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Figure 1A
Monomer 1 Monomer 2
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S364E/FAO5A Y349K/T394F
S364E/F405S Y349K/T394Y
S364E/T411E Y349K/D401K
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Figure 1B
Monomer 1 Monomer 2
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368D/K370S S364K/E357L
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Figure 1C

Monomer 1 Monomer 2
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T411E/Q347R DA01K/K360E
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TA11E/K360D D401K/Q347R
T411E/K360E D401K/Q347K
T411E/K360E D401K/Q347R
T411E/5364K D401K/K370S
T411E/K370S D401K/S364K
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Q347E E357Q/Q362K
K360D/Q362E Q347R
K360D/Q362E D401K
K360D/Q362E Q347R/DA01K
K360E/Q362E Q347R
K360E/Q362E D401K
K360E/Q362E Q347R/DA01K
Q362E/N390D D401K
Q347E/K360D D40IN

K360D Q347R/N390K
K360D N390K/D401N
K360E Y349H
K3705/Q347E S364K
K370S/E357L S364K
K370S/E357Q S364K
K370S/Q347E/E357L S364K
K3705/Q347E/E357Q S364K
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Figure 1D
Monomer 1 Monomer 2
L368D/K3705/Q347E S364K
L368D/K370S/E357L $364K
L368D/K3705/E357Q S364K
L368D/K3705/Q347E/E357L S364K
L368D/K3705/Q347E/E357Q $364K
L368E/K370S/Q347E S364K
L368E/K370S/E357L §364K
L368E/K370S/E357Q 5364K
L368E/K370S/Q347E/E357L 5364K
L368E/K3705/Q347E/E357Q 5364K
1L368D/K370T/Q347E $364K
1368D/K370T/E357L 5364K
L368D/K370T/E357Q S364K
1368D/K370T/Q347E/E357L S364K
L368D/K370T/Q347E/E357Q $364K
L368E/K370T/Q347E $364K
L368E/K370T/E357L $364K
L368E/K370T/E357Q S364K
L368E/K370T/Q347E/E357L 5364K
L368E/K370T/Q347E/E357Q $364K
T411E/Q362E D401K/T411K
T411E/N390D DA01K/T411K
T411E/Q362E D401R/T411R
T411E/N390D DA0LR/TAL1R
Y407T T366Y
F405A T394W
T366Y/F405A T394W/Y407T
Y407A T366W
T3665/L368A/Y407V T366W
T3665/L368A/Y407V/Y349C T366W/S354C
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Figure 1E

Monomer 1 Monomer 2

K392D/K409D E356K/D399K

K370D/K392D/K409D E356K/E357K/D399K

1199T/N203D/K247Q/R355Q/N3845/K392N/V397M/QA19E/KA47

Q196K/I199T/P217R/P228R/N276K

1199T/N203D/K247Q/R355Q/N384S/K392N/V397M/Q419E/K447_ | Q196K/1199T/N276K
N384S/K392N/V397M/Q419E N276K
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Figure 2

Variant constant region

pl-ISO(-)

pl_ISO(-)-Fc only
pl_(-)_isosteric_A
pl_(-)_isosteric A-Fc only
pl_(-)_isosteric_B
pl_(-)_isosteric_B-Fc only
pl_ISO(+RR)

pl_ISO(+RR)-Fc only

pl_ISO(+)

pl_ISO(+)-Fc only
pl_(+)_isosteric_A
pl_(+)_isosteric_B
pl_(+)_isosteric_E269Q/E272Q
pl_(+)_isosteric_E269Q/E283Q
pl_(+)_isosteric_E272Q/E283Q
pl_(+)_isosteric_E269Q
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Substitutions

1199T/N203D/K274Q/R3550/N3845/K392N/N397M/Q419E/KA47_
K274Q/R355Q/N3845/K392N/V397M/Q419E/KA47
N208D/Q295E/N384D/Q418E/N421D
Q295E/N384D/Q418E/N421D
N208D/Q295E/Q418E/N421D

Q295E/Q418E/N421D
Q196K/1199T/P217R/P228R/N276K
P217R/P228R/N276K

Q196K/1199T/N276K

N276K

E269Q/E272Q/E283Q/E357Q,

E269Q/E272Q/E283Q

E269Q/E272Q

E269Q/E283Q

E272Q/E283Q

£269Q
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Figure 3

Ablation Variants
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1332K
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V266D/P329K

S267R/A327Q

S267R/P329K

G236R/L328R
E233P/1L234V/L235A/G236_/S239K
E233P/1L234V/L235A/G236_/S267K
E233P/L234V/L235A/G236_/S239K/A327G
E233P/L234V/L235A/6236J5267K/A327G
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Figure 4
Heavy Chain 1 {-) e.g. Fab-Fc Heavy Chain 2 (+) e.g. scFv-Fc or Fab-scFv-Fc
C220S
Heterodimeric skew variants L368D/K370S Heterodimeric skew variants S364K/E357Q
Isosteric pl substitutions
N208D/Q295E/N384D/Q418E/N421D
FcKO FckO
E233P/L234V/L235A/G236_/S267K E233P/L234V/L235A/G236_/S267K
+M428L/N434S 1M428L/N434S

SUBSTITUTE SHEET (RULE 26)



WO 2020/180726 9/116 PCT/US2020/020493

Figure 5

Positive Charged scFv Linkers

Name Sequence Length Charge SEQID NO:
Gly-Ser 15 GGGGSGGGGSGGGES 15 0
Whitlow linker GSTSGSGKPGSGEGSTKG 18 +1
bpaxA_1 (+A) IRPRAIGGSKPRVA 14 +4
+B GKGGSGKGGSGKGGS 15 +3
+C GGKGSGGKGSGGKGS 15 +3
+D GGGKSGGGKSGGGKS 15 +3
+E GKGKSGKGKSGKGKS 15 +6
+F GGGKSGGKGSGKGGS 15 +3
+G GKPGSGKPGSGKPGS 15 +3
+H GKPGSGKPGSGKPGSGKPGS 20 +4
+ GKGKSGKGKSGKGKSGKGKS 20 +8

Negative Charged scFv Linkers

Name Sequence Length Charge SEQ ID NO:
Gly-Ser 20 GGGGESGGGGESGGEGESGEEES 20 0
3hsc_2 (-A) STAGDTHLGGEDFD 14 -4
-B GEGGSGEGGSGEGGS 15 -3
-C GGEGSGGEGSGGEGS 15 -3
-D GGGESGGGESGGGES 15 -3
-E GEGESGEGESGEGES 15 -6
-F GGGESGGEGSGEGGS 15 -3
-G GEGESGEGESGEGESGEGES 20 -8

Additional scFv Linkers

GGGGSGGGGSGGGGS SEQ ID NO:XXX
GGGGSGGGGSGGGGSGGGEGS SEQ ID NO:XXX
GSTSGSGKPGSGEGSTKG SEQ ID NO:XXX
PRGASKSGSASQTGSAPGS SEQ ID NO:XXX
GTAAAGAGAAGGAAAGAAG SEQ ID NO:XXX
GTSGSSGSGSGGSGSGGGG SEQ ID NO:XXX
GKPGSGKPGSGKPGSGKPGS SEQ.ID NO:XXX
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Figure 6

Useful domain linkers

Name Sequence SEQ ID NO:
(GGGGS): or GGGGS GGGGS

(GGGGS), GGGGSGGGGS

(GGGGS); GGGGSGGGGSGGGGS

(GGGGS)s GGGGSGGGGSGGGGSGGGGS

(GGGGS)s GGGGSGEGGSEGGEGESGGGGESGGEES

(GGGGS)s GGGGSGGGGESGGGGESGGEGEESGGEGESGEGEES
(GGGGS); GGGGSGGGGSGGGGESGGGESGGGGSGGGGESGGGGS
(GGGGA); or GGGGA GGGGA

(GGGGA), GGGGAGGGGA

(GGGGA); GGGGAGGGGAGGGGA

(GGGGA)a GGGGAGGGGAGGGGAGGGGA

(GGGGA)s GGGGAGGGGAGGGGAGGGGAGGGGA

(GGGGA)e GGGGAGGGGAGGGGAGGGGAGGGGAGGGGA
(GGGGA), GGGGAGGGGAGGGGAGGGGAGGGGAGGGGAGGGGA
30AA-linker DPALVHQRPAPPGGGGSGGGGSGGGGSGGG
(GKPGS); or GKPGS GKPGS

(GKPGS)s GKPGSGKPGSGKPGSGKPGSGKPGS

(GKPGS)s GKPGSGKPGSGKPGSGKPGSGKPGSGKPGS

(GGGES); or GGGES GGGES

“half hinge” KTHTCPPCP

“full hinge C220S variant” | EPKSSDKTHTCPPCP

“flex half hinge” GGGGSGGGGSKTHTCPPCP

“charged half hinge1” GKPGSGKPGSKTHTCPPCP

“charged half hinge2” GKPGSKTHTCPPCP
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Figure 7A

1 + 1 Fab-scFv-Fc Backbone 1

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOSSGLYSLSSVVIVPSSSLG
TQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTERTI SKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO:XXX)

EPKSSDKTHTCPPCPAFPPYAGPSVEFLEPPKPKDTLMI SRTPEVTICVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVK
GEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOQGNVESCSVMHEALHNHYTQKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 2

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO:XXX)

EPKSSDKTHTCPPCPAPPVAGPSVFLEFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVKLTCLVK
GEFYP3DIAVEWESNGQFPENNYKTTPPVLDSDGSEFFLY SKLTVDKSRWOQGNVESCSVMHEALHNHYTOKSLSL3PGK

1 + 1 Fab-scFv-Fc Backbone 3

>Fab-Fc Side (SEQ ID NO:XXX)
ASTRGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVEFLEPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCEVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO:XXX)

EPKSSDKTHTCPPCPAFPPVAGPSVFLFPPKPKDTLMISRT PEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVKLTCLVK
GEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFFLY SKLTVDKSRWOQGNVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 7B

1+ 1 Fab-scFv-Fc Backbone 4

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTERTI SKAKGQPREPQVY
TLPPSREEMTENEVSLTCLVKGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLEVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO:XXX)

EPKSSDKTHTCPPCPAFPVAGPSVFLFPPKPKDTLMISRTPEVTICVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVK
GFYPSDIAVEWESNGQFPENNYKTTPPVLDSKGSFFLY SKLTVDKSRWQQGNVESCSVMHEALHNHYTOKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 5

>Fab-Fc Side (SEQ 1D NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEPAVLQSSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSRDELTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO:XXX)

EPKSSDKTHTCPPCPAPPVAGPSVEFLEPPKPKDTLMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRDQLTKNQVKLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOQGNVESCSVMHEALHNHYTQKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 6

>Fab-Fc Side (SEQ 1D NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYASTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side {SEQ ID NO:XXX)

EPKSSDKTHTCPPCPAFPPVAGPSVFLEPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPRE
EQYASTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVEK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
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Figure 7C

1 +1 Fab-scFv-Fc Backbone 7

>Fab-Fc Side (SEQ ID NO:XXX)

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYSSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTERTI SKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO:XXX)

EPKSSDKTHTCPPCPAPPVAGPSVEFLEPPKPKDTLMISRT PEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EQYSSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVK
GEYPSDIAVEWESNGQFPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 8

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLG
TKTYTCNVDHKPSDTKVDKRVESKYGPPCPPCPAPEFLGGPSVELFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQ
FNWYVDGVEVHNAKTKPREEEFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPEVLDSDGSFFLYSRLTVDKSRWEEGDVESCSVM
HEALHNHYTQKSLSLSLGK

>scFv-Fc Side (SEQ ID NO:XXX)
ESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQ
ENSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEQMTKNQVKLTCLVKGFE
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVEFSCSVMHEALHNHYTQKSLSLSLGK

1 + 1 Fab-scFv-Fc Backbone 9

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALT SGVHTEFPAVLQSSGLYSLSSVVTVEPSSNEG
TOTYTCNVDHKPSDTKVDKTVERKCCVECPPCPAPPVAGP SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQF
NWYVDGVEVHNAKTKPREEEENSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLP
PSREEMTKNQVSLTCDVSGEYPSDIAVEWESDGOPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMH
EALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO:XXX)
ERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVOFNWYVDGVEVHNAKTKPREEQF
NSTFRVVSVLTVVHODWLNGKEYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEY
PSDIAVEWESNGOPENNYKTTPPMLDSDGSEFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTOKSLSLSPGK
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Figure 7D

1+ 1 Fab-scFv-Fc Backbone 10

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOSSGLYSLSSVVIVPSSNFG
TOTYTCNVDHKPSDTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVQF
NWYVDGVEVHNAKTKPREEEFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLP
PSREEMTKNQVSLTCDVSGEYPSDIAVEWESDGOPENNYKTTPPMLDSDGSEFFLYSKLTVDKSRWEQGDVESCSVMH
EALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO:XXX)
ERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVQFNWYVDGVEVHNAKTKPREEQE
NSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEY
PSDIAVEWESNGQPENNYKTTPPMLDSDGSEFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 11

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VLHEALHSHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO:XXX)

EPKSSDKTHTCPPCPAPPVAGPSVFLEFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVK
GEFYPSDIAVEWESNGQFPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVLHEALHSHYTOKSLSLSPGK

1 + 1 Fab-scFv-Fc Backbone 12

>Fab-Fc Side (SEQ ID NO:XXX)

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTEFPAVLQSSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVAGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCS
VMHEALHNHYTQKSLSLSPGK

>scFv-Fc Side (SEQ ID NO:XXX)

ERKSSDKTHTCPPRPAFPPVAGPSVFLEFPPKPKDTLMISRT PEVTCVVVDVKHEDPEVKFKWYVDGVEVHNAKTKPRE
EQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVK
GEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFFLY SKLTVDKSRWOQGNVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 8A

2 + 1 Fab2-scFv-Fc Backbone 1

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOSSGLYSLSSVVIVPSSSLG
TQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTERTI SKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side (SEQ ID NO:XXX)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVRKENWYVDGYEVHNAKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGRQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 2

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc¢ Side (SEQ ID NO:XXX)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVENAKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVKLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 3

>Fab-Fc Side (SEQ ID NO:XXX)
ASTRGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVEFLEPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCEVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side (SEQ ID NO:XXX)
APPVAGPSVFLFPPKPKDTLMISRTPEVICVVVDVKHEDPEVKENWYVDGVEVHENAKTKPREEQYNSTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPIEKT I SKAKGOPREPQVYTLPPSREEMTKNQVKLTCLVKGEYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFELYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 8B

2 +1 Fab2-scFv-Fc Backbone 4

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTERTI SKAKGQPREPQVY
TLPPSREEMTENEVSLTCLVKGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLEVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side (SEQ ID NO:XXX)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVINAKTKPREEQYNSTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPIEKTI SKAKGOPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESNG
QPENNYKTTPPVLDSKGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 5

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSRDELTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc¢ Side (SEQ ID NO:XXX)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVENAKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGRPREPQVYTLPPSRDQLTKNQVKLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 6

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTEFPAVLQSSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYASTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side (SEQ ID NO:XXX)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVRKENWYVDGVEVHENAKTKPREEQYASTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPAPIEKTI SKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFELYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 8C

2 +1 Fab2-scFv-Fc Backbone 7

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTFPAVLOSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYSSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTERTI SKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side (SEQ ID NO:XXX)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVINAKTKPREEQYSSTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPIEKTI SKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVKGEYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 8

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLG
TOTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VLHEALHSHYTQKSLSLSPGK

>Fab-scFv-Fc¢ Side (SEQ ID NO:XXX)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVENAKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGRPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVLHEALHSHYTQKSLSLSPGK

2 + 1 Fab2-scFv-Fc Backbone 9

>Fab-Fc Side (SEQ ID NO:XXX)
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT SGVHTEFPAVLQSSGLYSLSSVVTVPSSSLG
TOTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPPVAGPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPE
VKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSREEMTKNQVSLTCDVAGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCS
VMHEALHNHYTQKSLSLSPGK

>Fab-scFv-Fc Side (SEQ ID NO:XXX)
APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVRKFEWYVDGVEVHENAKTKPREEQYNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKALPAPIEKTI SKAKGOPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFELYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 9

Constant Light Domain — Kappa {SEQ ID NO:XXX)
RTVAAPSVEIFPPSDEQLKSGTASVVCLINNFY PREAKVOWKVINALQSGNSQESVTEQDSKDSTYSLS STLTLSKADYEKHKVYACEVTHOG
LSSPVTKSENRGEC

Constant Light Domain — Lambda (SEQ ID NO:XXX
GQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADS SPVKAGVETTTPSKQSNNKYAASSYLSLTPE
OWKSHRSYSCQVTHEGSTVEKTVAPTECS
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Figure 10A
CD3 High - [anti-CD3] H1.30 L1.47 scFv
Sequence SEQID NO:
scFv EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMMWVRQOAPGKGLEWVGRIRSK | XXX
YNNYATYYADSVEGRFTI SRDDSKNTLYLOMNS LRAEDTAVY YCVRHGNFGDS Y
v GQGTL\/TVSS/GKPGSGKPGSGKPGSGKPGS/QAWTQEPSLTVSPG
AVETENYANWVQQKPGKSPRGLIGG TNXRAPGVPARFSGSLL
GGKAALTISGAQPEDEADYYC,::m SNEWVFGGGTKLTVL
Variable EVQLVESGGGLVQPGGSLRLSCAASGFTFSYYAMNWVRQAPGKGLEWVGRIRSE | XXX
Heavy (vh) | SMYATYYADSVEGRFTISRDDSKNTLYLOMNS LRAEDTAVYYCVRHENFED:
, YWGQGTLVTVSS
Domain
vhCDR1 XXX
\/hCDRZ RIRSEYNNYATYYADSVEG XXX
vhCDR3 GhS XXX
Variable ‘ XXX
Light (vI) KRAP ALHY SNHWVEGGGTKLTV
Domain
vICDR1 XXX
vICDR2 XXX
vICDR3 XXX
Linker GKPGSGKPGSGKPGSGKPGS XXX
CD3 High-Int #1 —[anti-CD3] H1.32 L1.47 scFv
Sequence SEQID NO:
scEy EVQLVESGGGLVQPGGSLRLSCAASGFTFS Y YAMNWVRQAPGKGLEWVG < | XXX
ANNYATYYADSYHGRETISRDDSKNTLYLOMNS LRAEDTAVYYCVRHGN FEDSY
VWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAWTQEPSLTVSPG
GGKAALTISGAQPEDEADYYCALWY SHHWVFGGGTKLTVL
Variable EVQLVESGGGLVQPGGSLRLSCAASGETFSTYAMNWVRQAEGKGLEWVGRI XXX
Heavy (vh) TYYADSVEGRETISRDDSKNTLYLOMNS LRAEDTAVYYCVRHES
. Y SWEAYWGQGTLVTVSS
Domain ——
vhCDR1 TYRMN XXX
vhCDR2 S KANNYATYYADSVRG XXX
VhCDR3 HENEGLSYVIWEAY XXX
Variable QAVVTQEPSLTVSPGGTVTLTC XXX
Light (vl)
Domain
vICDR1 XXX
vICDR2 XXX
vICDR3 ALWY ENAWY XXX
Linker GKPGSGKPGSGKPGSGKPGS XXX
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Figure 10B

CD3 High-Int #2 = [anti-CD3] H1.89 L1.47 scFv

Sequence SEQID NO:
scEy EVQLVESGGGLVQPGGSLRLSCAASGFTFST YAMNWVRQAPGKGLEWVG <L XXX
YNNYATYYALSVRGRFTISRDDSKNTLYLQMNS LRAEDTAVYYCVRAGKES
GQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAVVTQEPSLTVSPG
GTVTLTCGS ST AV TSN YANWVOQOKPGKS PRGLIGETHE RAPGVPARFSGSLL
GGKAALTISGAQPEDEADYYCALWY SNEWVFGGGTKLTVL
Variable Iy} XXX
Heavy (vh) ADSVKGRETI SRDDSKNTLYLQMNS LRAEDTAVYYC\/RHw
Domain VEWERYWGQGTLVIVSS
vhCDR1 XXX
vhCDR2 YYADSVEG XXX
vhCDR3 XXX
Variable : i XXX
Light (vI) KRAPGVPARFS GSLLGGKAALTI SGAQPEDEADYYCZJ WY SNEWY FGGGTKLTV
) L
Domain
vICDR1 AVITSNYAN XXX
vICDR2 XXX
vICDR3 / XXX
Linker GKPGSGKPGSGKPGSGKPGS XXX
CD3 High-Int — [anti-CD3] H1.90 11.47 scFv
Sequence SEQ ID NO:
scFv EVQLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVROAPGKGLEWVGRIRSK | XXX
YNNYATYYADSVHGRFTI SRDDSKNTLYLOMNS LRAEDTAVY YCVRHGN F4
v YWGQGTLVIVSS/GKPGSGKPGSGKPGSGKPGS/ QAVVTQEPSLTVS PG
GTVTLTC ESSTEAVTTSNY ANWVQQOKPGKSPRGLIGGTNXKRAFPGVPARFSGSLL
GGKAALTISGAQPEDEADYYCALW Y SNEWVFGGGTKLTVL
Variable EVQLVESGGGLVQPGGSLRLSCAAS GETFSTYAMNWVRQAPGKGLEWVG! K| XXX
Heavy (vh) YNNYATYYADRSVEGRFTI SRDDSKNTLYLQMNS LRAEDTAVYYCVRHES Py
Domain /SWFAYWCQGTLVTVSS
vhCDR1 XXX
vhCDR2 RIRSKYNNYATYYADSVES XXX
vhCDR3 HENFGLEYYVSHEAY XXX
Variable XXX
Light (vI) KPAFGVPARFSGSLLGGKAALTI SGAQPEDEADYYCA WY SWHM \,’FGGGTKLTV
N L
Domain
vICDR1 GESTEAVITSHYAN XXX
vICDR2 XXX
vICDR3 XXX
Linker GKPGSGKPGSGKPGSGKPGS XXX
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Figure 10C
Anti-CD3-Intermediate — [anti-CD3] H1.33 L1.47 scFv
Sequence SEQID NO:

scFv EVQLVESGGGLVQPGGSLRLSCAASGEFTEST YAMNWVRQAPGKGLEWVG

NAYA, KGRETISRDDSKNTLYLQMNS LRAEDTAVYYCVRHG

! GQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAVVTQEPSLTVS PG

STEAVTTENYANWVOOKPGKSPRGLIGHTNRRAPGVPARESGSLL
GGKAALTISGAQPEDEADYYCALWY SNEWVFGGGTKLTVL

Variable EVQLVESGGGLVQPGGSLRLSCAASGETFSTYAMNWVROAPGKGLEWVGRIRSK

Heavy (vh) TNNYATYYADSVEGRFTISRDDSKNTLYLOMNS LRAEDTAVY YCVRHGN FGDSY

Domain VEWFDYWGQGTLVTVSS

vhCDR1

vhCDR2 TYADSVEG

vhCDR3 HENFGL3YVSWIDY

Variable QAVVTQEPSLTVSPGGTVTLTCE S 3TEAVTTANYANWVQOKPGKSPRGLIGETHN

Light (vI) KRAPGVPARFSGSLLGGKAALTISGAQPEDEADYYCALWY SNHWVFGGETKLTV
. i E—

Domain

vICDR1 5 SMYAN

vICDR2 3

vICDR3 ALW .

Linker GKPGSGKPGSGKPGSGKPGS

CD3 High-Int — [anti-CD3] H1.31 L1.47 scFv

Sequence SEQID NO:
scFv EVQLVEDGGGLVQPGGSLRLSCAASGFTFS M;IV?WVPQAPGKGLEWVGI‘ 1R

GQGTLVTVSS/GKPGSGKPGSGKPGS GKPGS /QAWTQEPSLTVS PG
GTVILTCSS STGAVT TSN Y ANWVQOKPGKS PRGLIGGTHARAF GVPARFSGSLL
GGKAALTISGAQPEDEADYYCALY Y SNEWVFGGETKLTVL

Variable EVQOLVESGGGLVQPGGSTLRLSCAASGFTFSTYAMSWVROAPGKGLEWVGRIREK

Heavy (vh) | YA TYYADSVEGRETI SRDDSKNTLYLOMNS LRAEDTAVYYCVRE SN
Domain

VSWEAYWGQGTLVTVSS
vhCDR1

vhCDR2
vhCDR3
Variable
Light (vl)
Domain
vICDR1

vICDR2

vICDR3
Linker GRPGSGKPGSGKPGSGKPGS

\WVQQKPGKSPRGLI GGTN
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Figure 10D
CD3 High[VL-VH] - [anti-CD3] L1.47 H1.30 scFv
Sequence SEQ ID NO:
scFv QAVVTQEPSLTVSPGGTVILTCS
KPAE
ATYYADSVKGRFTI SRDDSKNTLYLQM
NSLRAEDTAVYYCVRHEGHE AY WGQGT LVTVSS
Variable QAVVTQEPSLTVSPGGTVTLTCES STEAVTT SN YANWVQQKPGKSPRGLIGETN
Light (V|) KRAPGVPARFSGSLLGGKAALTISGAQPEDEADYYCALWY SNHWWVFGGGTKLTV
Domain L
vICDR1
vICDR2
vICDR3
Variable
Heavy (vh) NNYATYYALSVEGRFTISRDDSKNTLYLOMNS LRAEDTAVYYCVREGNFPGLEY
Domain VW EAYWGQGTLVTVSS
vhCDR1
vhCDR2
vhCDR3
Linker GKPGSGKPGSGKPGSGKPGS
CD3 High-Int #1[VL-VH] — [anti-CD3] L1.47 H1.32 scFv
Sequence SEQ.ID NO:
scFy QAWTQEPSLTVSPGGTVTLTC’ ANT AN WVQQKPGKSPRGLI GETHN
Y AMNWVRQAPGKGLEWVGRI RSKANNYATY {3REFTTSRDDSKNTLYLQM
NSLRAEDTAVYYCVRHEGH YV SHEAYWGQGTLVTVSS
Variable QAVVTQEPSLTVSPGGTVTLTCGASTEAVT TSN YANWVQOKPGKSPRGLIGETN
Light (vI) KRAPGVPARFSGSLLGGKAALTISGAQPEDEADYYCALWY SN HWVFGGGTKLTV
Domain L
vICDR1 SHYAN
vICDR2 B
vICDR3 ALWYSNHWY
Variable
Heavy (vh)
Domain
vhCDR1
vhCDR2
vhCDR3 E
Linker GKPGSGKPGSGKPGSGKPGS
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Figure 10E

CD3 High-Int #2[VL-VH] —[anti-CD3] L1.47_H1.89 scFv

Sequence SEQ ID NO:

scFy QAVVTQEPSLTVSPGGTVTLTCGS STEAVTT SN YANWVQOKPGKSPRGLIGETHN
KRAPGVPARFSGSLLGGKAALTI SGAQPEDEADYYCALWY SNHWVFGGGTKLTV
L/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGL’\/’QPGGSLRLSCAASGFTFST
YAMNWVROAPGKGLEWVGRI RS TYYADSVEGRFTISRDDSKNTLYLOM
NSLRAEDTAVYYCVRHGNFGHEYVSWE A‘rWGQGTLVTvss

Variable QAVVTQEPSLTVSPGGTVTLTCGS S THAYVT Y SN Y ARWVQOOKPGKSPRGLIGHTHN

Light (vl) KRAFGVPARFSGSLLGGKAALTISGAQPEDEADYYCALWY SHHWVFGGCTKLTV

R L

Domain

vICDR1 GSSTGAVTTINYAN

vICDR2

vICDR3 v

Variable EVQLVESGGGLVQPGGSLRLSCAASGFTFS YAMH WVRQAPGKGLEWVGRL

Heavy (vh) | &

Domain

vhCDR1

vhCDR2 NRYATYYADSVES

vhCDR3 HGNFGLEYVSWEAY

Linker GKPGSGKPGSGKPGSGKPGS

CD3 High-Int[VL-VH] - [anti-CD3] 1L1.47 H1.90 scFv

Sequence SEQID NO:

scFv QAVVTQEPSLTVSPGGTVILTCGE STGAVT TSN YANWVQOKPGKSPRGLIGGTN
KRAYGVPARFSGSLLGGKAALTISGAQPEDEADYYCALWYSNHWVEFGGGTKLTV
L/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLRLSCAASGFTEST
YAMNWVRQAPGKGLEWVGRIRSKYNNYATYYARSVKGRFTISRDDSKNTLYLOM
NSLRAEDTAVYYCVRHEGH AYWGQGTLVTVSS

Variable QAWTQEPSLTVSPGGTVTLTC 3 STCAVITSNYANWVOOKPGKSPRGLIGGTH

light (vI) | ERAEGVPARFSGSLLGGKAALTISGAQPEDEADYYCALKY SHIHVFGGGTKLTV

Domain

vICDR1

vICDR2

vICDR3

Variable
Heavy (vh)
Domain

vhCDR1

vhCDR2

vhCDR3

Linker GKPGSGKPGSGKPGSGKPGS
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Figure 10F

Anti-CD3-Intermediate[VL-VH] — [anti-CD3] L1.47 H1.33 scFv
Sequence SEQ ID NO:

scFv QAVVTQEPSLTVSPGGTVTLTCES STGAVT TSN Y ANWVQOKPGKSPRGLIGGTH
¥RAPGVPARFSGSLLGGKAALTI SGAQPEDEADYYCALWY SNHWVFGGETKLTV
L/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSLRLSCAASGFTFST
YAMNWVRQAPGKGLEWVGRI REKYNNYATY YALSVKGRFTI SRDDSKNTLYLOM
NSLRAEDTAVYYCVREGNEGDSYVIHEDYWGQGTLVTVSS

Variable QAVVTQEPSLTVSPGGTVTLTCSS 3TEAVTT SN YANWVQOKPGKSPRGLIGEGTH

Light (vl) KRAPRGVPARFSGSLLGGKAALTISGAQPEDEADYYCALWY SHHWVFGGGTKLTV

) L

Domain

vICDR1 G3STGAVITSNYAN

vICDR2 1

vICDR3

Variable

Heavy (vh)

Domain

vhCDR1

vhCDR2

vhCDR3 i !

Linker GKPGSGKPGSGKPGSGKPGS

CD3 High-Int[VL-VH] - [anti-CD3] 11.47 H1.31 scFv

Sequence SEQID NO:

scFv QAVVTQEPSLTVSPGGTVTLTCEESTEAVITENYANWYQOKPGKSPRGLIGETH
KRAPGVPARFSGSLLGGKAALTISGAQPEDEADYYCALWY SNHWVFGGGTKLTV
L/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGDLRLSCAASGE‘TFS'l
YAMSWVRQAPGKGLEWVGEL YNNYATYYADSVEGRFTISRDDSKNTLYLOM

NSLRAEDTAVYYCVRHGNFG EWGQGTIVTVSS
Variable QAWTQEPSLTVSPGGTVTLTC I ENY ARWVOOKPGKSPRGLI GG TN
Light (vI) KRAEGVPARFSGSLLGCKAALTI SGAQPEDEADYY TWEGGCTKLTV

7

Domain
SNYAN

vICDR1 GESTGAVTT SN VAL
vICDR2 :

viCDR3

Variable
Heavy (vh)
Domain

vhCDR1 TYRMS

vhCDR2 RIKSKYNNT

vhCDR3 HGNFGREYY,

Linker GKPGSGKPGSGKPGSGKPGS

SUBSTITUTE SHEET (RULE 26)



WO 2020/180726 25/116 PCT/US2020/020493

Figure 11A

Human ENPP3 sequence

>sp 014638
MESTLTLATEQPVKKNTLKKYKIACIVLLALLVIMSLGLGLGLGLRKLEKQGSCRKKCFDASFRGLENCRCDVACKD
RGDCCWDFEDTCVESTRIWMCNKFRCGETRLEASLCSCSDDCLORKDCCADYRSVCQGET SWLEENCDTAQQSQCPE
GFDLPPVILFSMDGFRAEYLYTWDTLMPNINKLKTCGIHSKYMRAMYPTKTFPNHYTIVTGLYPESHGIIDNNMYDV
NLNENFSLSSKEQNNPAWWHGQPMWLTAMYQGLKAATYEFWPGSEVAINGSFPSIYMPYNGSVPFEERISTLLKWLDL
PKAERPRFYTMYFEEPDS SGHAGGPVSARVIKALQVVDHAFGMIMEGLKORNLENCVNIILLADHGMDQTYCNKMEY
MTDYFPRINFFYMYEGPAPRIRAHNIPHDFFSFNSEEIVRNLSCRKPDQHFKPYLTPDLPKRLHYAKNVRIDKVHLF
VDQOWLAVRSKSNTNCGGGNHGYNNEFRSMEATFLAHGPSFKEKTEVEPFENTEVYNLMCDLLRIQPAPNNGTHGSL
NHLLKVPFYEPSHAEEVSKESVCGFANPLPTESLDCFCPHLONSTQLEQVNOMLNLTQEEITATVKVNLPFGRPRVL
QKNVDHCLLYHREYVSGFGKAMRMPMWS SYTVPQLGDTSPLPPTVPDCLRADVRVPPSESQKCSFYLADKNITHGEFL
YPPASNRTSDSQYDALITSNLVPMYEEFRKMWDYFHSVLLIKHATERNGVNVVSGPIFDYNYDGHEFDAPDETITKHLA
NTDVPIPTHYFVVLTSCKNKSHTPENCPGWLDVLPFIIPHRPTNVESCPEGKPEALWVEERFTAHIARVRDVELLTG
LDFYQDKVQPVSEILQLKTYLPTFETTI

Human ENPP3 sequence, extracellular domain

>sp|014638]31-875
LLVIMSLGLGLGLGLRKLEKQGSCRKKCFDASFRGLENCRCDVACKDRGDCCWDFEDTCVESTRIWMCNKFRCGETR
LEASLCSCSDDCLQRKDCCADYKSVCQGETSWLEENCDTAQQSQCPEGFDLPPVILFSMDGFRAEYLYTWDT LMPNI
NKLKTCGIHSKYMRAMYPTKTFPNHYTIVIGLYPESHGIIDNNMYDVNLNKNESLS SKEQNNPAWWHGQ PMWLTAMY
QGLKAATYFWPGSEVAINGSFPSIYMPYNGSVPFEERISTLLKWLDLPKAERPRFYTMYFEEPDSSGHAGGPVSARV
IKALQVVDHAFGMLMEGLKQRNLHNCVNIILLADHGMDQTYCNKMEYMIDYFPRINFFYMYEGPAPRIRAHNIPHDF
FSFNSEEIVRNLSCRKPDQHFKPYLTPDLPKRLHYARKNVRIDKVHLEVDOOWLAVRSKSNTNCGGGNHGYNNEFRSM
FAIFLAHGPSFREKTEVEPFENIEVYNLMCDLLRIQPAPNNGTHGS LNHLLKVPFYEPSHAEEVSKEFSVCGFANPLE
TESLDCFCPHLONSTQLEQVNOMLNLTQEEITATVKVNLP FGRPRVLOENVDHCLLYHREYVSGFGKAMRMPMWS SY
TVPQLGDTSPLPPTVPDCLRADVRVPPSESQKCSFYLADKNITHGFLYPPASNRTSDSQYDALITSNLVPMYEEFRK
MWDYFHSVLLIKHATERNGVNVVSGPIFDYNYDGHFDAPDEITKHLANTDVPIPTHYFVVLTSCKNKSHTPENCPGW
LDVLPFIIPHRPTNVESCPEGKPEALWVEERFTAHIARVRDVELLTGLDFYQDKVOPVSEILQLKTYLPTFETTI

Mouse ENPP3 sequence

>sp | Q6DYES
MDSRLALATEEPIKKDSLKKYKILCVVLLALLVIVSLGLGLGLGLRKPEEQGSCRKKCEFDSSHRGLEGCRCDSGCTG
RGDCCWDFEDTCVKSTQIWTCNLFRCGENRLETALCSCADDCLQRKDCCADYKTVCQGESPWVTEACASSQEPQCPP
GFDLPPVILFSMDGFRAEYLOTWSTLLPNINKLKTCGIHSKYMRAMYPTKTFPNHYTIVTGLYPESHGIIDNNMYDV
HLNKNFSLSSVEKSNPAWWSGQPIWLTAMYQGLKAACYYWPGSDVAVNGSFPTIYRNYSNSVPYERRITTLLOWLDL
PRADRPSFYTIYVEEPDSAGHSSGPVSAGVIKALQSVDNAFGMILMEGLKORNLENCVNIIVLADHGMDOTSCDRVEY
MTDYFPKINFYMYQGPAPRIRTRNIPQDFFTFNSEEIVRNLSCRKPDOHFKPYLTPDLPKRLHYAKNVRIDKAHLMV
DRQWLAFRSKGSSNCGGGTHGYNNEFKSMEATFLAHGPSFIEKTVIEPFENIEVYNLLCDLLHIEPAPNNGTHGSLN
HLLKTPFYKPSHAGELSTPADCGFTTPLPTDPLDCSCPALONTPGLEEQANQRILNLSEGEVAATVKANLPFGRPRVM
QKNGDHCLLYHRDYISGYGKAMKMPMWS SYTVLKPGDTSSLPPTVPDCLRADVRVAPSESQRKCSFYLADKNITHGFL
YPATKGTNESRYDALITSNLVPMYKEFKKMWDYFHEVLLIKYATIERNGLNVVSGPIFDYNYDGHFDAPDEITQYVAG
TDVPIPTHYFVVLTSCKDQTHTPDSCPGWLDVLPFIVPHRPTNIESCSENKTEDLWVEERFQAHAARVRDVELLTGL
DEYQEKAQPVSQILOLKTYLPTFETII
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Figure 11B

Mouse ENPP3 sequence, extracellular domain

>sp | Q6DYES | 31-874
LILVIVSLGLGLGLGLRKPEEQGSCRKKCFDSSHRGLEGCRCDSGCTGRGDCCWDFEDTCVKSTQIWTCNLEFRCGENR
LETALCSCADDCLQRKDCCADYKTVCQGESPWVTEACASSQEPQCPPGFDLPPVILFSMDGFRAEYLOTWSTLLPNT
NKLKTCGIHSKYMRAMYPTKTFPNHYTIVIGLYPESHGIIDNNMYDVHLNKNFSLSSVEKSNPAWWSGQPIWLTAMY
QOGLKAACYYWPGSDVAVNGSEPTIYRNYSNSVPYERRITTLLOWLDLPKADRPSFYTIYVEEPDSAGHS SGPVSAGV
IKALQOSVDNAFGMLMEGLKQRNLHNCVNIIVLADHGMDQT SCDRVEYMIDYEFPKINEFYMYQGPAPRIRTRNIPQDFFE
TFNSEEIVRNLSCRKPDQHFKPYLTPDLPKRLHYAKNVRI DKAHLMVDRQWILAFRSKGS SNCGGGTHGYNNEFKSME
ATIFLAHGPSFIEKTVIEPFENIEVYNLLCDLLHIEPAPNNGTHGSLNHLLKTPFYKPSHAGELSTPADCGFTTPLPT
DPLDCSCPALQNTPGLEEQANQRLNLSEGEVAATVKANLPFGRPRVMOQKNGDHCLLYHRDYI SGYGKAMKMPMWSSY
TVLEPGDTSSLPPTVPDCLRADVRVAPSESQKCSEFYLADKNITHGFLYPAIKGTNESRYDALITSNLVPMYKEFKKM
WDYFHEVLLIKYAIERNGLNVVSGPIFDYNYDGHFDAPDEITQYVAGTDVPIPTHYFVVLTSCKDQTHTPDSCPGWL
DVLPFIVPHRPTNIESCSENKTEDLWVEERFQAHAARVRDVELLTGLDEFYQEKAQPVSQILQLKTYLPTFETI I

Macaca fascicularis ENPP3 sequence

>tr|AOA2K5TKP4
MESMLTLATEQPVKKNTLKKYKIACIVLLALLVIMSLGLGLGLGLRKLEKQGSCRKKCFDASFRGLENCRCDVACED
RGDCCWDFEDTCVESTRIWTCNKFRCGETRLEASLCSCSDDCLQRKDCCADYKSVCQGET SWLEENCDTAQQSQCPE
GFDLPPVILFSMDGFRAEYLYTWDTLMPNINKLKTCGIHSKYMRAMY PTKTFPNHYTIVTGLYPESHGI IDNNMYDV
NLNKNFSLS SEEQNNPAWWHGQPMWLTAMYQGLKAAT YFWPGSEVAINGSFPSIYMPYNRSVPYEERI STLLKWLDL
PKAERPSFYTMYFEEPDS SGHAGGPVSARVIKALQVVDHAFGMIMEGLKQRNLENCVNIILLADHGMDQTYCNKMEY
MTDYFPRINFYMYEGPAPRIRALNVPHDFFSCKYEDTYMKKRCRKPDQHFKPYLTPDLPKRLHYAKNVRIDKVHLEYV
DROWLAVGSKSNTNCGGGNHGYNNEFRSMEATFLAHGPSFKERKTEVEPFENIEVYNLMCDLLRIQPAPNNGTRGSLN
HLLKVPFYEPSHAEEVSKFSVCGFANPLPTNNLSCLCPHLONSIQLEQVNQMILNLTQEEITATVKVNLPFGRPRVLQ
KNVDNCLLYHREYVSGEFGKAMRMPMWS SYTVPQLGDTSPLPPTVEPDCLRADVRVPPSESQRCSFYLADENITHGELY
PPAINRTSDSQYDALIMSNLVPMYEEFRKMWDYFHSVLLIKHATERNGVNVVSGPIFDYNYDGHFDAPEEITKHIAN
TDIPIPTHYFVVLTSCKNKSHT PENCPGWLDVLPFIIPHRPTNVESCPEGKPEALWVEERFTAHIARVRDVELLTGL
DEFYQDKAQPVSEILQLKTYLPTFETTI

Macaca fascicularis PD-1 sequence, extracellular domain {predicted)

>tr|AOA2KSTKP4|31-874
LLVIMSLGLGLGLGLRKLEKQGSCRKKCFDASFRGLENCRCDVACEDRGDCCWDFEDTCVESTRIWTCNKFRCGETR
LEASLCSCSDDCLQRKDCCADYKSVCQGETSWLEENCDTAQQOSQCPEGFDLPPVILFSMDGFRAEYLYTWDTLMPNI
NEKLKTCGIHSKYMRAMYPTKTFPNHYTIVIGLYPESHGIIDNNMYDVNLNKNESLS SEEQNNPAWWHGQPMWLTAMY
QOGLKAATYFWPGSEVAINGSEPSIYMPYNRSVPYEERISTLLKWLDLPKAERPSFYTMYFEEPDS SGHAGGEVSARV
IKALQVVDHAFGMLMEGLKQRNLHNCVNIILLADHGMDQTYCNKMEYMTDYFPRINFYMYEGPAPRIRALNVPHDFF
SCKYEDTYMEKKRCRKPDOHFKPYLTPDLPKRLHYAKNVRIDKVHLEVDROWLAVGSKSNTNCGGGNHGYNNEFRSME
ATFLAHGPSFKEKTEVEPFENIEVYNLMCDLLRIQPAPNNGTRGSLNHLLKVPFYEPSHAEEVSKFSVCGFANPLPT
NNLSCLCPHLONSIQLEQVNOMLNLTQEEITATVKVNLPFGRPRVLOKNVDNCLLYHREYVSGFGKAMRMPMWSSYT
VPQLGDTSPLPPTVPDCLRADVRVPPSESQKCSEFYLADENITHGFLYPPAINRTSDSQYDALIMSNLVPMYEEFRKM
WDYFHSVLLIKHATERNGVNVVSGPIFDYNYDGHFDAPEEITKHIANTDIPIPTHYFVVLTSCKNKSHTPENCPGWL
DVLPFIIPHRPTNVESCPEGKPEALWVEERFTAHTARVRDVELLTGLDFYQDKAQPVSEILQLKTYLPTFETTI
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Figure 12
AN1[ENPP3] HiL1

sequence SEQ ID NO:

Variable EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMSWVRQAPGKRLEW | XX

heavy (vh) VSTIEE YYLDSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVY

domain YCAREREYVYYEYY FRYWGQCTLVIVS S

vhCDR1 XX

vhCDR2 YIS8GGETTYYLIOVEG XX

vhCDR3 HRRVYYGYYFDY XX

Variable DILLTQSPDFQSVTPKEKVTITCRAS HIYQQKPDQSPKLL, | XX

light (vl) TKYASES I 3GIPSRFSGSGSGTDFTLT INSLEAEDAATYYCOUSNEH

domain YTFGGGTKLEIK

v1CDR1 RASOBIGTEIA XX

v1CDR2 XX

v1CDR3 XX

>XENP28278 AN1[aENPP3] H1L1 1gG1 PVA /S267K

Chain 1- AN1[aENPP3]_H1L1_IgG1_PVA_/S267K

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMBWVROAPGKRLEWVS Y I 3EGEETTYYLDSVKGRFTISRDNAKN
SLYLOMNSLRAEDTAVYYCARHR!

PN

YYGYYEPDYWGQGTLVTIVSS/ASTKGPSVFPLAPS SKSTSGGTAALGCLVKDY

FPEPVTIVSWNSGALTSGVHTEPAVLQSSGLYSLSSVVTVPSSSLGTOTYICNVNHKPSNTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVELEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEW

ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - AN1[eENPP3]_H1L1_IgG1_PVA_/S267K

DILLTQSPDFQSVTPKEKVTITCRASQSIGT I TAWYQOKPDQSPKLLIKYA
IENFWEYTFGGGTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA

LEAEDAATYYCS

LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC
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I3GIPSRFSGSGSGTDFTLTINS



WO 2020/180726

Figure 13A

28/116

AN1[ENPP3] H1 11.33

PCT/US2020/020493

sequence SEQ ID NO:
Variable EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMSWVRQAPGKRLEW | XX
heavy (vh) VSYISSEEETTYYLDEVRGRETI SRDNAKNEEY-I:SMNSLRAEDTAVY
domain GTYFDYWGQGTLVTVSS
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable DILLTQSPDFQSVTPKEKVIITCRASOSIGTSIHWYQOQKPDOSPKLL | XX
light (vl) IEYASESIEGIPSRESGSGSGTDETLTINSLEAEDAATYYCQOSESW
domain YT FGGGTKLEIK
v1CDR1 PASQEIGTSIH xX
v1CDR2 XX
v1CDR3 XX

ANI1[ENPP3] H1 L1.77

sequence SEQ ID NO:
Variable EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMSWVRQAPGKRLEW | XX
heavy (vh) VSYLE3GEGTTYYLDIY \GRE‘TISRDNAKNMMNSLRAEDTAVY
damain HREVYYGYYFDYWGOGTLVTVSS
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable ; THWYQQKPDQSPKLL | XX
light (v1) I SISGIPSRESGSGSGTDETLTINSLEAEDAATYYCQOSNESW
domain PYTFGGGTKLEIK
v1CDR1 ; XX
v1CDR2 YESESLS XX
v1CDR3 DOSHEWEYT XX
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sequence SEQ ID NO:
Variable EVQLVESGGGLVQPGGSLRLSC]—\]—\SGFAFS N YGCMSWVRQAPGQRLEW | XX
heavy (vh)
domain
vhCDR1 XX
vhCDR2 XX
vhCDR3 ] Y XX
Variable DILLTQSPDFQSVTPKEKVTITCR HWYQQKPDQSPKLL | XX
light (vl1) TKYASESTSGIPSRESGSGSGTDE 3
domain FGGGTKLEIK
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX

AN1[ENPP3] H1.8 11.33

sequence SEQ ID NO:
Variable EVOLVESGGGLVQPGGSLRLSCAASGFAFSNYGMIWVROAPGORLEW | XX
heavy (vh) VSYI GOTIYYLDSVTGREFTISRDNAKNSLYLOMNSLRAEDTAVY
domain VLIGYYFRYWGQGTLVTVSS
vhCDR1 XX
vhCDR2 ):9:4
vhCDR3 XX
Variable DILLTQSPDFQSVTPKEKVTITCRASOSICTSTAWYQQKPDOSPKLL | XX
light (v1) IEYASES ISGIPSRESGSGSGTDETLTINSLEAEDAATYYCROSKN W
domain k
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX

AN1[ENPP3] H1.8 L1.77

sequence SEQ ID NO:
Variable EVOLVESGGGLVQPGGSLRLSCAASGFAFSNYGMSWVROAPGORLEW | XX
heavy (vh) SOTIYYLDSVTGRFTISRDNAKNSLYLOMNSLRAEDTAVY
domain YEDY
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable DILLTQSPDFQSVTPKEKVTITC’{AL‘ QSICTETAWYQQKPDOSPKLL | XX
light (vl1) T SGIPSRFSGSGSGTDEFTLTINSLEAEDAATYYCQD ;
domain YTFGGGTKLEIK
v1CDR1 XX
v1CDR2 XX
v1CDR3 ):04
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Figure 14A
H16-7.213
sequence SEQ ID NO:
Variable WGLSEVSCKASGYTFTGYYMHWVRQAPGQGLEWMGH [N ¥ XX
heavy (vh) LY,
domain WGQGTLVTVSS
vhCDR1 XX
vhCDR2 WINPNSGGTNYADKEQG XX
vhCDR3 FCWLLSILDY XX
Variable DIQMTQS PSSLSASVGDRVTITCRASQOSLSSYINWFOQKPGKAPKLL | XX
light (v1) IYAASSLOSGVPSRESGSESGTDETLTISSLOPEDFATYSCRUSYSE
domain FGGGTKVEIK
v1CDR1 I35YLY XX
v1CDR2 XX
v1CDR3 XX
H16-9.69
sequence SEQ ID NO:
Variable WGLSEVSCKRASGYTET $YDIHWVRQATGOGLEWMGHMNEN S GNT XX
heavy (vh) CREDQGRVIMTRNTSISTAYMELSSLRSEDTAVYYCARTY
domain GQGTLVTVSS
vhCDR1 WDIH XX
vhCDR2 WMNPNSGNTVYADKEQG XX
vhCDR3 XX
Variable DIVMTQSPDSLAVSLGERATINCK3SQIVLYSSKNKNYLAWYQQKPG | XX
light (v1) QPPKLLIYWASTRESGVPDRFSGSGSGTDETLTISSLQAEDVAVYYC
domain FEWTFGQGTKVEIK
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
H16-1.52
sequence SEQ ID NO:
Variable SGGGLVQPGGSLRLSCAASGFT FSEYAMSWVROAPGKGLEWVSALISE | XX
heavy (vh) .‘v’n(JRFTI SRDNSKNTLYLOMNSLRAEDTAVYYCAKLG
domain
vhCDR1 XX
vhCDR2 XX
vhCDR3 3 XX
Variable DIVMTQSPDSLAVSLGERATINCK3SQIVLYSSNNENYLAWYQQKPG | XX
light (v1) QPPKLLIYszS TRESGVPDREFSGSGSGTDFTLTISSLOAEDVAVYYC
domain
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
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Figure 14B
Hal16-1{(1)23
sequence SEQ ID NO:
Variable VESGGGVVQPGRSLRLSCARSGFTFRS YGMIWVROAPGKGLEWVAVI | XX
heavy (vh) WODGENKYYADSVRGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAR
domain EG YYCMDVWGQGTTVTVSS
vhCDR1 XX
vhCDR2 KG XX
vhCDR3 YUY YEMDY XX
Variable QAGLTQPPSVSKGLRQTATLTCTGN SNNVETOGAAWLQQHQGHPPKL | XX
light (vl1) LSYRNNNEFSGISERLSASTSGNTASLTITGLOPEDEADYYCSAWDS
domain SLEAVVFGGGTKLTVL
v1CDR1 TGHINNVGETQGAA XX
v1CDR2 XX
v1CDR3 XX
H16-9.44
sequence SEQ ID NO:
Variable LSLTCTVSGGSIS3YYWSWIRQSAGKGLEWIGRIYTGVETNYNESLK | KX
heavy (vh) SRVTIMSVDTSKNQFSLKLSSVTAADTAVYYCARDYYDSSG ’
domain GQGTLVTVSS
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable DIOMTQSPSSLSASVGDRVTISCHA ’ XX
light (v1) IYAASSLENGVPSKESGSGSGTDETLTISSLOPEDFATYYCOOYRSS
domain FPFTFGPGTKVDIR
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
H16-1.67
sequence SEQ ID NO:
Variable VESGPGLVKPSQTLSLTCTVSGGSINSFGYYWIWIRQYPGKGLEWIG | XX
heavy (vh) FETGSTY LESRVIISVDTSKSQEFSLKLSSVTAADTAVYYCA
domain VREAHYYGMDVWGQGTTVTIVSS
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable NWYQQKPGKAPKLL | XX
light (v1) EDFATYYCOQIYST
domain
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
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Figure 14C
Hal 6-1 (3,5)36
sequence SEQ ID NO:
Variable EVOLVESGPGLVKPSETLSLTCTVSGGSISS3SYYWEWIROPPGKGL | XX
heavy (vh) NPELKSRVIISVDTSKNQFSLKLSSVTAADTAV
domain FDYWGQGTLVTVSS
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable QSVLTQPPSASGTPGQRATISCSGISTNIGSTIVINWYQQVPGTAPKL | XX
light (vl1) LIYENNQRPSGVPDRESGSKSGTSASLAISGLQSEDEADYYCAAWDA
domain SLNGPVFGGGTKLTVL
v1CDR1 SCESTNIGETIVR XX
v1CDR2 XX
v1CDR3 XX
H16-1.86
sequence SEQ ID NO:
Variable VESGPGLVKPSETLSLTCIVSGGSIS SYYWSWIRQPPGKGLEWIGY L | XX
heavy (vh) YNPSLESRVTISVDT SKNQFSLKLSSVTAADTAVYYCARA
domain DVWGQGTTVTVSS
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable DIOMTQSPSSLSASVGDRVTITCRTSQEISSYLNWYQOQKPGKAPNLL | XX
light (vl) IYAASSLOSGVPSRESGSGSGTDETLTISSLOPEDFATYYCQUTYES
domain PPWTFGQGTKVEIK
v1CDR1 RTSQSTSEYLN RX
v1CDR2 XX
v1CDR3 XX
H16-9.10
sequence SEQ ID NO:
Variable LLESGPGLVKPSQTLSLTCAISGDSVSSNIARWNWIRQSPSRGLEWL | XX
heavy (vh) GRIYYRIKWYNAYAVEVEKSRMTINPDTSKNQFSLOLNSVTPEDTAVY
domain YCAREA 'DEWGQGTLVTVSS
vhCDR1 SNIARWN XX
vhCDR2 RTYYRSIWYNAYAVIVES XX
vhCDR3 BAGGWEDP XX
Variable DIOMTQSPSSVSASVGDRVTITCRASQGIRSWLAWYQQKPGKAPKLL | XX
light (v1) IYAASSLOSGVPSRESGSGSGTDETLTISSLOPEDFATYYCOUANSE
domain PPTFGGGTKVEIK
v1CDR1 RASQGIRIWLA XX
v1CDR2 XX
v1CDR3 XX
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Figure 14D
H16-9.33
sequence SEQ ID NO:
Variable EVQLLESGPGLVKPSQTLSLTCAISGDSVS: NWIRQSPSRGL | XX
heavy (vh) EWLGRTYYRSEYYY "1?"“\”\’3RITINE’DTSKNQFSLQLNSVTPEDT
domain AVYYCARELGGWEFDPWGOGTLVTVSS
vhCDR1 1S AL XX
vhCDR2 SKYYNAYPVSVRS XX
vhCDR3 EAGGWEDD XX
Variable DIQMTQSPSSVSASVGDRVTITCRAL WLAWYOQKPGKAPKLL | XX
light (vl)
domain
v1CDR1 XX
v1CDR2 XX
v1CDR3 COBNSERET XX
H16-1.68
sequence SEQ ID NO:
Variable EVHLVESGGGVVQPGRSLRLSCAASGFTFREVEMHWVRQAPGKGLEW | XX
heavy (vh) VAVIWYDGSNEYYADSVKERFTISRDNSKNTLYLOMNSLRAEDMAMY
domain YCARGRITIFGYVHYEMDVWGQGTTVIVSS
vhCDR1 XX
vhCDR2 YADSVKG XX
vhCDR3 XX
Variable TLNWYQOKPGKAPKLLI | XX
light (v1) YAASSLOS GVPSRFSGSGSGTDFTLTISSLQPEDFTTYYCQOS"‘S‘1/;
domain PTFGGGTKLETK
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
Hal6-1(1)1
sequence SEQ ID NO:
Variable GPGLVKPSETLSLTCTVSGGSIS“ SWIRQPPGKGLEWIGY ] XX
heavy (vh) SLESRVTISVDTSKNQFSLKLSSVTAADTAVYYCAR
domain
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable NWYQQRPGKAPKLL | XX
light (v1) TIYATSSLO \GVPSRFSGSGSGTDFTLTISSLQPEDFATYYC‘ JJTYST
domain LETFGPGTKVDIK
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
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Figure 14E
Hal 6-1(3,5)18
sequence SEQ ID NO:
Variable GPGLVKPSETLSLTCTVPGGSIR‘ SWIROPAGKGLEWIGEFYEFS | XX
heavy (vh) 4
domain
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable SG Y SWYQOFPGTAPKFLT [ XX
light (vl1) YDNNKRSSGIPDREFSGSKSGTSATLGITGLOQTGDEADYYCGTWDS
domain SAVIFGGGTKLTVL
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
Hal6-1(2,4)4
SEQ ID NO:
Variable SVRKGRFTISR | XX
heavy (vh)
domain
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable ! XX
light (v1) FSGSNSGNTATLT I SGTQAMDEADYYC DAWDNRTA VE‘GGGTKLTVL
domain
v1CDR1 ):0:4
v1CDR2 XX
v1CDR3 XX
Hal6-1(3,5)56
sequence SEQ ID NO:
Variable RCRLVESGAEVKKPGESLKISCKGSGYRETS YWIGWVROMPGKGLEW | XX
heavy (vh) STQGOVTISADKSISTAYLOWRSLKASDTAMY
domain VIWGQGTTVTVSS
vhCDR1 XX
vhCDR2 SUTRYSPSFQG XX
vhCDR3 KDYYYYVMBY XX
Variable KX
light (v1)
domain
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
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Figure 14F
H16-7.8
sequence SEQ ID NO:
Variable QVQLOESGPGLVKPSQTLSLTCTVSGGSISE XX
heavy (vh) EWIGLIYYSGEITYYNPSLKIRVTISVDTSKNQEFSLKLNSVTAADTAV
domain FYCARVAIVT DVWGQGTTVTVSS
vhCDR1 XX
vhCDR2 II * XX
vhCDR3 VAINTTI XX
Variable EIVLTQS PDFQSVTPKEKVTITCR,? ; s IIWYQQKPDQSPKLL p:04
light (v1)
domain
v1CDR1 XX
v1CDR2 XX
v1CDR3 HOSRSFPWD XX
H16-1.93
sequence SEQ ID NO:
Variable QVQLVQSGAEVKKPGASVKVSCKAS GYTFTSEYGISWVRQAPGQGLEW | XX
heavy (vh) :
domain
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable AWYQQKPGKVPKLL | XX
light (v1) IYBASTI J*SGVPSRFSGSGSGTDFTLTISSLQPEDVATYYC\M(YIC“T\
domain PEFTFGPGTKVDIK
v1CDR1 RSSQGIYESLA XX
v1CDR2 KX
v1CDR3 XX
Hal 6-1(3,5)27.1
SEQ ID NO:
Variable ):04
heavy (vh)
domain
vhCDR1 XX
vhCDR2 XX
vhCDR3 Y y XX
Variable QSALTQPASVSGSPGQSITISCTGT S5DV / KX
light (vl1) LLIYEVNTIRPSGVSTRFSGSKSGNTASLTISGLQAEDEADYYCS
domain RSSILVVFAGGTKLTVL
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
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Figure 14G
H16-1.61
sequence SEQ ID NO:
Variable EVOLVESGGGVVQPGRSLRLSCAASGFTES SYGMUWVRQAPGKGLEW | XX
heavy (vh) VAVIWYDGENRKYYADSVEGRFTISRDNSKNTLYLOMNSLRAEDTAVY
domain YCARSRITIFGVYVHYEMDVWGOGTTVTIVSS
vhCDR1 XX
vhCDR2 XX
vhCDR3 SRITIFGVVAYGMDY XX
Variable DTQLTQSPSSLSASVGDRVTITCRASQSIISSYLNWYQLKPGKAPKLL | XX
light (vl1) IYAASSLESGVPSRESGSESGTDETLTISSLOPEDFATYYCQOIYNS
domain PITFGPGTKVDIK
v1CDR1 Q3I35YLN XX
v1CDR2 XX
v1CDR3 XX
H16-1 (3,5)5
sequence SEQ ID NO:
Variable EVOLVQSGAEVKKPGESLKISCKGSGYRET SYWIGWVROQMPGKGLEW | XX
heavy (vh) MGIIYPG {SPSFQEOVTISADKSISTAYLOWSSLKASDTAMY
domain YCARKDYYY YTMDVWGQGTTVTIVSS
vhCDR1 XX
vhCDR2 LIYRPGRIDTRYSRPSEFQG XX
vhCDR3 XX
Variable QSALTQPASVSGSPGQSITISCTGTSSIVGGYNYVEWYQOHPGKAPK | XX
light (vl) RPSGVSNREFSGSKSGNTASLTISGLQAEDEADYYCSSYT
domain FGGGTKLTVL
v1CDR1 TGTI3DVGGYNYVS XX
v1CDR2 XX
v1CDR3 XX
H16-7.200
sequence SEQ ID NO:
Variable QVQLQESGPGLVKPSQTLSLTCTVSGGSITSGLYYWSWIRQHPGKGL | XX
heavy (vh) EWFGHFIYYSGSAYYNPILKSRITISVDTSKNQFSLKLSSVTAADTAV
domain SFDYWGQGTLVTVSS
vhCDR1 XX
vhCDR2 SAYYNPSLES XX
vhCDR3 ERNYGGNEEDY XX
Variable DIVMTQSPLSLPVTPGEPASISCRISQELLUSNGYNYLDWYLQKPGO | XX
light (vl) SPQLLIYLGENRASGVPDRESGSGSGTDETLKISRVEAEDVGVYYCM
domain CALOTITFGQGTRLEIK
v1CDR1 SNGYNYLD XX
v1CDR2 XX
v1CDR3 XX
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Figure 14H
Ha16-1(3,5)42
sequence SEQ ID NO:
Variable EVQLVQSGAEVKKPGESLKISCKGSGYRETE YW I GWVROMPGKGLEW | XX
heavy (vh) MGILYEGDSDTRYSPEFQGOVTISADKSISTAYLOWSSLKASDTAMY
domain i NWGQGTTVTVSS
vhCDR1 XX
vhCDR2 XX
vhCDR3 XX
Variable S XX
light (vl1) IMIYAVNIRES GVSNRFSGSKSGNTASLTISGLQAEDEAGYYC SS5YT
domain S88 FGGGTKLTVL
v1CDR1 ] NERENYVS XX
v1CDR2 XX
v1CDR3 XX
H1 6-9.65
sequence SEQ ID NO:
Variable QVQLVESGGGVVQPGRSLRLSCAASGFTES SYGMHWVRQAPGKGLEW | XX
heavy (vh) VAT IWEFDGSNGYYADSVKERFTISRDNSKNTLYLOMNSLRAEDTAVY
domain YCARDESGSYDEFDYWGQGTLVTVSS
vhCDR1 G XX
vhCDR2 TIWEDGENGYYADSVKG XX
vhCDR3 33GIYDEFDY XX
Variable DIVMTQSPLSLPVTPGEPASISCRISUSLLASNGYNCLDWYLQKPGO | XX
light (v1) SPQLLIYT GENRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCH
domain
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
Hal6-1(3,5)19
sequence SEQ ID NO:
Variable EVQLVQSGAEV}\KPGESLKI SCKGSGYRETSYWIGWVRQMPGKGLEW | XX
heavy (vh) SERGOQVTISADKSISTAYLQWSSLKASDTAMY
domain VIWGQGTTVTVSS
vhCDR1 XX
vhCDR2 SOTRYSPSEFQG XX
vhCDR3 KLYYYYaMDy XX
Variable SALTQPASVSGSPGQSITISCT: JOWYQQHPGQAPKL | XX
light (v1) MIYGISTIRFEGYVSPRESGSKSGNTASLTISGLQAEDEADYYCSSHTS
domain NSTLYVVFAGGTKLTVL
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
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Figure 141
Hal16-1.80
sequence SEQ ID NO:

Variable QVOLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKGLEW | XX
heavy (vh) IGYVYFAGSTNYNPSLESRVTIISVDT SKNQI'SLKLSSVTAADTAVYY
domain ATRDYYYYEMDVWGQGTTVTVS S
vhCDR1 XX
vhCDR2 CCSTNYNPELES XX
vhCDR3 YGMDV XX
Variable XX
light (v1) SGVPSRFSGSRSGTDETLTISSLOPEDFATYYCRATY 3T
domain TFGPGTKVDIK
v1CDR1 XX
v1CDR2 XX
v1CDR3 XX
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Figure 15A
anti-ENPP3 { ’
Fah anti-Lo3
sohv
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Figure 15B
\\\\\\\ anti-ENPP3
Fab
anti-ENPPR3
Fab anti-CD3
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Figure 16

>XENP13245 Numax Fab-[aCD3] H1.30 L1.47 scFv(GKPGS)4 Fc(216) IgG1 PVA /S267K pl(-
) Isosteric A L368D/K370S-IgG1 C€220S/S364K/E357Q

Chain 1- Numax_lgG1_C€2205/5364K/E357Q

QVTLRESGPALVKPTQTLTLTCTFSGEFSLSTA VGWIRQPPGKALEWLADTWWDDKKHEYNESLKDRLTISKDTSK
NQVVLKVTNMDPADTATYYCARDMI FNFYFDVWGQGTTVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCTVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSDTKVDKEVEPKSCDKTHTCP
PCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTI SKAKGOQPREPQVYTLPPSREEMTKNQVSLTCDVSGEYPSDIAVEWE
SDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - [aCD3]_H1.30_L1.47_scFv(GKPGS)4_Fc(216)_IgG1_PVA_/S267K_pl(-)_Isosteric_A_L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFTFS“ MNWVROAPGKGLEWVGRI REKYNNYATY'Y SWERGRFTISRDDS
KNTLYLOMNSLRAEDTAVYYCVRE " XWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAVVTQE
PSLTVSPGGTVTLTCGASTEAY YANWVQQKPGKSPRGLIGHTNERAPGVPARFSGSLLGGKAALTISGAQPED
EADYYCALWYSNHWVFCGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVT CVVVDVK
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI SKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - Numax Light

ChainDIQMTQSPSTLSASVGDRVTITCSASSRVEY HWYQOKPGKAPKLLIYE LASGVPSRESGSGSGTEFTL
TISSLQPDDFATYYCHQZIGYPETFCGCTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQWK
VDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 17A

>XENP24804 H16-1.93[ENPP3] H1lL1l Fab-[aCD3] H1.30 L1.47 scFv{GKPGS)4-IgGl pl(-
) Isosteric A /PVA /5267K/L368D/K3705-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 - H16-1.93[ENPP3]_H1_lgG1_pl{-)_lsosteric_A_/PVA_/S267K/L368D/K370S
OQVQLVQSGAEVKKPGASVKVSCKASGYTF WVRQAPGQGLEWMGW I SAYNGNTY TAGRKLOARVIMTTDTSTS
TAYMELRSLRSDDTAVYYCARDEYSSSWE WVIWGQGTTVTVSS/ASTKGPSVFPLAPS SKSTSGGTAALGC
L VKDYFPEPVTVSWNSGALTS VAT FPAVI 05 SETYST.88VVTVE S S SLGTOTYT CNVNHKPS DTKVDKKVEPKSCD
KTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNST
YRVVSVLTVLHODWLNGKEYKCKVSNKALPAP I EKTI SKAKGOPREPQVYTLEE SREEMTKNQVSLTCDVSGEFYPSD
IAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVEFSCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - [aCD3]_H1.30_L1.47_scFv{GKPGS)4_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGETEST YAMNWVROAPGKGLEWVGR IRSKYNNYATYYADSVKGRFTISRDDS
KNTLYLOMNSLRAEDTAVYYCVRE 21WGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAVVTQE
PSLTVSPGGTVTLTCGEETEAV QOKPGKSPRGLIGHTNERAPGVPARFSGSLLGGKAALTISGAQPED
EADYYCHBHYSNKWVFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVK
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - H16-1.93[ENPP3]_L1

DIQMTQOSPSSLSASVGDRITITWRESQGIYN S LAWYQQOKPGKVPKLLIYAASTLEHSGVPSRFSGSGSGTDEFTLTISS
LOPEDVATYYCOKYNZAR FTFGPGTKVDIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC

>XENP26820 H16-7.8[ENPP3] H1L1 Fab-[aCD3] H1.30 L1.47 scFv{GKPGS)4-IgG1 pl(-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 - H16-7.8[ENPP3]_H1_lgG1_pl(-)_Isosteric_A_/PVA_/S267K/L368D/K370S
QVQLQESGPGLVKPSQTLSLTCTVSGGSISSHGYYWEWIRQHPGKGLEWIGEIYYSGSTYYNESLKSRVTISVDT SK
NQFSLKLNSVTAADTAVEYCARVAL Mf’WGQGTTVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKP S DTKVDKKVEPKSCDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRV
VSVLTVLHOQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAV
EWESDGQOPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWEQGDVESCSVMHEALENHYTQKSLSLS PGK

Chain 2 - [aCD3]_H1.30_L1.47_scFv(GKPGS)4_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGETFSTYAMNWVROAPGKGLEWVGRI RSKYNNYATY SVEGRFTISRDDS
KNTLYLOMNSLRAEDTAVYYCVRE L YWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS / QAVVTOE
PSLTVSPGGTVTLTCG.’““”AVr YANWVQOKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTI SGAQPED
[WVEFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLEPPKPKDTLMISRTPEVTCVVVDVK
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFELY SKLTVDKSRWQQOGN
VEFSCSVMHEALHNHYTQKSLSLSPGK

}

Chain 3 - H16-7.8[ENPP3]_L1

EIVLTQSPDFOSVTPKEKVTITCRASQIIGISLHWYQOKPDQSPKLLIKY A SGVPSRESGSGSGTDETLTINS
LEAEDAATYYCHGSRSFPWIFGQGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVITEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSENRGEC
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Figure 17B

>XENP28287 AN1[aENPP3] H1L1 Fab-JaCD3] H1.30 L1.47 scFv(GKPGS)4-lgG1 pl{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc{216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[«ENPP3]_H1_IgG1_pl(-)_Isosteric_A_/PVA_/S267K/L368D/K370S

EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMIWVROAPGKRLEWV S Y I 33 GEETTYY LDIVKGRETI SRDNAKN
SLYLOMNSLRAEDTAVYYCARARRYVYYCYYEDYWGQGCTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTEFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEW

ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVEFSCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - [aCD3]_H1.30_L1.47_scFv(GKPGS)4_Fc(216)_IgG1_C220S/PVA_/S267K/5364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGFTFS NWVRQAPGKGLEWVGERT NNYATYYADSVKGRFTISRDDS
KNTLYLQMNSLRAEDTAVYYCVRP : FAYWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS / QAVVTOR
PSLTVSPGGTVTLTCGE VALWVQQKPGKSPRGLIG&IU‘RA‘GVPARFSGSLLGGKAALTISGAQPED
EADYYCALWY SKHWVFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVT CVVVDVK
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VEFSCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - AN1[aENPP3]_L1

DILLTQSPDFQSVTPKEKVTITCRASQST r"‘TP{WYQQKPDQSPI'CLLIK‘\ "EGIPSPFSGSGSGTDFTLTINS
LEAEDAATYYCQCSJ/VP"ﬂFGGGTKLEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTIEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

>XENP28925 AN1[aENPP3] H1.8 L1 Fab-[aCD3] H1.30 L1.47 scFv(GKPGS)4-1gG1 pl(-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_|gG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYG S VROAPGOQRLEWVSY I ZSGEETTYYLDSVTGRETISRDNAKN
SLYLOMNSLRAEDTAVYYCARHEEVYYEY ZYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVEFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 - [aCD3]_H1.30_L1.47_scFv(GKPGS)4_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGEFTFSTYAMNWVROAPGKGLEWVGRI RSKYNNYATYYADSVREGRFTISRDDS
1 NG YWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAVVTQE
PSLTVSPGGTVTLTC! GAY G’ L PGVPARFSGSLLGGKAALTISGAQPED
EADYYCALWY SNHWVFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLEPPKPKDTLMI SRTPEVTCVVVDVK
HEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI SKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VESCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - AN1[aENPP3]_L1

DILLTQSPDFQSVTPKEKVTITCRAS P THWYQQKPDQSPKLLIKYAS SGIPSRFSGSGSGTDEFTLTINS
L EARDAATYYCOO SN SHEY TFGGGTRLET K/ RTVAAP SVFT FPPS DEQLES GTASVVCLINNEY PREAKVOWKYDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTIKSEFNRGEC
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Figure 17C

>XENP29516 AN1[aENPP3] H1.8 L1.33 Fab-[aCD3] H1.30 L1.47 scFv(GKPGS)4-1gG1 pl(-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 - AN1[«ENPP3]_H1.8_IgG1_pl(-}_Isosteric A_/PVA_/S267K/L368D/K370S
EVOQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SGETTYYLDSYTEREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYSY Y EDYWGQGTLVTVSS/ASTKGPSVFPLAPS SKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLESSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNEHYTQKSLSLSPGK

Chain 2 - [aCD3]_H1.30_L1.47_scFv{GKPGS)4_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFTFS {WVRQAPGKGLEWVGR I RERYNNYATYYADSVEGRFTISRDDS
KNTLYLOMNSLRAEDTAVYYCVREGNE YV SWEAYWGQGTLVTIVSS/GKPGSGKPGSGKPGSGKPGS / QAVVTQE
PSLTVSPGGTVTLTCGS 3T EAVT \PGVPARFSGSLLGGKAALTISGAQPED

ANWVQOKPGKSPRGLIGGTH
EADYYCALWY SNHWVFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVK
HEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGN
VESCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - AN1[¢ENPP3]_L1.33

DILLTQSPDFQSVIPKEKVTITCRAL LHWYQOKPDQSPKLLIEYASES LSGIPSRESGSGSGTDETLTING
LEAEDAATYYCOOSNSWEYTFGGGTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>XENP30262 AN1[aENPP3] H1.8 L1.77 Fab-[aCD3] H1.30 L1.47 scFv{GKPGS}4-IgG1 pl{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_|gG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYG S VROAPGOQRLEWVSY I ZSGEETTYYLDSVTGRETISRDNAKN
SLYLOMNSLRAEDTAVYYCARHEEVYYEY ZYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVEFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 - [aCD3]_H1.30_L1.47_scFv(GKPGS)4_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGEFTFSTYAMNWVROAPGKGLEWVGRI RSKYNNYATYYADSVREGRFTISRDDS
NG YWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAVVTQE
»FGVPARFSGSLLGGKAALTISGAQPED
EADYYCALY TWVFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVK
HEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI SKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN

VESCSVMHEALHNHYTQKSLSLSPGK

rey

Chain 3 - AN1[aENPP3]_L1.77

DILLTQSPDFQSVTPKEKVTITCRASOIIGTSTHWYQQKPDQSPKLLIEYES SGIPSREFSGSGSGTDETLTINS
LEAEDAATYYCQUSNSWPYTFGGGTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC
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Figure 18A

>XENP26821 H16-7.8[ENPP3] H1L1 Fab-faCD3] H1.32 L1.47 scFv(GKPGS)4-IgG1 pi(-
) Isosteric A /PVA /5267K/L368D/K3705-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 - H16-7.8[ENPP3]_H1_lgG1_pl(-)_Isosteric_A_/PVA_/S267K/L368D/K370S
QVQLOESGPGLVKPSQTLSLTCTVSGGSI iWIRQHPGKGLEWIGITYYSGSTTYNFSLKSRVTISVDTSK
NQFSLKLNSVTAADTAVEYCARVAIVITTIFG DVWGQGTTVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLETQTY ICNVNHKP S DTKVDKKVEPKSCDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTIMISRTPEVICVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRV
VSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPREPQVYTLEPSREEMTKNOVSLTCDVSGEYPSDIAY
EWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - [aCD3]_H1.32_L1.47_scFv{GKPGS)4_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q

EVQLVESGGGLVQPGGSLRLSCAASGETEST YAMNWVROAPGKGLEWVGR I RSKANNYATYYADSVKGRFTISRDDS
KNTLYLOMNSLRAEDTAVYYCVRE ﬁXWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAVVTQE
PSLTVSPGGTVTLTCﬁ?””?ﬁ“ Q0 GKSPRGLIGQI} LAPGVPARFSGSLLGGKAALTISGAQPED
EADYYCALWYSNHWVFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVK
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTI SKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN

VESCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - H16-7.8[ENPP3]_L1
EIVLTOSPDFOSVTPKEKVTITCRASOSIGISLAWYQOKPDOSPKLLIKYASOSFEGVPSRESGSGSGTDFTLTINS
LEAEDAATYYCEOSREFPWIFGQGTKVEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOGLSS PVTKSFNRGEC

>XENP29436 AN1[aENPP3] H1.8 L1 Fab-[aCD3] H1.32 1L1.47 scFv(GKPGS})4-1gG1 pl(-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[«ENPP3]_H1.8_IgG1_pl(-}_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMSWVROAPGORLEWVSY I SSGHAGTTYYLRDEVTGRFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARH] Y KWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQS SGLYSLSSVVTVPS SSLGTOTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGS FFLYSKLTVDKSRWEQGDVESCSVMHEALHNEYTOKSLSLSPGK

Chain 2 - [aCD3]_H1.32_L1.47_scFv(GKPGS)4_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGETFSTYAMNWVROAPGKGLEWVGRI RSKANNYATYYADSVEGRFTISRDDS
KNTLYLOMNSLRAEDTAVYYCVRE L YWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS / QAVVTOE
GE ST GAVS YANWVQOKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTI SGAQPED
FGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLEPPKPKDTLMISRTPEVTCVVVDVK
EVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFELY SKLTVDKSRWQQOGN
VEFSCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - AN1[«ENPP3]_L1

DILLTQSPDFOSVTPKEKVTITCRASQIIGISITHWYQOKPDQSPKLLIKYAS SGIPSRESGSGSGTDETLTINS
LEAEDAATYYCOGSNSWPYTFGGGTKLEIK/ RTVAAPSVFIFPPSDEQLKS GTASVVCLLNNFYPREAKVOWKVDNA
LOSGNSQESVITEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSENRGEC
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Figure 18B

>XENP28390 AN1[aENPP3] H1L1 Fab-JaCD3] H1.32 11.47 scFv(GKPGS)4-lgG1 pl{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc{216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[«ENPP3]_H1_IgG1_pl(-)_Isosteric_A_/PVA_/S267K/L368D/K370S

EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMIWVROAPGKRLEWV S Y I 33 GEETTYY LDIVKGRETI SRDNAKN
SLYLOMNSLRAEDTAVYYCARARRYVYYCYYEDYWGQGCTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTEFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEW

ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVEFSCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - [aCD3]_H1.32_11.47_scFv(GKPGS)4_Fc(216)_lgG1_C220S/PVA _/5257K/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGFTFS NWVRQAPGKGLEWVGERT DSVKGRFTISRDDS
KNTLYLQMNSLRAEDTAVYYCVRP : A
PSLTVSPGGTVTLTCGE VALWVQQKPGKSPRGLIG&IU‘RA‘GVPARFSGSLLGGKAALTISGAQPED
EADYYCALWY SKHWVFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVT CVVVDVK
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VEFSCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - AN1[aENPP3]_L1

DILLTQSPDFQSVTPKEKVTITCRASQST r"‘TP{WYQQKPDQSPI'CLLIK‘\ "EGIPSPFSGSGSGTDFTLTINS
LEAEDAATYYCQCSJ/VP"ﬂFGGGTKLEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTIEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

>XENP29463 AN1[aENPP3] H1.8 L1.33 Fab-[aCD3] H1.32 11.47 scFv{GKPGS}4-IgG1 pl{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_|gG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYG S VROAPGOQRLEWVSY I ZSGEETTYYLDSVTGRETISRDNAKN
SLYLOMNSLRAEDTAVYYCARHEEVYYEY ZYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVEFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 - [aCD3]_H1.32_L1.47_scFv(GKPGS)4_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGEFTFSTYAMNWVROAPGKGLEWVGRI RSKANNYATYYADSVRGRFTISRDDS
1 NG YWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAVVTQE
PSLTVSPGGTVTLTC! GAY G’ L PGVPARFSGSLLGGKAALTISGAQPED
EADYYCALWY SNHWVFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLEPPKPKDTLMI SRTPEVTCVVVDVK
HEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI SKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VESCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - AN1[aENPP3]_L1.33

DILLTQSPDFQSVTPKEKVTITCRAS P THWYQQKPDQSPKLLIEYAS SGIPSRFSGSGSGTDEFTLTINS
EARDAATYYCOO SN SHEY TFGGGTRLET K/ RTVAAP SVFT FPPS DEOLES GTASVVCLINNEY PREAKVOWKYDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTIKSEFNRGEC

SUBSTITUTE SHEET (RULE 26)



WO 2020/180726 46/116 PCT/US2020/020493

Figure 18C

>XENP30263 AN1[aENPP3] H1.8 L1.77 Fab-[aCD3] H1.32 11.47 scFv(GKPGS)4-IgGl pl(-
) Isosteric A /PVA /S267K/L368D/K370S-Fc{216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[«ENPP3]_H1.8 IgG1_pl{-)_Isosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGEFAFSH Y GMSWVROAPGORLEWVS Y L 58 GEETTYY LLSVIGRFTISRDNAKN
SLYLOMNSLRAEDTAVYYCARARRYVYYCYYEDYWGQGCTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTEFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - [aCD3]_H1.32_11.47_scFv(GKPGS)4_Fc(216)_lgG1_C220S/PVA _/5257K/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGFTFS NWVRQAPGKGLEWVGERT DSVKGRFTISRDDS
KNTLYLQMNSLRAEDTAVYYCVRP : A
PSLTVSPGGTVTLTCGE VALWVQQKPGKSPRGLIG&IU‘RA‘GVPARFSGSLLGGKAALTISGAQPED
EADYYCALWY SKHWVFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVT CVVVDVK
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VEFSCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - AN1[¢ENPP3]_L1.77

DILLTQSPDFQSVTPKEKVTITCRASQST r"‘TP{WYQQKPDQSPKLLIE F“'"EGIPSPFSGSGSGTDFTLTINS
LEAEDAATYYCQCSJ/VP"ﬂFGGGTKLEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTIEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC
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Figure 19A

>XENP29437 AN1[aENPP3] H1.8 L1 Fab-
AN1[aENPP3] H1.8 L1 CH1 (G4S)2 [aCD3] H1.30 L1.47 scFv{GKPGS})4-1gG1 pl(-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_H1.30_L1.47_scFv(GKPGS)4_Fc(216)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/EVQLVESGGGLVQPGGSLRLSCAASGFTEST WYRQAPGKGLEWVGRIRSEYNNYATYYADSVEGRETI
SRDDSKNTLYLQMNSLRAEDTAVYYCVRHEGN GRS YVSWEFAYWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/ QA
VVTQEPSLTVSPGGTVTLTCGS ST GAVITINYANWVQOKPGKSPRGLIGETNKEAPGVPARFSGSLLGGKAALTISG
AQPEDEADYYCALWY SNHWVFGGGTKLTVL/ GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPE
VTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - AN1[aENPP3]_L1

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIK} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC
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Figure 19B

>XENP29520 AN1[aENPP3] H1.8 L1.33 Fab-
AN1[aENPP3] H1.8 L1.33 CH1 (G4S)2 [aCD3] H1.30 L1.47 scFv(GKPGS)4-gG1 pl{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_H1.30_L1.47_scFv(GKPGS)4_Fc(216)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/EVQLVESGGGLVQPGGSLRLSCAASGFTEST WYRQAPGKGLEWVGRIRSEYNNYATYYADSVEGRETI
SRDDSKNTLYLQMNSLRAEDTAVYYCVRHEGN GRS YVSWEFAYWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/ QA
VVTQEPSLTVSPGGTVTLTCGS ST GAVITINYANWVQOKPGKSPRGLIGETNKEAPGVPARFSGSLLGGKAALTISG
AQPEDEADYYCALWY SNHWVFGGGTKLTVL/ GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPE
VTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - AN1[aENPP3]_L1.33

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIE} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC
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Figure 19C

>XENP30264 AN1[aENPP3] H1.8 L1.77 Fab-
AN1[aENPP3] H1.8 L1.77 CH1 (G4S)2 [aCD3] H1.30 L1.47 scFv{GKPGS)4-lgGl pl{-

) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[2ENPP3]_H1.8_IgG1_pl(-} Isosteric A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMSWVROAPGORLEWVSY I S5 GEGTTYYLDSVTIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARH CYGYYEDYWGQGTLVTVSS /ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHODWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEYPSDIAVEW

ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Nt

Chain 2 -
AN1[aENPP3]_H1.8 CH1 {G4S)2 [aCD3] H1.30 L1.47 scFv(GKPGS)4 Fc{216) IgG1l_C220S/PVA _/5267K/S364K/
E357Q

EVOLVESGGGLVQPGGSLRLSCAASGFAFSNY

SWVROAPGORLEWVSY I 353GGETTYYLUSVT ZRFT T SRDNAKN

GGGS/EVQLVESGGGLVQPGGSLRLSCAASGFTFS“YAMAWVRQAPGKGLEWVGRI?bYlbﬂVﬁT"AISV(GRFTI
SRDDSKNTLYLQMNSLRAEDTAVYYCVRE D3NV, AYWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QA
VVIQEPSLTVSPGGTVTLTCGS NWVQOKPGKSPRGLIGE APGVPARFSGSLLGGKAALTISG
AQPEDEADYYCAL vFGGGTKLTVL/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPE
VICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWOQGNVEFSCSVMHEALHNHYTQKSLSLSPGK

QT AT A ot

Chain 3 - AN1[aENPP3]_L1.77

DILLTQSPDFQSVTPKEKVTITCRAZQIIGT Z LAWYQQKPDQSPKLLIEYESESISGIPSREFSGSGSGTDEFTLTINS
LEAEDAATYYCOOSNSWEYIFGGGTKLEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSENRGEC
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Figure 20A

>XENP26822 H16-7.8[ENPP3] HilL1 Fab-H16-
Z.8[ENPP3] Hil1 CH1 (G4S]2 [aCD3] H1.32 11.47 scFw(GKPGS)4-IgGl pl{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 - H16-7.8[ENPP3]_H1_lgG1_pl(-)_Isosteric_A_/PVA_/S267K/L368D/K370S

QVQLQESGPGLVKPSQTLSLTCTVSGGSISSCJ WIRQHPGKGLEWIGIIYYSGITYYNESLKERVTISVDTSK
NQFSLKLNSVTAADTAVEYCARVAIVT EWGQGTTVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAV

EWESDGQPENNYKTTPEVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALENHYTQKSLSLSPGK

m

Chain 2 - H16-

7.8[ENPP3]_H1_CH1 (G4S)2_[aCD3]_H1.32_L1.47_scFv(GKPGS)4_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E35
7Q

QVQLOESGPGLVKPSQTLSLTCTVSGGSISS i WIRQHPGKGLEWIGILIYYSGSTYYNESLKSRVTISVDTSK
NOFSLKLNSVTAADTAVEYCARVAIVTT I PGEMDVWGOGTTVTVSS/ASTKGPSVFPIAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHT FPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGG
SGGGGS/EVQLVESGGGLYQPGGSLRLSCAASGFTES T Y AMNWVROAPGKGLEWVGRI RS KANN YATYYADSYKERE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEG! WE&XWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/
QAVVTQEPSLTVSPGGTVTLTCGS 7

qQ

ANWVOQKPGKSPRGLIGH]

SGAQPEDEADYYCALWYSNHWVFGGGTKLTVL/GGGGSGGGGSKTHTCPPC?APPVAGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLEHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKL

TVDKSRWQOGNVFESCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - H16-7.8[ENPP3]_L1
EIVLTQSPDFQSVTPKEKVTITCRASQSIGISLAWYQQOKPDQSPKLLIKYASDSFSGVPSRESGSGSGTDEFTLTINS
LEAEDAATYYCEOSREFPWIFGQGTKVEIK/ RTVAAPSVEIFPPSDEQLKSGTASVVCLLNNEYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSENRGEC
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Figure 20B

>XENP28438 AN1[aENPP3] H1L1 Fab-AN1[aENPP3] H1L1 CH1 (G4S)2 [aCD3] H1.32 L1.47 scFv{GKPGS)4-
1gG1 pl{-) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1_lgG1_pl(-)_Isosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNY ?WVRQAPGKRLEWVS\ GTTYTLDSVEEGRFTISRDNAKN
SLYLOMNSLRAEDTAVYYCARIRRVYVGEY YWGQGTLVTVSS/ASTKGPSVFPLAPS SKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQS SGLY S LSSVVTVPS SSLGTOTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSNKALPAPTEKTI SKAKGOPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Chain 2 -

AN1[oENPP3]_H1_CH1 (G4S)2_[aCD3] H1.32_11.47_scFv(GKPGS)4_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E
357Q
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGKRLEWVSY I SSGEGTTYYLDSVEGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY LJXWGQGTLVTVSS/ASTKGPSVFPLAFSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLESSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCGGGGSG
GGGS/EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRT RAKANNYATYYADSVKGRFTI
SRDDSKNTLYLOMNSLRAEDTAVYYCVRH 7‘"""WGQG'I'LVTVSS/GKPGSGKE’GSGKPGSGKPGS/QA
VVIQEPSLTVSPGGTVTLTCGE STGAVTT KSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISG
AQPEDEADYYCALWY SN ”FGGGTKLTVL/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPE
VICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

i

Chain 3 - AN1[¢ENPP3]_L1

DILLTQSPDFQSVTPKEKVTITCRASDSIGT SLHWYQOKEDOSPKLLIKYASES 1SGIPSRFSGSGSGTDETLTING
LEAEDAATYYCQ?“WQWFYTFGGGTKLEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC
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Figure 20C

>XENP29438 AN1[aENPP3] H1.8 L1 Fab-
AN1[aENPP3] H1.8 L1 CH1 (G4S)2 [aCD3] H1.32 L1.47 scFv{GKPGS})4-1gG1 pl(-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_H1.32_L1.47_scFv(GKPGS)4_Fc(216)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/EVQLVESGGGLVQPGGSLRLSCAASGFTEST WVRQAPGKGLEWVGRIRSKANNYATYYADSVEGRETT
SRDDSKNTLYLQMNSLRAEDTAVYYCVRHEGN GRS YVSWEFAYWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/ QA
VVTQEPSLTVSPGGTVTLTCGS ST GAVITINYANWVQOKPGKSPRGLIGETNKEAPGVPARFSGSLLGGKAALTISG
AQPEDEADYYCALWY SNHWVFGGGTKLTVL/ GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPE
VTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - AN1[aENPP3]_L1

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIK} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC
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Figure 20D

>XENP29467 AN1[oENPP3] H1.8 L1.33 Fab-
AN1[aENPP3] H1.8 L1.33 CH1 (G4S)2 [aCD3] H1.32 L1.47 scFv(GKPGS)4-1gG1 pl{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_H1.32_L1.47_scFv(GKPGS)4_Fc(216)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/EVQLVESGGGLVQPGGSLRLSCAASGFTEST WVRQAPGKGLEWVGRIRSKANNYATYYADSVEGRETT
SRDDSKNTLYLQMNSLRAEDTAVYYCVRHEGN GRS YVSWEFAYWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/ QA
VVTQEPSLTVSPGGTVTLTCGS ST GAVITINYANWVQOKPGKSPRGLIGETNKEAPGVPARFSGSLLGGKAALTISG
AQPEDEADYYCALWY SNHWVFGGGTKLTVL/ GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPE
VTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - AN1[aENPP3]_L1.33

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIE} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC
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Figure 21

>XENP30469 AN1[aENPP3] H1.8 L1 Fab-
AN1[aENPP3] H1.8 L1 CH1 (G4S)2 [aCD3] L1.47 H1.30 scFv{GKPGS})4-1gG1 pl(-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_L1.47_H1.30_scFv(GKPGS)4_Fc(216)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/QAVVTQEPSLTVSPGGTVTLICESSTGAVI TSN Y ANWVQQKPGKS PRGLIGGTNKRAFGVPARFSGSLLGGK
AALTISGAQPEDEADYYCALWY SNHWVFGGGTKLIVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSL
RLSCAASGFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVRKGREFTISRDDSKNTLYLOMNS LRAEDTAV
YYCVRHGN FGRSYVEWFAYWGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLEPPKPKDT LMI SRTPE
VTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

¥

Chain 3 - AN1[aENPP3]_L1

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIK} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC
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Figure 22A

>XENP30470 AN1[aENPP3] H1.8 L1 Fab-
AN1[aENPP3] H1.8 L1 CH1 (G4S)2 [aCD3] L1.47 H1.32 scFv{GKPGS})4-1gG1 pl(-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_L1.47_H1.32_scFv(GKPGS)4_Fc(216)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/QAVVTQEPSLTVSPGGTVTLICESSTGAVI TSN Y ANWVQQKPGKS PRGLIGGTNKRAFGVPARFSGSLLGGK
AALTISGAQPEDEADYYCALWY SNHWVFGGGTKLIVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSL
RLSCAASGFTESTYAMNWVROAPGKGLEWVGRIRSHKANNYATYYADSVRKGREFTISRDDSKNTLYLOMNS LRAEDTAV
YYCVRHGN FGRSYVEWFAYWGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLEPPKPKDT LMI SRTPE
VTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

¥

Chain 3 - AN1[aENPP3]_L1

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIK} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC

SUBSTITUTE SHEET (RULE 26)
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Figure 22B

>XENP30819 AN1[aENPP3] H1.8 L1.33 Fab-
AN1[aENPP3] H1.8 L1.33 CH1 (G4S)2 [aCD3] L1.47 H1.32 scFv(GKPGS)4-1gG1 pl{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_L1.47_H1.32_scFv(GKPGS)4_Fc(216)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/QAVVTQEPSLTVSPGGTVTLICESSTGAVI TSN Y ANWVQQKPGKS PRGLIGGTNKRAFGVPARFSGSLLGGK
AALTISGAQPEDEADYYCALWY SNHWVFGGGTKLIVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSL
RLSCAASGFTESTYAMNWVROAPGKGLEWVGRIRSHKANNYATYYADSVRKGREFTISRDDSKNTLYLOMNS LRAEDTAV
YYCVRHGN FGRSYVEWFAYWGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLEPPKPKDT LMI SRTPE
VTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

¥

Chain 3 - AN1[aENPP3]_L1.33

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIE} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC

SUBSTITUTE SHEET (RULE 26)
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Figure 22C

>XENP30821 AN1[aENPP3] H1.8 L1.77 Fab-
AN1[aENPP3] H1.8 L1.77 CH1 (G4S)2 [aCD3] L1.47 H1.32 scFv(GKPGS)4-1gG1 pl{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_L1.47_H1.32_scFv(GKPGS)4_Fc(216)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/QAVVTQEPSLTVSPGGTVTLICESSTGAVI TSN Y ANWVQQKPGKS PRGLIGGTNKRAFGVPARFSGSLLGGK
AALTISGAQPEDEADYYCALWY SNHWVFGGGTKLIVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSL
RLSCAASGFTESTYAMNWVROAPGKGLEWVGRIRSHKANNYATYYADSVRKGREFTISRDDSKNTLYLOMNS LRAEDTAV
YYCVRHGN FGRSYVEWFAYWGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLEPPKPKDT LMI SRTPE
VTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

¥

Chain 3 - AN1[xENPP3]_L1.77

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIE} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC

SUBSTITUTE SHEET (RULE 26)
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Figure 23A

>XENP31148 AN1[aENPP3] H1.8 L1 Fab-
AN1[aENPP3] H1.8 L1 CH1 (G4S)2 [aCD3] L1.47 H1.89 scFv{GKPGS})4-1gG1 pl(-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[«aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_L1.47_H1.89_scFv(GKPGS)4_Fc(216)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/QAVVTQEPSLTVSPGGTVTLICESSTGAVI TSN Y ANWVQQKPGKS PRGLIGGTNKRAFGVPARFSGSLLGGK
AALTISGAQPEDEADYYCALWY SNHWVFGGGTKLIVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSL
RLSCAASGFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVRKGREFTISRDDSKNTLYLOMNS LRAEDTAV
YYCVRHGN FGREYVEWFAYWGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLEPPKPKDT LMI SRTPE
VTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

¥

Chain 3 - AN1[aENPP3]_L1

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIK} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC

SUBSTITUTE SHEET (RULE 26)
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Figure 23B

>XENP31149 AN1[aENPP3] H1.8 L1.33 Fab-
AN1[aENPP3] H1.8 11.33 CH1 (G4S)2 [aCD3] L1.47 H1.89 scFv(GKPGS)4-1gG1 plf-

) Isosteric A /PVA /S267K/L368D/K370S-Fc(222) I1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[«aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_L1.47_H1.89_scFv(GKPGS)4_Fc(222)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/QAVVTQEPSLTVSPGGTVTLICESSTGAVI TSN Y ANWVQQKPGKS PRGLIGGTNKRAFGVPARFSGSLLGGK
AALTISGAQPEDEADYYCALWY SNHWVFGGGTKLIVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSL
RLSCAASGFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVRKGREFTISRDDSKNTLYLOMNS LRAEDTAV
YYCVRHGN FGREYVEWFAYWGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLEPPKPKDT LMI SRTPE
VTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

¥

Chain 3 - AN1[aENPP3]_L1.33

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIE} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC

SUBSTITUTE SHEET (RULE 26)



WO 2020/180726 60/116 PCT/US2020/020493

Figure 23C

>XENP31150 AN1[aENPP3] H1.8 L1.77 Fab-
AN1[aENPP3] H1.8 11.77 CH1 (G4S)2 [aCD3] L1.47 H1.89 scFv(GKPGS)4-1gG1 plf-

) Isosteric A /PVA /S267K/L368D/K370S-Fc(222) I1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[«aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_L1.47_H1.89_scFv(GKPGS)4_Fc(222)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/QAVVTQEPSLTVSPGGTVTLICESSTGAVI TSN Y ANWVQQKPGKS PRGLIGGTNKRAFGVPARFSGSLLGGK
AALTISGAQPEDEADYYCALWY SNHWVFGGGTKLIVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSL
RLSCAASGFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVRKGREFTISRDDSKNTLYLOMNS LRAEDTAV
YYCVRHGN FGREYVEWFAYWGQGTLVTVSS/GGGGSGGGGSKTHTCPPCPAPPVAGPSVFLEPPKPKDT LMI SRTPE
VTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKT
ISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

¥

Chain 3 - AN1[xENPP3]_L1.77

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIE} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC

SUBSTITUTE SHEET (RULE 26)
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Figure 23D

>XENP31419 AN1[aENPP3] H1.8 L1.33 Fab-
AN1[aENPP3] H1.8 L1.33 CH1 (G4S)2 [aCD3] L1.47 H1.89 scFv(GKPGS)4-1gG1 pl{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[«aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_L1.47_H1.89_scFv(GKPGS)4_Fc(216)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/QAVVTQEPSLTVSPGGTVTLICESSTGAVI TSN Y ANWVQQKPGKS PRGLIGGTNKRAFGVPARFSGSLLGGK
AALTISGAQPEDEADYYCALWY SNHWVFGGGTKLIVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSL
RLSCAASGFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVRKGREFTISRDDSKNTLYLOMNS LRAEDTAV
YYCVRHGN FGREYVEWFAYWGQGTLVTIVSS/EPKSSDKTHT CPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WOQGNVESCSVMHEALHNHYTQKSLSLSPGK

¥

Chain 3 - AN1[aENPP3]_L1.33

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIE} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSEFNRGEC

SUBSTITUTE SHEET (RULE 26)
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Figure 23E

>XENP31471 AN1[aENPP3] H1.8 L1.77 Fab-
AN1[aENPP3] H1.8 L1.77 CH1 (G4S)2 [aCD3] L1.47 H1.89 scFv(GKPGS)4-1gG1 pl{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) IgG1 C220S/PVA /S267K/S364K/E357Q

Chain 1- AN1[aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAFSNYGMEWVROAPGORLEWVSY I SSCEETTYYLESVTERFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVYYEY 1YWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVEPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQRSLSLSPGK

Chain 2 -

AN1[«aENPP3]_H1.8_CH1_(G4S)2_[aCD3]_L1.47_H1.89_scFv(GKPGS)4_Fc(216)_IgG1l_C220S/PVA_/S267K/S364K/
E357Q

EVQLVESGGGLVQPGGSLRLSCAASGFAFSN YGMSWVROAPGORLEWVSY L SSGGGTTYYLDEVIGREFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYGY VYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVIVSWNSGALTSGVHTFPAVLASSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCGGGGSG
GGGS/QAVVTQEPSLTVSPGGTVTLICESSTGAVI TSN Y ANWVQQKPGKS PRGLIGGTNKRAFGVPARFSGSLLGGK
AALTISGAQPEDEADYYCALWY SNHWVFGGGTKLIVL/GKPGSGKPGSGKPGSGKPGS/EVQLVESGGGLVQPGGSL
RLSCAASGFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVRKGREFTISRDDSKNTLYLOMNS LRAEDTAV
YYCVRHGN FGREYVEWFAYWGQGTLVTIVSS/EPKSSDKTHT CPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
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¥

Chain 3 - AN1[xENPP3]_L1.77

DILLTQSPDFQSVTPKEKVTITCRASQSTIGTS EWYQQKPDQSPKLLIE} ﬁGIPSRFSGSGSGTDFTLTINS
LEAEDAATYYCQOINSWPYTFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOWKVDNA
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Figure 35
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Figure 36
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Figure 37C
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Figure 41
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Figure 46
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Figure 47
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Figure 49
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Figure 62A

>XENP18087 [aSSTR2] H1.143 L1.30_Fab-[aCD3] H1.30 L1.47 scFv(GKPGS)4 Fc{216) IgG1 PVA /S267K pl(-
) Isosteric A L368D/K370S-IgG1 C220S/S364K/E357Q (SEQ ID NO:XX)

Chain 1- [aSSTR2]_H1.143_IgG1_PVA_/S267K_pl{(-)_lsosteric_A_L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGETFSDYGMAWFROAPGKGLEWVSF' I SNLEY S LY YALSVEGRETI SRDNAKN
SLYLOMNSLRAEDTAVYYCARAPYDYDSE DYWGQGTLVTVSS/ASTKGPSVFPLAPS SKSTSGGTAALGCLVKD
YEPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHT
CPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVY
SVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVE
WESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - [aCD3]_H1.30_L1.47_scFv{GKPGS)4_Fc(216)_IgG1_C220S/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGFTFS {WVRQAPGKGLEWVGRI RERYNNYATYYADSVEGRFTISRDDS
KNTLYLOMNSLRAEDTAVYYCVRE! YV YWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS /QAVVTQE
PSLTVSPGGTVTLTCSSSTGEAVT WVQQKPGKSPRGLIGGTNEPAPGVPARFSGSLLGGKAALTISGAQPED
EADYYCALWY3SNHWVFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTIMI SRTPEVTCVVVDVK
HEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VESCSVMHEALHNHYTQKSLSLSPGK

Vi

Chain 3 - [aSSTR2]_L1.30

DIVMTQSPDSLAVSLGERATINCESSOS LLNS RNREN Y LAWYQQKPDQSPKLLIYY TREZGVPDRESGSGSGTDE
TLTISSLQAEDVAVYYCES ITFGGGTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSENRGEC

>XENP23535 [aFAP] HOLO Fab-{aCD3] H1.30 L1.47 scFv{GKPGS)4-1gG1 pl(-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(216) 1gG1 C220S/PVA /S267K/S364K/E357Q (SEQ ID NO:XX)

Chain 1 - [aFAP]_HO_lgG1_pl(-)_Isosteric_A_/PVA_/S267K/L368D/K370S
QVQLVQSGAEVKKPGASVKVSCKTSRYTET 'TIﬂWVRQAPGQRLEWIGGINPNNGIFNYNQ {GRVTITVDTSAS
TAYMELSSLRSEDTAVYYCARRRIAYGYDEGHAMDYWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLY
KDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKT
HTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYR
VVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEYPSDIA
VEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVEFSCSVMHEALHNHYTQKSLSLSPGK

7

=

Chain 2 - [aCD3]_H1.30_L1.47_scFv(GKPGS)4_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGETFES NWVRQAPGKGLEWVGRIRSKYNNYATYYADSVRGRFTISRDDS

BN L YWGQGTLVTIVSS/GKPGSGKPGSGKPGSGKPGS / QAVVTQER
PSLTVSPGGTVTLTC! WVQOKPGKSPRGLIGGT L PGVPARFSGSLLGGKAALTISGAQPED
EADYYCALWY SNHWVFGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLEPPKPKDTLMI SRTPEVTCVVVDVK
HEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI SKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VEFSCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - [aFAP]_LO

DIVMTQSPDSLAVSLGERATINCKSSQILLYSRNQENY LAWYQOKPGQPPKLLI FwA GVPDRFSGSGFGTDF
TLTISSLOAEDVAVYYCOQYFE S TFGQGTKVEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQ
WKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOGLSSPVTKSENRGEC

SUBSTITUTE SHEET (RULE 26)



WO 2020/180726 113/116 PCT/US2020/020493

Figure 62B

>XENP25967 [aFAP] H1L1 Fab-
[aFAP] H1Ll Fab (G4S)2 [aCD3] H1.32 L1.47 scFv(GKPGS)4 (G4S)2 IgGl PVA /S267K-pl{-
) Isosteric A L368D/K370S-lgG1 C€220S/S364K/E357Q (SEQ ID NO:XX)

Chain 1- [@FAP]_H1_IgG1_PVA_/S267K-pl(-)_Isosteric_A_L368D/K370S
EVQLLESGGGLVQPGGSLRLSCAASGETFSS YAMSWVROAPGKGLEWVS G SGS 635 TY YADSVEGRFTI SRDNSKN
TLYLOMNSLRAEDTAVYYCAKT. By _KWGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQ SLSSVVTVESSSLGTQTYICNVNHKPSDTKVDEKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHODWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEW
ESDGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - [aFAP]_H1_(G4S)2_[aCD3]_H1.32_L1.47_scFv(GKPGS)4 (G4S)2_lgG1_C220S/S364K/E357Q
EVQLLESGGGLVQPGGSLRLSCAASGETFSSYAMEWVROAPGKGLEWVSCGI S8G3EGEETYYADSVEGRFTISRDNSKN
TLYLOMNSLRAEDTAVYYCAKLSEYPGGT WGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTOTYICNVNHKPSNTKVDKKVEPKSC/ GGGGS
GGGGS/EVQLVESGGGLVQPGGSLRLSCAASGFTFST YAMNWVRQAPGKGLEWVGRI RS ANNYAT Y YADSVKERET
ISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGDEYVEWEAYWGOGTLVIVSS/GKPGSGKPGSGKPGSGKPGS/Q
AVVTQEPSLTVSPGGTVTLTCGS STGAVTTEN YANWVQOKPGKSPRGLIGETNERAPGVPARFSGSLLGGKAALTIS
GAQPEDEADYYCALWYSNHWVFGGGTKLTVL/GGGGSGGGGS/KTHTCPPCPAPPVAGP SVFLFPPKPKDTIMI SRT
PEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKL
TVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

Chain 3 - [aFAP]_L1

DIQMTQSPSSLSASVGDRVTITCRAS I SGVPSRFSGSGSGTDEFTLTISS
LOPEDFATYYCOQRS vf‘FGQGTKLEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNE‘YPREAKVQWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVIKSENRGEC

>XENP28925 [aENPP3] H1.8 L1 Fab-[aCD3] H1.30 11.47 scFv(GKPGS)4-1gG1 pl(-
) Isosteric A /PVA /S267K/L368D/K3705-Fc(216) 1gG1 C220S/PVA /S267K/S364K/E357Q (SEQ ID NO:XX)

Chain 1 - [aENPP3]_H1.8_lgG1_pl(-)_Isosteric_A_/PVA_/S267K/L368D/K370S
EVQLVESGGGLVQPGGSLRLSCAASGFAF MEWVRQAPGQRLEWVSY I SSGEETTYYLDSVTGRFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHRRVYYC ‘WGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWILNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEW
ESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Chain 2- [aCD3]_H1.30_L1.47_scFv(GKPGS)4_Fc(216) IgG1_C220S/PVA_/S267K/S364K/E357Q
EVQLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVROQAPGKGLEWVGRI RIKYNNYATYYALSVRESRFTISRDDS
KNTLYLOMNSLRAEDTAVYYCVREGE : XWGQGTLVTVSS/GKPGSGKPGSGKPGSGKPGS/QAVVTQE
PSLTVSPGGTVTLTC : GVPARFSGSLLGGKAALTISGAQPED
EADYYCA FGGGTKLTVL/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVK
HEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VFSCSVMHEALHNHYTOKSLSLSPGK

LI

Chain 3 - [aENPP3]_L1

DILLTQSPDFQSVTPKEKVTITCRASQIT THWYQOKPDQSPKLLIKYAS SGIPSRESG3GSGTDETLTINS
LEAEDAATYYCOO SN SWPYTFGGCTKLEIK/ RTVAAPSVEIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 62C

>XENP30458 [aSSTR2] H1.24 11.30 Fab-

[aSSTR2] H1.24 11.30 Fab (G4S)2 [aCD3] H1.32 11.47 scFv{GKPGS)4-IgG1 pl{-
) Isosteric A PVA /S267K/1368D/K370S/M428L/N434S-

Fc(222) 1gG1 PVA /S267K/S364K/E357Q/M428L/N434S (SEQ ID NO:XX)

Chain 1 - [aSSTR2]_H1.24_|gG1_pI(-)_lsosteric_A_PVA_/S267K/L368D/K370S/MA28L/N434S
EVQLVESGGGLVQPGGSLRLSCAASGFTFSDY éWFRQAPGKGLEWVSFT“NTAY%I?V%DSVKGRFTISRDNAKN
SLYLOMNSLRAEDTAVYYCARAPYDYDEFYE IGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YEPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTOQTYICNVNHKPSDTKVDKKVEPKSCDKTHT
CPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVV
SVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLP PSREEMTKNQVSLTCDVSGEYPSDIAVE
WESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVLHEALHSHYTQKSLSLSPGK

i

Chain 2 -

[SSTR2]_H1.24_[aCD3]_H1.32_11.47_scFv(GKPGS)4_Fc[222)_IgG1_PVA _/$267K/S364K/E357Q/MA28L/N434S
EVQLVESGGGLVQPGGSLRLSCAASGETFEFSTY FROAPGKGLEWVSFISNLAYSIYTADSVKERFTISRDNAKN
SLYLOMNSLRAEDTAVYYCARAPYDYDIFY: TGQGTLVTVSS/ASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC/gggg
SGGGGES/EVQLVESGGGLVQPGGSLRLSCAASGETES T YAMNWVRQAPGKGLEWVGRI RS KANN YATY Y ADSVKERE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGHK YV AWFAYWGOGTLVTVS S/ GKPGSGKPGSGKPGSGKPGS /
OAVVTQEPSLTVSPGGTVTLTC! N TANWVQQKPGKSPRGLIG K GVPARFSGSLLGGKAALTI
SGAQPEDEADYYCALWYSNEWVFGGGTKLTVL/ GGGGSGGGGS/KTHTCPPCPAPPVAGP SVFLFPPKPKDTLMI SR
TPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPT
EKTISKAKGQPREPQVYTLPPSREOMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSK
LTVDKSRWQQGNVFEFSCSVLHEALHSHYTQKSLSLSPGK

1Y

Chain 3 - [aSSTR2]_L1.30

DIVMTQSPDSLAVSLGERATINCH QESLINIRNRENYLAWYQOKPDQSPKLLIYWAS .5GVPDRFSGSGSGTDF
TLTISSLOAEDVAVYYCROSYY LW FCCCTKVEIK/RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC
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Figure 62D

>XENP31149 [«aENPP3] H1.8 L1.33 Fab-
[«ENPP3] H1.8 11.33 CH1 {G4S)2 [aCD3] L1.47 H1.89 scFv{GKPGS)4-IgG1 pi{-
) Isosteric A /PVA /S267K/L368D/K370S-Fc(222) 1gG1 C220S/PVA /S267K/S364K/E357Q (SEQ ID NO:XX)

Chain 1 - [aENPP3]_H1.8_IgG1_pl(-)_lsosteric_A_/PVA_/S267K/L368D/K370S

EVOLVESGGGLVQPGGSLRLSCAASGFAFSY YGMSWVROAPGORLENVS YL 55663 TTYYLDS VI GRFTI SRDNAKN
SLYLOMNSLRAEDTAVYYCARHERVY' "WCOGTLVTVSS /ASTKGPSVEPLAES SKSTSGETAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQ SLSSVVTVESSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTC
PPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVS
VLTVLHQDWLNGKEYKCKVSNKALPAPI ZKT1SKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEW

ESDGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Chain 2 -
[«ENPP3]_H1.8_CH1_(G4S)2_[aCD3]_L1.47_H1.89_scFv(GKPGS)4_Fc(222)_lgG1_C220S/PVA_/S267K/S364K/E35
7Q

EVQLVESGGGLVQPGGSLRLSCAASGFAF SWVRQAPGQRLEWVSY T GTTYTLDSVTGEREFTISRDNAKN
SLYLQMNSLRAEDTAVYYCARHRRVYYGY YWGQGTLVTVSS/ASTKGPSVFPLAPS SKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVESSSLGTQTYICNVNHKPSNTKVDKKVEPKSC/ GGGGS
GGGGS/QAVVTQEPSLTVSPGGTVTLTCGS ST GAVITINYANWVQQKPGKSPRGLI GE TN KRAPGVPARFSGSLLGG
KAALTISGAQPEDEADYYCALWY SNHWVFGGGTKLTVL/GKPGSGKPGSGKPGSGKPGS / EVQLVESGGGLVQPGGS
LRLSCAASGFTEFSTYAMNWVRQAPGKGLEWVGRT REKYNNYATYYADSVKERFTISRDDSKNTLYLOMNSLRAEDTA
VYYCVRHGNTF YWGQGTLVTVSS/GGGGSGGGGS/KTHTCPPCPAPPVAGP SVFLFPPKPKDTLMI SRT
PEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPTE
KTISKAKGQPREPQVYTLPPSREOMTKNQVKLTCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKL
TVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

v

Chain 3 - [aENPP3]_L1.33

DILLTQSPDFOSVTPKEKVTITCRASOSIGT S LAWYQOKPDOSPKLLIEYASESISGIPSRESGSGSGTDEFTLTINS
LEAEDAATYYCOOSNEWPYIFGGCTKLEIK/ RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNA
LOSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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