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FIG. 1

* A19’s binding to various ovarian cancer cell lines
N N

* A19’s binding to various breast cancer cell lines

* A19’s binding to various colorectal cancer cell lines
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FIG. 2

Isotyping strip




eeeeeeeeeeeee

Receptor tyrosine-protein kinase Erbb-2
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Fig. 9
ADCC on SKOV3 cells
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Fig. 10
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Fig. 11
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Fig. 12
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Fig. 13
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Luminescense

Luminescense
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Fig. 14

Human Zap assay with Chimeric A19
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Fig. 15

mA19 binding to various cancers
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Fig. 15
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Fig. 16

Biotinyiated A19
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Fig. 17
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Fig. 18
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Fig. 19

iP 5C KD P SC KD
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Legend
LP: Lipofectamine

SC: Scramble
KD: Knocked Down

6 Erbb2 isoforms:
Isoform 1 (identifier: P04626-1) Length:1,255 / Mass (Da):137,910
o Isoform 2 (identifier: P04626-2) Length:645 / Mass (Da):70,917
ALY | |soform 3 (identifier: P04626-3) Length:569 / Mass (Da):62,568
Isoform 4 (identifier: P04626-4) Length:1,240 /Mass (Da):136,501
Isoform 5 (identifier: P04626-5) Length:1,225 / Mass (Da):134,856
Isoform 6 (identifier: P04626-6) Length:887 / Mass (Da):97,253
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Fig. 20
Variable Gene Sequence

A19 Heavy Chain

CAGGTGAAG CTG CAG GAGTCTGGAGCTGAGCTGATGAAG CCTGGGGCCTCAGTGAAGATATCCTG
CAAGGCTACTGGCTACACATTCAGTAACTACTGGATAGAGTGGGTAAAGCAGAGGCCTGGACATGG
CCTTGAGTGGATTGGAGAGATTTTACCTGGAAGTGATAGTACTAACTACAATGAGAAGTTCAAGGG
CAAGGCCACATTCACTGCAGATACATCCTCCAACACAGCCTACATGCAACTCAGCAGCCTGACATCT
GAGGACTCTGCCGTCTATTACTGTGCAAGAGGAGGGTCGAACTACGGGTACTACTTTGACTACTGG

GGCCAAGGGACCACGGTCACCGTCTCCTCA
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GACATTCTGATGACCCAGTCTCACAAATTCATGTCCACATCAGTAG GAGACAGGGTCAGCATCCC
CTGCAAGGCCAGTCAGGATGTGGGTACTGCTGTAGCCTGGTATCAACAAAAACCAGGGCAATCTC
CTAAACTACTGATTTACTGGGCATCCACCCGGCACACTGGAGTCCCTGATCGCTTCACAGGCAGT
GGATCTGGGACAGATTTCACTCTCTCCATTAGCAATGTGCAGTCTGAAGACTTGGCAGATTATTTC
TGTCAGCAATATAGCAGCTATCGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAACGG
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