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Figure 2B
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Figure 3.1
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Figure 4A1

o CTRL
® HIV

- - '“.‘ q” l..‘. - e 5 &

f
f
£
i
i
H

sajdwesg

1.0

0.8

0.8

0.4

0.2

0.0

Predicted Class Prohabhbilities



WO 2015/150360 PCT/EP2015/056977
7/23

Figure 4A.2 3/7
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Figure 4B
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Figure 4C
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Figure 5B
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Figure 6B
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Figure 6C

Top 25 compounds correlated with the PC aa 28:1/PC ae 40;2

PCaaZBlp
SMC161
Total SMs/To

GiniPi
SMCa41
Systemic ROS
PC ae C40:2
Asp
fysoPCaC24
PCaaC24:0
PCaeC38:2
PC aa C42:5
PCaaC381
Glu

PCaes C44:3
PCae C383
PCae C421
PC aa C40:2
PCaaCaz4
PCaa C40:3
PCae C40:3

14/23

PCT/EP2015/056977




WO 2015/150360 PCT/EP2015/056977

15/23
Figure 7A
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Figure 7C
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Figure 7E
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Figure 8
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Figure 9
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Figure 10A
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Figure 11A
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