-AEEA-AEEA-E-ODDA)EEAVYFA | EC50=252.4n | 2547
) HLDIIW M
Fum-DK(-AEEA-AEEA-yE-ODDA )EAVYFA | EC50=95.53n | 2533
20 | BX-254 L DI "
(ODDA-yE-AEEA-AEEA-)DDEEAVYFAHLD | EC50=223.2n | 2550
21 | BX-255
W M
2> | Bxass | (ODDA-/E-AEEA-AEEA-NH-C:HiNH-Suc- | ECS0=139.6n | 2594
- DEEAVYFAHLDITW M
A 8 3 % hkes M At K5 ETB %K 4975 14
= \ \ DETAR% 3%
f;_ BE 55 ) fzf] MW
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Fum-DEEAVYFAHK(-AEEA-AEEA-vE
-34 EC50=10.2nM | 2549
b BX3 -ODDA )DITW n
2 | F-BX-5 Fum-DEEAVYFAHKDIIW EC50=924.3nM | 1834
389.09%@100n
3 | BX-52 Fum-DEEEVYFAHKDIIW M 1891
22.36%@10nM
218.34%@100n
4 | BX-57 Suc-DESR(CEEC)YFAHKDITW M 1999
-67.42%@10nM
46.94%@100nM
5 | BX-59 Fum-DEEEVYFAHOmDIIW 31a157@ionn | 1578
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-
6 | BX-69 | " v (v ©| Beso=33.230M | 2520
18)DITW
101.29%@1
5| mxo | Fum-DEEAVYFAHK(-VE-AEEA-AEEA-C 0 9(;@ 00n 2400
16)DITW 55.75%@10nM
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C -
8 | BX-71 12)DITW EC50=22.2nM | 2436
Suc-DEEAVYFAHK(-yE-AEEA-AEEA-O
: EC50=129.50M | 2552
9 | BX-74 DDA DITW C50=129.5n 55
10 | BX-76 Suc-DIR(EEAK)YFAHLDVIW EC50=505.70M | 1818
Fum-DEEAVYFAHK(CPAK-MPA-)DIIW
/s \
12 | BX-95 QNanowoﬂ BC50=23.980M | 2661
o) 0 /
MPA
13 | BX-99 Fum-D3R(EEAK)YFAHLDVIW 19.00nM 2547
14 | BX-56 Suc-DE#&(CEEC)YFAHLDIIW 120M 1984
|s | BX238 | Fum-DEEAVYFAHK(-AEEA-E-CI2)DVI | EC50=9.88nM | 2276
w
16 | BX229-Na | Fum-DEEAVYFAHK(-AEEA-yE-C12)D | EC50=7.22nM | 2276
VIW
7 | Bxons Fum-DEEAVYFAHI\(}é-AEEA-yE-C18)DH BC50=16.08nM | 2374
s | Bxona Fum-DEEAVYFAHI\(}é-AEEA-yE-C16)DH EC50=48.3nM | 2346
o | Bxons Fum-DEEAVYFAHI\()\E-AEEA-yE-C12)DH EC50=21nM | 2290
Fum-K(-AEEA-AEEA-yE-ODDA )EEAV | EC50=187.20M | 2547
20 | BX-253 YFAHLDITW
21 | Bxoss | Fum-DK(-AEEA-AEEA-yE-ODDA)EAV | ECS0=134.90M | 2533
) YFAHLDITW
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| Bx2ss (ODDA-yE-AEEA-AEEA-)DDEEAVYFA | EC50=53nM | 2550
) HLDIIW
T (ODDA-yE-AEEA-AEEA-)NH-C,H4-NH- | EC50=116.4nM | 2594
) Suc-DEEAVYFAHLDIIW
F 9 34 % ke M AT R ETB 24k 6h 76 4
> . DETAR% %
e B 7] ARBH | \w
k2 Tg’}é
e Fum-DEEAVYFAHK(-AEEA-AEEA-yE EC50=71.7n | 254
) -ODDA )DITW M 9
2 F'lzx' Fum-DEEAVYFAHKDITW ECS 032‘8&1 123
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C18)DII | EC50=71.48n | 252
3 | BX-69
W M 0
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C16)DII | EC50=31.21n | 249
4 | BX-70
W M 2
Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C12)DII | EC50=4.175n | 243
5 | BX-71
W M 6
Fum-DEEAVYFAHK(CPAK-MPA-)DIIW
o]
o EC50=22.13n | 266
6 | BX-95 [éNWH$ONo M |
0 (o]
MPA
EC50=8.51 1
7 | BX56 Suc-DEIR(CEEC)YFAHLDITW C50M8 >In 38
8 | BX23 Fum-DEEAVYFAHK(-AEEA-E-C12)DVIW EC50=46.5n | 227
8 M 6
9 | BX22 Fum-DEEAVYFAHK(-AEEA-yE-C12 )DVIW EC50=9.05n | 227
9-Na M 6
- EC50=79. 237
10 BX3 2 Fum-DEEAVYFAHK(-AEEA-yE-C18 )DIIW 0M79 8n 1
- EC50=12 234
11 BX422 Fum-DEEAVYFAHK(-AEEA-yE-C16 )DIIW €5 ?\4 On 2
- EC50=64. 22
12 BXS 22 Fum-DEEAVYFAHK(-AEEA-yE-C12 )DIIW €5 OM(’ 8n 09
BX-25 | Fum-K(-AEEA-AEEA-yE-ODDA )EEAVYFAHLD | EC50=60.2n | 254
13
3 W M 7
BX-25 | Fum-DK(-AEEA-AEEA-yE-ODDA )EAVYFAHLD | EC50=69.5n | 253
14
4 oW M 3
15 BX5'25 (ODDA-yE-AEEA-AEEA-)DDEEAVYFAHLDITW ECSO;{””” 2(5)5
16 | BX-25 | (ODDA-yE-AEEA-AEEA-)NH-C>Hs-NH-Suc-DEE | EC50=45.5n | 259
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| 6 | AVYFAHLDIIW | M | 4 ]
A 10 %5 R L oAk b LEHF
CEEE SN a3
Boc RT AP
DCM AT
DIEA —H AR TR
DMF N,N-= ¥ 3L ¥ Bl
MeOH i
ACN T
DIC SRR R
HOBt KA = @k
Fmoc » T RMAK
HBTU O-KH = k-9 T E RS 7B B
PYBOP X REBR R =k |- AR = ke )r Ak
OtBu -0-C(CHs);
Dde 1-(4,4-—F -2, 6-—FMARIKRT L) T4
Alloc M 7 B
Oall Mo 7 B
Resin #ERE
Trt ZRFHR
TFA = RBEBR
TIS ZFRA )R
Suc T R4
Fum S Btk
AEEA BT TRLTH
ODDA + N\g —BR
Orn B R Bk
Dab ZRATH]R
CI12 iR %
Cl16 AEARBE A
C18 A NG B
B KRBV B
SA L ALER Sorbic acid,
MA R, B-F5 B B8 trans,trans-Muconic Acid
2-Abu -2 TR
FA FT3482, Ferulic Acid
D %, DIREkFH—K. D2REFH 2K
h aN:
min i
saline A 38 2 K28
sham 1BF KB
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BX-229-Na,
BX229Na %, BX-22949 44 3 7 X,
BX229-Na
BX34. BX48.
BX225. BX229. %)% B FBX-34. BX-48. BX-225. BX-229. BX-238. BX-253.
BX238. BX253. BX-254. BX-255. BX-256%; 14445 F 8] a9t vA
BX254. BX255. ELS
BX256%
— ARV AT T A AT e, SRR P AT A T A, f)
4v BX229 ¥R F BX-229; e Liakildl,. S3RKIARZRCBRET X, e
LSBT G @ AT Ak A 4o BX-229-Na, BX229Na #E4X, & BX-229 ¢4k 2 K.
F 11 £ ZRXF) AR
%5 JRAt 4 AR I %
Fmoc-Trp(Boc)-Wang Resin
Fmoc-Ile-OH
Fmoc-Asp(OtBu)-OH
Fmoc-Leu-OH
Fmoc-His(Trt)-OH
Fmoc-Ala-OH
Fmoc-Phe-OH
Fmoc-Tyr(tBu)-OH
Fmoc-Val-OH
Fmoc-Glu(OtBu)-OH
Fmoc-Glu-OtBu

ol Pl IN=3 LR RN R RN RV e R S

T RAMN (L) AN E)

12 Fmoc-Glu(OAIl)-OH

13 Fmoc-Dab(Boc)-OH

14 Fmoc-Orn(Boc)-OH

15 Fmoc-Lys(Boc)-OH

16 Fmoc-Lys(Dde)-OH

17 Fmoc-Lys(Alloc)-OH

18 Fmoc-Cys(Trt)-OH

19 OtBu-Suc

20 OtBu-Fum

21 Fmoc-AEEA-OH

22 OtBu-ODDA

23 PCDNA3.1 AT AY IR (L) BREA RN
5 AL BIRARGY) B BRSSP BT R A RGK A S Tt 5 BLEA 37T b 7 35 W 4.

T @4 e RN, dt—FEERALN:

H&Hl: BX-34 R A S
1. BX-34 4948,
10 FREX 0.50g( 0.25mmol )& Fmoc-Trp(Boc)-Wang Resin T R AL 25 %, hju A DCM 10mL
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7K 10min, 3978, DMF 2% 2 5k, H7 25%%49 4-% £ 9k°2 /DMF (4k#=k ) R 30min,
FF Fmoc L H. 3435, /A DMF RiARAS 4 3%, DCM #hik 23, B =0, #
Bk &, #RIX Fmoc-Ile-OH ( lmmol, 4eq.) #» HBTU ( lmmol, 4eq.) , DMF %
f&, #aX DIEA (2mmol, 8eq.) » &35, AMIE P, TR (25°CH5°C) # 7
HEHRE 1h, 349, DMF. MeOH #2 DCM 4RK %k 3 i5, B ZBRAM, RIS £ &1
B, WA RE, RETAE. AN 25%0 4-F X9k /DMF (4R ) KR Fmoc 2
A. AR, Tk lle. Asp(OtBu). Lys(Dde). His(Trt). Ala. Phe. Tyr(tBu). Val.
Ala. Glu(OtBu). Glu(OtBu). Asp(OtBu)#=» OtBu-Fum #9184, MG, & KRG+ Ao
N 2%KABH/DMFE B, 10minx3 5%, VABLER Lys W44 49 Dde, R /51&K %4 AEEA.
AEEA. Glu-0-OtBu A & OtBu-ODDA. MKBII54h-F, Ao NFA4 Z % ( TFA: TIS:
H,0=95:2.5:2.5) 15mL, %i& (25°C+5°C) #LHER L 3h, Il R &, #EEMA Y&
TFA #ei& 2 K. 3. SRR, mAFUA TR T KB4 200mL, #h @&
S, B (5000rpmxSmin) , #l & EFR, R LA T RRT AR, Ak, B,
FELEF., RRHANATFIREP T 12h, B30, FRIKA Y 1%EKIEME,

ik, SR B SR, HE A C18-10-100, 30x250mm. ik: 25mL/min.

A #8: 0.1%TFA/7K, B#8: 0.1%TFA/90% TR /7K, 3 RBLATE ] B AR A dh 4h o,
Fooh JE>95%4% B ARSI 4o F, B K T Bar 55 R K E 40°C £ 4 R 3% 8 TR,
P A3 R 48 i R R A BR, R AT AL AT IR 48h, 133 B Ak odh. £
RS E, »TEEA ([MH3]P=850.8) .

2. BX-5 49455k,

AR BX34 o RFE, BHBIFLEOYE R, GRELET, 9T FEH
([M+1]'=1837.3) .

3. F-BX-5 #94-%,

A BX34 o mFTiE, B BRI A LS, ZHFELXE, >TFELEH
([M+2]2'=918) .

4. BX-7 494 5%,

AR BX-34 0946 Gk, 3R BAFILA MM S, BRELT, »FELEH
([M+1]*=1807.4) .

5. BX-8 #4946 5%,

A BX-34 095 M5k, 3R B AR LSS, 2R LT, ¥ FELH

([M+1]*=1792.1) .

6. BX-43 #546-m%,

AR BX-34 044 M F ik, 135 B iribboh s, BHFELEE, > F 5%
([M+1]*=1851.4) .

7. BX-45 #946 %,

AR BX-34 645 M F ik, 195 B iriboh s, BHELEE, > F 5%
([M+1]*=1893.2) .

8. BX-51 894k,

AR BX-34 9 m ATk, 135 B RIS LS, BRELL, > T EEH
([M+2]%=1268.5) .

9. BX-52 #4946,

AR BX-34 9 m ATk, 13 B RIS LS, BRELL, »>TFTEFEH
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([M+2]%=946.9) .
10. BX-33 #94-m%,

AR BX-34 094 R ik,

([M+1]'=1881.5) .
11. BX-54 444 m%

A BB BX-34 04946 7 ik,

([M+2]*=1306.2) .
12. BX-58 #44- A%

A B8 BX-34 04946 R F ik .

([M+17=1907.3) .
13. BX-59 #44&- A%

AR BX-34 895 R T iE,

([M+2]"=939.9) .
14. BX-60 4948,

AR BX-34 894 K7 ik,

([M+2]#*=1305.6) .
15. BX-61 #54-%,

AR BX-34 ¢4 6R 7 %,

([M+2]7=1270.4) .
16. BX-66 #546-m%,

AR BX-34 #9457 ik,

([M+2]%=1297.2) .
17. BX-67 844 8%

A BB BX-34 8947 ik,

([M+2]%=1283.3) .
18. BX-68 #54-%,

A BB BX-34 094 R 7 iE,

([M+2]%=1297.6) .
19. BX-69 #94-m%,

A BB BX-34 8945 R 7%,

([M+3]%'=841.1) .
20. BX-70 6454 5%

A BB BX-34 04946 R F ik,

([M+3]7=831.7) .
21. BX-71 854 R%,

A B8 BX-34 0446 R F ik .

([M+3]3=825.8) .
22. BX-72 444 A%

A BB BX-34 ¢ 5 R TiE,

([M+3]¥"=1653.4) .
23. BX-73 494 m%

AR BX-34 ¢4 4 K7 ik,

27

HE B AR S YU,

15 B AR S,

HE B AR S DG,

HE B AR S Y,

HE B IFES Y S,

FE3 B RS,

HE B AR S Y s,

1328 B AR b sh e,

HE B AR S Y Y,

HE B AR S YL,

2 B AR S Y,

HE B AR S Y H S,

HE B AR S S,

1$5) B AR

PCT/CN2024/089274

LR EER,

gk,

%RBER,

Y & S

R

GRS

SRR

SRR

Y S

BIR R,
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([M+2]>'=1066) .
24. BX-74 454 A%

AR BX-34 094 R ik,

([M+3]%'=851.6) .
25. BX-75 #4494 A%

A BB BX-34 04946 7 ik,

([M+3]7"=855.7) .
26. BX-78 844 A%,

A B8 BX-34 04946 R F ik .

([M+3]7"=847.1) .
27. BX-86 444 %,

AR BX-34 895 R T iE,

([M+3]%=850.8) .
28. BX-101 494 A%,

AR BX-34 894 K7 ik,

([M+3]"=846.3) .
29. BX-105 #5462,

AR BX-34 ¢4 6R 7 %,

([M+1]"=1848.2) .
30. BX-106 #546~m%,

AR BX-34 #9457 ik,

([M+1]*=1837.3) .
31. BX-107 #4945

A BB BX-34 8947 ik,

([M+3]%=860.7) .
32. BX-108 #9458

A BB BX-34 094 R 7 iE,

([M+3]%'=856.7) .
33. BX-109 #54-m%,

A BB BX-34 8945 R 7%,

([M+3]%'=856.3) .
34. BX-110 #44-5%

A BB BX-34 04946 R F ik,

([M+3]7=850.7) .
35. BX-111 4948

A B8 BX-34 0446 R F ik .

([M+1]*=1845.5) .
36. BX-112 t44-5%

A BB BX-34 ¢ 5 R TiE,

([M+1]"=1845.3) .
37. BX-229 494 A%

28

HE B AR S YU,

15 B AR S,

HE B AR S DG,

HE B AR S Y,

HE B IFES Y S,

FE3 B RS,

HE B AR S Y s,

1328 B AR b sh e,

HE B AR S Y Y,

HE B AR S YL,

2 B AR S Y,

HE B AR S Y H S,

HE B AR S S,

PCT/CN2024/089274

LR EER,

gk,

%RBER,

GRS

W
2Rk K R,

SRR

Y S

FREX0.50g( 0.25mmol )&g Fmoc-Trp(Boc)-Wang Resin T &R F %5 # , ’u A DCM 10mL
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7K 10min, 3978, DMF 2% 2 5k, H7 25%%49 4-% £ 9k°2 /DMF (4k#=k ) R 30min,
FF Fmoc L H. 3435, /A DMF RiARAS 4 3%, DCM #hik 23, B =0, #
Bk &, #RIX Fmoc-Ile-OH ( lmmol, 4eq.) #» HBTU ( lmmol, 4eq.) , DMF %
f&, #aX DIEA (2mmol, 8eq.) » &35, AMIE P, TR (25°CH5°C) # 7
HEHRE 1h, 349, DMF. MeOH #2 DCM 4RK %k 3 i5, B ZBRAM, RIS £ &1
B, WA RE, RETAE. AN 25%0 4-F X9k /DMF (4R ) KR Fmoc 2
A. RAMEIR, TR Val. Asp(OtBu). Lys(Dde). His(Trt). Ala. Phe. Tyr(tBu). Val.
Ala. Glu(OtBu). Glu(OtBu). Asp(OtBu)#=» OtBu-Fum #9184, MG, & KRG+ Ao
N 2%KABH/DMFE B, 10minx3 5%, VABLER Lys W44 49 Dde, R /51&K %4 AEEA.
Glu-a-OtBu "A & C12-OH. JKAASFh-T, A ATFRAZ B % ( TFA: TIS: H 0=95:2.5:2.5)
15mL, & (25°C+5°C) #itdF R AL 3h, fhh R &, #AEA % TFA ik 2 K,

. SFR AR, WMATRA PR T AL 200mL, HEE ERK, BN
(5000rpmx5min ) , & EF &, K A amNFRERT LA, Ak, B9, £ L#F,
TIRANA T FIREPFIR 12h, 3305, FHKA Y 1%E0KEM, TR, BR
) S Anshak, %) &42: C18-10-100, 30x250mm, #ik: 25mL/min, A 48: 0.1%TFA/
K, BAA: 0.1%TFA/90% /7K., B RBAIFE] B AR S shdn, H86/E>95%4)
B AR dhin 5o H, RKRR AR LML 40°C LA RERE TH, PR R
BB R H A BR, R AT AL AT IR 48h, 53] 8 ARbodh. BREEE,

o FEEA ([M-2]2=11373) .

38. BX-229 4k 444 &

F B #5269 BX-229 BMRIET 0.1N 49 A R8AAAKIZR (A 10 BE4 A RMN4HA)
b, B &R S. R &4E: C18-10-100, 30x250mm. Aik: 25mL/min. A #8:
K, BA: TH. EHERT R 15min, REHEIRPLIE = M Mh| &2 ESRBLT R,
F 85 >95%44 B ARSI o S5t B KRBk 5E R KA 40°C £ 4 B/E 7 TH,
P AR IR 48 B IR B4 A R EVIR . RB AL AT HUA AT IR 48h, 133 B ARibéd.

39. BX-238 #4948,

FRIX 0.50g( 0.25mmol )& Fmoc-Trp(Boc)-Wang Resin T R AL 25 %, hju A DCM 10mL
70K 10min, F57%, DMF #k 2 0k, 47 25%49 4-F £ 9k°2/DMF (4R ARk ) R 30min,
%M Fmoc A F. 4bJ%, /A DMF #uA#HAS 4 &, DCM #ik 2k, & ZBRARM], A5
ok ik &; ARIX Fmoc-Ile-OH ( lmmol, 4eq.) #» HBTU ( Immol. 4eq.) , DMF /&
f&, X DIEA (2mmol, 8eq.) , &4, mAMIEP, TE (25°C+5°C) # A
BB 1h, 347, DMF. MeOH #2 DCM &K %k 3 i5, B Z BRI, RIS £ &5
B, BRARE., RAETE. A 25%4) 4-F R Kk%/DMF (/R£21k) 4k Fmoc 2
H. RAMIR, T Val. Asp(OtBu). Lys(Dde). His(Trt). Ala. Phe. Tyr(tBu). Val.
Ala. Glu(OtBu). Glu(OtBu). Asp(OtBu)#= OtBu-Fum #9184, MG, & KRG+ Ao
N 2%7KABE/DMF R L, 10minx3 &, vABLI Lys M4%69 Dde, K /G1RK % & AEEA.
Glu(OtBu)»A & C12-OH. MAAdb-F, A T4 2 %% (TEA: TIS: H.0=95:2.5:2.5)
15mL, & (25°C+5°C) #itdFH R AL 3h, fhh RE &, #AEA V% TFA ik 2 K,
. SOFR AR, WMATRA PR T AL 200mL, HEEERE, BN
(5000rpmx5min) , -k L& &, R AN AR T REL, Wk, ., FEEF.
TRANA T FIRE T FIE 12h, F2045, JMKA Y 1%R0KEM, Tk, kR
) S Anghab, %) &A2: C18-10-100, 30x250mm, #ik: 25mL/min, A 48: 0.1%TFA/
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K, BAE: 0.1%TFA/90% LA /7K, #E RBLvA T 3] B drte b dhshdt, H4 452 >95%4)
B ARfLodhin o o3t, MR RRREE R LA 40°C LA RERE Ty, FTFR% R
PR AAF R BER, KRB AT AL ATIR A8h, 133 B ixbsdh. gL,
»FEFEH ([M-2]"=1136.8) .

40. BX-76 494654,

AP8 BX-34 B9 6 R F k. ZAREMGESR. RARP T, QRAAEF A 0.3 &
Ty = KA e 12 BF MR AN DCM AR, FiB (25°C+5°C) R 2h, vA
BLFR Glu M4k oY b 7 Be A= Lys M4 69 o B 2. 98, A DCM =5 % 5 &, DMF
%3k, A2 HE4 PYBOP. 2 4¥4) HOBt A& 4 3 &¢) DIEA, DMF 2%, £
B (25°C+5°C) RAL Sh, FhiE, DMF # 3 i, DCM %3 &, B ZF4an, 4R R
BARZA, TAEA—K, ZEAR BX-34 W7k, #tATR MR, 53 8 irs
Whae, ZRESEE, ST FEHA (MH2]2'=910) .

41. BX-48 #94-m%,

A BX-76 A m 7k, FEH b Medn, ZRBET, T E2EH
([M+2]>=917.5) .

42. BX-49 4945 5%,

A BX-76 967k, BB RS, ZRELT, »TELH
([M+2]>=903.2) .

43. BX-50 494 %,

A BX-76 967k, BB RS, ZREET, »TELH
([M+2]**=939) .

44. BX-62 494 M,

A BX-76 967k, FR B RS, ZREELT, »TEFLH
([M+2]*=952.9) .

45. BX-63 4945 8k,

AR BX-76 496 mF ik, 33| B Aato b, LRk
([M+2]*=902.9) .

46. BX-64 494 M,

AR BX-76 95 MF ik, FEEMFLOhs, BRELET, »FEEHA
([M+2]*=901.9) .

47. BX-65 494 A,

AR BX-76 96 MF ik, B AL MESD, BRELET, #FEEHA
([M+2]*=908.2) .

48. BX-77 494~ 5&,

AR BX-76 94 M F ik, B3 B oMb, ZRE%EA
([M+2]>'=1282.8) .

49. BX-79 494~ 5&,

AR BX-76 95 MRF ik, 155 B b, ZRE%
([M+2]>=1276.4) .

50. BX-100 #94- A%

AR BX-76 896 Mm%k, F3 B iRk, BRELR
([M+2]*=1274.7) .

W%

w5

., T EEH

P

P
&
&
e
=
S

b

>

o5
P

e HFEEM

P
&
&
fae
F
el

)
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51. BX-103 #94&-a%,

AR BX-76 95 R F ik, B BRSO HE S, BRELE, 4 FFEH
([M+2]>'=1281.6) .

52. BX-104 #94 %,

AR BX-76 96 MF ik, BB RO hS, BRELET, »FEEA
([M+2]*'=1268.4) .

53. BX-99 #94m&,

AR BX-76 95 MF ik, BB RO MLS, BRELET, ¥ FEEHA
([M+2]>=959.3) .

54. BX-102 #94-5%,

AR BX-76 95 M F ik, B AR MES, BRELET, ¥ FEEA
([M+2]>=915.5) .

55. BX-56 #9465,

AR BX-34 06 R ik, TAREFN SR, GIKAE P N 5 % -F69aed DMF
Bk, i (25°CE5°C) RAL 6h, VALY Cys Mgk e tRdp &K Tre, R atasb4TRAL, Fh
7%, DMF # 6 #&, DCM % 3 &, TH. A8 BX-34 696 M7k, RAg, sk, 73]
H Ao dhsban, ZRELET, 5T FEH ([MH2]27=993.2) .

56. BX-57 #94m%,

AR BX-56 bRk, BR BRSO YESG, ZRELT, 4T ELH
([M+2]>*=1000.4) .

57. BX-95 494 A%,

AR BX-34 095 m 5k, 135 24K, BIAE, AR BX34 490K Tk, 153
CPAK 4Lk, ¥ =% B 3T 50%49 LA KERY, Z KA pHIAE 89, T8
(25°C+5°C) R L ZE %A, AR BX-34 697 %, ik, 123 B ipbbdhse i, 2%
R, T EFLEHA ([M+3]=850.5) .

LA B RAFAETBZARE M ik
293T-17 458430 65 74T 6 3L, 37°C, 5% CO»3%4cda PRt s,

544 A ETB 24k & B 09 5 B4k PCDNA3.1-hETB, £3L4 % 2.5ug Mite, sh4pis
I 48h, EHADMB TR MA KR ETLNG, MBI T Lot A
ETB A& 697 40 & K A Cisbio Bioassays #9 IP-One Gq X7l &, JAXH & ¥ 49 Stim
Buffer &% 28/, 45400 &N 96 LMK, BAILe A TuL e Em (43 7%
mAR ) , FrEiRiked Bk (AR B &) BT % IK) Arakkst B % Ik IRL1620 /A
Stim B /8 A 2x693KZ, Am TuL F Bk fFnlsmped, P bt BB 3LAe Tul N PBS JAR
F Eikmpe P, TRLIG20 A ARt % Ak, 45T 37°Camfeis kM P4 lh, &
MIL. FAPERT BB 3L, PBS *f R 3LA& A A0 3uL IPL d2 T 4F#& 42 3uL IP1 Tb cryptotate
Antibody TAER., 3B K TR (25°C£5°C) YA Lh, FFHEH, & IDS B
LR KL A 665nm Fo 620nm AL, T HEEANILARF UKL AHE T o, B

(665nm 12 5/620nm 135 )x10* A8 . H IR T A A AN Z 49 665nm 13 5/620nm
125 $AB 04 P 39484 FL. B SR L Fab st B8 % IRL1620 M 49 665nm 13 5/620nm 12
5 AR 3918.H F2, PBS MR 49 665nm 13 5/620nm 155 A8 -F 39484 T1.
&M % B S AR 2t T PR bt B AR R IRL1620 4975 8 o kb= (F1-T1) x100/ (F2-T1).
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hETB 4 %] (NCBI &% %: NM 000115.5) .

EHF2: % RFTAETAZ ARG EEM
293T-17 @5 8430 65 74T 6 3L, 37°C, 5% CO»3%4cda P g kit s,
5 e A N ETA 24 B 09 £ 35 B4k PCDNA3.I-hETA, #3043 2.5ug Mids, 44tz
# 48h, ERAEIME TR M0 E XL ERIE, BN L4k, adst A
ETA %4k 897% ) & % A Cisbio Bioassays #9 IP-One Gq iX# &, X7 &P 4 Stim
Buffer &% 20, 500 &k 96 LM, FAILIeN TuL e Eik (43 %
mAL) . AFEMRIHERG S AR (REAH EBHF S IK) Aralst g S IRARN R Z
ET1 Ji Stim B /% 4 2x 09K JL, Ao TuL T L2 ml 4m e, I 4 f BB 3LA 7uL N PBS
mkR T ERmpe P, AN K ZE ETL ( ETI:CSCSSLMDKECVYFCHLDITW
(C1-C15,C3-C11)) SEQID No.85 1 h Fatkst B8 % Bk, #ArTF 37°CH#) tm s Fc 48 P 1%
% 1h. A&wIL. FaldstRBIL. PBS & B ILAf e 3uL IP1 d2 TAE & A4 3uL IP1 Tb
cryptotate Antibody TAE& . 348K TR (25°C+5°C) 48 Lh, FTRES, £ IDS
BARAC_E M 2B A 665nm A 620nm A8, i H A ILZ IR A SRR SHE S hg e
&, PP (665nm 125/620nm 135 ) x10* 48, 452 REFHRAEARR A 49 665nm 15
F/620nm 13 5 4B 69T 3948 h F3. B S RZ A B AN K& ET1 M A4 665nm
155 /620nm 135 $A4-F 349145 FS, PBS FA M BT 49 665nm 13 5/620nm 13 5 4
8P 359484 T3. AN % KA so ARt F e st B AR &b ET1 #97& 48 2 Fe=(F3-T3 )x 100/
(F5-T3) (L% 6) . hETA /&%) (NCBI A% %5: L06622.1)

FHH3: B KRS AETBZARERECSORZ (L&, B1~7)
293T-17 tmfe & B 430 65 T 46T 6 3L, 37°C, 5% CO23E3c4A PRt R,

A A ETB AR E 89 & A 84Kk PCDNA3.1-hETB, #3043 2.5ug 4, 441
F48h, ERABME TR MR AGERIE, MEIBHILATE, Lot A
ETB Ak )€ KA Cisbio Bioassays 49 IP-One Gq X7 &, A X75] &+ 49 Stim
Buffer &% 4. 54 & ho N 96 LM, EANIUeA TuL @i dii (43 %
m@Ie ) , AFRE G B Ik (RA B &I 00 2 Ik) A A Stim B #4411 ANRE
W, T S IKEAREASE D Stim B IS A 2x49KE, A TuL F Lk tFn) sm e
P, MR ILAe TULPBS sk T Lk mitd . 4R T 37°Cey miiiE A F M Lh,
o 3L . FB o b BB 3LA K K & ET1  ( ETL:CSCSSLMDKECVYFCHLDIIW
(C1-C15,C3-Cl11)) . PBS sf BB 3L&7An 3uL TP1 d2 LAE#& A Fo 3uL IP1 Tb cryptotate
Antibody TAE/&. 3B EE (25°C+5°C) 1ER 1h. FHFHREH, &£ IDS BEFL
LR R KR A 665nm A= 620nm FAA. T HE AL AR AR E AHE 5 ek E, B
(665nm 13 5/620nm 43 -5 )x 10* F/8 . 7R Bl R L TF AFRIAE AR A 49 665nm 13 %5/620nm
155 HAR 0T340 H F. vA FAAA AR, vA B RRIRELAG TS M AL 4, )81,
RASEWY FEMESE R B, T H % KA ETB /R 69 ECS50 8. 5 —FFdb &
w75 ik, R M) | P a7 ik et SR B IR AN IR EARRT T R RBAR su AL R
F BTl 6980F &, VOUE R AN AR, A S ORI SUA A A 47, LH 8 H,
KA ASEW T EA A R WL, T S kst A ETB &4K4) EC50 4.,
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FHA4: BT K EETBZARERECS0RZ (JLKS)

kR E A 3, 4R AR AHAES KR ETB 24K R & & KK
PCDNA3.1-RETB. i+ 5 /23| % Bkaf X R ETB %4k ¢4 EC50 14 (H 11~13) . X X ETB
ZAAF) (NCBI B %5 : X57764.1)

FHH5: Bt RETBZAREHECSONZ (JLK9)

kBl E A 3, A4 E R A AR ETB 2 4K R 8 & KK
PCDNA3.1-mETB., 3t 513%] % kst s &, ETB 4549 BEC50 14 (B 14. 15) . A&
ETB /%] (NCBI &% 5: NM_001276296)

FH#H6: B KT KRETBZAKEHECSORZ (LKT)

Tk B FA ) 3, s Rk h 4 K ETB %K K B 84 & X B/K PCDNA3.1-DETB.
i+ H153] % kb K ETB 4k é9 EC50 14 (B 8~10) . KRAKEZWRB A7 (NCBI
AFEE: NM 001010943.2)

FHH17: 3 KRBX-345FdMACOAER s & i 3f A 12 & 69 %ok

XM RE A H S5 H 509 BX-34,

R C57BL/6 HelE 8 Bl#h R, AWK E Y 3D, 84 A FARKRE T4
DRRKBEEEPHF I, K 2em, B FRAKBLAADUT 835 R A A 7 M I A
IR, AT AR E R, LEMMTEAERKRELS DRERELE FHRE
£ (3mmx1.5mm) ; 45 TFR2) AN KIS P hAkiEss, B 11 5280445 P h ks 4L,
B0t 4 B H 453U MA B ik, FARE DR AL AME AR, 1A hE bk
MR BMR WEARR, TABA LW IR, KBRS Y AMACO | BN AL
5] 7. 14. 42ug/Kg 69 BX-34 k452540, 5. 10pg/Kg IRL1620 $:k 452540 % 10ug/Kg
IRL1620 Z k42540 B 4 18 hokat B840, ok shin FEAEE |h BBIkAH, =k
3545 %) T2455 Lh. 3h. Sh B# k42, T4 %5 24h, 48h. 7D 23 B AR E
R o A PRI . AT AR F N ROL 3k 2 5 B9t H e R 3k W
A R AR RGP A, VARG 55 24h. 48h. 7D 494 i AL
VE NP8 5 BARE A I A B A B AT B it . R ILE 16,

2R T, £ AMCAO AR R 384T 42ug/kg 49 BX-34 /5 24h. 48h #» 7D,
i Sh AR IR B 5 A SR KA ARIL I R M e, @ IRL1620 b Sugkg 442 .
10pg/kg R 42, 3 10ugkg ZRAH 5 AL RKBANLI I AL EFEZR, FRE
T 42pg/kg 49 BX-34( 248 HF 5 10ug/Kg IRL1620 Z R LA NEHTAHRERAE)
B ER T IMCAO | RISk 1%, B3 | SR Bk,

FHB8: B ARGF RN Z

KRB P H) % Ik (F-BX-5. BX-34. BX-48. BX-76. BX-86. BX-69. BX-70.
BX-71. BX-56. BX-225. BX-238. BX-229. BX-253) w K& U4 & 1413,

S0 R AR R AT ik & 12 AL (VA BX-34 A1) 24+ 3 R CS57TBL/6
R 60ug/mL, B R FEH 200uL, E4 48 Imin, Smin, 15min, 30min R,
Kt 5 B Ao N @ Bl F) L 3200tpm, 4 £ B8 10min, BB A N 2 43R4 44
LRI & @ /5 10000rpm B8 Smin, 0.22um JEHiEEE, LRABEALSZEN, &
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PEAT BB 2 db AuAe ] 25 sb 0 AR AR L 2R R, RF S B ANRTIR) BAG 3 AN
AR, R AST G R iR Ea B AEA R,
A 12 % R4y F Z ISR

teethé%h 5 RSB R F ¥ 3% H(min) AUCst 0-30 min (ng.h/mL)

IRL1620 0.48 mpk <2.6 130
F-BX-5 0.96 mpk <3 127
BX-34 0.48 mpk 63 7736
BX-48 0.48 mpk 3.9 757
BX-76 0.96 mpk 3.6 250
BX-86 0.96 mpk 63 1146
BX-69 0.96 mpk 30 1611
BX-70 0.96 mpk 41 1701
BX-71 0.96 mpk 23 2049
BX-56 [ mpk 8.9 1376
BX-225 1 mpk 37 4981
BX-238 1 mpk 53 2302
BX-229 1 mpk 77 3393
BX-253 I mpk 63 3989
BB A S

LB A5 Agilent InfinityLab LC/MSD 1260-G6125C
€,3&4x: Poroshell 120 SB-CI8  4.6*100mm, 2.7um

FEHAE A 0.1% F BR-AZ 4hK A B: 0.1% ¥ 82- L
AR E:
B+ 18] (min) A48 B 48 ik
0 90% 10% 0.4mL/min
18 0 100% 0.4mL/min
20 0 100% 0.4mL/min

AR 45°C; #AEE: 20pl;

BT R: BSL, FMRFIBA: 350°C; FIRBAF: 12L/min; FALE T 45psi;
£.4m% @A 4000V,

AFMER: SIM; A WA 135v; /3898 0E: 200ms.

LH#A419: % KBX34. BX483pMACOAER X SARA 253k

ST AR BB 01517349 BX34. BX48 (BHT8RE, AR ER
FFLH) .

KA HeE SD KR, 280-300g. EE AR E Y 3D, THASMRE T RA &AL
BAT R P AR A BB L B ft s dn . it B T2 ey PEMe, BT &Ko,
HREAE LI, FIDRFT A Ik, AT IS TN ARG 4.0 24 R
Ktk, BERRLIMEA (~20mm) , EAKEFHRAE, RFRADLRG LR
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{5, VARV By bbb gk o 09 K AARAY . FEAE R A0 K R A 448 BH (AR
HK) 10 R, Tug/Kg #9 BX-34 10 R, 5ug/Kg 49 BX-48 28 10 R, 5ug/Kg #9 IRL1620
010 R, 23 FEHEE 2h. 4h, 6h &7 1R, X2k, ELAHTNARLHE
24h. 3D. 7D RE ALAIF) . LA AL B G 24h F2 7D uﬁ%fw VX A R AR AR
MK, FEMMRITROT R . FoI&AL, VA 24h Fo 7D 0 S L AT M AAAANE A 2 AT IS AR,
R IR BRI E 7 kd T B REAESRGMABRMK L (29%29cm, WG+ 0
3em?) 2min, CRFAFTILAN RS I K49 R AR AR B AR LT H, % RAEIE= (7]
BUERR T3 BRI 40) <100, 474 F R4 R LA 13, i 14 ﬁn%\ 15.

BRI T, B4 zaéﬂ 3D Ae 7D FE#MGR. I A MR LE RAFT ALK, B4
WHKBA AR IKE, 25 TD A HMRINEIRT i A ¥ HKEIK, BX-34 o
BX-48 ) ER44EH \bb&ﬂ& T A 32 K4 IRL1620 #2548,

& 13 I AHMT R

M) 24h/pre 3D/pre 7D/pre

1-1IRL1620-5pg/Kg-3Time 47%E27% 57%+11% 61%+13%

2-BX34-7pg/Kg-3Time 40%=+24% 63%=* 14% 67%=+ 19%

4-saline-3Time 38%+22% 54%=+17% 56%+23%

5-BX48-5ug/Kg-3Time 47%+23% 60%+7% 66%+22%

F 14 s R
pudapii 240 (%) TD/RT (%)

i I i) s 3 HAEm I s b85S HFEm

1-IRL1620-5pg/Kg-3Time  59.43%+71.65% 57.24%+70.27% 55.14%+76.29% 64.06%27. 89% 60.63%+ 34. 62% 45.93%+43. §2%|
2-BX34-7ug/Kg-3Time  38.34%:-38, 08% 39.09%+35. 03% 28.25%+44. 00% 65.5%+29. 94% 62.27%34.12% 49.60% 149, 48%)
4-saline-3Time 17.06%%22, 65% 23.76%+14. 01% 6.99%+10.61% 43.52%+25. 05% 47.64%+ 10, 12% 21 42%+ 16, 99%|
5-BX48-5pg/Kg-3Time _ 23.79% 27, 04% 47.16%+30. 98% 16.15%+22.62% 81.64% + 10. 87% 76.52%+ 13. 55% 64.97%+ 19. 43%

RS REREERME R

EEMEIRSH BIMELE 24hFi9E D1
1-IRL1620-5pg/Kg-3Time 1%22% 14.2%+17. 61% 4.3%+3.14%
2-BX34-7pg/Kg-3Time 1%%1% 10.64%+ 15. 53% 3.46%+ 2. 92%
4-saline-3Time 0.78%0.72% 13.88%+17. 10% 5.18%+ 5. 74%
5-BX48-5pg/Kg-3Time 1.11%30.95% 10.89%+ 10. 53% 2.24%+3. 1%

3#4]10: TRL1620. BX225. BX229. BX238. BX253. BX254. BX255. BX256
% IS &R ERMT AR
Ak 2 }i-@: MR, Ml SD KR, AR E 200-230g, £ 45 § JCE % 480pg/Kg

z 30ug/Kg Z R, MBHFIZIRATL %, EHNIHLY, L4 EU0K 24h, X
% BHFFRIKEIT, BRI HF) 324K, m%m%?xkﬁ\éﬁﬁ W BT For 8,

h%,ﬂﬁkm%twm%fﬁamf%J% Bt K ERBARTHRE, T
FE S REWFEMG R, BRERALE T, KR AL IRLI620. BX225. BX229.
BX238. BX253. BX254. BX255 8 Kt #2230 4 30ug/Ke. 30ug/Kg. 60pg/Kg.
30ug/Kg. 480pg/Kg. 120ug/Kg. 120pg/kg, BX225. BX229. BX238. BX253. BX254.
BX255 % Bkiz 4t SD X 849 & K A% 7 F4FF TRL1620, BX253 #2444 21 &4
& (& 16) .
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% 16: IRL1620. BX225. BX229. BX238. BX253. BX254. BX255. BX256 ##lk

e
wihth

YIRS &Y FRRENIE HPIRSWECR

1 IRL1620 120ug/Kg SRS REEAE, ot

2 IRL1620 60ug/Kg 3NEPITIR AR, SAMIET

3 IRL1620 30ug/Kg 13DFIEIREE, 0MHAER), 1S/hKRE

4 IRL1620 30pg/Kg 155 SR, 25N ARER), 15/hFRE

5 IRL1620 30ug/Kg 255 8hAENARED, 15/\HAER), FTRAERWEILT (EHHEREET)

1 BX238 240pg/Kg S5-6GHIER IR, OGP A EREE, 115390581

2 BX238 120ug/Kg Seh FERAER, 14509 ERBRERA S, 160

3 BX238 60pg/Kg 40-453RFI AR, LNEIET

4 BX238 30ug/Kg SO, 12hWAZD), FZXERUEELRT (HTaREET)

5 BX238 30ug/Kg SIS ANER, 12hNAER, EZRERVUFEELRT ((EHEREET)

1 BX255 480ug/Kg “BEBNMBREE, BEF9NMIT

2 BX255 360ug/Kg AT RE, BHF2595ET

3 BX255 240ug/Kg BAEBHTHWLAABRE, 2709, BAEF4959ET

4 BX255 240pg/Kg BTWRAAT LA AR R, 270, BAE439ET

5 BX255 120pg/Kg VNS FPEERERRRR, 2N FEREE IR, # - RNERERIFKE

6 BX255 120ug/Kg 9N ARERy, VNR1044hiE

7 BX255 120pg/Kg 9N ENARER, L1009

8 BX255 120pg/Kg 12536h8EN, A=), 1THMRESERRS, BEEILNENYERE, BoMEES
9 BX255 120ug/Kg 179 eh PR AN, 1I0MEARELS, B ENYHREs, 2809 TRE
1 BX225 240pg/Kg AR, SOFhRER, TOOPERBRREE, 1299hsET

2 BX225 120ug/Kg 2RI AR, 25DMEMI RS, REERGE, WIRATEE, 15\ EALEH

3 BX225 120pg/Kg 108N AR ER, RGRSE, WIRNElE, HEREHEL NN, U105 B AL H
4 BX225 120ug/Kg 275y IS SNIENR, BMbARE), 40EhEIR ERESET

5 BX225 120ug/Kg 254 6P IS SO, EMtbARE), 3240GheFIR EREFET

6 BX225 60pg/Kg TR, AZR), 1098MRETER, BB ERTE. B0 EEE

7 BX225 60pg/Kg 7ol AER), 1008PRESER, BRSNS, 35S, 7009 T
8 BX225 30ug/Kg ME2ANHEHERE

9 BX225 30ug/Kg M2\ EFE R E

10 BX225 30ug/Kg MELANHEFERE

11 BX225 30ug/Kg MEL2ANHERE 7

12 BX225 30ug/Kg XE24/ N\ IR B 7%

13 BX225 30ug/Kg ME24NH TR R E

1 BX253 240ug/Kg FRE

2 BX253 480ua/Kg TR

3 BX253 480ug/Kg TRE

4 BX253 480ug/Kg ERE

5 BX253 480ug/Kg EFE

6 BX253 480ug/Kg ERE

1 BX254 240ug/Kg THEBRE

2 BX254 240pg/Kg BAFISHMTRER, MRS, WRIlE, MBSk ERERT, SHEE009ET
3 BX254 240pg/Kg SBAFUANNERERE, mkEE TRTH, ABE2LSSERMGIEET

4 BX254 480ug/Kg AT AR E, BTIFMET

5 BX254 360pg/Kg HKAFINNBELRE, HHF6HHET

1 BX256 240ug/Kg BEFLI6SMHTFRARE, MECREE, WE SBFTOMET

2 BX256 240ug/Kg HAFISHTFRER, NRAEASE, MEETH, SHE21S9UFET

1 BX229 60ug/Kg VN ATHERY, UMNERSE 1009MEREER

2 BX229 60ug/Kg VNSRTHERE, UNSIERSRE, 10095 KEER

3 BX229 120ug/Kg BTEE26ET, B EESWY, S

4 BX229 120ug/Kg B[WF0NHET, BEAERSMY, S

5 BX229 90ug/Kg BAWFLNTET

6 BX229 90ug/Kg LTG5 TNEIFIR AR, 2509MRE, AEF)

7 BX229 90ug/Kg ABUNTEFRER, BREE 009 EHHRE

8 BX229 90ug/Kg MTASHEETIRALE, 5. 2590MEIRE

9 BX229 90ug/Kg BN FIETIRELR, BSOS T

10 BX229 90ug/Kg BAHAIDFETERAR, 3009EKE

F#4)11: TRL1620. BX229. BX238% k& T4 3% &1 EMnFHE

KTt 2 et ibP, it SD XA, /kE 200-230g, 4258 H 2 60ug/Ke
% 960ug/Kg Z 1), K F4HENKA8h, MFNREK A ERR L ARTHL, %
HFRBATH B A ARAEARTOHE. BERXIAREALTHNE, T HE SRS
MEEG KD, TRERDLTERLT, bAFLERTL, BX229 2 RA T4 H &M
Ak F IRL1620,
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# 17: IRL1620. BX229. BX238 % kX FT4-#% &AM F AR

NPHE TP B TREHIE ARSI DR

1IRL1620 60g/Kg HHE2MFRAE, 15DWERE

2 IRL1620 60ug/Kg LT MFR AR, 16 ERE

3 IRL1620 60ug/Kg BAHFBHWFRAR, 152MERE

1 IRL1620 60ug/Kg LHEINMFRBE, 17TAHERE

5 IRL1620 601.9/Kg SHREBDMFRARE, 1670 ERE

6 IRL1620 120ug/Kg SLHFXNMITRE(E, FE23NWEILT
7 IRL1620 120ug/Kg LN MTFRAE, S0 MEEHRR
8 IRL1620 120ug/Kg BABDWTRAE, FHE6HMELT
2 IRL1620 120pg/Kg LHE2BDMFRIE, S0 MEETRE
10 IRL1620 120ug/Kg BAEBTHWIFRARE, S02MEFFRE
1 BX229-Na 120ug/Kg IEL24/)\AY T IR R

2 BX229-Na 120ug/Kg SREL24/)\AY To R B R

3 BX229-Na 240ug/Kg e N TR RE RN

4 BX229-Na 240ug/Kg TRE248/ N\t AR 7 RV

5 BX229-Na 480ug/Kg g4 N TR RE R

6 BX229-Na 180ug/Kg SR8/ \AF TC R B 5 SR

7 BX229-Na 9601g/Kg 2NHATBERS. 2NE105$H3ET

8 BX229-Na 960ug/Kg 248\ TC A B 5 SR

8 BX229 Na 960ug/Kg RG4S/ NAF RSB T H R
10 BX229-Na 960ug/Kg RIS NS TR R RE R
11 BX229-Na 960ug/Kg NEL4s8/\H TR B FH R

1 BX238-Na 240ug/Kg LR8N T I B R TR

2 BX238-Na 240ug/Kg RG4S/ NAS Te M S 5 AR

3 BX238-Na 360ug/Kg LA N TR B RE R

4 BX238-Na 360pa/Kg SRER48/\AY TC AR B 57 F R <

5 BX23B-Na 480pg/Kg LUFEONWTFRRE T=), AEF2NHIKE.
6 BX238 Na 480ug/Kg B[AHBFADITHFRIL, SHF6DWIEL.
7 BX238-Na 480ug/Kg HHE100MTRE(E, HHFITHMILT.
8 BX238-Na 480uy/Ky LHFNMITRER, =R, HHEVNIKE.
9 BX238-Na 480ug/Kg BAEF0NWIFRAE, LB25E50 T,

FLH#A4)12: IRL1620. BX225. BX2293% Ak #55ke 2533 SD X &t /% 69 %R

ZAREh A KA H &)%) 1349 IRL1620. BX225. BX229

SD #etd Xk Rl F RIS, M &EL, LHFEFF, REAF, 477
DBV R AAREEAL, REENLARR IR E A 1.2, ol ket R A0
PR MU AL IR E A 2mL, "FRIRE A 90 K /min, "FRILA 11 2; “FRAH A5%E
AT, FEMREER KRR AL P,

TFHFEDEFTHERE I RANZ M, SERER—H L5 BHIKET &
B, H—R5HEEA ImL M ENFRERR N EE, FENSPERFHARFENE
FE K, R AR AEASIE R R, HhEATAAM TR, BRFEARY
KN T — st BT v R B KR AME MK, ME T SHITRE, O
wATE S, MEMT AL EPRQSRETIT 12 Xobhoyo T, FHFEAEEEKRY
ARG AT 6 0 FH B E, KT RS AT Mah; A A5 5HEREF
SAT BRI RIS db i dn B TR E BRI it E 4, T LA R I
KA EHAE, FASh A TFRE G, BAPIRA 2 F RS R S kR AL,
TRL1620 25 %] % 5Sug/Kg. BX34 425 7] & 42ug/kg, BX229 4% %% 6.6ug/Kg.

2RI, Sug/Kg IRL620. 42ug/Kg BX34. 6.6ug/Kg BX229 % kst K dn A7
— X Bh, eSlAL R AFEIR, Sug/Kg IRL620 425 /& 48 5] A2 K R o /B bk B4 b 0 %
1%, 2min A AR AR, o R K RS B h A K o R 4 16.1%+2.4%, 42ug/Kg
BX34. 6.6ug/Kg BX229 3t K S dn/E 4G mmii h T4, m/ELIZIEIK, 20-35 4P &2
MR B Ik B, o R 5 K PSR 2 40 7 2 BR SRt /R 49 9.5%+1.7%F= 17.0%+2.0%.

(% 18)
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% 18 1IRL1620. BX34. BX229 % fk#hk#s 283t SD kX & /% 64 3R

B (AR IRL1620(5pg/Kg) BX34(42pg/Kg) | BX229(6.6ug/Kg)
Ao R IR IR 45 R B 4
16.1%+2.4% 9.5%+1.7% 17.0%%2.0%
Fedg iR K4 (n=3)
MR 2R, oo B P B B K
DT 2 oAb 20-35 o4 20-30 A4
JE 4 0 18]

F#413: BX229-Na— & Z k4255t S tMCAO AR 49 25 3
ZIXEHM . AL H S H AT 09 BX-229
5 ek C57/6] R S1 R, 10-12 Bk, 1KF 25-30g, FBAT, 4R E D 2D wAE
JLIREE (#FNAE) . 2 tMCAO ) BARE, /N SR A FLLAREE, ARE by f2ig 2idn
H), M RAKR TR E 3720.5°C. AT LR EMEF I, Hd
MBI R, BT S WA REE AN RATAEMNRET AH. FHRLEPNO B
M R EFER(CCA). RN BR(BECA)F3R 1 ) B(ICA). 1R4% Longa #9 7% % (Longa et
10 al, 1989), @idFsMFh Ak F R NRRIA B L&A (FHRE, RKALR
0.22mm-0.23mm, MSMC23B120PK50) , JFifiid 20 A Sh Ak 12 36 KA ) Bkeg AL
R dEEt, A T AR KR P S BRAG T AL AR T FLBT, R AE R PR AR B A U ] BT A
b Shdp o Bt GREATE, MR 40-60% ) , 2B E 45min
i, Ao s, R TEH ImL37°CRARLENK, RE TP LEEZHRE., A
15 TRERESA, IRBERBLEA N R TIRMR 2T,
F 22 AL AR F 09 C57 IMCAO /) RUMALS 348, 4 78 2 /K48 . 30pug/Kg 49 BX229-Na
3h40. 100pg/Kg 49 BX229-Na #2540, Z4A5 5| TAKE 4.5h SMA FLAH 1 R
(D1) , D3 #= D6 AR B 7] S A0 SRAL B B85 —k . AR FZI e 2 LA 19,
BF AR 6 R, 3% 2mL/kg LK T 244525, 255 7D Fo 14D %, Garcia JH 3% 4.
20 14D RE, PREFRE, RAELMBMAL, RIREFE, ELISA 675 kibn &
F %48 VEGF-A 4= BDNF & @ +7 &89 %1k,
219 FHBHmALGFE

AR
t-MCAO ik 3
i KEF CPD (mL/kg SHME
23 (pg/kg)
4 6 BFARK ALK - 2 DI:tMCAO B &5 4.5h
1 15 tMCAO 432K - 2 MEALET 2 528, D3
2 15 tMCAO  BX229 30 2 #0 D6: 1B D1 A0 B B

3 15 tMCAO BX229 100 2 ] 5 AL S | R

s R I T, A 7D Garcia JH-15 479F 545 R a7, 1RF R4 Fo 4 38 H K7 2 F
1848 7D W4 H B F £ F, BX229-30pug/Kg Fo BX229-100pug/Kg 425 48 491 445 R 4F
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FARE KM, H—EHF BRI E, BX229-100ug/Kg #2548 Garcia JH-15 4%
B A K | 4. A 14D Garcia JH-15 23 F & R o#7, BT Repfo 4 38
HhARIEF 3T ERLA 14D 5 A B F £ %, BX229-30ug/Kg 2 BX229-100ug/Kg 4 24044
W RAFF AR KL, FHBIRB K A, BX229-100ug/Kg %240 Garcia JH-15
5 oo AR RAAILE 2% £/ (P<0.05). B 3244 33

4% R 27, BX229Na-30ug/Kg =K #2540, BX229Na-100ug/Kg = K 425 41
VEGF-A 42 BDNF & @ ) &k $43 4 38 3K AR — 248 5, BX229Na-100ug/Kg
ZR%#H4 VEGF-A RO WAL T3 TRF AL, AR L REMLATRE L5 (B
34, B35, &20. &21) . BX229Na-100ug/Kg =7k %2540 BDNF & ¢ #) R A& 5

10 FRFARa.
£ 20: VEGF-A ZakRZx gLk

15

20

25

248 VEGF-A pg/ml

Saline 426+115
BX229Na-30pg/Kg-3time 441£102
BX229Na-100pug/Kg-3time 562456

Sham 505+122

# 21: BDNF & ¢& & XF0) £k

448 BDNF pg/ml

Saline 977+459
BX229Na-30pg/Kg-3time 1103+£582
BX229Na-100pug/Kg-3time 13344665

Sham 1093+151

FH#FI14: % BKBX225FIRL16205pMACOAER X KAKA 253k

IR M KL BB 1509 BX-225. IRL1620

KA SD KR, 280-300g. & MH4RE D 3D, THASIRE T RA LAE
AT K P S AR B AF A B it sk, W Sh E T o0 EMs, #A45P&a,
FHREEREHIK, I IRAFT AN IR, WIS SR I A ShAkks it 4.0 24 R
R, BEALIMEA (~20mm) , KAKRFEHRAR. LIFRAEDLNRE ER
15, VARZE By b b B fn 09 R AARA, A S R A LA DI, % =R oh D2, /K £,
B 523 Kok ) — 2 RA R B (b AR R IR £ 00 7 A, K IR A A 84 & S5 - 4T3 4F 0
B, B K4 FIE ZMANEAAR . T REBBEING 5 A EI ARG IR
T RABATHER P F . F KRB EAERA 1 pMCAO X R AL A AEA 20 Fo 7 ) &L 32
4, FRFEmyAiT: (1)5pg/Kg #9 IRL1620 = XK 9 k42520 15 R (2) 6.6ug/Kg
89 BX225 Z K 9 k440 15 R (3) 19.8ug/Kg 9 BX225 = K 3 K474 15 R (4)
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AR (iiﬁ%bk) 2815 R (5) BF AR 6 R (EFRBMEA R 5 XARLE g
FIANGAE) . BHFXARBIEN (iv) , LHKRRA 2mLkg, HREATT A
FRE 2h, £ zw;ﬁi#?«%%ﬂ%‘&ﬁév\ﬁ — RN BT A0 SR ?’ % F D1, D3
Fo D6 %, Fam L& 22, AL ARF KL TR ARG R4 38 2K,

mRS-6 5 F 44k R 27, BX225-6.6ug/Kg Z K #4240 % 7D. 14D.21D. 30D mRS-6

45 R AL AT (R 23), 14D R4 RAn A 72 35 KL A& TRL1620 =k 457 414010
;f%li_u_%‘}é F. 7D. 21D. 30D 4 R A4 32 KA TRL1620 Z K45 2h20401LH B
F*£F5 (P<0.05, & 23) . GarcialJH h’L >4 R R, BX225-6.6ug/Kg ZK4Hhm%
7D. 14D. 21D. 30D #) GarcialH 32 2 I AW s &0945 4, 21D 47 30D M4 R An
A B KIBAR A Gt 2R (R 24, ﬁ 25) .

& 22 TRL620 A2 BX225 &350 R 45 2h 5 %

AR
pMCAO HE
2 XE CPD (mL/kg SHIME
A (pg/kg)
5 6 BFAR AR - 2
‘ DIl: pMCAO /& 2h, 4h,
4 15 pMCAO &4 - 2 ‘
6h; D3 #» D6: #5F& DO
1 15 pMCAO IRL1620 5 2
AR B 1) 8 A48 2 3 R
1 15 pMCAO BX225 6.6
DI: pMCAO /5 2h
3 15 pMCAO BX225 19.8 2 D3 #o D6: 3%P& D1 40 F)

o) B A 35 1k

#.23 AL hh 4 B) mRS-6 51F 4 ( *P<0.05&saline )

o4 mRS-7D | mRS-14D  mRS-21D  mRS-30D
IRL1620-5ug/Kg-3Time  2.54+2.03 2.77+2.66 2724271 2.52+2.87
BX225-6.6ug/Kg-3Time  1.67+0.50* [.17£0.50  0.75£0.41%  0.50£0.31%

BX225-19.8ug/Kg-1Time  3.14+2.14 3.90+2.61 3.73£281  3.65+2.91
saline 3.33+2.22 2.89+2.57 270£2.72  2.59+2.81
sham 0.00=0.00 0.00£0.00 0.06£0.15  0.04+0.10

*. 24 A3848 21 % Garcia JH 34 ( *P<0.05&saline )

N
A-saline 1.7721.4 0.86£0 1.04+0. i()gg 1854073 1.9040.76 9.38+5
8 .76 89 3' ’ ) ) ) 32
1-IRL1620-5pg  1.77€1.4 0900 1.26x=1. 2.03 9.70+5

1.79:0. 1.95:£0.82
/Kg-3Time 8 80 0s  x0g 0070 19508 58
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6
2BX225-6.6pg 2.89:03 17420 1.87%0. igg S sor023 270k0ps 1399
/Kg-3Time 3 48 52 o TR0 4os
3BX225-19.81 117514 0.63£0 0.80+1, ifz s Lessogy TSIES
o/Kg-1Time 7 80 0l o 630, 58
sham 3.000.0 2.98+0 " 3.00+0. igi 298005 2.98:0.05 |0

0 05 00 P D800 s

% 25 Z33548 30 K Garcia JH #F4> ( *P<0.05&saline )

A

4-saline 1.69+1.4 1.21£1 1.38+1. i(;)g [ 704059  1.8140.68 9.88+5

4 .00 15 1‘ ' ) ) ’ .66
1-IRL1620-5ug  1.77+1.4 09040 1.26+1. iﬁz 705070 Lossogy 0705

/Kg-3Time 8 .80 05 64 ' ) ) ) 58
2-BX225-6.6pg  3.00£0.0 2.07£0 2.25+0. ifi 2 0s018 2300013 48
/Kg-3Time 0 .29 23 5‘ ' ) ) ’ 0.56*
3-BX225-19.8pn  1.25+1.5 0.78£0 0.93+1. jl:(zg 1462059  1.5040.65 7.71£5

g/Kg-1Time 4 98 15 84 ' ) ) ’ .82
sham 2.83£0.4 298+0  3.00+0. i(?? 2.69+0.37  2.75+0.18 17.21%

1 .05 00 0‘ ' ) ’ ’ 1.04

VA ST AR K B TR ARG % IR AL R R AT T N B, KX R T EARA =t A
KA RIER S XEAT T B3R, A EFZ346 09500 RZM T H M ALY F
SRR AT S, BNl s F AR ARSI ARAR kB, £ RPLE ALK RIZHY
AT, LA AR A AT T i A ih, X 8 gt A 4L BN R R A AR A 2
Ry EE A
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| 3
<?xml version="1.0" encoding="UTF-8"?>
<IDOCTYPE ST26Sequencelisting SYSTEM “ST26Sequencelisting V1 3.dtd” PUBLIC
”—//WIPO//DTD Sequence Listing 1.3//EN">
<ST26Sequencelisting productionDate="2024-04-23" softwareVersion="2.3.0"
softwareName="WIPO Sequence” fileName="0P240340.xml” dtdVersion="V1 3”
nonEnglishFreeTextLanguageCode="zh"
originalFreeTextLanguageCode="zh"><ApplicantFileReference>0P240340</Appli
cantFileReference><{EarliestPriorityApplicationldentification><IPOfficeCod
e>CN</IPOfficeCode><ApplicationNumberText>202310461975. 3</ApplicationNumb
erText><FilingDate>2023-04-26</FilingDate></EarliestPriorityApplicationld
entification><ApplicantName languageCode="zh”>FEVHMkHEr (b)) AV AT R
AE)</ApplicantName><ApplicantNamelLatin>Biocells (Beijing) Biotech Co.,
Ltd. </ApplicantNameLatin><InventionTitle languageCode="zh">% Jik % H M H
<{/InventionTitle><SequenceTotalQuantity>88</SequenceTotalQuantity><Sequen

ceData
sequencelDNumber="1"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSeq
“moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><INS
DSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key>
<INSDFeature location>l..14</INSDFeature location><INSDFeature quals><INS
DQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifie
r value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q1”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier v
alue>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g2”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifier
value>X AT RS RIS AR X B IR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHLDITW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="2"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSeq
“moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><INS
DSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key>
<INSDFeature location>1..14</INSDFeature location><INSDFeature quals><INS
DQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifie
r value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g3”"><INSDQualifier name>organism</INSDQualifier name><INSDQualifier v
alue>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
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id="g4”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifier
_value>X T R LML BB 0 (1) R A 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHKDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="3"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSeq
“moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><INS
DSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key>
<INSDFeature location>l..14</INSDFeature location><INSDFeature quals><INS
DQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifie
r value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g5”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier v
alue>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g6”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifier
_value>X I R BRI LA 1 ) R & R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHKDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceIDNumber="4"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSeq
“moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><INS
DSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key>
{INSDFeature location>l..14</INSDFeature location><INSDFeature quals><INS
DQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifie
r_value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g7”"><INSDQualifier name>organism</INSDQualifier name><INSDQualifier v
alue>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g8”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifier
_value>X NT TR Mt LA I (0 R A 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHLDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="5"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSeq
“moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><INS
DSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key>
<INSDFeature location>l..14</INSDFeature location><INSDFeature quals><INS
DQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifie
r value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
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id="q9”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier v
alue>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier

”

id="ql0”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X N1 ZRRFF AR MR L AR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>12</INSDFeature location><INSDFeature quals><INSDQualifier
id="gl11”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X N 2-HFE T

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHLDXIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceIDNumber="6"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSeq
“moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><INS
DSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key>
{INSDFeature location>l..14</INSDFeature location><INSDFeature quals><INS
DQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifie
r _value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q12”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q13”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X A 5 BB 1R (1) R & 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="ql4”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r _value>X A AEEA-AEEA- v E —ODDA & Ui [/ #2215

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="7"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSeq
“moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><INS
DSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key>
<INSDFeature location>l..14</INSDFeature location><INSDFeature quals><INS
DQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifie
r value>protein</INSDQualifier value></INSDQualifier><INSDQualifier

”

id="q15”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
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value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q16”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r_value>X T N ML RLAB MR Y R & SR

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="8"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSeq
“moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><INS
DSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key>
{INSDFeature location>l..14</INSDFeature location><INSDFeature quals><INS
DQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifie
r _value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="ql7”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q18”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X AT ZERRB AR R L "R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEEVYFAHKDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="9"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSeq
“moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><INS
DSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key>
<INSDFeature location>l..14</INSDFeature location><INSDFeature quals><INS
DQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifie
r value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q19”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g20”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X N1 ZRR R E AW R L AR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="g21”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r_value>$ 2 {7 AR5 55 5 A7 R IR I I B PN A2 I+
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{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="10"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g22”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g23"><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X AT RN EAE R 1 R & 2%

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>5</INSDFeature location><INSDFeature quals><INSDQualifier
id="q24”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r value>X N &3]

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="g25”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>3f 2 iR EIRE S 5 A7 10 =&l 5L T Rm i Py e %
{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAXYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData

sequence DNumber="11"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—-table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g26”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g27”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X AT TR BB MR 1 R & 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
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ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>4..10</INSDFeature location><INSDFeature quals><INSDQualifier
id="g28”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value> 55 4 A A RIR 5 55 10 A0 k) BRI I B P S8 T %
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEEVYFAHKDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="12"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g29” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier

4

id="q30”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X 4% W B R TR (1) R & 2 e

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q31”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r value>X & AEEA-AEEA- vy E —ODDA & 116 1Y 12 28 /2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="13"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q32”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g33"><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X JN'E R H L BB IR (1) R & 28

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEEVYFAHKDIIW</INSDSeq se




10

15

20

25

30

35

40

WO 2024/222663 PCT/CN2024/089274
48

quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="14"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q34”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q35”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X AT 2R R (1) R A 2 e

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="g36”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X NEZEE

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEEVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="15"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
id="g37”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g38”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X T ZRR B BRI 1 R & 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
1d="q39”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X &y AEEA-AEEA- v E —ODDA &1 (11 2 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEEVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
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sequencelDNumber="16"><INSDSeq><INSDSeq length>15</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..15</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q40”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier

”

id="g41”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r_value>X AT TR H M RAE MR R & 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>DISULFID</INSDFeature key><INSDFeature
_location>3..6</INSDFeature location><INSDFeature quals><INSDQualifier
id="q42”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value> 55 3 fLIKR LIRS 55 6 £ 2 Dk MR I i B W] — A da i %
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XECEECYFAHKDIIW</INSDSeq s
equence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="17"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q43”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q44” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X A 52 5 B NG B lge B B 1 ) R A R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEEVYFAHKDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="18"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
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id="q45”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier

”

id="q46”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X N'E 5 R E AR MR L AR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q47”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X NEEE

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEEVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="19"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g48”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
1d="g49”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X A 5 BB 1R (1) R & 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="g50”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r value>X A AEEA-AEEA- v E —ODDA & iffi i fii 28BS

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEEVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="20"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier

”

id="g51”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
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value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g52”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r_value>X T N ML RLAB MR Y R & SR

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="g53”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r_value>X JA AEEA-AEEA- y E -ODDA f&1fif) 12 & MR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="21"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature-table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g54"><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g55”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X N'E S LB AR R A=

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>12</INSDFeature location><INSDFeature quals><INSDQualifier
id="g56”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r value>X N 2-F TR

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>4. .8</INSDFeature location><INSDFeature quals><INSDQualifier
id="gb7”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value> B 4 (A EIR5 5 8 AR a BRI I 85 ) S BEE R
{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEEVYFKHKDXIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="22"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
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><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier

id="g58”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g59”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X T ZRRHRBEEAE MR 1 R & 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>12</INSDFeature location><INSDFeature quals><INSDQualifier
id="g60”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r value>X N 2-F LT

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="g61”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r value> 38 2 (i A2 IR 5 55 5 o AR BRI 1T B P A2 K+
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHLDXIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="23"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier

”

id="g62”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g63”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r_value>X N'E 15N E It BB R Y R & R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>12</INSDFeature location><INSDFeature quals><INSDQualifier
id="g64"><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X N 2-F & T

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
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_location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="g65”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r value> 55 2 ML EIR-5 58 5 A sl BR W 5 P A g+
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHLDXIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="24" ><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g66"><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g67”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X Jy'E I Ff F R BRI 2 1 1) R A S

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>12</INSDFeature location><INSDFeature quals><INSDQualifier
id="g68” ><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X N 2-5F T R

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="g69”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value> 5 2 W A RIR S 55 5 A MR BRI I B 9 A2 K+
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHLDXIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="25"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q70”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
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id="q71”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X N'E SR LB AR R A "R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>4</INSDFeature location><INSDFeature quals><INSDQualifier
id="q72”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r value>X SN v E-AEEA-AEEA —ODDA &% 10 it & iR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEXVYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceIDNumber="26"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier

4

id="q73”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q74”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r_value>X Jy'E 15N R It BB T Y R & R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>5</INSDFeature location><INSDFeature quals><INSDQualifier
id="q75”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X A y E-AEEA-AEEA -ODDA 1&1fi )i & 1%

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAXYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="27"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q76”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier

”

id="q77”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
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r_value>X N'E 5 R E A MR L AR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>8</INSDFeature location><INSDFeature quals><INSDQualifier
id="q78”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X & v E-AEEA-AEEA —ODDA &1 [t 5 1

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFXHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="28"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q79”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
1d="g80"><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X A 5 BB 1R (1) R & 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="g81”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X 24 y E-AEEA-ABEA-C18 &M ff) it s 1

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="29"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
id="q82”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g83”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie

r_value>X A'E 5 BRI R A &R
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{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="g84”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X 2y v E-AEEA-AREA-C16 &5 I e

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="30"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g85”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q86”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r_value>X A 52 B R 1 (1) R & 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q87”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r value>X A y E-AEEA-AEEA-C12 &1 (R #  iR

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData

sequence DNumber="31"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—-table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g88”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g89”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r_value>X A 55 I EE 1R 1 R & 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
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ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="g90”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X N- vy E-AEEA-AEEA-B &1 )i & 5

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="32" ><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q91”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q92”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r value>X T R HA B FLAB 1R (1) R A 2 e

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="g93”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value>X SN v E-AEEA-AEEA-ODDA f&/ffi I¥) i 52 iR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="33"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q94”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g95”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r_value>X Jy'E 15 Hp HY G BRI B8 1 1) R & 2R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
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location>10</INSDFeature location><INSDFeature quals><INSDQualifier
1d="q96” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifie
r value>X 2y v E-AEEA-AEEA —ODDA {4/ [K) i 5 B

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="34" ><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q97”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g98” ><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r_value>X AT TR H I RAB MR R & 28

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="q99”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifie
r value> 5 2 (B EIRS 5 5 AR E ER B I 88 ) S BEE
{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHLDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="35"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q100” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="ql01”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X AT TR Bt BL B 1 1) R A 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
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id="q102”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A v E-AEEA-AEEA —ODDA &4 ) 8 5 B8

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
~location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="q103”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value> 55 2 7 AR5 55 5 A IR U IR It B P9 AS TGS 32
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="36"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier

4

id="q104” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

_value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q105” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N T MR HBERLMA 1 A0 R A =R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
1d="q106” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A v E-AEEA-AEEA —ODDA &/ )85 18

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="37"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="ql07”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier

”

id="q108” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
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er value>X N1 TR B EAE IR R LR IR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q109”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X iy E-AEEA-AEEA —ODDA & [ 6 5 i

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="q110”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value> 5 2 AL SRS 55 5 i AM SV BRI L B P A2 TR T 5
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHXDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="38"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature-table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q111”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q112”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X JN'E b L S A5 0 () R A& 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q113”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X SN v E-AEEA-AEEA —ODDA &M 1 dsi & R

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData

sequence DNumber="39"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—-table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q114”><INSDQualifier namedorganism</INSDQualifier name><INSDQualifier

_value>synthetic
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construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q115”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X '8 5 M2 LIS RLAA 1 1 R & R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q116”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A CPAK-MPA & 1fi (i #iza BS

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="40"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="ql17”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q118”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E b HLIL FL A5 0 (1) R A& 24 R

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="q119”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value> 3 2 fr AR5 55 5 A AU T BE P 28 IPCIE 2
{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHLDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="41"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q120” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic
construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
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Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q121”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E SR FEEB MR L RIR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q122” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X Jy v E-ABEA-AEEA —ODDA &1 ff i 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="q123”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value> i 2 i A RIR-5 55 5 A IR U B It B P9 A8 TG IE $2
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHXDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="42"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q124” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
_value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q125” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X JN'E e BN EAE R ) R L 2R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q126” ><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifi
er value>X SNy E-AEEA-AEEA —ODDA &4 [¥) it = B8

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="43" ><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
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er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q127”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q128” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E b LI S A5 00 (1) R A& 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
~location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="q129” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value> 5 2 7 A EIR-5 55 5 A R U I It B P9 AS TG IE 82
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="44" ><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier

”

id="q130”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q131”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X & b SN LA IR ) R X 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
1d="q132”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X Jy v E-AEEA-AEEA-ODDA 1& i ff #5152 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="q133”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value> 5 2 fr A RIR-5 55 5 A IR U B L B P9 A8 TG $2
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="45"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
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g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
id="q134”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q135”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X JN'E e S BB IR 1) R L 2R

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q136” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X SN v E-AEEA-AEEA —ODDA &/ ¥ i = R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>12</INSDFeature location><INSDFeature quals><INSDQualifier
id="q137”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N 2-5 3L T8

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>2..5</INSDFeature location><INSDFeature quals><INSDQualifier
id="q138”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value> i 2 7 [N RIR-S 55 5 A R U M L B P9 A8 TGS $2
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHXDXIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="46"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
id="q139”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q140” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X NE 5 I BB R A2
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{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="47"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q141”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q142” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X NE MBI R L2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHLDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="48"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q143”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q144” ><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifi
er_value>X N'E G FBE R R A E

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q145” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X SN v E-AEEA-AEEA —ODDA &1 I¥) i 52 &

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="49" ><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
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><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q146” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q147” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E SR LB EB MR L RR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q148” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A v E-AEEA-AEEA —ODDA &1 )8 5 B8

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAKYFAHXDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="50"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q149” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q150” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X & e HE B EAR IR ) R LR R

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>b</INSDFeature location><INSDFeature quals><INSDQualifier
id="q151”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A v E-AEEA-AEEA —ODDA &1 s 18

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAXYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="51"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
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SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q152” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q153”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N B Bt B & 1 1) R A 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>5</INSDFeature location><INSDFeature quals><INSDQualifier
id="q154” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X Ay E-AEEA-AEEA —ODDA &1 i) 8 5 B8

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAXYFAHLDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="52"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g155”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

_value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q156” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X AR B LA U0 1) R X 2R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="53"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q157”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic
construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
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re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q158” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X NI, Se—Hl R FRL ML B A5 1 1 R 2 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="54"><INSDSeq><INSDSeq length>13</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..13</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q159” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g160” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X JN'E e HE B BRI )R LR R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>13</INSDFeature location><INSDFeature quals><INSDQualifier
id="q161”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N 2-Z 33— (F-2-3) HRBIHER 7 oa2 R

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHKDIX</INSDSeq seq
uence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="55"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier

”

id="q162” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
1d="q163”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X AT TR Bt BL B 1 1) R A 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
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id="q164” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A L-2 & 3E-4 A TR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="56"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
id="q165” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q166” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X JN'E e BB EAR IR 1) R L 2R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q167”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X NS5

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="57"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q168”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q169” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X & B Bl FE & 1 ) R A 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier

”

id="ql70”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
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er value>X NIRE

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceIDNumber="58"><INSDSeq><INSDSeq length>9</INSDSeq length><INSDSeq
“moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><INS
DSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key>
{INSDFeature location>l..9</INSDFeature location><INSDFeature quals><INSD
Qualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifier
_valued>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g258” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

_value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re_location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q172”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A Suc-DE ¥

(CEAC) Y</NonEnglishQualifier value></INSDQualifier></INSDFeature quals></
INSDFeature></INSDSeq feature—table><INSDSeq sequence>XFAHLDIIW</INSDSeq
sequence></INSDSeq></SequenceData><SequenceData
sequenceIDNumber="59" ><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q_moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><{INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
1d="q174” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q175”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E b S S A5 0 (1) R A& 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHKDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="60"><INSDSeq><INSDSeq length>13</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..13</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier

”

id="g260” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
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~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q177”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X JN'E e S EAE R ) R L 2R

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>11</INSDFeature location><INSDFeature quals><INSDQualifier
id="g261” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A 2-Abu & 1fi B & & i

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHKXIW</INSDSeq seq
uence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="61"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature-table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q179” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q180” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X T LB FLAE U0 ) R A 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>12</INSDFeature location><INSDFeature quals><INSDQualifier
id="q181”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N N-Me B B =M%

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHLDXIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData

sequence DNumber="62"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—-table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q182” ><INSDQualifier namedorganism</INSDQualifier name><INSDQualifier

_value>synthetic
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construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q183”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N T MR HIBERLMA 1 A R & Z R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q184” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A N-Me 1&1ffi i) =2 iR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="63" ><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q185” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q186” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X NT R HEBL B MR L AR

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q187”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N N-Me &1 =2 B

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>12</INSDFeature location><INSDFeature quals><INSDQualifier
id="q188” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A N-Me BBififl] R =2 %

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDXIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="64"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
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SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q189” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
1d="q190” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N B Bt B & 1 1) R A 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q191”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A N-Me 1M f{ = 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="65"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q192” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
_value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q193”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X JN'E e BN EAE R ) R L 2R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q194” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A N-Me 1&1ffi {2 iR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>12</INSDFeature location><INSDFeature quals><INSDQualifier
1d="q195”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A N-Me B1fifl] 7R =5

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDXIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
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sequencelDNumber="66"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q196” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier

”

id="q197”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E I B EAE I R A Z

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHLDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceIDNumber="67"><INSDSeq><INSDSeq length>13</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..13</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
id="g259” ><INSDQualifier named>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
1d="q199” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X & b SN LA IR ) R X 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>11</INSDFeature location><INSDFeature quals><INSDQualifier
1d="g200” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A 2-Abu B i B K & & R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHLXIW</INSDSeq seq
uence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="68"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
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id="g201”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q202” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N'E e FREE AR IR ) R LR IR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>4. .8</INSDFeature location><INSDFeature quals><INSDQualifier
id="q203”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value> 3 4 I HIB IR 5 8 A A ZURRIE T BE P ZZ IRCIE 2
{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEEVYFEHKDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="69" ><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
1d="g204” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
1d="g205” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N B Bt BL B 1 1) R A 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>CROSSLNK</INSDFeature key><INSDFeature
_location>4..10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q206” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value># 4 MIAEIRSE 10 7 KR BB 5 A A8 E 42
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEEVYFKHKDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="70"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier

”

id="q207”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
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~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q208” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X R ZRFAE 0K &R

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHKDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="71"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
1d="g209” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
1d="g210”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E SR LB B MR L RR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>4</INSDFeature location><INSDFeature quals><INSDQualifier
id="g211”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A Biotin EMilIG 2 B

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEXVYFAHKDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="72"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
id="g212” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g213”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N T TR B EAE MR R LR IR
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{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHLDPIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="73"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
1d="g214” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g215” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X NE MBI R L2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>3</INSDFeature location><INSDFeature quals><INSDQualifier
id="g216”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N C16 B AEE

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEXAVYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="74"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
id="q217”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q218”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N T T HREE EAE MR R LR IR

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHRDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="75"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
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><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier

id="g219” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g220” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E SR LB EB MR L RR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEALYFAHKDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="76"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g221”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q222” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E b HLIL FL A5 0 (1) R A& 24 R

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAFYFAHKDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData

sequence [DNumber="77"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—-table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
1d="g223”><INSDQualifier named>organism</INSDQualifier name><INSDQualifier

_value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g224” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E b BN AR IR 1) R L 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
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ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="g225” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N AEEA- v E-C18 & i) i s 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="78"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="q226” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
1d="q227” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E b S FL A5 06 (1) R A& 2 R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q228” ><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifi
er value>X N AEEA- vy BE-C16 &1 [l #i & 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="79"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
1d="g229” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g230”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N5 B M2 BB RE A 1 1 R & R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
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location>10</INSDFeature location><INSDFeature quals><INSDQualifier
1d="g231”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X Jy AEEA- v E-C12 & i (R iR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="80"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g232” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g233”><INSDQualifier name>note</INSDQualifier name><{NonEnglishQualifi
er_value>X JN'& DR B EL AT AREA-AEEA- v E —ODDA FL RM& i (K s e
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="81"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
1d="g234” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
_value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g235” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X N'E SR FE B MR L RIR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>2</INSDFeature location><INSDFeature quals><INSDQualifier
1d="g236” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A AEEA-AEEA- v E-ODDA & 1ffi i) i 52 ik

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XXEAVYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
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sequencelDNumber="82"><INSDSeq><INSDSeq length>15</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..15</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g237”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q238” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A ODDA- y E-AEEA-AEEA &1 [ R & & R

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XDEEAVYFAHLDIIW</INSDSeq s
equence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="83"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
q moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
1d="g239”><INSDQualifier namedorganism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q240” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X g ODDA- y E-AEEA-AEEA-NH-C2HA-NH-]" — 8 B0 g B A& i () K A U
<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHLDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="84"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g _moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g241”><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
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id="q242” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X N 2- (2, 5-HMISkE-1-3) IRIAMR

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q243” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X SN ODDA-y E-AEEA-AEEA & 11 [ i 22 e

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDIIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequenceDNumber="85"><INSDSeq><INSDSeq length>21</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..21</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier

4

id="q244” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

_value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature></INSDSeq feature—table><INSDSeq sequence>CSCSSLMDKECVYFCHLDIIW</
INSDSeq_sequence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="86"><INSDSeq><INSDSeq length>14</INSDSeq length><INSDSe
g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..14</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein</INSDQualifier value></INSDQualifier><INSDQualifier
id="g267” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
1d="g263”><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X NE MM EE IR & 2%

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="q268” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X Ny AEEA- v BE-C12 &1 (i & 2

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XEEAVYFAHXDVIW</INSDSeq se
quence></INSDSeq></SequenceData><SequenceData
sequencelDNumber="87"><INSDSeq><INSDSeq length>15</INSDSeq length><INSDSe
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g moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><IN
SDSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key
><INSDFeature location>l..15</INSDFeature location><INSDFeature quals><IN
SDQualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifi
er value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
id="q252” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier
~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="g253” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er_value>X JN'E e S BB IR 1) R L 2R

{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeature
location>10</INSDFeature location><INSDFeature quals><INSDQualifier
id="g254” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X SN AEEA-E-C12 &6 iR 2 8

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XDEEAVYFAHXDVIW</INSDSeq s
equence></INSDSeq></SequenceData><{SequenceData
sequenceIDNumber="88"><INSDSeq><INSDSeq length>9</INSDSeq length><INSDSeq
_moltype>AA</INSDSeq moltype><INSDSeq division>PAT</INSDSeq division><INS
DSeq feature—table><INSDFeature><INSDFeature key>source</INSDFeature key>
{INSDFeature location>l..9</INSDFeature location><INSDFeature quals><INSD
Qualifier><INSDQualifier name>mol type</INSDQualifier name><INSDQualifier
_value>protein<{/INSDQualifier value></INSDQualifier><INSDQualifier
1d="g269” ><INSDQualifier name>organism</INSDQualifier name><INSDQualifier

~value>synthetic

construct</INSDQualifier value></INSDQualifier></INSDFeature quals></INSD
Feature><INSDFeature><INSDFeature key>MOD RES</INSDFeature key><INSDFeatu
re location>1</INSDFeature location><INSDFeature quals><INSDQualifier
id="q262” ><INSDQualifier name>note</INSDQualifier name><NonEnglishQualifi
er value>X A Suc—DE ¥f (CEEC) & 11 F % 2 i

<{/NonEnglishQualifier value></INSDQualifier></INSDFeature quals></INSDFea
ture></INSDSeq feature—table><INSDSeq sequence>XFAHLDIIW</INSDSeq sequenc
e></INSDSeq></SequenceData></ST26SequencelListing>
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No.
2 | BX-5 Suc-DEEAVYFAHKDIIW 1836
3 | F-BX-5 Fum-DEEAVYFAHKDIIW 1834
4 | BX-7 Suc-DEEAVYFAHLDVIW 1806
5 BX-8 Suc-DEEAVYFAHLD(2-Abu)IW 1792
6 | BX-34 Fum-DEEAVYFAHK(-AEEA-AEEA-yE-ODDA )DIIW 2549
7 | BX-43 Suc-DEEAKYFAHLDIIW 1850
8 | BX-45 Suc-DEEEVYFAHKDIIW 1893
9 | BX-48 Suc-DIRK(EEAK)YFAHLDITW 1832
10 | BX-49 Suc-DIXK(EEADab)YFAHLDITW 1804
11 | BX-50 Suc-DEEZR(EVYFAHK)DITW 1876
12 | BX-51 Fum-DEEAVYFAHOm(-AEEA-AEEA-yE-ODDA)DITW 2535
13 | BX-52 Fum-DEEEVYFAHKDITW 1891
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14 | BX-53 Suc-DEEEVYFAHOrmDIIW 1880
15 BX-54 Suc-DEEEVYFAHK(-AEEA-AEEA-yE-ODDA)DIIW 2610
16 | BX-57 Suc-DEIR(CEEC)YFAHKDIIW 1999
17 | BX-58 MeO-Fum-DEEEVYFAHKDITW 1906
18 BX-59 Fum-DEEEVYFAHOmDIIW 1878
19 | BX-60 Fum-DEEEVYFAHK(-AEEA-AEEA-yE-ODDA)DIIW 2608
20 | BX-61 Suc-DEEAVYFAHOm(-AEEA-AEEA-yE-ODDA)DITW 2538
21 BX-62 Fum-DEEIAM(EVYFK)HKD(2-Abu)IW 1903
22 | BX-63 Suc-DIR(EEAK)YFAHLD(2-Abu)IW 1804
23 | BX-64 Fum-DIA(EEAK)YFAHLD(2-Abu)IW 1802
24 | BX-65 MeO-Fum-DIR(EEAK)YFAHLD(2-Abu)IW 1814
25 BX-66 Fum-DEEK(-yE-AEEA-AEEA-ODDA)VYFAHLDIIW 2592
26 | BX-67 Fum-DEEAK(-yE-AEEA-AEEA-ODDA)YFAHLDIIW 2564
27 | BX-68 Fum-DEEAVYFK(-yE-AEEA-AEEA-ODDA)HLDIIW 2592
28 BX-69 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C18)DIIW 2520
29 | BX-70 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C16)DIIW 2492
30 | BX-71 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-C12)DIIW 2436
31 BX-72 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-B)DIIW 2433
32 | BX-74 Suc-DEEAVYFAHK(-yE-AEEA-AEEA-ODDA )DIIW 2552
33 BX-75 MeO-Fum-DEEAVYFAHK(-yE-AEEA-AEEA-ODDA)DITW 2564
34 | BX-76 Suc-DINEEAK)YFAHLDVIW 1818
35 | BX-77 | Suc-DIR(EEAK)YFAHK(-yE-AEEA-AEEA-ODDA)DIIW | 2563
36 | BX-78 Suc-DEEAVYFAHK(-yE-AEEA-AEEA-ODDA)DVIW 2538
37 | BX-79 | Suc-DIR(EEAK)YFAHK(-yE-AEEA-AEEA-ODDA)DVIW | 2550
38 BX-86 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-ODDA)DIIW-NH2 2549
Fum-DEEAVYFAHK(CPAK-MPA-)DIIW
7 o]
39 | BX-95 Y R o 2661
;lé \/\g N
MPA
40 | BX-99 Fum-DIR(EEAK)YFAHLDVIW 1916
41 | BX-100 Fum-DIX(EEAK)YFAHK(-yE-AEEA-AEEA-ODDA)DVIW 2547
42 | BX-101 Fum-DEEAVYFAHK(-yE-AEEA-AEEA-ODDA)DVIW 2536
43 | BX-102 Fum-DIR(EEAK)YFAHLDITW 1829
44 | BX-103 Fum-DIR(EEAK)YFAHK(-yE-AEEA-AEEA-ODDA)DITW 2561
Fum-D3R
45| BXAOH o oK) YFAHK(-yE-AEEA-AEEA-ODDA)D(2-Abu)lW 2334
46 | BX-105 Fum-DEEAKYFAHLDIIW 1847
47 | BX-106 Fum-DEEAKYFAHLDVIW 1836
48 | BX-107 Fum-DEEAKYFAHK(-yE-AEEA-AEEA-ODDA)DIIW 2579
49 | BX-108 Fum-DEEAKYFAHK(-yE-AEEA-AEEA-ODDA)DVIW 2567
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50 | BX-109 Fum-DEEAK(-yE-AEEA-AEEA-ODDA)YFAHLDIIW 2566
51 | BX-110 Fum-DEEAK (-yE-AEEA-AEEA-ODDA)YFAHLDVIW 2549
52 | BX-111 SA-DEEAVYFAHLDITW 1844
53 | BX-112 MA-DEEAVYFAHLDITW 1844
Fum-DEEAVYFAHKDITW |
54 BX;3' ‘ ‘ 1843.8
HoN OH
WI: 0
ss | Bx.o suc-DEEAVYFAHR I DITW 1849.9
(RI=L-22J8-4MN K TR ) 8
56 | BX-31 Fum-DEEAVYFAHOmDIIW 1819
57 | BX-32 Fum-DEEAVYFAHCitDITW 1862
58 | BX-38 Suc-DEIR(CEAC)YFAHLDITW 1927
59 | BX-23 Fum-DEEAVYFAHKDVIW 1704.9
60 | BX-24 Fum-DEEAVYFAHKD(2-Abu)IW 1805.9
1833.
61 | BX-25 Suc-DEEAVYFAHLDI(N-Me)IW 83;3 8
1833.8
62 | BX-26 Suc-DEEAVYFAHL(N-Me)DITW <
1847.8
63 | BX-27 Suc-DEEAVYFAHL(N-Me)DI(N-Me)IW ¢
1845.8
64 | BX-28 Fum-DEEAVYFAHL(N-Me)DITW 5
1847.8
65 | BX-29 Fum-DEEAVYFAHL(N-Me)DI(N-Me)IW .
66 | FBX-7 Fum-DEEAVYFAHLDVIW 1805.9
67 | FBX-8 Fum-DEEAVYFAHLD(2-Abu)IW 1790.9
Fum-DEEEWVYFEHKDIIW
OJ kao
68 | QP-I ' (NH HI 1848
8] 0 Oj
PN A
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69 | QP-3 > \ 1931
o \N_/
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70 | BX-15 FA-DEEAVYFAHKDITW 19$8
71 | BX-16 Fum-DEEE(Biotin)VYFAHKDIIW 2160.4
72 | BX-10 suc-DEEAVYFAHLDPIW 18%4'9
73 | BX14-1 Fum-DEE(C16)AVYFAHLDITW 2044.1
74 | BX-6 Suc-DEEAVYFAHRDITW m§40
75 | BX21 Fum-DEEALYFAHKDITW 1848
76 | BX22 Fum-DEEAFYFAHKDITW 1882
77 | BX-223 Fum-DEEAVYFAHK(-AEEA-yE-C18 )DITW 2374
78 | BX-224 Fum-DEEAVYFAHK(-AEEA-yE-C16 )DITW 2346
79 | BX-225 Fum-DEEAVYFAHK(-AEEA-yE-C12 )DITW 2290
80 | BX-253 Fum-K(-AEEA-AEEA-yE-ODDA )EEAVYFAHLDIIW 2547
81 | BX-254 Fum-DK(-AEEA-AEEA-yE-ODDA )EAVYFAHLDIIW 2533
82 | BX-255 (ODDA-yE-AEEA-AEEA-)DDEEAVYFAHLDIIW 2550
<3 | Bx.ose | (ODDA-VE-AEEA-AEEA-NH-CH:-NH-Suc-DEEAVYFAHL | 0,
DIIW
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w

86 | BX-229 Fum-DEEAVYFAHK(-AEEA-yE-C12)DVIW 2276
87 | BX-238 Fum-DEEAVYFAHK(-AEEA-E-C12)DVIW 2276
88 | BX-56 Suc-DE3&(CEEC)YFAHLDITW 1984,
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