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<210> 44

<211> 33

<212> DNA

<213> Homo sapiens

<400> 44
tctggtgata aattggggga taaatttget ttc 33

<210> 45

<211> 11

<212> PRT

<213> Homo sapiens

<400> 45
Ser Gly Asp Lys %eu Gly Asp Lys Phe %%a Phe
1

<210> 46

<211> 33

<212> DNA

<213> Homo sapiens

<400> 46
caaggagaca gcctcagaag ctatcatgea age 33

<210> 47

<211> 11

<212> PRT

<213> Homo sapiens

<400> 47 i
Gln Gly Asp Ser Leu Arg Ser Tyr His Aga Ser
1 5 1



<210>
<211>
<212>
<213>

<400>

12

48

33

DNA

Homo sapiens

48

tctggagata atttggggga taaatatatt tgc 33

<210>
<211>
<2312>
<213>

<400>

49

11

PRT i
Homo sapiens

49

Ser Gly Asp Asn Leu Gly Asp Lys Tyr Ige Cys
1 5 1

«<210>
<211>
<212>
<213>

<400>

30

33

DNA _
Homoe sapiens

50

tctggagata aattggggga aagctatget tge 33

<210>
<21l>
<212>
<213>

<400>

51
11
PRT
Homo sapiens

51

ser Gly Asp Lys Eeu Gly Glu Ser Tyr %éa Cys
1

<210>
<211>
<212>
<213>

<400>

ggtaaaaact accggoccte a

<210>
<211>
<212>
<213>

<400>

52

21

DNA

Homo sapiens

52
21

53

7

PRT

Homo sapiens

53

Gy LYys Ash Tyr Arg Pro Ser
1 5

<210>
<Z211>
<212>
<Z213>

<400>

gataaaaaca accggeoecte a

<210>
<211

54

21

DNA

Homo sapiens

54
21

35
7



<212> PRT _
<213> Homo sapiens

<400> 55
AsSp Lys Asn Ash Arg Pro Ser
1 5

<210> 56
<211> 21
<212> DNA
<213> Homo sapiens

<400> 56
gataacaaca atcggccctc a

<210> 57
<211> 7

<212> PRT

<213> Homo sapiens

<400> 57
ASp Asn Asn ASn Arg Pro Ser
i 5

<210> 58
<211> 21
<212> DNA
<213> Homo sapiens

<400> 58
gataacaaca atcgccecte a

<210> 59

<211> 21

<212> DNA

<213> Homo sapiens

<400> 59
gatgatagcg accggeccte a

<210> 60
<21l> 7

<212> PRT

<213> Homo sapiens

<400> 60
Asp Asp Ser Asp Arg Pro Ser
1 5

<210> 61
<21i> 21
<212> DNA
<213> Homo sapiens

<400> 61
caagataaga ag ngCCCtC a

<210> 62

<211> 7

<212> PRT

<213> Homo sapiens

i3

21

21

21

21



<400>

62

§1n Asp Lys Lys Arg Pro
5

<210>
<211>
<212>
<213>

<400>

63

21

DNA

Homo sapiens

63

Caagataaca agcggcecctce a

<210>
<211>
<212>
<213>

<400>

64

8

PRT

Homo sapiens

64

§1n Lys Asn Lys Pro Arg
5

<210>
<211l>
<212>
<213>

<400>

65
7

PRT )
Homo sapiens

65

Gln Asp Asn Lys Arg pPro
1 5

<210>
<211>
<212>
<213>

<400>

66
21
DA
Homo sapiens

66

ggtasaaaca accggccctc a

<210>
<211>
<212>
<213>

<400>

67

7

PRT

Homo sapiens

67

§1y LyS AsSn Ash érg Pro

<210>
<211>
<212>
<213>

<400>

68
21
DNA
Homo sapiens

68

gctgcateca grttgcaasg t

<210>
<211l>
<212>
<213>

<400>

69

7

PRT _
Homo sapiens

69

Ala Ala Ser Ser Leu Glin

14

ser

Pro Ser

Ser

sSer

ser

21

21

21



<210> 70
<211> 21
<212> DNA
<213> Homo sapiens

<400> 70
tggacatcca cccgggaagg ¢

<210> 71

<211> 7

<212> PRT

<213> Homo sapiens

<400> 71
Irp Thr Ser Thr grg Glu Gly

<210> 72

<211> 21

<212> DNA

<213> Homo sapiens

<400> 72
actgcatcca grrtgcaaag t

<210> 73

<211> 7

<212> PRT

<213> Homo sapiens

<400> 73
Thr Ala Ser Ser Leu Gln Ser
1 5

<210> 74
<211> 21
<212> DNA
<213> Homo sapiens

<400> 74
aaggtttcta actgggactce t

<210> 75
<21l> 7

<212> PRT

<213> Homo sapiens

<400> 75
%ys val Ser Asn grp Asp Ser

<210> 76

<2311> 21

<212> DNA

<213> Homo sapiens

<400> 76
aacacatcca gtttgcaaag t

15

21

21

21

21



16
<210> 77
<211> 7
<212> PRT
<213> Homo sapiens

<400> 77
Asn Thr ser ser %eu Gin ser
1

<210> 78

<211> 21

<212> DKA

<213> Homo sapiens

<400> 78
actacatcca gtittgcaaag t

<210> 79
<211> 7

<212> PRT .
<213> Homo sapiens

<400> 79
Thr Thr ser ser Leu Glin Ser
1 5

<210> 80
<21il> 21
<212> DNA
<213> Homo sapiens

<400> 80
aaggtttctt actgggactc t

<210> 81

<211> 7

<212> PRT

<213> Homo sapiens

<400> 81
Lys val Ser Tyr grp Asp Ser
1

<210> 82

<211> 21

<212> DNA

<213> Homo sapiens

<400> 82
aatgcatcca gtttgcaaag t

<210> 83
<211> 7

<212> PRT

<213> Homo sapiens

<400> 83
Asn Ala Ser Ser %eu Gin Ser
1

<210> B4
<211> 21

21

21

21



<212> DNA )
<213> Homo sapiens

<400> 84
agcacaaaca gtcgctctte t

<210> 85

<211> 7

<212> PRT

<213> Homo sapiens

<400> 85
Ser Thr Asn Ser Pro ser Ser
1 5

<210> 86
<211> 7

<212> PRT

<213> Homo sapiens

<400> 86
Asn Thr Sser Sser %ys Gin ser
1

<210> 87

<211> 21

<212> DNA

<213> Homo sapiens

<400> 87
ggtaacagca atcggccectc a

<210> 88

<211> 7

<212> PRT i
<213> Homo sapiens

<400> 88
Gly Asn Ser Asn ﬁrg Pro ser
1

o

<210> 89

<211> 21

<212> DNA

<213> Homo sapiens

<400> 89
tgggettcta ccogggaate ¢

<210> 90
<211> 7

<212> PRT

<213> Homo sapiens

<400> 90
Trp Ala Ser Thr Arg Glu Ser
1 5

<210> 91
<211> 21
<212> DNA
<213> Homo sapiens

17

21

21

21



18

<400> 91
caagatagca agcggccctc a

<210> 92
<21l> 7

<212> PRT

<213> Homo sapiens

<400> 92
Gin Asp Ser Lys Arg Pro Ser
1 5

<210> 93

<211> 21

<21Z2> DNA

<213> Homo sapiens

<400> 93
ggtgaaaaca accggccctc a

<210> 94
<211> 7

<212> PRT

<213> Homo sapiens

<400> 94
Gly Glu Asn Asn Arg Pro Ser
1 5

<210> 95

<211> 21

<Z212> DNA

<213> Homo sapiens

<400> 95
caagattaca agcggecctc a

<210> 96
<211> 7

<212> PRT

<213> Homo sapiens

<400> 96
GIn Asp Tyr Lys érg Pro Ser
1

<210> 97

<211> 35

<212> DNA

<213> Homo sapiens

<400> 97
aactccoggg acagaagtgg taaccatctg gtgtt

<210> 98

<211> 11

<212> PRT

<213> Homo sapiens

<400> 98
Asn Ser Arg Asp Arg Ser Gly Asn His Leu val

21

21

21

35



19

<210> 99
<211> 37
<212> DNA
<213> Homo sapiens

<400> 99
aacteccggy acagcagtga taaccatcta gtggtat 37

<210> 100

<21l> 12

<212> PRT

«213> Homo sapiens

<400> 100

Asn Ser Arg Asp Ser Ser Asp Asn His igu val val
1 5

<210> 101
<211> 40
<212> DNA
<213> Homo sapiens

<400> 101
cagtcctatg acagcaacct gagtggttcg attgtggttt 40

<210> 102

<211> 13

<212> PRT

<213> Homo sapiens

<400> 102
Gin Ser Tyr Asp ger Asn Leu Ser Gly Ser Tle val val
1 10

<210> 103
<21l> 40
<212> DNA
<213> Homo sapiens

<400> 103
cagtcctatg acagcaacct gagtggttcg attgtggtat 40

<210> 104

<211> 34

<212> DNA

<213> Homo sapiens

<400= 104
caggtgtggg atagtagtag tgatcatgtg gtat 34

<210> 105

<21l> 11

<212> PRT

<213> Homo sapiens

<400> 105
GIn val Trp Asp Ser Ser Ser Asp His v%1 val
1 5 1



20
<210> 106
<211> 28
<212> DNA
<213> Homo sapiens

<4(00> 106 .
caggcgtggg acagcagcac tgtggtat 28

<210> 107
<211> 9

<212> PRT

<213> Homo sapiens

<400> 107
Gin Ala Trp Asp ?er Ser Thr val val
1

<210> 108

<211> 28

<212> DNA i
<213> Homo sapiens

<400> 108
caggcgtggg acagcaccac tgcgatat 28

<210> 109

<211> 9

<212> PRT .
<213> Homc sapiens

<400> 109
GIn Ala Trp Asp Ser Thr Thr Ala Ile
1 5

<210> 110
<211> 34
<212> DNA
<213> Homo sapiens

<400> 116
aactcccggg acagecagtgg taaccatgtg gtat 34

<210> 111

<211> 11

<212> PRT

<213> Homo sapiens

<400> 111 .
ASn Ser Arg Asp ?er ser Gly Asn His ;g? val
1

<210> 112

<211i> 28

<212> DHNA

<213> Homo sapiens

<400> 112
cagcagagct acactacccc gatcacct _ 28

<210> 113
<21l> 9
<212> PRT



<213> Homo sapiens

<400> 113
GIn G1n ser Tyr Thr Thr Pro Ile Thr
1 5

<210> 114

<211> 28

<212> DNA

<213> Homo sapiens

<400> 114
cagcagtatt ttactactcc gtggacgt

<210> 113

<211> 9

<212> PRT

<213> Homo sapiens

<400> 115
Gin GIn Tyr Phe Ehr Thr Pro Trp Thr
1

<210> 116

<211> 28

<212> DNA

«213> Homo sapiens

<400> 116
caacaggcty acagtticcc getcactt

<2310> 117
<211> 9

<212> PRT

<213> Homo sapiens

<400> 117
GIn Gln Ala Asp ?er phe Pro Leu Thr
1

<210> 118
<211> 28
<Z212> DNA
<213> Homo sapiens

<400> 118
atgcaaggta cacactggee tccggect

<210> 119

<21l> 9

<212> PRT

<213> Homo sapiens

<400> 119
Met GIn Gly Thr His Trp Pro Pro Ala
1 5

<210> 120
<211> 28
<212> DNA
<213> Homo sapiens



<400> 120
caacaggcta

<210> 121
<211> 9

<212> PRT
<213> Homo

<400> 121

22

acagtttccc tctcactt

sapiens

. GIn GIn Ala Asn Ser phe Pro Leu Thr
1 5

<210> 122
<211> 27

<212> DNA
<213> Homo

<400> 122
atgcaaggta

<210> 123
<2311> 28

<212> DNA
<213> Homo

<400> 123
caacaggctg

<210> 124
<211> 31

<212> DNA
<213> Homo

<4Q0> 124
gtgctgtata

<210> 125
<211> 10

<212> PRT
<213> Homo

<400> 125

sapiens

cacactggce tcecggec

sapiens

acagtttccc tctcactt

sapiens

tgggtagagy catttggotg ©

sapiens

val Leu Tyr Met Gly Arg Gly Ile Trp val
1 5 10

<210> 126
<211> 37

<212> DNA
<Z213> Homo

<40Q0> 126
aaagcatgygg

<210> 127
<211> 12

<212> PRT
<213> Homo

<400> 127

Lys Ala Trp Asp ésn Ser Leu Asn Ala gén Gly val
1

sapiens

ataacagcct gaatgetcaa ggggtat

sapiens

28

27

28

31

37



23

<210> 128

<211l> 28

<212> DNA

<213> Homo sapiens

<400> 128
cagcaatttt atggtcctce tctcactt 28

<210> 129
<211> 9

<212> PRT

<213> Homo sapiens

<400> 129
Gln GIn Phe Tyr Gly Pro Pro Leu Thr
1 5

<210> 130

<211> 30

<212> DNA

<213> Homo sapiens

<400> 130
caggcgtggg acagcagege cgggggggta 30

<210> 131

<21il> 10

<2312> PRT

<213> Homo sapiens

<400> 131
Gin Ala Trp Asp Ser Ser Ala Gly Gly val
1 5 10

<210> 132

<21l> 34

<212> DNA

<213> Homo sapiens

<400> 132
aattatcggg acaacagtgg taaccatctg gtgt 34

<210> 133

<211> 11

<212> PRT

<213> Homo sapiens

<400> 133 i _
ésn Tyr Arg Asp gsn ser Gly Asn His ieu val

<210> 134

<211> 28

<212> DNA

<213> Homo sapiens

<400> 134
caggcygtggy acagaagtac tgtactat 28

<210> 135
<Z21i> 9



<212> PRT _
<213> Homo sapiens

<400> 135
Gln Ala Trp Asp érg ser Thr val Leu
1

<210> 136

<211> 15

<212> DNA

<213> Homo sapiens

<400> 136
aactatggca tgcac

<210> 137

<211> 5

<212> PRT

<213> Homo sapiens

<400> 137
?sn Tyr Gly Met ?is

<210> 138

<211> 15

-<212> DNA

<213> Homo sapiens

<400> 138
gattttacca tgecac

<210> 139

<211> 5

<21Z2> PRT

<213> Homo sapiens

<400> 139
Asp Phe Thr Met gis
1

<210> 140

<211> 15

<212> DNA

<213> Homo sapiens

<400> 140
gactactata tgtac

<210> 141

<211> 5

<212> PRT

<213> Homo sapiens

<400> 141
ASp Tyr Tyr Met gyr
i

<210> 142

<211> 15

<212> DNA

<213> Homg sapiens



25

<400> 142
ggcgactata tgcac

<210> 143

<211> 5

<212> PRT

<213> Homo sapiens

<400> 143 )
Gly Asp Tyr met Eas
1

<210> 144

<211> 15

<212> DNA

<213> Homo sapiens

<400> 144
acctatggca tgeac

<210> 145

<21l> 5

<212> PRT

<213> Homo sapiens

<400> 145
Thr Tyr Gly Met Eis
1

<210> 146

<211> 15

<212> DMA

<213> Homo sapiens

<400> 146
agctatggca ttcac

<210> 147

<211> 5

<212> PRT

<213> Homo sapiens

<400> 147 ]
ser Tyr Gly Ile §1s
i

<210> 148
<211> 21
<212> DNA
<213> Homo sapiens

<400> 148
agtggtggrt actactggag ¢

<210> 149
<211> 7

<212> PRT

<213> Homo sapiens

<400> 149
ser Gly Gly Tyr Tyr Trp Ser

15

15

15

21



26

<210> 150

<211> 15

<212> DNA

<213> Homo sapiens

<400> 150
agctatggca tgcac

<210> 151

<211> 5

<212> PRT

<213> Homo sapiens

<400> 151
Ser Tyr Gly Met ?is
1

<210> 152

<211> 15

<212> DNA

<213> Homo sapiens

<400> 152
agttatggca tgcac

<210> 153

<211> 15

<212> DNA

<213> Homo sapiens

<400> 153
agttatagca tgaac

<210> 154

<211> 5

<212> PRT

<213> Homo sapiens

<400> 154
Ser Tyr Ser Met ésn
1

<210> 155

<211> 15

<212> DNA

<213> Homo sapiens

<400> 155
agttatggca tgctc

<210> 156
<211> 5

<212> PRT

<213> Homo sapiens

<400> 156
ser Tyr Gly Met geu
1

15

15

15

15



27
<210> 157
<211> 15
<212> DNA
<213> Homo sapiens

<400> 157
agctatgeca tgage

<210> 158

<211> 5

<212> PRT

<213> Homo sapiens

<400> 158
ser Tyr Ala Met ger
1

<210> 159

<211> 15

<212> DNA

<213> Homo sapiens

<400> 159
ggctatgtca tgact

<210> 160
<211> 5

<212> PRT

<213> Homo sapiens

<400> 160
§1y Tyr val Met Ehr

<210> 161

<211l> 15

<212> DNA

<213> Homo sapiens

<400> 161
ggctactata tgcac

<210> 1862

«211> 5

<212> PRT

<213> Homo sapiens

<400> 162
Gly Tyr Tyr Met gis
1

<210> 163

<211> 5

<23iZ> PRT

<213> Homo sapiens

<400> 163
gsp Phe Thr Met His
5

<210> 164
<211> 51

15

15

15



28
<212> DNA
<213> Homo sapiens

<400> 164
gttatatggt atgatggaag taataaatac tatgcagact ccgtgaaggg C 51

<210> 165

<211> 17

<212> PRT

<213> Homo sapiens

<400> 165
val 1le Trp Tyr %sp Gly Ser Asn Lys {%r Tyr Ala Asp Ser ¥§1 Lys
1

Gly

<210> 166

<211> 51

<212> DNA

<213> Homo sapiens

<400> 166 '
cttattagtt gggatggtgg tagcacatac tatgcagact ctgtgaaggg © 51

<210> 167

<211> 17

<212»> PRT

<213> Homo sapiens

<400> 167
Leu Ile Ser Trp ?sp Gly Giy Ser Thr lgr Tyr Ala Asp Ser Xg? Lys
1

Gly

<210> 168

<211> 51

<212> DNA

<213> Homo sapiens

<400> 168
tggatcaacc ctaacagtgg tggcacaaac tatgtacaga agittcaggg ¢ 51

<210> 169

<211> 17

<212> PRT

<213> Homo sapiens

<400> 169
Trp Ile Asn Pro gsn sar Gly Gly Thr Asn Tyr val GIn Lys ige Glin
1 1

Gly

<210> 170
<211> 51



29
<212> DNA
<213> Homo sapiens

<400> 170
tggatcaacc ctaacagtgg tggcacaaac catgcacgga agtttcaggg ¢

<210> 171

<211> 17

<212> PRT

<213> Homo sapiens

<400> 171 )
Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Mis Ala Arg Lys ige Gin
1 5 10

Gly

<210> 172
<211> 51
<212> DNA
<213> Homo sapiens

<400> 172
gttatatggt atgatggaag taataaacac tatgcagact ccgtgaaggg ¢

<210> 173

<211> 17

<212> PRT

<213> Homo sapiens

<400> 173 .
val rle Trp Tyr Asp Gly Ser Asn Lys His Tyr Ala Asp Ser X§1 Lys
1 5 10

Gly

<210> 174
<211> 51
<212> DNA
<213> Homo sapiens

<400> 174
gttatatcat atgatggaag ttataaatac tatgcagact ccgtgaaggg ¢

<210> 175

<211> 17

<212> PRT

<213> Homo sapiens

<400> 175

val Ile Ser Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Asp Ser X%1 Lys
1 5 16

Gly

<210> 176
<211> 48

51

51

51



30
<212> DNA

<213> Homo sapiens

<400> 176
ttcatccatt acagrgggac cacctactac aacccgtcce tcaagagt 48

<210> 177
<211> 16
<212> PRT
<213> Homo sapiens

<400> 177
Phe Tle His Tyr Ser Gly Thr Thr Tyr Tgr AsSn Pro Ser Leu &gs Ser
1 5 1

<210> 178
<211l> 51
<212> DNA
<213> Homo sapiens

<400> 178
gttatatcat atgatggaag taataaatac tatgcagact ccgtgaaggg C 51

<210> 179

<211>» 17

<212> PRT

<213> Homo sapiens

<400> 179
val Ile Ser Tyr Asp Gly Ser Asn Lys Iér Tyr Ala Asp Ser gg? Lys
1 5

Gly

<210> 180
<211> 51
<212> DNA
<213> Homo sapiens

<400> 180
grtatatggr atgatggaag taatacatac tatgcagact ccgtgaaggg C 51

<210> 181

<211> 17

<212> PRT

<213> Homo sapiens

<400> 181
val Ile Trp Tyr Asp Gly Ser Ash Thr T%r Tyr Ala Asp Ser ¥§1 Lys
1 5 1

Gly

<210> 182
<211> 51
<212> DNA
<213> Homo sapiens

<400> 182



31 :
gttatatggt atgatggaag tagtaaatac tatgcagact ccgtgaaggg ¢ 51

<210> 183

<211> 17

<212> PRT

<213> Homo sapiens

<400> 183 .
val Ile Trp Fyr Asp Gly Ser Ser Lys Tyr Tyr Ala Asp Ser Vg1 Lys
1 5 10 1

Gly

<210> 184
<211> 51
<212> DNA
<213> Homo sapiens

<400> 184
tacattagtg gtcgtactag tagcgtatac tacgcagact ctgtgaaggg ¢ 51

<210> 185

<211> 17

<212> PRT

<213> Homo sapiens

<400> 185
Tyr Ile Ser Gly Arg Thr Ser Ser val I%r Tyr Ala Asp Ser X%] Lys
1 5

Gly

<210> 186
<211> 51
<212> DNA
<213> Homo sapiens

<400> 186
gttatatggt ttogatggaag taataaatac tatgeggact ccgtgaaggg ¢ 51

<210> 187

<211> 17

<212> PRYT

<213> Homo sapiens

<400> 187

val ITe Trp pPhe Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

~

Gly

<210> 188
<211> 51
<212> DNA
<213> Homo sapiens

<400> 188



32
gttttatggt ttgatggaag ttataaaaac tatgcagact ccgrgaaggg ¢ 51

<210> 189

«211> 17

<212> PRT

<213> Homo sapiens

<400> 189
¥a1 Leu Trp Phe Asp Gly Ser Tyr Lys égn Tyr Ala Asp Ser val Lys
5 15

Gly

<210> 190
<211> 51
<212> DNA
<213> Homo sapiens

<400> 190
gcaattagtg gtagtggtgg aagtacacac tacgcagact ccgtgaaggg C 51

<210> 191

<211> 17

<212> PRT

<213> Homo sapiens

<400> 191
§1a Ile ser Gly ser Gly Gly ser Thr igs Tyr Ala Asp Ser val Lys
5 15

Gly

<210> 192

<211> 351

<212> DNA

<213> Homo sapiens

<400> 192
ggaattagty gtagtggtgg tagcacatac tacgcagact ccgtgaaggg ¢ 51

<210> 193

<211> 17

<212> PRT

<213> Homo sapiens

<400> 193
%3y Ile ser Gly Ser Gly Gly Ser Thr I%r Tyr Ala Asp Ser val Lys
5 : 15

~

Gly

<210> 194

<211> 51

<212> DNA

<213> Homo sapiens

<400> 194



33
tggatcaacc ctaacaatgg tggcacaaac tatggacaga agtttcaggg C 51

<210> 185
<21i> 17
<212> PRT
<213> Homo sapiens

<400> 195

Trp Ile Asn Pro Asn Asn Gly Gly Thr Asn Tyr Gly Gin Lys Phe Gln
1 5 10 15

Gly

<210> 196
<211> 51
<212> DNA
<213> Homo sapiens

<400> 196
gttatatggt atgatggaag taataaatac tatgtagact ccgtgaaggg C 51

<210> 197

<211> 17

<212> PRT

<213> Homo sapiens

<400> 197
§a1 Ile Trp Tyr gsp Gly Ser Asn Lys Egr Tyr val Asp ser {ﬁ? Lys

Gly

<210> 198

<211> 51

<212> DNA

<213> Homo sapiens

<400> 198
gctattagtc gtagtggtag taccacatac tacgcagact ccgtgaaggg C 51

<210> 199

<211> 17

<212> PRT

<213> Homo sapiens

<400> 199
§1a Ile Ser Arg Eer Gly ser Thr Thr ;gr Tyr Ala Asp Ser Xgi Lys

Gly

<210> 200

<211> 51

<212> DNA

<213> Homo sapiens

<400> 200



34
gttaaatggt atgaaggaag taataaatac tatggagact ccgtgaaggg ¢ 51

<210> 201
«211> 51
<212> DNA
<213> Homo sapiens

<400> 201
gctattagtt atagtggcgg tagcacatac tacgcagget ccgtgaagygg 51

<210> 202
<211> 17
<212> PRT
<213> Homo sapiens

<400> 202
Ala ITe Ser Tyr Ser Gly Gly Ser Thr {%r Tyr Ala Gly Ser ¥§1 Lys
1 5

Gty

<210> 203
<211> 36
<212> DNA
<213> Homo sapiens

<400> 203
ctagtgggag ctaccaacta ctacggtatg gacgtc 36

<210> 204

<21l> 12

<212> PRT

<213> Homo sapiens

<400> 204
teu val Gly ala Thr asn Tyr Tyr Gly ﬁgt Asp val
1 5

<210> 205
<21%i> 30
<212> DNA
<213> Homo sapiens

<400> 205
ccttactact acttctacgg tatggacgtc 30

<210> 206
<211> 10
<212> PRT
<213> Homo sapiens

<400> 206
Pro Tyr Tyr Tyr pPhe Tyr Gly Met Asp Xg1
1 5

<210> 207
<211> 36
<212> DNA
<213> Homo sapiens



35
<400> 207
gatgggggta gcagtggetg gecocctettt goctac

<210> 208

<21l> 12

<212> PRT

<213> Home sapiens

<400> 208
Asp Gly Gly Ser Ser Gly Trp Pro Leu ige Ala Tyr
i 5

<210> 209

<211> 36

<212> DNA

<213> Homo sapiens

<400> 209
gataggggta ccagtggctg gocactcttt gactat

<210> 210

<211 12

<212> PRT .
<213> Homo sapiens

<400> 210
isp Arg Gly Thr ger Gly Trp Pro Leu ige Asp Tyr

<210> 211

<211> 39

<212> DNA

<213> Homo sapiens

<400> 211
gcccctcagt gggagceragt tcatgaaget ttrgatatc

<210> 212

<211> 13

<212> PRT

<213> Homo sapiens

<400> 212
Ala Pro Gin Trp Glu Leu val HWis Glu %8a phe Asp Ile
1 5

<210> 213

<211> 51

<212> DNA

<213> Homo sapiens

<400> 213
ggggactcct ggaacgacag attaaactac tacttctacg atatggacgt C

<210> 214

<213> 17

<212> PRT

<213> Homo sapiens

<400> 214
Gly Asp Ser Trp ?sn ASp Arg Leu Asn I%r Tyr Phe Tyr Asp ﬁgt
1

ASD

36

36

39

51



val

<210>
<211>
<21le>
<213>

<400>

36

215
36
DNA
Homo sapiens

215

gaagttggca gctcgtcggg taactggttc gacccc

<210>
<211>
<212>
<213>

<400>

216

12

PRT

Homo sapiens

216

Glu val Gly Ser Ser Ser Gly Asn Trp Phe Asp Pro
1 5 10

<210>
<211>
<212>
<213>

<400>

217

45

DNA )
Homo sapiens

217

gaggtccggyg cgtatagecag tggetggtac gocgoctttg actac

<210>
<211>
<212>
<213>

<400>

218

15

PRT .
Homo sapiens

218

Glu val arg Ala Tyr Ser Ser Giy Trp Tyr Ala Ala Phe Asp Tyr
1 5 10 15

<210>
<211
<212>
<213>

<400>

219

48

DNA '
Homo sapiens

219

gtaagaagig ggagctacta cgaacagtat tactacggta tggacgtc

<210>
<211>
<212
<213>

<400>

va'l Arg Ser Gly Ser Tyr Tyr Glu GlIn T%r Tyr Tyr Gly met Asp val
1 5 1 15

<210>
<21l>
<212>
<213>

<400>

220

16

PRT

Homo sapiens

220 )

221

36

DNA

Homo sapiens

221

36

45

48



37
agtgggatct actacgacta ctacggtatg gacgtc 36

<210> 222

<211> 12

<212> PRT

<213> Homo sapiens

<400> 222
ser Gly Ite Tyr Tyr Asp Tyr Tyr Gly ggt Asp val
1 5

<210> 223

<211> 48

<212> DNA

<213> Homo sapiens

<400> 223
ggggcagcca ctgctataga ttactactac tcctacggta tggacgtc 48

<210> 224

<211> 16

<212> PRT

<213> Homo sapiens

<400> 224
Gly Ala Ala Thr Ala Ile Asp Tyr Tyr I%r ser Tyr Gly Met Qgp val
1 . 5

<210> 225

<211> 48

<212> DNA

<213> Homo sapiens

<400> 225
ggggggggta taccagtage tgactactac tactacggta tggacgtc 48

<210> 226

<211> 16

<Z212> PRT

<213> Homo sapiens

<400> 226
Gly Gly Gly rle pPro val Ala Asp Tyr I%r Tyr Tyr Gly Met ggp val
1 5

<210> 227

<211> 48

<212> DNA

<213> Homo sapiens

<400> 227
ggggggggta tagcagtgge tgactactac trctacggta tggacgtc 48

<210> 228

<211> 16

<212> PRT

<213> Homo sapiens

<400> 228
Gly Gly Gly Tle Ala val Ala Asp Tyr I%r Phe Tyr Gly Met ;gp val
1 5



<210> 229

<211> 48

<212> DNA .

<213> Homo sapiens

<400> 229

ggggggagta tagcagtgge tgactactac tactacggta tggacgtc

<210> 230

<211> 16

<212> PRT

<213> Homo sapiens

<400> 230

Gly Gly Gly Ile Ala val ala Asp Tyr I%r Tyr Tyr Gly Met igp val
1 5

<210> 231
<21l> 30
<212> DNA
<213> Homo sapiens

<400> 231
gatagtacaa ctatggccca ctttgactac

<210> 232
<211> 10
<212> PRT
<213> Homo sapiens

<400> 232 .
Asp Ser Thr Thr ﬁet Ala His Phe Asp I%r
1

<210> 233

<211> 27

<212> DNA

<213> Homo sapiens

<400> 233
gatctcaact ggggagcttt tgatatc

<210> 234

<211> 9

<212> PRT _
<213> Homo sapiens

<400> 234
Asp Leu Asn Trp Gly Ala Phe Asp Ile
1 5

N

<210> 235
<211> 36
<212> DNA
<213> Homo sapiens

<400> 235
ggagacagct cgaactacta ctccggtatg gacgtc

<210> 236
<211 12

38

48

30

27

36



39
<212> PRT
<213> Homo sapiens

<400> 236
Gly Asp Ser ser gsn Tyr Tyr Ser Gly ﬁgt Asp val
1

<210> 237

<21l> 30

<212> DNA

<213> Homo sapiens

<400> 237
gggaactgga acgacgatgc tttigatatc 30

<210> 238

<211> 10

<212> PRT

<213> Homo sapiens

<400> 238
g?y Asn Trp Asn ésp Asp Ala Phe Asp i&e

<210> 239

<211> 48

<212> DNA

<213> Homo sapiens

<400> 239
atggggttta ctatggttcg gggageccte tactacggta tggacgic 48

<210> 240

<211> 16

<212> PRT

<213> Homo sapiens

<400> 240
Met Gly pPhe Thr Met val Arg Gly Ala igu Tyr Tyr Gly Met igp val
1 5

<210> 241
<211> 30
<212> DNA
<213> Homo sapiens

<400> 241
ccgagatatt ttgactyggtt attaggcgac 30

<210> 242

<211> 10

<212> PRT

<213> Homo sapiens

<400> 242
Arg Pro Tyr pPhe ésp Tro Ley Leu Gly Aap
1 1

<210> 243

<211> 42

<212> DNA

<213> Homo sapiens



<400>

40
243

ggcgceccacg actacggtga cttctactac ggtatggacg tc 42

<210>
<211>
<212>
<213>

<400>

244

39

DNA )
Home sapiens

244

gatcaggagg gagogacttg gtactacggt atggacgtc 39

<210>
<211>
<Z212>
<213>

<400>

245

13

PRT

Homo sapiens

245

Asp Arg Glu Gly Ala Thr Trp Tyr Tyr Gly Met Asp val
1 5 i0

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

246
16
PRT
Artificial Sequence

Description of Artificial Sequence: Synthetic consensus
seguence

MOD_RES
(73..(7)
val or Ile

MOD_RES
(12)..(12)
Asn or Asp

246

Arg Ser Ser Gin Ser Leu Xaa Tyr 5er Asp Gly Xaa Thr Tyr Leu Asn
5 10 15

247

7

PRT

Artificial seguence

pescription of Artificial Sequence: Synthetic consensus
sequence

MOD_RES
(4)..(4)
Tyr or Asn

247

Lys val Ser Xaa Trp Asp ser
1 5

<210>
<211>

248
9



<212>
<213>

<220>
<223>

<400>

41

PRT

artificial Sequence

pescription of Artificial Sequence:
sequence

248

Met Gln Gly Thr ?is Gin pro Pro Ala
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<Z221>
<222>
<223>

<400>

249
11
PRT
Artificial sequence

pescription of Artificial sequence:

seguence

MOD_RES
(5)..(5)
Gly or ser

MOD_RES
(6)..(0)
Leu or Ile

249

synthetic consensus

synthetic consensus

Arg Ala Ser Glin Xaa Xaa Ser Ser Trp ;gu Ala
1 5

<210> 250

<21i> 7

<212> PRT

<213> artificial Sequence

<220>

<223> Description of artificial Seguence:
seguence

<220>

<221> MOD_RES

<222> (..

<223> Asn or Thr

<220>

<221> MOD_RES

<222 (2)..(2)

<223> Thr or Ala

<40Q0> 250

Xaa Xaa Ser ser Leu Gln Ser

1 5

<210= 251

<211> 9

<212> PRT

<213> Arvificial sequence

<220> i

<223> Description of Artificial Seguence:

seguence

synthetic consensus

synthetic consensus



42

<220>

<221> MOD_RES
«222> (4)..(4)
<223> Asn or Asp

<400> 251
§1n GIn Ala Xaa ger phe Pro Leu Thr

<210> 252

<211> 7

<Z212> PRT

<213> Artiticial sequence

<220>

<223> Description of Artificial Sequence:

sequence

<220>

<221> MOD_RES
<222> (3)..(3)
<223> Lys or Asn

<400> 252
Gln Asp Xaa Lys Arg Pro Sser
1 5

<210> 253

<211> 5

<212> PRT

<213> artificial Sequence

<220>

<223> pescription of Artificial Seguence:

seguence

<220>

<221> MOD_RES
<222> (..
<223> Ser or Asn

<400> 253 ]
Xaa Tyr Gly Met ?15
1

<210> 254

<Z211> 17

<212> PRT

<213> Artificial Sequence

<220>

synthetic consensus

synthetic consensus

<223> Description of artificial Sequence: Synthetic consensus

seguence

<220> >
<221> MOD_RES

<222> (4)..(4)

<223> Tyr or pPhe

<400> 254

val Ile Trp Xaa Asp Gly Ser Ash Lys T%r Tyr Ala Asp Ser V§1 LYS
1 5 1 1

Gly



<210>
<211>
<212>
<213>

<220>
<223

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

43

255
16
PRT
Artificial Seguence

pDescription of Artificial Sequence: Synthetic consensus
seguence

MOD_RES
{5)..05

pro or Ala

MOD_RES
(11)..(1L)
Tyr or Phe

255

Gly Gly &ly Ile Xaa val Ala Asp Tyr Tgr Xaa Tyr Gly Met Qgp val
1 5 1

<210>
<211>
<212>
<213>

<220
<223>

<220>
<221>
<222>
<223>

<400>

256

17

PRT

artificial Sequence

Description of Artificial Sequence: Synthetic consensus
sequence

MOD_RES
(8)..(8)
Tyr or Asn

256

val Ile Ser Tyr Asp Gly Ser Xaa Lys Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

Gly

<210>

257

<211> 5

<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

PRT
artificial seguence

pescription of Artificial Seguence: Synthetic consensus
sequence

MOD_RES
(.. W
Asp or Gly

MOD_RES
(2)..(2
Tyr or Asp



<221>
<222>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220
<223>

<220>
<221>
<222>
<223>

<220>
<Z221>
<22Z2>
<Z223>

<220>
<221>
<222>
<223>

<400>

44

MOD. RES
(53..(5)
Tyr or His

257

Xaa Xaa Tyr Met éaa

258

17

PRT

Artificial sequence

pescription of Artificial Sequence: Synthetic consensus

sequence

MOD_RES
(1. AL
Tyr or His

MOD_RES
(12)..(12)
val or Ala

MOD_RES
(13)..(13
Gln or Arg

258

Trp ITe Asn Pro Asn Ser Gly Gly Thr Asn Xaa Xaa Xaa Lys Phe GlIn
1 5 10 15

Gly

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<Z221>
<222>
<223>

<400

259

12

PRT

Artificial Seguence

pescription of Artificial Sequence:

seqguence

MOD_RES
(2)..(2
Gly or Arg

MOD_RES
(4)..(4
Ser or Thr

MOD_RES
(1D.. 1D
Ala or Asp

259

synthetic consensus

ASp Xada Gly Xaa ser Gly Trp Pro Leu Ege Xaa Tyr
1 5 '



<210>
<211>
<212>
<213> Homo

<400> 260
caggtgcage

260
363
DNA

tcctgtgceag
ccaggeaagyg
gcagactccg
ctgcaaatga
ggagctacca
tca

<210>
<211>
<212>
<213> Homo

<400> 261
Gin val GIn
1

261
121
PRT

Ser Leu Arg

His
35

Gly Met

val Ile

50

Ala

Gly Arg

Gln Met

Ala Ser Leu

Gin Gly Thr
115

<210>
<211>
<212>
<213>

<400>

262
326
DNA
Homo

262

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag

actactacgg

sapiens

val
5

Ley

Leu
20

Ser

Trp val

Trp Tyr

Phe Thr

Asn Ser

85

val
100

Gly

Thr val

sapiens

Glu

Cys

Arg

ASp

Iie

70

Leu

Ala

Thr

tgggggaggc
caccrtcagt
ggtggcagtt
attcaccatc
agccgaggac

tatggacgtc

Ser Gly

Ala

Ala

Ala
40

Gin

Gly ser

55

ser Arg

Arg Ala

Thr Asn

val ser

120

45

gtggtccagce
aactatggca
atatggratg
tccagagaca
acggctgtat

tggggccaag

Gly Gly val

10

ser Phe

25

Gly

Pro Gly Lys

Asn Lys Tyr

ASD Ash

Glu Asp

90

Tyr
105

TYr Gly

Ser

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtge

ggaccacggt

val Gln

Thr pPhe

30

Gly Leu

45

Tyr Ala

60

Lys Asn

Ala

val

Met Asp

Pro

Ser

Giu

Asp

Thr

Tyr

val

cetgagacte
ccgecagget
taaatactat
cacgctgtat
gagtctagtg

caccgrerce

Gly
15

Arg
Asn Tyr
Trp val
Ser val
Leu

Tyr

Tyr
35

Cys

Trp Gly

110

tcttctgage tgactcagga cectgotgty tctgtggect tgggacagac agtcaggatc

60
120
180
240
300
360
363

60



acatgccaag
caggceectg

ttctetgget

gatgaggctg

gagacagcct
tacttgtcat
ccagetcagy

actactactyg

46

cagaagctat tatgcaagct

ctctggtaaa aactaccggco

aaacacagct tcettgacca

taactccecygy gacagaagtg

ggtaccagca gaagccagga

cctcagggat

cccagaccga

tcactggggc tcaggcggaa

gtaaccatct ggtgtttteg

gcggagggac caagctgacce

<210>
<211>
<212>
<213%> Homo sapiens

<400> 263
Ser Ser Glu Leu Thr
1 5

263
108
PRT

G1

Ile Thr

20

Thr val Arg Cy

Ser Trp Tyr Gin G1In

35

Ly

Gly Asn Tyr Arg Pr

Al
70

Ser Thr

65

Gly Asn

Asp Glu Ala Asp Tyr

85

TY

Leu val pPhe Gly Gl

100

Gly

gtccta

n Asp

s Gln

s Pro

o Ser

55

a ser

rocys

y Thr

Pro

Gly

.G1y

40

Gly

Leu

Asn

Lys

Ala

AsSp

25

Glin

Ile

Thr

Ser

Leu
105

val

10

ser

Ala

Pro

Ile

Arg

20

Thr

ser

Leu

Pro

ASp

Thr

75

AsSp

va'l

val

Arg

val

Arg

60

Gly

Arg

Leu

Ala

Ser

Leu

43

Phe

Ala

Ser

Leu

Tyr

30

val

Ser

Glin

Gly

Gly

15

Tyr

Ile

Gly

Ala

Asn
95

Gin

Ala

ser

Ser

Glu

80

His

<210>
<211>
<212>
<213> Homo

<400> 264
gaagtgcage

264
360
DNA

tcctgtgeag
ccggggaagg
gcagactctg
atgcaaatga
tactactact
<210>
<211>

<212>
<213>

265
120
PRT
Homo

sapiens

tggtggagic
cctotggatt
gtctggagty
tgaagggcceg
acagtctgag

tctacggtat

sapiens

tggaggagtc
cacctttgat

ggtctctett
attcaccatc

aactgaggac

ggacgtctgg

gtggtacagce
gattttacca
attagttggg
tccagagaca
agegeerrgr
ggccaaggga

ctggogggtc
tgcactgggt
atggtggtag
acagcaaaaa
attactgtge

ccacggicac

cctgagacte
ccgtcaaget
cacatactat
cteectgtat
aagaggtcct

cgtctcctea

120
180
240
300
326

60
120
180
240
300
360



Gly

ser

25

Pro

Ser

ASD

Glu

Tyr
105

val
10

Gly
Gly
Thr
ASh
Asp
90

Gly

47

val

phe

Lys

Tyr

ser

75

Ser

Met

ccetgetgty totgtggect

cagaacctat tatgcaaget

ctctgataaa aadadcCggc

aaacacagct tocttgacca

taactcccgg gacagcagtg

<400> 265

Glu val Gln Leu ¥a1 Glu Ser Gly

1

Ser Leu Arg Eeu Ser Cys Ala Ala

0

Thr met His Trp val Arg Gln Ala
: 35 40

Ser Leu Ile Ser Trp Asp Gly Gly

50 55

‘Lys Gly Arg Phe Thr Ile Ser Arg

65 70

Met GIn Met Asn ggr Leu Arg Thr

Ala Arg Gly Pro Tyr Tyr Tyr Phe

100
Gly Thr Thr val Thr val Ser Ser
115 120

<210> 266

<211> 328

<212> DNA

<213> Homo sapiens

<400> 266

tcttotgage tgactcagga

acatgccaag gagacagect

caggceccta tacttgtcat

ttctctgget ccagetcagg

gatgaggetg actattactg

¢gycggaggg accaagetga ccgtecta

<210> 267

<211> 109

<212> PRT

<213> Homo sapiens

<400> 267

1

.

ser Ser Glu Leu Thr Gln Asp Pro Ala val Ser
5

Thr val Arg 1le Thr Cys GIn Gly Asp Ser Leu
20 25

ser Trp Tyr Gln GIn Lys Pro Gly Gin Ala Pro
35 40

val

Thr

Gly

Tyr

60

Lys

Ala

ASD

Gin

Phe

Leu

45

Ala

Asn

Leu

val

Pro

Asp

30

Glu

ASD

Ser

Tyr

Trp

Gly

15

ASp

Trp

Ser

l.eu

Tyr

95

Gly

Gly

phe

val

val

Tyr

80

Cys

Gin

tgggacagac
ggtaccagca
cctcagggat
tcactgggyc

ataaccatct

agtcaggatc
gaagccagga
cccagaccga
tcaggceggaa

agtggtattt

val Ala Leu Gly Gln
15

Arg Thr Tyr Tyr Ala
30

ITe Leu val Ile Ser

60
120
180
240
300
328



48
Asp Lys Asn Asn Arg Pro ggr Gly Ile Pro Asp ggg Phe Ser Gly Ser
50

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gin Ala Glu
65 7 75 80

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser ggg Asp Ser Ser Asp ggn His
85

teu val val phe Giv Gly Gly Thr ng Ley Thr val Leu
1

100
<210> 268
<211> 363
<212> DNA
<213> Homo sapiens
<400> 268
caggtgcage tggigcagtc tggggcetgag gtgaagaage ctggggecte agtgaagytc 60

tcctgeaagy cttctggata caccttcace gactactata tgtactgggt gegacaggec 120
cctggacaag ggoctgagtg gatgggatgg atcaacccta acagtggtgg cacaaactat 180
gtacagaagt ttcagggcag ggtcaccatg accagggaca cgtccatcag cacagoctac 240
atggagctga gcaggatgag atccgacgac acggeegtgt attactgtge gagagatgag 300
ggtagcagtg gcetggoecct ctttgoctac tggggeetgg gaaccctggt caccgtctec 360

tca 363

<210> 269
<213i> 121
<212> PRT
<213> Homo sapiens

<400> 269
Gin val G6In Leu val GIn Ser Gly Ala ggu val Lys Lys Pro ggy Ala
1 5

ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Tyr Met ;gr Trp val Arg Gln Aga pPro Gly Gin Gly Zgo Glu Trp Met
4

Gly Trp Ile Asn Pro Asn ggr Gly Gly Thr Asp ggr val GIn Lys phe
50 .

GIn Gly Arg val Thr met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Met Arg Ser Asp gap Thr Ala val Tyr ggr Cys
85

Ala Arg Asp Gly Gly Ser Ser Gly Trp Pro Leu Phe Ala Tyr Trp Gly



Leu Gly Thr Leu val Thr val
115

<210>
<211>
<212>
<213> Homo

<400> 270
cagtctgtge

270
340
DNA

tcctgcactg
cttccaggaa
cctgaccgat
caggctgagg
attgtggttt
<210>
<211>
<212>
<213> Homo
<400> 271

GIn ser val
1

271
113
PRT

Arg val Thr

Phe val

35

Asp

Leu Ile

50

Ser
65

Gly

Gin Ala

Leu Ser

Leu

<210>
<211>
<212>
<213>

272
363
DNA
Homo

Tyr

Ser

Glu

Gly

100

sapiens

tgacgcagee
ggagcagctc
cagceeccaa
tctctyggetce
atgagactga
ttcggeggag

sapiens

Leu Thr
5

Ile
20

ser
His Trp
Asp

Asn

Lys Ser

Gin

cys

Tyr

AsSn

Gly

49

105

120

gceccteagtg
caacatcggg
actecctcate
caagtctgac
ttattactgce

ggaccaagct

Pro Pro

Thr

Gly

Gin
40

Gin

ASh
35

Arg

Thyr Ser

70

Glu
85

ASp

ser Ile

100

sapiens

Ala

val

Asp Tyr

val Phe

Tyr

Ser Ser

totggggece
gcaggrttttg
tatgataaca
acctcagect
cagrecctatg

gaccgteccta

va'l
10

Ser Ser

ser
25

Ser Sser

Leu Pro Gly

Pro Ser Gty

Ala Ser Leu

75

Cys Glin

90

Gly

110

cagggcagag ggtcaccatc
atgtacactg graccagcag
acaatecggee ctcagaggtc
cccrggeeat cactgggete

acagcaacct gagtggttcg

Gly Ala Pro Gly Gin

15

Asn Ile Gly Ala

30

Gly

Thr Ala

45

Pro Lys Leu

va'l
60

Pro Asp Arg Phe

Ala Ile Thr Gliy Leu

80

ser Tyr ser

95

ASD Asnh

Thr Leu Thr val

110

Lys

60
120
180
240
300
340



<400> 272
caggtgcage

tectgeaagy

cctggacaag

gcacggaagt

atggagctga

ggtaccagtg

tca

<210>
<211>
<212>
<213>

<400>

273
121
PRT

273

tggtgcagtc
cttctygata
ggcrggagrg
tTcagggcag
gcaggctgag

gctggecact

GIn val G1n Leu
1

Ser

TYyr

Gly

Gln

65

Met

val

G1n

<210>
<211>
<212>
<213>

<400>

val Lys

His
35

Met

Trp Ile

50

Gly Arg

Glu Leu
Arg Asp

Thr
115

Gly

274
340
DNA
Homo

274

val

20

Trp

Asn

val

Ser

Arg

100

Leu

Homo sapiens

val
5
sSer
val
Pro
Thr
Arg
85

Gly

val

sapiens

Gln

cys

Arg

ASn

Met

70

Leu

Thr

Thr

ser

Lys

Glin

ser

55

Thr

Arg

Ser

val

tggggctgag
catctteace
gatgggatgg
ggtcaccaty
atctgacgac

crttgactat

Gly

Ala

Ala

40

Gly

Arg

Ser

Gly

ser
120

50

gtgaagaagc

ggcgactata

atcaacccta

accagggaca

acggcegrgt

tggggccagyg

Ala

Ser

25

Pro

Gly

AsSp

Asp

165

ser

Glu
10

Gly
Gly
Thr
Thr
ASp
90

Pro

val

Tyr

Gln

ASn

Ser

75

Thr

Leu

ctggggectc

tgeactgggt

acagtgygtgg

cgtccatcag

attactgtgt

gaacactggt

Lys

Ile

Gly

His

60

Ile

Ala

Phe

Lys

Phe

l.eu

45

Ala

Ser

val

Asp

Pro

Thr

30

Glu

Arg

Thr

Tyr

Tyr
110

agtgaaggtc
gcgacaggec
cacaaaccat
cacagccrac
gagagatagyg

caccgtectcc

Gly

15

Gly

Trp

Lys

Ala

Tyr

Trp

Ala

ASp

mMet

Phe

Cvys

Gly

cagtctgtge
tectgeactg
cttccaggaa
cctgaccgat

caggctgagg

tgacgcagee
ggagcagctc
cagccccecaa
tctetggetc

atgaggctga

gcectcagtg tetggggecec

caacatcggg gcaggrtttg

actcectecatre tttgataaca

caagtctgge acctcagect

ttattactgc cagtcctatg

cagggcagag ggtcaccatc
atgtgcactg gtaccagctg
acaatcgcec cteaggggte
ccctggccat cactgggctce

acagcaacct gagtggttcg

60
120
180
240
300
360
363

60
120
i80
240
300



51

attgtggtat ttcggcggag ggaccaagct gaccgtecta

Ser

Ser

25

Leu

Pro

ala

Tyr

val

10

Ser

Pro

Ser

ser

Ser

Ser

Gly

Gly

Leu

75

Gin

Gly

Gly

Asn

Thr

val

60

Ala

Ser

Thr

Ala

Iie

Ala

45

Pro

Ile

Tyr

Lys

Pro

Gly

30

Pro

Asp

Thr

Asp

Ley
110

Gly
15

Ala
Lys
Arg
Gly
ser
95

Thr

GIn

Gly

L.eu

Phe

Leu

80

AsSn

val

<210> 275

<211> 113

<212> PRT

<213> Homo sapiens

<40Q0> 275

§1n ser val Leu ghr Gin Pro Pro

Arg val Thr gée Ser Cys Thr Gly

Phe Asp val His Trp Tyr Gin Leu
35 40

Leu Ile Phe Asp Asn ASn ASn Arg

50 55

ser Gly Ser Lys Ser Gly Thr Ser

65 70

Gin Ala Glu Asp ggu Ala Asp Tyr

teu Ser Gly ser Ile val val pPhe

100

Leu

<210> 276

<211> 378

<212> DNA

<213> Homo sapiens

<400> 276

caggtgcagc tggtggagtc tgggggaggco

tcctgtgcag cctctggatt cattttcagt

ccaggcaagg ggctygagtg ggtggcagtt

gcagactccg tgaagggoceg attcaccate

ctgcaaatga acagcctgag agetgaggac

tcctggaacy acagattaaa ctactacttc

acggtcaccg tctcoctea

<210> 277

<211> 126

<212> PRT

<213> Homo sapiens

<400> 277

gtggtccage
agcratggea
atatcatatyg
tccagagaca
acggctgtgt

tacgatatgg

ctgggaggtce
ttcactgggt
atggaagtta
attccaagaa

attactgtgc

acgtctggye

cctgagactc
ccgecagget
taaatactat

cacgcrgtat

gagaggggac

ccaagggacce

340

60
120
180
240
300
360
378



52
Gln val Gin Leu gal Glu ser Gly Gly Gly val val Gin Pro Gly Arg

ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe ITe Phe Ser Ser Tyr

20 25 30
Gly Ile His Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45
Ala val Ile Ser Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Asp Ser val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
Ala Arg Gly Asp Ser Trp Asn Asp Arg Leu Asn Tyr Tyr Phe Tyr Asp
100 105 110
Met Asp val Trp Gly GIn Gly Thr Thr val Thr val Ser Ser
115 120 125
<210> 278
<211> 319
<212> DNA
<213> Homo sapiens
<400> 278
tecotatgage tgactcaggl accctcagrg toegtgtece caggacagac agecageatc 60

acctgetctg gagataaatt gggggataaa tatgottgct ggtatcagca gaagocaggc 120
cagtcccetg tgctggtcat ctatcaagat aagaagegge coctcagggat ccctgagega 180
ttctotgyct ccaactctgg gaacacagoc actctgacca tcagogggac ccaggoetatg 240
gatgaggctg actattactg tcaggcgtgy gacagcagca ctgtggtatt tcggeggadag 300
gaccaagcty accgtcecta 319
<210> 279

<211> 106

<212> PRT

<213> Homo sapiens

<400> 279
Ser Tyr Giu teu Thr GIn Ala Pro Ser val Ser val Ser Pro ggy Gin
1 5

Thr Ala ser gge Thr Cys Ser Gly Agp Lys Leu Gly Asp %ys Tyr Ala
2 0

Cys Trp Tyr GlIn GlIn Lys Pro Gly GIn Ser Pro val Lgu val Ilte Tyr
35 40 4



53
Glin ggp Lys Lys Arg Pro Sgr Gly Ile Pro Glu ggg Phe Ser Gly Ser
5

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr GIn Ala Met
65 70 75 80

Asp Glu Ala Asp ggr Tyr Cys &In Ala ggp Asp Ser Ser Thr val val
95

Phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105

<210> 280
<211> 366
<212> DNA
<213> Homo sapiens

<400> 280

caggtgcagc tgcaggagtc gggeccagga ctggtgaage cttcacagac cetgtoccte
acctgcacty tctctggtgg ctccatcage agtggtggtt actactggag ctggatcecge
cagcacccag ggaagggcct ggagtggatt gggttcatce attacagtgg gaccacctac
tacaacccgt ccctcaagag tcgacttacc ctatcagtag acacgtctaa gagccagttc
tccctgaage tgaactctgt gactgcecgeg gacacggecg tgtattactg tgcgagagaa

gttggcagct cgtcgggtaa ctggttcgac ccctggggee agggaaccct ggtcaccgtc

tcctea

<210> 281
<211> 122
<212> PRT
<213> Homo sapiens

<400> 281
g?n val GIn Leu ?1n Glu ser Gly Pro Gly Leu val Lys Pro Sgr Gin
10 1

Thr Leu Ser teu Thr cys Thr val ser Gly Gly Ser Ile Ser Ser Gly
20 25 3¢

Gly Tyr Tyr Trp Ser Trp Ile Arg GIn His Pro Gly Lys Gly Leu Glu

Trp Ile Gly pPhe Ile His Egr Ser Gly Thr Thr Tyr Tyr Asn Pro Ser
50 60

Leu Lys Ser Arg ieu Thr Leu Ser val Asp Thr Ser Lys Sér Gin Phe
65 70 75 80

Ser Leu Lys Leu ggn Ser val Thr Ala gga Asp Thr Ala val Tyr Tyr
95

Cys Ala Arg Glu val Gly Ser Ser Ser Gly Asn Trp Phe Asp Pro Trp
100 105 110

60
120
180
240
300
360
366



Gly Gin Gly Thr Leu val Thr va
115

<210> 282
<211> 319
<212> DNA
<213> Homo

<400> 282
tectatgage

acctgetctg
cagtccecty
ttctetgget
gatgaggctg
gaccaagety
<210> 283
<211> 106
<212> PRT
<213> Homo

<400> 283
ier Tyr Glu

Thr Ala Ser
Cys Trp Tyr

GIn Asp Asn
50

Asn Ser Gly
65

Asp Glu Ala
Phe Gly Gly

<210> 284
<211> 378
<212> DNA
<213> Homo

<400> 284

caggtgcage tggtggagtc tgogogaggc gtggtccage crgggaggtce cctgagactc
tcctgtgeag cotctggatt caccttcagt agctatggea ttcactgggt €cgecagget

sapiens

tgactcagc
gagataaat
tggtggtca
ccaactctg
actattact

accgtccta

sapiens
Leu Thr
5
Tle Thr
20
GIn GIn
Lys Arg
Asn Thr
ASp Tyr
83

Gly Thr
100

sapiens

120

1 Ser ser

54

¢ accctcagtg teecgtgtecc

T gggggataaa tatgertget

T ctatcaagat aacaagcgge

g gaacacagcc actttgacca

g tcaggcgtgg gacageacca

Gin

cys

Lys

Pro

Ala

70

Tyr

Lys

Pro

Ser

Pro

Ser

55

Thr

Cys

Leu

Pro

Gly

Gly

40

Gly

ieu

Gin

Thr

ser

Asp

25

Gin

Ile

Thr

Ala

val
105

val

10

Lys

Ser

Pro

Ile

Trp

920

Leu

Ser

Leu

Pro

Glu

Ser

75

Asp

caggacagac
ggtatcagca
cctcagggat
tcagcgggac

ctgcgatatt

val ser Pro

Gly Asp Lys

val val val
45

Arg Phe Ser
60

Gly Thr GIn

ser Thr Thr

agccagcatc
gaagccagyc
ccctgagega

ccaggctatg

tcggeggagg |

Gly Gln
15

Tyr Ala

Ite Tyr

Gly ser

Ala Met

80

Ala 1ie
95

60
120
180
240
300
319

60
120



ccaggcaagg
gcagactceg
ctgcaaatga
tcctggaacy
acggtcaccyg
<210>
<211>
<212>
<213> Homo

<400> 285
g1n val GIn

285
126
PRT

ser teu Arg

Gly Ile His

val 1le

50

Ala

Gly Arg

Gln Met

AJa Arg Gly

val
115

Met Asp

<210>
<211>
<212>
<213>

286
319
DNA
Homo

<400> 286
tcctatgage

acctgercty
cagtccecty
ttctetgget
gatgaggctg

gaccaagctg

<210> 287

55
ggctggagtg ggtggeagtt atatcatatg

tgaagggeceg attcaccate tccagagaca
acagectgag agetgaggac acggetgtgt
acagattaaa ctactacttc tacgatatgg

tctectea

sapiens

Glu ser Gly Gly Gly val

Leu val
5 10

Leu Ser Ala Ala Phe

20

Cys ser

25

Gly

Ala
40

Trp val Arg Gln Pro Gly Lys

Ser Tyr Asp ggy ser Asn Lys Tyr

Ile
70

phe Thr ser Arg Asp Asn Ser

75

Ser Ala Glu The

85

Asn Leu Arg Asp

90

ASp Ser Trp Asn Asp Leu Asn
100

Gin Thr valt Thr

120

Trp Gly Gly

sapiens

tgactcagce accctcagtyg tcecgtgtecc
gagataaatt gggggataaa tatgcttgct
tactggtcat ctatcaagat aacaagegge
ccaactctgg gaacacagce actttgacca
actattactg tcaggcegtgg gacagcagea

accgtecta

atggaagtaa taaatactat

attccaagaa cacgetgtat

attactgtgc gagaggggac

acgtctggyy

val G¢In Pro

Thr phe Ser

30

Gly Leu Glu

45

Ala Asp

Lys Asn Thr

Ala val Tyr

Phe
110

Tyr Tyr

val ser

125

ser

caggacagac
ggtatcagcea
cctcagggat
tcagegggac
ctgtggtatt

ccaagggacc

Gly
15

Arg

ser Tyr

Trp val

ser val

Leu Tyr

80

Tyr
95

Cys

Tyr Asp

agccagcatc
gaagccaggce
ccctgagega
ccaggctatg

tcggeggagy

180
240
300
360
378

60
120
180
240
300
319



<211>
<212>
<213> Homo

<400> 287
ser Tyr Glu
1

106
PRT

Thr Ala Ser

Cys Trp Tyr
35

Gin Asp Asn

50

Asnh

ser Gly
65

Asp Glu Ala

Phe Gly Gly

<210>
<211>
<212>
<213> Homo

<400> 288
caggtgcagt

288
372
DNA

tcectgtgeag
ccaggcaagg
gcagactccg
ctgcaaatga
cgggegtata
accgtctect
<210>
<211>
<212>
<213>

<400>

289
124
PRT
Homo

289

sapiens

Leu Thr
5

Ile Thr

20

Gln Gin

Lys Arg

Asn Thr

Asp Tyr

Thr

sapiens

tggtggagtc
cgtctggata
ggcrggagtg
tgaagggeeg
acagcetgag
gcagtggetg

Ca

sapiens

Gin

Cys

Lys

Pro

Ala

70

Tyr

LyS

Pro Pro

Ser Gly

Pro Gly

40

ser
55

Gly

Thr Leu

Cys Gln

Leu Thr

tgggggagac
taccttcaat
ggtggcagtt
atrcaccatc
agccgaggac

gtacgccgec

Ser

Asp

25

Gin

Tle

Thr

Ala

val
105

val

10

Lys

Ser

Pro

Ile

Trp

90

l.eu

56

Ser

Leu

Pro

Glu

Ser

75

ASp

gtggtccage
agctatggca
atatggtatg
tccagagaca
acggetgtgt

tttgactact

GIn val Gin Leu val Glu ser Gly Gly Gly val
1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala ggr Gly Tyr
20

Gly Met His Trp val Arg GIn Ala Pro Gly Lys

val Ser Pro

Gly Asp Lys

30

val Leu val

45

Arg Phe

60

Ser

Gly Thr Gln

ser Setr Thr

ctgggaggte
tgcactgggt
atggaagtaa
tttccaagaa

attactgtgc

ggggccaggg

Gly Gin

i5

Tyr Ala

Ife Tyr

Gly Ser

Ala Met

80

val val

95

cctgagacte
tcgccaggct
tacatactat
cactcitgtat
gagagaggtc
aaccctggte

val Gin Pro Gly Arg
15

Thr Phe Asn Ser Tyr
30

Gly Leu Glu Trp val

60
120
180
240
300
360
372



35
Ala val Ile Trp Tyr As
50
Lys Gly Arg Phe Thr Il
65 70
Leu GIn Met Asn Sgr Le
Ala Arg GTu val Arg Al
100
Tyr Trp Gly GIn Gly Th
115
<210> 290
<211> 325
<212> DNA
<213> Homo sapiens
<400> 290
tCttctgage tgactcagga
acatgccaag gagacagcct
caggcccetyg tagttgtett
ttctctgget ccagetcagg
gatgaggctg actattatty
cggagggacc acgctgaccg
<210> 291
<211> 108
<212> PRT
<213> Homo sapiens
<400> 291
Ser Ser Giu Leu Thr Gi
1 5
Thr val Arg ITe Thr Cy
20
Asn Trp Tyr Gln Gin Ly
35
Gly Lys Asn Asn Arg Pr
50
ser Ser Gly Asn Thr Al
65 70
Asp Glu Ala Asp Tyr Ty

a7
40

p Gly Ser Asn

55

Thr Tyr

Ile Ser
75

e Ser Arg Asp

u Arg Ala Glu Asp Thr

80

Ser
105

a Tyr Ser Gly Trp

val Thr

120

rLeu val Ser

ccctgetgtg totgtggect
cagaatcttt tatgcaaact
ctatggiaaa aacaaccggo
aaacacagct tcctigacca
taactcccgg gacagcagty

tccta

val
10

n Asp Pro Ala Ser

s Gln Gly Asp Ser Leu

25

s Pro Gly Gln Ala

40

Pro

o Ser Ile

Gly Pro
55

Asp

Thr Thr

75

a Ser Leu ITe

r Cys Asn Ser Arg Asp

45

Tyr Ala Asp Ser val

60

Lys Asin Thr Leu Tyr
80

Ala val Tyr Tyr Cys

95
Tyr Ala Ala Phe Asp
110

Ser

tgggacagac agrtcaggatc
ggtaccagca gaagccagga
cctcagggat cccagaccga
tcactgegge tcaggeggaa
gtaaccatgt ggtatttcgg

val Ala Leu Gly Gin

15

Ile pPhe

30

Arg Tyr Ala

val val

45

val Phe Tyr

Arg Phe

60

ser Gly Ser

Glu
80

ala Ala Gln Ala

Ser Ser Gly Asn His

60
120
180
240
300
325



85

58
90

val val pPhe Ggg Gly Gly Thr Thr Leu Thr val
i

<210> 282

<211l> 375

<212> DNA

<213> Homo sapiens

<400> 292

caggtgcage tggtggagtc tgggggaggc

fcctgtgeaa cgtctggatt caccticagt

ccaggcaagg ggctggagtg ggtggcagtt

gcagactccg tgaagggecog attcaccatc

ctgcaaatga acagcctgag agccgéggac

agtgggagct actacgaaca gtattactac

gtcgecegtet cctea

<210> 293

<211> 125

<212> PRT

<213> Homo sapiens

<400> 293

Gin val Gin Leu val Glu Ser Gly

1 5

Ser Leu Arg Leu Ser Cys Ala Thr

. 20

Gly Met His Trp val Arg Gln Ala
35 40

Ala val Ile Trp Tyr Asp Gly Ser

50 55

Lys Gly Arg Phe Thr Ile Ser Arg

65 70

Leu Gin Met Asn ggr Leu Arg Ala

Ala arg val Arg Ser Gly Ser Tyr

100

Asp val Trp Gly GIn Gly Thr Thr
115 120

<210> 294

<211> 322

<212> DNA

Gly

ASP

Glu

Tyr

val

105

gtggtccage
agttatggca
atatggtatg
tccagagaca
acggeegtgt
ggtatggacg

Gly val

10

Ser rhe

Gly
25

Pro Gly Lys

Ser Lys Tyr

Ser
75

Asn

Asp Thr

90

Glu Gin

Ala val

Leu

ctgggaggtc
tgcactgggt
atggaagtag
attccaagaa
attactgtgc

tetggggcca

val GIn

Thr pPhe

30

Gly Leu

45

Tyr Ala

60

LYyS Ash

val

Ala

Tyr

Pro

Ser

Glu

ASD

Thr

Tyr

Tyr Tyr

95

cctgagacte
ccgceagget
taaatactat
cacgctgrat
gagagtaaga

agggaccacg

Gly
15

Arg

ser Tyr

Trp val

Ser val

teu Tyr

80

TYT
95

cys

Gly Met

110

Ser
125

Ser

60
120
180
240
300
360
375



59

<213> Homo sapiens
<400> 294
gacatccaga tgacccagtc tccatcctco ctgtctgeat
atcacttgec gggcaaatca gtacattage acctatttaa
gggaaagcce ctaaggtcect gatttatygct geatccagtt
aggttcagtg gcagtggatt tgagacagat ttcactctca
gaagatTtttg caacttacta ctgtcagcag agctacacta
agggacacga ciggagatta aa
<210> 295
<211> 107
<212> PRT
<213> Homo sapiens
<4Q00> 295
Asp Ile Gln Met Thr GIn Ser Pro Ser Ser Leu
1 5 10
Asp Arg val Thr Ile Thr cys Arg Ala Asn Glin
20 25
teu Asn Trp Tyr GIn GIn Lys Pro Gly Lys Ala
35 40
Tyr Ala Ala Ser Ser lLeu Gin Ser Gly val Pro
50 55
ser Gly Phe Giu Thr Asp Phe Thr Leu Thr Ile
65 70 75
Glu Asp Phe Ala Thr Tyr Tyr Cys GIin GlIn Ser
85 90
Thr phe Gly Gin Gly Thr Arg Leu Glu Ile Lys
100 105
<210> 296
<211> 363
<212> DNA
<213> Homo sapiens
<400> 296
gaggtgcage tggtggagtc tgggggagge ttggtacage
tcctgtgeag coctctggatt caccrtcagt agrtatagea
ccagggaagg ggctggagty ggttitcatac attagtggtc
gcagactctg tgaagggccg attcaccatc tccagagaca
ctgcacatga acagcctgag agacgaggac acggctgtgt
atctactacg actactacgg tatggacgtc tggggccaag
tca

ctgtaggaga
attggtatca
tgcaaagrgy
ccatcagcag

cceegateac

ser Ala ser

Ile ser

30

Tyr

Pro val

Ser Phe

Arg
60

Ser Ser lLeu

Tyr Thr Thr

ctgggaggtc
tgaactgggt
gtactagtag
atgccaagaa
attactgtge

ggaccacggt

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaacct

ctttcggceca

val
15

Thr Tyr

Ltey Ile

ser Gly

Gin Pro

80

Pro Ile

95

cctgagacte
ccgccaggct
cgtatactac
ctcactgtat
gagaagtgag

caccgtetcc

60
120
180
240
300
322

60
120
180
240
300
360
363



<210>
<211>
<212>
<213> Homo

<400> 297
Glu val Gln
1

297
121
PRT

Ser Leu Arg

Ser Met Asn
35

ser Tyr Ile
50

Lys Gly Arg

Leu His Met

Ala Arg ser

GIn Gly Thr
1

115

<210> 298
. <213> 340
. «212> DNA
o <213> Homo

<400> 298
gacatcgtga

‘atcaactgca
‘tggtaccage
32a489Cggg9g
'tcageagec
cgtggacgt
10> 299
13> 113
12> PRT

13> Homo

0> 299

Ile val Met Thr Gln Ser Pro Asp Ser Leu Ala val Ser Leu Gly
5

sapiens

Leu val
5
Leu Ser
20
Trp val
Ser Gly
Phe Thr
Asn Ser
85
Gly Ile
100

Thr val

sapiens

tgacccagtc
agtccageca
agaaaccagg
tceetgaceg
tgeaggetyga

tteggecaag

sapiens

Glu ser Gly Gly
Cys Ala Ala ser
ATg Gin Ala Pro
40

Arg Thr Ser Ser
Ile Ser Arg Asp
70

Leu Arg Asp Glu

Tyr Tyr Asp Tyr

60

Gly Leu

10

Gly pPhe

Gly Lys

val Tyr

Asn Ala
75

Asp Thr
90

Tyr Gly
105

Thy val ser ser

120

tccagactce ctggetgtgt

gagtgtttta aacagcreca

acagcctcct aagetgerca

attcagtgge agegggtetg

agatgtggca gtitattact

ggaccaaggt ggagatcaaa

10

val GIn

Thr Phe

Gly Leu
45

Tyr Ala

60

Lys Asn

Ala val

Met Asp

ctctgggega gagggecece
acaataagaa ctacttagct
tttactggac atccaccegg
ggacagattt cactctcace

gtcagcagta ttttactact

Pro Gly Gly
15

Ser

Ser Tyr
30

Glu Trp val

Asp Ser val
ser Leu Tyr

80
Tyr

Tyr Cys
a5

val

Trp Gly
110

15

60
120
180
240
300
340



Glu Arg

Ser Asn
35

Pro Pro
530

Pro Asp
65

Ile ser
Tyr Phe
LYyS

<210>
<211>
<212>
<213> Homo

<400> 300
caggtgcagc

300
375
DNA

tectgtacag
ccaggcaagg
gcagactceg
ctgcaaatga
gccactgceta
gtcaccgtet
<210>
<211>
<212>
<213>

<400>

301
125
PRT
Homo

301

Ala

ASNh

Lys

Arg

Ser

Thr

Pro Ile

20

LYsS Asn

l.eu Leu
Phe

Ser

Gin
85

Leu

Thr
100

Pro

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggeeg
acagcctgag
tagattacta

ccica

sapiens

AsSn

Tyr

Ile

Gly

70

Ala

Trp

Cys Lys

Ser

61
Ser Gin

25

Ala
40

Leu

Trp

Gly

Glu Asp

Thr Phe

1gggggaggc
caccttecagt
ggtggcagtt
attcaccatc
agccgaggac

ctactcctac

Trp

Thr

Ser

val

Tyr GIn
Ser Thr
Gly Thr

75
Ala val
90

Gln Gly

gtggtccage
agctatggea
atatggtatg
tccagagaca
acggcrgtgt
ggratggacg

GIn val 6in Leu val Glu Ser Gly Gly Gly val
i 5 10

Ser Leu Arg LSU ser Cys Ala Ala ggr Gly Phe
2

Gly Met His Trp val Arg GIn ﬁga Pro Gly Lys
35

Ala val 1le Trp Tyr Asp ggy Ser Asn Lys Tyr
50

val Leu
30

ser

Gln
45

Arg
60

AsD

Tyr

Thr Lys val

110

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtge
tctggggect

Lys Pro

Glu Gly

phe Thr

Tyr Cys

AsSn Ser

Gly GIn
val

Gly

Thr
80

Leu

Gin GIn

95

Glu Iie

cctgagacte
ccgccagget
taaatactat
cacgctgtat
gagagggyca
agggaccacg

val GIn Pro Gly Arg
15

Thr Phe Ser Ser Tyr
30

Gly reu Giu Trp val
45

Tyr Ala Asp Ser val

60

60
120
180
240

300

360
375



62

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
65 70 75

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr
90

Ala Arg Gly

85

Ala aAla Th
100

r Ala Ile Asp Tyr Tyr
105

Asp val {Eg Gly Leu Gly Thr Thr val Thr val

<210>
<211>
<212>
<213> Homo

<400> 302
gacatccaga

302
322
DNA

atcacttgte
ggaaaagecec
cggttcageg
gaagattctg
agggaccaag
<210>
<211>
<212>
<213> Homo

<400> 303
ésp Ile Glin

303
107
PRT

Asp Arg val

Leu Ala Trp

35

Thr
50

Tyr Ala

s5er
65

Gly ser

Glu Asp Ser

Thr Phe Gly

sapiens

tgacccagte
gggcgagtca
ctaagttcct
gcagtggate
caacttacta

gtggagatca

sapiens

Met Ehr Gl

Thr Ile Th

20

Tyr Gln Ar

Ser Ser Le

Gly Thr As

70

Thr
85

Ala TY

Gly Th

120

fccatcttece gtgtctgeat
gggtattagt agctggttag
gatctatact gcatccagtt
tgggacagat ttcactctca
ttgtcaacag gctgacagtt

ada

n ser ser val

10

Pro sSer

Ala Gln

25

r Cys Arg ser

Pro Gly Ala

40

g Lys Lys

U Gln
55

ser Gly val pPro

Thr Ile

75

p Phe Leu Thr

ain Ala

90

r Tyr Cys Gln

Glu
105

r Lys val Iie Lys

LYs Asn Thr Lteu Tyr
80
Ala val Tyr Tyr Cys
95
Tyr Ser Tyr Gly Met
110

ser Ser
125

ctgtgggaga cagagtcacc
cctggtatca gcggaaacca
tgcaaagtgg ggtcccatca
ccatcagcag cetgeagect

tccecgotcac ttttcggegg

val
15

ser Ala Ser Gly

Ile Ser

30

Gly sSer Trp

Pro Lys Phe Leu Ile

Ser Phe

60

Arg ser Gly

Ser ser Gin Pro

Leu
- 80

Asp Ser Phe Pro Leu

95

60
120
180
240
300
322



63

<210> 304
<211> 375
<212> DNA
<213> Homo sapiens
<400> 304
caggtgcagc tggtggagtc tgggggagge gtggtccagce ctgggaggtc cctgagactc 60
tcctgtgeag cgtctggatt caccttcagt agcotatggea tgcactgggt ccgecagget 120
ccaggcaagyg ggotggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat 180
gcagactccg tgaagggecg attcaccatc tccagagaca attccaagaa cacgcrgtat 240
ctgcaaatga acagcectgag agccgaggac acggetgtgt attactgtge gagagugasy 300
ggtataccag tagctgacta ctactactac ggtatggacg tCtggggeca agggaccacy 360
gtcacecgter cctea 375
<210> 305
<211> 125
<212> PRT
<213> Homo sapiens
<400> 305
GIn val Gin Leu val Glu ser Gly Gly Gly val val Gin Pro Giy Arg
1 5 10 15
ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 3¢
Gly mMet His Trp val arg G6In Ala Pro Gly Lys Gly teu Glu Trp val
35 40 45
Ala val Tle Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val
50 55 B0
Lys Gly Arg phe Thr Ile Ser arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
et GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 S0 a5
ala Arg Gly Gly Gly 1le Pro val Ala Asp Tyr Tyr Tyr Tyr Gly Met
100 105 110
Asp val Trp Gly 6in Gly Thr Thr val Thr val Ser ser
115 120 125
<210> 306
<211> 337
<212> DNA
<213> Homo sapiens
<400> 306
gatgttgtga tgactcagtc tccactcicc ctgeecgtca cocttggaca gocggoectec 60



atctcctgea ggtctagtea

tttcagcaga ggccaggeca

tctggygtcoc catacagatt

agcagggtgg aggctgagga

ccggecttte ggccaaggga

<210> 307

<211> 112

<212> PRT

<213> Homo sapiens

<400> 307

asp val val Met Thr Gi

1 5

Gln Pro Ala Ser Ile Se

20
Asp Gly ggp Thr Tyr Le
Pro Arg Arg Leu Ile Ty
50

Tyr Arg Phe Ser Gly Se

65 70

ser Arg val Glu Ala Gl
85

Thr His Trp Pro Pro Al

100

<210> 308

<211> 322

<212> DNA

<213> Homo sapiens

<400> 308

gacatccaga tgacccagtc

atcacttgtc gggcgagtea

gggaaagcce ccaagctcct

aggttcagceg gcagtggatc

gaagattttg caagttacta

agggaccaag gtggagatca

<210> 309

<211> 107

<212> PRT

<213> Homo sapiens

aagceregte
atctccaagg
cagcggcagt
tgttgggatt

cacgactgga

n Ser Pro

r Cys Arg

u Asn Trp

40

r Lys val

55

r Gly Sser

u Asp val

a Phe Gly

tccatctrtec
gggtcttage
gatgtataac
tgggacagat
ttgtcaacag

aa

Ser

Gly

64
tacagtgatg

cgcctaattt
gggtcaggca
tactactgca

gattaaa

Leu Ser

10

Ley

ser Gin

25

Ser

phe Gln GIn

Asn Trp

Gly Thr Asp

75

Ile
380

Tyr

Glin
105

Gly Thr

gtgtctgeat
agctggttag
acatccagtt
tfcagtetrca

gctaacagtt

gagacaccta cttgaattgg
ataaggtttc taactgggac
ctgatttcac actgcaaatc

tgcaaggtac acactggect

Pro val Thr Leu

15

Gly

val
30

Ser Leu Tyr Ser

Pro Glin

45

Arg Gly Ser

AsSp val
60

ser Gly Pro

Ile
80

Phe Thr Leu GIn

Gin
g5

Tyr Cys Met Gly

Glu Tle

110

Arg Leu Lys

ctgtaggaga cagagtcacc
cetggtatca gcagaaacca
tgcaaagtgg ggtcccatea
ccatcagcag cctgcagect

tccctctcac ttttoggegg

120
180
240
300
337

60
120
180
240
300
322



<400> 309
Asp Ile Gln
1

Asp Arg val

Leu Ala

35

Tyr Ash Thr

50

Ser
65

Gly

Giu Asp

Thr Phe

<210>
<211>
<212>
<213> Homo

<400> 310
gatgttgtga

310
337
DNA

atctcctgea
tttcagcaga
tctggggtec
agcagggtgg
ccggecttie
<210>
<Z211>
<212>
<213>

<400>

311
112
PRT
Homo

311

Asp val val met Thr Gln

1

GIn Pro Ala ser Ile ser

Asp Gly Asn Thr Tyr Leu
35

Pro Arg Arg Leu Ile Tyr
50

Trp

Ser

Phe

Gly

Met Thr G1

Thr Ile Th

20

Tyr Gln Gl

Ser Ser Le

Gly Thr As

70

Ala ser

85

Gly Giy Th

sapiens

tgactcagrc
ggtctagtca
gyccaggcca
cagacagatt
aggctgagga
ggccaaggga

sapiens

5

Tyr

n Ser Pro

r Cys Arg

Pro
40

n Lys

U GIn
55

ser
p Phe Ser
Tyr Cys

r Lys val

tccactctec
aagcctegtc
atctccaagg
cagcggeatt
tgttggggtt

cacgactgga

ser Pro
Cys Arg
Asn Trp

Lys val
55

65

Ser Ser val

10

Ala Glin

25

ser

Gly Lys Ala

Gly val Pro

Ile
75

Leu Thr

Gin Ala

90

Gln

Glu Ile

105

Lys

ctgccegtea
tacagtgatg
cgccraattt

gggtcaggca
tactactgea

gattaaa

Leu Ser Leu
ser ser Gin
25

phe Gin Gin

Ser Asn Trp

ser Ala

Gly Leu

30

Pro Lys

45

ser
60

Arg

ser Ser

Asn Ser

cccttggaca
gaaacaccta
ataaggtttc
ctgacttcac

tgcaaggtac

Ser

Ser

Leu

Phe

Leu

Phe

val
15

Gly

ser Trp

Leu Met

ser Gly

Gin Pro

80

Pro
95

Leu

gccggectee
cttgaattgg
taactgggac
actgaaaatc

acactggcct

pro val Thr Leu Gly
15

Ser Leu val Tyr Ser

Arg Pro Gly Gln Ser

45

Asp Ser Gly val Pro

60

60
120
i80
240
300
337



66

Asp Arg Phe ser Gly Ile Gly Ser Gly Thr Asp
65 70 75

ser arg val Glu Ala Glu Asp val Gly val Tyr
85 90

Thr His Trp Pro Pro Ala pPhe Gly Gin Gly Thr
100 105

<210>
<211>
<212>
<213> Homo

<400> 312
gacatccaga

312
322
DNA

atcacttgtc
gggaaagccce
aggttcageg
gaagatittg
agggaccaag
<210>
<211>
<212>
<213> Homo

<400> 313
caggtgcage

313
375
DNA

tecctgtgoag
ccaggcaagg
gcggactceg
ctgcaaatga
gytatagcag
gtcacegtct
<210>
<211>
<212>
<213>

<400>

314
125
PRT
Homo

314
1

sapiens

tgacccagtce
gggcgagtca
ccaagcrect
gcagtggatc
caagttacta

gtggagatca

sapiens

tggtggagtc
cgtctggatt
gactggaatg
tgaaggyecg
acagcctgag
tggctgacta

ccteca

sapiens

t¢catcttec
gagtcriage
gatgtataac
tgggacagat
ttgtcaacag

ad

tgygggaggc
ccectteagt
ggtggcagrt
attcaccatc
agccegaggac

ctacttctac

gtgtctgecat
agctggttag
acatccagtt
ttcagtctca

gctaacagrt

gtggtccage
aactatggca
atatggtttg
tccagagaca
acggergtgt
ggtatggacg

Gln val GIn Leu gaT Glu ser Gly &ly Gly val

10

Ser Leu Arg Eeu Ser Cys Ala Ala Ser Gly Phe
0 25

Gly Met ggs Trp val Arg GIn Aéa Pro Gly Lys
4

Phe Thr Leu Lys gﬁe

Tyr Cys Met gén Gly

Arg Leu Glu Ile Lys
110

ctgtaggaga
cctggtatca
tgcaaagtyg
ccatcageag

tccctcteac

ctgggaagte
tgcactgggt
atggaagtaa
atcccaagaa
attactgtgc

tctggggeca

cagagtcacc
gcagaaacca
ggrcccatca
cctgeagect

tttteggegg

cctgagactc
ccgccaggct
taaatactat
cacgctgrat

gagagggggg

agggaccacg

val Gin Pro Gly Lys

15

Pro Phe Ser Asn Tyr

30

Gly Leu Glu Trp val
45

60
120
180
240
300
322

60
120
180
240
300
360
375



67

Ala val Ile Trp Phe Asp Gly Ser Asn Lys Tyr
50 55

Lys Giy Arg Phe Thr Ile Ser Arg Asp Asn Pro

65 70 75

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
85 30

Ala Arg Gly Gly Gly 1le Ala val Ala Asp Tyr

100 105
Asp val Trp Gly GlIn Gly Thr Thr val Thr val
115 ‘ 120

<210> 315

<211> 337

<212> DNA )

<213> Homo sapiens

<400> 315

gatgttgtga tgactcagtc tccactctce ctgeccgica

atcrcctgea ggtetagtea aagectcata tacagtgatg

tttcaacaga ggcocaggcca atctccaagg cgoctaattt

tctggggtoc cagacagatt cagcggcagt gggicaggea

agcagggtgyg aggctgagga tgttgggatt tattactgea

ccggoctitc ggccaaggga cacgactgga gattaaa

<210> 316

<211> 112

<212> PRT i

<213> Homo sapiens

<400> 316

Asp val val Met Thr Gin Ser Pro Leu Ser Leu

1 5 10

Gln Pro Ala sSer Ile Ser Cys Arg Ser Ser Gin

20 25
Asp Gy Asn Thr Tyr Leu Asn Trp Phe GIn Gln
35 40
Pro Arg Arg Leu Ile Tyr Lys val Ser Asn Trp
50 55

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp

65 70 75

‘Ser Arg val Glu géa Glu Asp val Gly Ile Tyr

90

Tyr Ala

60

Lys Asn

Ala val

Tyr pPhe

Ser Ser

125

ccetrtggaca
gaaacactta
ataaggtttc
ctgatttcac

tgeaaggtac

Pro val

Ser Leu

30

Arg Pro

45

ASp
60

Ser
Thr

Phe

Tyr Cys

Thr

ITe

Gly

Gly

Leu

Met

Asp Ser val

Thr Ley Tyr

80

Tyr Tyr Cys
95

Tyr Gly Met
110

gccggecetec
cttgaattgg
taactgggac
actgaaaatc

acactggect

Leu
15

Gly
Tyr ser
Gln ser
val

Pro

Ile
80

LyS

Gin
95

Gly

60
120
180
240

300

337



68

Thr His Trp Pro Pro Ala Phe Gly Gin Gly Thr Arg Leu Glu Ile LyS
100 105 110

<210> 317
<211> 322
<212> DNA
<213> Homo sapiens

<400> 317
gacatccaga tgacccagtc tccatcttco gtgtctgeat ctgtaggaga cagagtcacc 60

attacttgtc gggcgagtca gggtattage agctggttag cctggtatca gcagaaacca 120
gggaaagccc ctaaggtcct gacctatact acatccagtt tgcaaagtgg ggtcccatca 180
aggttcagcg gcagtggatc tgggacagat ttcactctca ccatcagcag cctgcagect 240

gaagattttg ctacttactt ttgtcaacag gctgacagtt tccctctcac ttttcggagg 300

ggggaccaag gtggagatca aa 322
<210> 318
<211> 107
<212> PRT
<213> Homo sapiens
<400> 318
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser val Ser Ala Ser val Gly
1 5 10 15
Asp Arg val Thr Ile Thr Cys Arg Ala Ser GlIn Gly Ile Ser ser Trp
20 25 30
teu Ala Trp Tyr GIn Gin Lys Pro Gly Lys Ala Pro Lys val Leu Thr
35 40 45
Tyr Thr Thr ser Ser Leu Gin Ser Gly val Pro Ser Arg Phe Ser Gly
50 55 60
ser Gly ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro
65 70 75 80
Glu Asp Phe Ala Thr Tyr Phe Cys GIn GIn Ala Asp Ser Phe Pro Leu
: 85 90 95
Thr Phe Gly Gly Gly Thr tys val Glu Ile Lys
100 105
<210> 319
<211> 375
<212> DNA
<213> Homo sapiens
<400> 319
caggtgcaac tggtggagte tgggggagge grtggtccagc ctgggaggtc cctgagactc 60

tcctgtgcag cgtctggatt caccttcagt aactatggea tgcactgggt ccgccagget 120



ccaggcaagg
. gcagactccg
ctgcaaatga
ggtatagcag
gtcaccgtct
<210>
<211>
<Z212>
<213> Homo
<400> 320

Gin val GlIn
i

320
125
PRT

Ser

Leu Arg

His
35

Gly Met

val Tle

50

Ala

Gly Arg

Gin Met

Ala Arg Gly

Asp val Trp

115

<210>
<211>
<212>
<213> Homo

<400> 321
gatgttgtga

321
337
DNA

atctccrgea
tttcagcaga
tctggggtec
agtagggtgg
ccggectttce

«<210> 322

69

ggctggagtyg ggtggcagtt atatggtatg
tgaagggceg attcaccate tccagagaca

acagcctgag agecgaggac acggergrgt

tggctgacta ctactactac ggtatggacg

cctea

sapiens

val
5

Leu

Leu
20

ser
Trp val
Trp Tyr
Phe Thr

Ser
85

Asn

Gly Gly

Gly Gln

sapiens

tgactcagtc
ggtcragtca
ggccaggeca
cagacagatt
aggctgagga
ggccaagygga

Glu

Cys

Arg

ASp

Ile

70

Leu

Ile

Gly

ser Gly

Ala

aAla

Ala
40

Glin

Gly
55

ser

ser Arg

Arg Ala

Ala val

Thr Thr

120

tccactetec
aagcctcgta
atctccaagg
cagcggeagt
tgttggggtt
cacgactgga

Gly

Ser

25

Pro

ASh

Asp

Glu

Ala

165

val

Gly val

10

Gly Phe

Gly Lvs

Lys Tyr

Asn Ser

75

Asp Thr

%0

Asp Tyr

Thr vai

ctgcecgica
tacagtgatg
cgcctaattt
gggtcaagca
tattactgca

gattaaa

atggaagtaa taaatactat

attccaagaa cacgctgtat

attactgtgc

tctggggeca

val &in Pro

Thr phe Ser

30

Gly Leu Glu

45

Ala Asp

Lys Asn Thr

Ala val Tyr

Tyr Tyr Tyr

110

Ser Ser

125

cccttggaca
gaaacaccta
ataaggtttce
ctgatttcac

tgcaaggtac

gagagggggd

agggaccacg

Gly
15

Arg
Asn Tyr
Trp val
Ser val
Leu

Tyr

Tyr
85

Cys

Gly Met

gceggeetec
cttgaattgy
ttactgggac
actgaaaatc

acactggect

180
240
300
360
375

60
120
180
240
300
337



<211l>
- <212>
<213> Homo

<400> 322
Asp val val
1

112
PRT

Glin Pro_A]a

Asp Gly Asn

35

Pro Arg Arg
50

Asp Arg Phe
63

ser Arg val

Thr His Trp

<210>
<21l>
<212>
<213> Homo

<400> 323
gacatccaga

323
322
DNA

atcactrgtc
gggaaagccc
aggtrcageg
gaagattitg
agggaccagg

<210>
<211>
<212>
<213>

<400>

324
107
PRT
Homo

324

sapiens

Met Ehr Gl

ser Ile

20

Se

Thr Tyr Le

Leu Ile

Ty

ser Gly Se

70

Ala G

85

Glu

Pro Al

100

Pro

sapiens

tgacccagtc
gggcgagtca
ctaaactcct
gcagtggatc
taaattacta

gtggagatca

sapiens

n ser

r Cys

u Asn

r Lys

rGly

u ASp

a Phe

Prro

Arg

Trp

40

val

Ser

val

Gly

Leu

Ser

25

Phe

Ser

sSer

Gly

GlIn
105

Ser

10

Ser

Gin

Tyr

Thr

val

90

Gly

70

Leu

Glin

Gin

Trp

ASp

75

Tyr

Thr

tecatcttee gtgtctgeat

gagtcttagec agctggttag

gctccataat gcatccagtt

tgggacagat ttcactctca

ttgtcaacag gctaacagtt

aa

Asp Ile Gln Met Thr Glin Ser Pro Ser Ser val
1

5

asp Arg val Thr Ile Thr Cys arg Ala Ser Glin
20 25

Leu Ala Trp Tyr GIn GIn Lys Pgo Gly Lys Ala
35 4

Pro val Thr Leu

15

Gly

val
30

ser Leu Tyr ser

Arg Pro Gin

45

Gly ser

Asp val

60

ser Gly Pro

phe Thr Ile

80

Leu Lys

Gin
g5

Tyr Cys Met Gly

Glu Ile

110

Arg Leu Lys

ctgtaggaga cagagrcace
cctggratca gcagaaacca
tgcaaagtgg ggtcccatca
¢ccatcagcag cotgcagect

tceetetcac tttteggegy

ser Ala ser val Gly
15

Ser Leu Ser Ser Trp
30

Pro Lys Leu Leu Leu
45

60
120
18¢C
240
300
322



His
50

Ser
65

Glu

Thr

<210>
<211>
<212>
<213> Homo

<400> 325
caggtygcage

325
357
DNA

tcetgtgeag
ccaggcaagg
gcagactccg
ctgcaaatga
acaactatgg
<210>
<211>
<212>
<213>

<400>

326
119
PRT

326
1

Ser Leu Arg

Gly Met Leu

val
50

aAla Leu

i1ys Gly Arg

Leu GIn Met

Ala Arg Asp

sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaaggyccg
acagccrgeg

cccactttga

55

tgggggaggc
caccttaagt
gytggcagtt
attcaccate
agcegaggac

¢ctactgoage

71

Asn Ala Ser Ser Leu Gin Ser Gly val pro
Gly ser Gly Thr Asp Phe Thr Leu Thr Ile
70
Asp Phe val Ash Tyr Tyr Cys GIn GIn Ala
85 90

phe Gly Gly Gly Thr Arg val Glu Ile Lys
100 105

gtggtccage
agttatggca
ttatggttig
tccagagaca
acggctgtgt

cagggaaccc

ser arg Phe Ser Gly
60

Ser Ser Leu GIn Pro

Asn Ser Phe Pro Leu

ctgggaggte
tgctctgggt
atggaagtta
attccaagaa
attactgtgc

tggtcacegt

cctaagactc
ccgccagget

taaaaactat

cacgergtat

gagagatagt

ctcctca

Leu

20

Trp

Trp

Phe

Asn

Ser
100

Homo sapiens

sSer

val

Phe

Thr

Ser

85

Thr

Gin val Gln Leu ga1 Glu

cys

Arg

Asp

Ile

70

Leu

Thr

ser

Ala

Glin

Gly

35

Ser

Arg

Met

Gly

Ala

Ala

40

ser

Arg

Ala

Ala

Gly

ser

Pro

Tyr

ASp

Glu

His
105

Gly
10

Gly
Gly
Lys
AsSn
Asp
90

Phe

val

Phe

Lys

AsSn

Ser

75

Thr

ASH

val GlIn

Thr Leu

Gly Leu

45

Tyr Ala

60

Lys Asn

val

ala

Tyr Trp

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly
110

Gly

15

ser

Trp

Ser

Leu

Tyr

Gln

Arg

Tyr

val

val

cys

Gly

60
120
180
240
300
357



72
Thr Leu val Thr val Ser Ser

<210> 327
<211> 331
<212> DNA
<213> Homo sapiens

<40Q0> 327
cagactgtgg tgacccagga gccatcgttc tcagtgtccc ctggagggac agtcacacte 60

acttgtgact tgaactctgg ctcagtctcet actagttact tccccagetg gtaccageag 120
accocayggee aggetccacg cacgcotcate tacagcacaa acagtcgotc ttctggggrc 180
cctgatoget tctetggete catccttgga aacaaagety ccctcaccat cacgggggec 240

caggcagatg atgaatctga ttattactgt gtgctgtata tgggragagg catttgggtg 300

ttteggegga gggaccaage tgaccgtect a 331
<210> 328
<211> 110
<212> PRT
<213> Homo sapiens
<400> 328 ‘
Gin Thr val val Thr GIn Glu Pro Ser Phe Ser val Ser Pro Gly Gly
1 5 10 15
Thr val Thr Leu Thr Cys Gly Leu Asn Ser Gly Ser val Ser Thr Ser
20 25 30
Tyr Phe Pro Ser Trp Tyr Gin Gln Thr Pro Gly Gin Ala Pro Arg Thr
35 40 45
Leu Ile Tyr Ser Thr Asn Ser Arg Ser Ser Gly val Pro Asp Arg Phe
50 55 60
ser Gly ser Ile Leu Gly Asn Lys Ala Ala Leu Thr ITe Thr Gly Ala
63 70 75 80
Gin Ala Asp Asp Glu Ser Asp Tyr Tyr Cys val Leu Tyr Met Gly Arg
85 90 95
Gly ITe Trp val Phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105 110
<210> 329
<211> 337
<212> DNA
<213> Homo sapiens
<400> 329
gatgttgtga tgactcagtc tccactcicc ctgeecegtca cccttggaca gecggectec 60

atctcctgca ggtctagtca aagectcgta tacagtgatg gaaacaccta cttgaattgg 120

tttcagcaga ggccaggcea atctccaagyg cgcocctaattt ataaggtttc ttactgggac 180



73

tctggggtcc cagacagatt cagcggcagt gggtcaggea

agtagggtgg aggctgagga tgttggggtt tattactgca

ccggecttte ggecaaggga cacgactgga gatcaaa

<210>
<211>
<212>
<213> Homo

<400> 330
Asp val val
1

330
112
PRT

Gin Pro Ala

Asp Gly Asn

35

Pro Arg

50

Arg

Asp

Arg
65

ser Arg val

Thr His

<210>
<211i>
<212>
<213> Homo

<400> 331
gacatccaga

331
322
DNA

atcacttgtc
gggaaagecce
aggttcageg
gaagattttyg

agggaccagg

<210>
<211>
<212>
«213>

<400>

332
107
PRT
Homo

332

Phe

Trg

sapiens

met Thr
5

Ser Ile

20

Thr Tyr

teu Ile
ser

Gly

ala
85

Glu

Pro Pro

100

sapiens

tgacccagte
gggcgagtca
ctaaactcct
gcagtggatc
taacttacta

gtggagateca

sapiens

Gin

ser

Leu

Tyt

ser

70

Glu

Ala

ser Pro Ser

10

Leu Leu

Ser Gin

25

Cys Arg Ser

Asn Trp Phe GIn GIn

40

val ser Tyr Trp

ser Gly Thr Asp

75

val
30

Asp val Gly TYr

rPhe Glin Thr

105

Gly Gly

tccatettee gtgtctgeat
gagtcttagc agctggttag
gctctataat gcatccagrt
tgggacagat ttcactctca
ttgtcaacag gcraacagtt

aa

Asp Ile Gin Met Thr GIn Ser Pro Ser Ser val
1 5

10

ctgatttcac actgaaaatc

tgcaaggtac acactggect

pro val Thr Leu

15

Gly

val
30

Ser Leu Tyr Ser

Arg Pro Gly GIn Ser
45

Asp Ser val Pro

Gly
&0

Phe Ile

80

Thr Leu Lys

Glin
95

Tyr Cys Met Gly

Gly Ile

110

Arg Leu Lys

ctgtaggaga cagagtcacc
cctggtatca gcagaaacca
tgcaaagtgg ggccccatca
ccatcagcag cctgcagect

tcectetcac ttttcggegg

ser Ala Ser val Gly
15

240
300
337

60
120
180
240
300
322



Asp Arg val

Leu Ala
35

Tyr Asn
50

ser Gly
65
Glu Asp

Thr pPhe

<210>
<211>
<212>
<213> Homo

<400> 333
gacatccaga

333
322
DNA

atcacttgtc
gggaaagcce
agygttcagcg
gaagatttty
agggaccaag
«<210>
<211>
<212>
<213> Homo

<400> 334
gaggtgcagc

teetgtgeag

334
354
DNA

ccagggaagy
gcagacteceyg

ctgcaaatga

aactggggag

<210>
<211>
<212>
<213>

335
118
PRT
Homo

Trp

Ala

ser

Pha

Gly

Thr ITe Th

20

Tyr &in Gl

Ser Ser Le

Gly Thr As

70

Thr
85

val Ty

Gly Gly Th

sapiens

tgacccagte
gggcgagtca
ccaagetect
gcagtggatc
caagttacta

gtggagatca

sapiens

tgttggagtc
cctetggatt
ggctggagtg
tgaagggecy
acagcctgag

cttttgatat

sapiens

r Cys Arg

Ala

74

ser GIn

25

Pro
40

n Lys

u Gin
55

ser
p Phe Thr
roTyr

Cys

r Arg val

Gly

Gly

Leu

Gin

Glu

Lys Ala

Ala Pro

Thr 1le
75

Gin Ala
a0

Ile Lys

105

cecatettec
gggtcttage
gatgtataac
tgggacagat
ttgtcaacag

aa

tgggggaggce
cacctttage

ggtctcagea
gttcaccatc
agcegaggac

ctggggccaa

gtgtctgeat
agctggttag
acatccagtt
ttcagtcteca

gcraacagrt

ttggtacage
agctatgeca
attagtggta
tccagagaca
acggccgtat

gggacaatgg

Ser Leu Ser

30

Pro Leu

Ser Phe

60

Arg

Ser ser Leu

Aspn Ser Phe

ctgtaggaga
ccrggtatea
tgcaaagtgg
ccatcageag

tccctcteac

ctggagggtc
tgagctogyt
gtggtggaag
attccaagaa
attactgtgc

tcacegtetc

ser Trp

eu Leu

ser Gly

Gin pPro

80

Pro Leuy

95

cagagtcacc
gcagaaacca
ggtcccatca
cctgecagect

ttttcggcgg

cctgagactce
ccgeeagact
tacacactac
cacgctgrat
gaaagatctc

ttca

60
120
180
240
300
322

60
120
180
240
300
354



<400> 335
Glu val GIn
1

Ser Leu Arg

Ala Met Ser

35

Ala Ile

50

Ser

Lys Gly Arg

Leu Gin Met

Ala Lys Asp

val Thr
115

Met

<210> 336
<211> 337
<212> DNA
<213> Homo

<400> 336
cagtetgtge

tcetgeactg
cttccaggaa
cctgaccaat
cagrctgagg
ggggtatttc
<210>
<211>
<Z212>
<213>

<400>

337
112
PRT
Homo

337

Leu Leu G]

Leu
20

Ser Qy

Trp val Ar

ser Gly Se

Il
70

Phe Thr

Asn Ser

85

Le

Leu Asn

100

Tr

val Ser Se

sapiens

tgacgeagee
ggagcagectc
cagcccccaa
tCtotggete
atgaggctga

ggcggagaga

sapiens

u Ser Gly

Ala

s Ala

Ala
40

g Gln

rGly
55

Gly

e ser Arg

u Arg Ala

p Gly Ala

r

gceetcagtg
caacattggg
actcctcatc
caagtctggc
ttattactgce

ccaagctgac

Gly

Ser

Asp

Glu

75

Gly Leu
10

Gly phe

25

Pro Gly Lys

Ser Thr His

Ser
75

AsSn

Asp Thr

90

Phe Ile

ASD
105

tetggggece
gcgggtraty
tatggtaaca
acctcagect
aaagcatggg

cgtocta

GIn ser val Leu Thr GIn Pro Pro Ser val Ser
1

5

10

Arg val Thr Ile Ser Cys Thr Gly Ser Ser Ser
20 25

Tyr val val His Trp Tyr Gln Gin Leu Pro Gly

35

40

val GIn Pro Gly

15

Gly

Thr Phe Ser Sser

Tyr
30

Gly Leu Glu val

Trp
45

Tyr Ala Asp Ser val
60

Lys Asn Thr Leu Tyr

80

Ala val Tyr Tyr Cys‘

95

Gin
110

Trp Gly Gly Thr

cagggcagag ggtcaccatc
ttgtacattyg gtaccagcag
gcaatcggee ctcaggggtce
ccctggecat cactggactce

ataacagcct gaatgetcaa

Gly Ala Pro Gly Gln
15

Asn Ile Gly Ala Gly
30

Thr Ala Pro Lys Leu
45

60
120
180
240
300
337



76

teu Ile Tyr Gly Asn Ser §§n Arg Pro ser Gly
50

65

Ser Gly Ser Lys Ser géy Thr Ser Ala Ser Leu

Gin Ser Glu Asp ggu Ala Asp Tyr Tyr S%s LYS

Leu Asn Ala GIn Gly val Phe Gly Géy Gly Thr

<210
<21l>
<212>
<213> Homo

<400> 338
gaggtgcage

tcetgtgcag

338
363
DNA

ccagggaagg
gcagactccg
ctgcaaatga
agctcgaact
tca

<210>
<211>
<21Z2>
<213>

<400>

339
121
PRT
Homo

339

Glu val Gin Leu
1

ser lLeu

val Met

35

ser Gly

50

Lys
65

Gly
Gin

L.eu

Ala Lys

Arg

Thr

Ije

Arg

Met

Gly

100

sapiens

tgttggagtc
gctctggatt
ggctggagty
tgaaggyccy
acagcctgag

actactcogg

sapiens

Leu
5

Gl

Leu
20

Ser Cy

Trp val Ar

ser Gly Se

Thr I

70

Phe

Asn Ser

85

Le

AsSp Ser Se

tgggggaggc
cteetttaga
ggtctcagga
gttcaccatc
agccgaggac

tatggacgtc

U Ser Gly

s Ala

Gly

Ala
40

g Gln

r Gly
55

Gly
e ser Arg
Ala

u Arg

r Asn Tyr

Gly

ASp

Tyr

105

ttggcacage
ggctatgtca
attagtggta
tccagagaca
acggeegtat

tggggccaag

Gly
10

Leu

Sar Phe

25

Gly

Pro Gly Lys

Ser Thr Tyr

Asn Sser

75

Glu Asp Thr

30

ser Gly

val Pro Asp Gin Phe
60

Ala Ile Thr Gly Leu
80

Ala Trp Asp Asn Ser
95

Lys Leu Thr val Leu

110

€gggggggtLc
tgacttgggt
gtggtggtag
attccaagaa
atrtactgtgc

ggaccacggt

Ala G1In

ser prhe

30

Gly Leu

45

Tyr Ala

Lys Asn

Ala val

Met Asp val

Pro

Arg

Glu

ASp

Thr

Tyr

cctgagacte
ccgecagget
cacatactac
cacgctgtgt
gaaaggagac

catcgtctcec

Gly

Gly
15

Gly Tyr
Trp val
ser val

Leu

Tyr

Cys
95

Trp Gly

60
120
180
240
300
360
363



100

77
105

Glin Gly Thr Thr val Iie val 2%8 ser

115

<210>
<211>
<212>
<213> Homo

<400> 340
gacatcgtga

340
340
DNA

atcaactgea
tggtaccage
gaatccgggg
atcagcagcc
cctctecactt
<210>
<211>
<212>
<213> Homo

<400> 341
Asp Ile val
1

341
113
PRT

Glu Arg

Ser ASnN

35

Asn

Pro Pro

50

Lys

Pro
63

ASp Arg

Ile Ser

Phe Tyr

LYS

<210>
<211>
<212>
<213>

342
357
DNA
Homo

Ala

Ser

Gly

sapiens

tgacccagtc
agtccageea
agaaaccagg
tccctgacceg
tgcaggctga

ttcggcggag

sapiens

Met Thr
5

Thr Ile

20

Lys Asn

Ley

Leu

Phe Ser

Gln

AsSn

Tyr

Ile

Gly

tccagactec
gagtgtttta
acagcetect
attcagtggc
ggatgtggca
ggaccaaggt

Ser Pro

Cys

LYS

Ala
40

Leu
Tyr

Trp

ser Gly

70

Gln
85

Leu

Pro
160

Pro

sapiens

Ala

Leu

Glu Asp

Thr prhe

ASP

Trp

ctggctatgt
tacaacteca
aagctgctca
agcgggtcty
atttattact

ggaaatcaaa

ser
10

Leu

Ser Gin

25

ser

Tyr Gln

Ala Ser Thr

Thr
75

Ser Gly

Ala Ile

a0

val

Gly Gly Gly

110

ctctgggega
acaataagaa
tttactgggc
ggacagattt

gtcagcaatt

Ala val

ser val

30

Gln Lys

Arg Glu

60

Asp Phe

Tyr Tyr

Thr Lys val

Ser

Leu

Pro

ser

Thr

Cys

gagggeeace
ctacttagct
ttetaccegg
cactctcacc

ttatggtcct

Leu
15

Gly
Tyr Asn
Gly Gln
val

Gly

Thr
80

Ley

GIn GIn

95

Glu 1le

110

60
120
180
240
300
340



78

<400> 342
caggtgcage tggtgcagic tggggctgag gtgaagaage ctggggectc agtgaaggtce 60
tcctgcaagg crtetggata cacctteacc ggctactata tgcactgggt gogacagged 120
¢ctggacaag ggcttgagtg gatgggatgg atcaacccta acaatggtgg cacaaactat 180
ggacagaagt ticagggcag ggtcaccatg accagggaca cgtccatcag cacagectac 240
atggagctga gcaggctgag atctgacgac acggecgtgt attactgtge gagagggaac 300
tggaacgacg atgettttga tatctgggge caagggacaa tggtcaccgt ctctica 357
<210> 343
<211> 119
<212> PRT
<213> Homo sapiens
<400> 343
GlIn va® Gln rteu val Gin Ser Gly Ala Glu val tys Lys Pro Gly Ala
1 5 10 15
ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr pPhe Thr Gly Tyr
20 25 30
Tyr Met His Trp val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 45
Gly Trp Ile Asn Pro Asn Asn Gly Gly Thr Asn Tyr Gly Gin Lys Phe
50 55 50
G1In Gly Arg val Thr Met Thr Arg aAsp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80
Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr ala val Tyr Tyr Cys
85 90 95
ala Arg Gly Asn Trp Asn Asp Asp Ala Phe Asp Ite Trp Gly Gln Gly
100 105 110
Thr Met val Thr val Ser ser
115
<210> 344
<211> 322
<212> DNA
<213> Homo sapiefis
<400> 344 >
tectatgage tgactcagtc accetcagtg toogtgtcec caggacagac agocageatce 60
acctgttctg gtgataaatt gggggataaa trtgcttict ggtatcagca gaagecaggc 120
cagtccectg tgctggrcat ctatcaagat agcaagcegge cctcagggatr ccoctgagega 180
tictctgget ccaactcigg gaacacagec actctgacca tcagcegggac ccaggetatyg 240
gatgaggctg actattactyg tcaggcegtgy gacagcagcg €cgggggyagt attteggegg 300
agggaccaag ttgaccgtcc ta 322



79

val ser

Gly Asp

val Leu

45

Arg pPhe

60

Gly Thr

ser Ser

Pro

Lys

30

val

Ser

GIn

Ala

<210> 345
<211> 107
<212> PRT
<213> Homo sapiens
<400> 345
Ser Tyr Glu Leu Thr Gln Ser Pro Ser val Ser
1 5 10
Thr Ala Ser Ile Thr Cys Ser Giy Asp Lys Leu
20 25
phe Trp Tyr GlIn Gin Lys Pro Gly Gln Ser Pro
35 40
GIn Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu
50 55
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser
65 70 75
Asp Glu Ala Asp Tyr Tvr Cys Gin Ala Trp Asp
85 90
val Phe Gliy Gly Gly Thr Lys Leu Thr val Leu
100 105
<210> 346
<211> 375
<212> DNA
<213> Homo sapiens
<400> 346
caggtgcaac tggaggagtc tgggggaggoe gtggtccage
tcctgtgcag cgtctggatt caccttcagt agctatggea
ccaggcaagy ggctggagtg ggtggcagtt atatggtatyg
gtagactccg tgaagggecg attcaccatc tccagagaca
ctgcaaatga acagcctgag agocgaggac acggetgtgt
tttactatgg ttcggggage cctctactac ggtatggacg
gtcaccgict cctca
<210> 347 -
<21l> 125
<212> PRT
<213> Homo sapiens
<400> 347

1

Gln val GTn Leu §1u Glu Ser Gly Gly Gly val

10

ser Leu Arg Egu Ser Cys Ala Ala ggr Gly Phe

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtge

tctggggoca

Gly Gin

15

Phe Ala

Ile Tyr

Gly ser

Ala Met

80

Gly
95

Gly

cctgagactce
ccgecagget
taaatactat
cacgctgtat

gagaatgggg

agggaccacg

val GIn Pro Gly Arg
15

Thr Phe Ser Ser Tyr
30

60
120
180
240
300
360
375



Gly Met His

Ala val Ile
50

Lys Gly Arg
65

Leu Gln Met
Ala Arg Met

Trp

Asp val
: 115

<210>
<211>
<212>
<213> Homo

<400> 348
tcttotgage

348
325
DNA

acatgccaag
caggccecty
ttetetgact
gatgaggetg
cggagggacc
349

108
PRT

<210>
<211>
<212>
<213> Homo

<400> 349
ser ser Glu
1

Thr val arg
Ser Trp Tyr
35

Gly Glu Asn
50

Ser Ser Gly
65

Trp val Arg

Trp Tyr Asp

rPhe Thr Ile

70

Ser
&5

Asnh Leu

Gly Phe Thr

100

Gly Gln Gly

sapiens

tgactcagga
gagacagcct
tacttgtcat
ccagttcagg
actattattg

aagetgaccg

sapiens

teu Thr GIn
5

Ile Thr Cys

20

Gin GIn Lys

Asn Arg Pro

Asn Thr Ala
70

&lin

Gly

55

ser

Arg

Met

Thr

tcecta

ASp

Gln

Pro

ser

55

Ser

Ala

40

Ser

Arg

Ala

val

Thr
120

Pro

Pro

Asn

ASp

Glu

105

val

Ala

Gly Asp
25

Gly
40

Gly

Glin

Ile

Leu Thr

80
Gly Lys
Lys Tyr
Asn Ser

75
Asp Thr
80

Gly Ala

Thr val

ccctgetgtg totgtggect
cagaagctat catgcaagct
ctatggtgaa aacaaccgyc
aaacacagct tccttgacca

taattatcgg gacaacagtg

val ser

10

ser Leu

Ala pro

Pro Asp

Ile Thr
75

Leu Glu

45

Tyr val

60

Asp

Lys Asn Thr

Ala val Tyr

Leu Tyr Tyr

110

Ser ser

125

tgggacagac
ggtaccagca
cctcagggat
tcactgggge

gtaaccatct

val Ala Leu

Arg ser Tyr

30

val Leu val

45

Arg Phe

60

Ser

Gly Ala Gln

Trp val

Ser val

Leu Tyr

80

Tyr

Cys
95

Gly Met

agtcaggatc
gaagccagga
cccagaccga
tcaggeggaa
ggrgtticgg

Gly Gln

15

His Ala

Ile Tyr
ser

ASDP

Glu
80

Ala

60
120
180
240
300
325



81

Asp Glu Ala Asp gyr Tyr Cys Asn Tyr ggg Asp
5

teu val phe Gly Gly Gly Thr Lys &eu Thr val
05

<210>
<Z211>
<212>
<213> Homo

<400> 350
gaggtgcage

350
357
DNA

teetgtgeag
c<agadgaadag
gcagactccg
ctgcaaatga
tattttgact
<210>
<211>
<212>
<213>

<400>

351
119
PRT
Homo

351

Glu val Gln Leu Leu
1 5

Ser Leu

Ala Met

35

ala
50

ser

Lys
65

Gly
Leu Gln
Glu

val

val
115

Thr Leu

<210> 352
<211> 369

Arg

Ser

Ile

Arg

Met

Pro

160

sapiens

tgttggaatc
cctectggatt
ggctggagtg
tgaagggceg
acagcctgag

ggttattagg

sapiens

Leu
20

Ser
Trp val
Ser

Arg

rPhe Thr

Glu

Cys

Arg

Ser

Ile

tgggggaggc
cacctttage

ggtctcaget
gttcaccatc
agccgaggac

cgactgggge

ser Gly

Ala

Ala

Ala
40

GIn

Gly
55

ser

Ser Arg

70

Asn Ser

85

Arg Tyr

Thr val

ieu

Phe

Ser

Arg Ala

ASP

Trp

Ser

Gly

Thr

ASD

ttggtacagc
agctatgeca
attagtcgta
tccagagaca
acggccgtat

cagggaaccc

Gly
10

Leu

Ser Phe

25

Gly

Pro Gly Lys

Thr Tyr

Asn Ser

75

Glu Asp Thr

30

Leu

Gly
105

Leu

Asn Ser Gly Asn His
95

Leuy

ctgggyggtc
tgagctgggt
gtggtagtac
attccaagaa
attactgtgt
tggtcaccgt

val Gln

Thr pPhe

30

Leu
45

Gly
TYr Ala
Eys Asn
val

Ala

Asp Trp

Pro

ser

Glu

ASD

Thr

Tyr

Gly GlIn

cctgagacte
ccgecagget
cacatactac
cacgctgtat
ggaaccgaga

ctecctca

Gly
15

Gly

ser Tyr

Trp val

ser val

Leu Tyr

80

Tyr
95

cys

Gly

110

60
120
180
240
300
357



82
<212> DNA
<213> Homo sapiens

<400> 352
caggtgcagc tggtggagtc ggggggagge gtggtccagc ctgygaggtc cctgagactc 60

tcctgtgeag cgtctggatt caccttcagt agetatggea tgcactgggt ccgecagget 120
ccaggcaagg ggctoggagtyg ggtggcagtt aaatggtatg aaggaagtaa taaatactat 180
ggagactccg tgaagggeeg attcaccatc tccagagaca attccaagaa cacgctgtat 240
ttgcaaatga acagictgag aggcgaggat acggctgtygt attactgtygc gagaggcgec 300
cacgactacy gtgacticta ctacggtatg gacgtctggg gcecaagggac cacggtcacce 360
gtctcctea 369
<210> 353

<211> 123

<212> PRT

<213> Homo sapiens

<4Q0> 353
§1n val Gln Leu val Glu ser Gly Gly ggy val val GIn Pro Ggy ATg
5 1

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr phe Ser Ser Tyr

20 25 30
Gly Met His Trp val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45
Ala val Lys Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Gly Asp Ser val
50 55 60
Lys Gly Arg pPhe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu Gln Met Ash Ser teu Arg Gly Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
Ala Arg Gly Ala His Asp Tyr Gly Asp Phe Tyr Tyr Gly Met Asp val
1060 105 110
Trp Gly Gln Gly Thr Thr val Thr val Ser Ser
115 126
<210> 354
<21i> 319
<212> DNA
<213> Homo sapiens
<400> 354
tcctatgaac tgactcagec agectcagrg tccgtgtoce caggacagat agecagcatc 60

acctgctcty gagataattt gggdgataaa tatatttgcet ggtatcagca gaagecaggce 120

cagtccecctg tgcgggtcat ctatcaagat aacaageggce cctcagggat ccctgagegt 186



: 83
ttetctgygct ccaattotgg gaacacagee actctgacca tcagogggac ccaggetatg 240

gatgaggetg actattactg tcaggcgtgg gacagcagea ctgtggtatt tcggcggagg 300

gaccaagctg accgtecta 319
<210> 355

<211> 106

<212> PRT

<213> Home sapiens

<400> 355

Ser Tyr Glu Leu Thr Gin Pro Ala Ser V31 ser val Ser Pro ggy GIn

i 5 1

Ile Ala Ser Ile Thr Cys Ser Gly Asp Ash Leu Gly Asp Lys Tyr Ile

20 . 25 30
Cys Trp Tyr GIn Gin Lys Pro Gly GIn Ser Pro val Arg val Ile Tyr
35 40 45
GIn Asp Asn Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
50 55 60
Asn Ser Gly Asn Thr Ala Thr teu Thr Ile Ser Gly Thr Gln Ala Met
65 70 75 80
Asp Glu Ala Asp Tyr Tyr Cys GIn Ala Trp aAsp Ser Ser Thr val val
85 90 95
phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105
<210> 356
<211> 366
<212> DNA
<213> Homo sapiens
<400> 356
gaggtgcagc tgttggagtc tggyggaggoc ttggtacage crggggggre cctgagactc 60

tcctgtgecag cctctggatt cacctttage agctatgcca tgagetgggt ccgecaggcet 120
ccagggaagg ggctggagtg ggtctcagcet attagttata gtggoggtag cacatactac 180
gcaggctccg tgaagggecg gttcaccarc tccagagaca attccaagaa cacgetgtat 240
ctgcaaatga acagectgag agecgaggac acggocgtat attactgtge gaaagatcgg 360

gagggagcga cttggtacta cggtatggac gtctggggec aagggaccac ggtcaccgtc 360
tcctca 366

<210> 357
<211> 122
<212> PRT
<213> Homo sapiens

<400> 357
Glu val GIn teu Leu Glu Ser Gly Gly Gly Leu val Gin Pro Gly Gly



Ser Leu Arg

Ala Met Ser

35

Ser Ala Ile

50

Gly Arg

65

Leu GIn Met

Ala Lys Asp

Gly GIn Gly

115

<210> 358
<211> 319
<212> DNA
<213> Homo

<400> 358
tectatgaac

acctgctetg
cagtcccctg
ttetetgget
gatgaggctg
gaccaagctg
<210>
<211>
<212>
<213>

<400

359
106
PRT
Homo

359

Ala

Ala

40

Gly

Arg

Ala

Thr

val
120

ser

25

Pro

Ser

ASp

Glu

105

Ser

84
10

Gly Phe

Gly Lys

Thr Tyr

Asn Ser

75

Asp Thr

90

Tyr Tyr

Ser

accetcagty tocgrgrecc

gggggaaagc tatgottgct

ctatcaagat tacaagcggce

gaacacagcc actctgacca

tcaggcgtgg gacagaagta

5
Leu Ser Cys Ala
20
Trp val Arg Glin
Ser Tyr Ser Gly
55
Phe Thr Ile Ser
70
Asn Ser Leu Arg
85
Arg Glu Gly Ala
100
Thr Thr val Thr
sapiens
tgactcagec
gagataaatt
tactggtcat
ccaactctgg
actattactg
accgtecta
sapiens

ser Tyr Giu Leu Thr GIn Pro Pro Ser val Ser
1 5 .

Thr Ala Ser %ée Thr Cys Ser Gly gsp Lys Leu
5

Cys Trp Tyr GIn GIn Lys Pro Gly Gin Ser Pro
35 40

GIn Asp Tyr Lys Arg Pro Ser Gly Ile Pro Glu

Thr

Gly

Tyr

60

Lys

Ala

Gly

Phe

Leu

45

Ala

Asn

val

Met

Ser

30

Glu

Gly

Thr

Tyr

Asp

caggacagac
ggtatcagca
cctcagggat
tcagcgggac

ctgtactatt

15

Ser Tyr

Trp val

ser val

Leu Tyr

80

Tyr
95

Cys

val Trp

agccageatce
gaagccagyc
ccetgagege
ccaggctatg

tcggeggagg

val Ser pPro Gly Gin
15

Gly Glu Sser Tyr Ala
30

val Leu val Ile Tyr

45

Arg Phe Ser Gly Ser

60
120
180
240
300
319



50

55

B3

60

Asn ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr GIn Ala Met
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys GIn Ala ggp Asp Arg Ser Thr gg] Leu
85

phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105

<210>
<211>
<212>
<213> Homo

<400> 360
cagatgeagc

360
366
DNA

tcetgtgeag
ccaggcaagg
gcagactccey
ctgcaaatga
cagtgggagce
tcttca
<210>
<211>
<212>
<213> Homo
<400> 361

Gln Met Gin
1

361
122
PRT

Ser Leu Arg

Gly Met His
35

Ala val Ile

Lys Gly Arg
65
Leu Gin Met

Ala Arg Ala

sapiens

tggtggagtc
cgtctggatt
gactggagtg
tgaagggccy
acagcctgag

tagttcatga

sapiens

Leu va?l
5

Leu Ser

20

Trp val

Trp Tyr

Phe Thr

Asn Ser

85

Pro Gin

100

tgggggaggce
caccttcaga
ggtggcagtt
attcaccatc
agccgaggac

agcttttgat

gtggtccage
acctatggea
atatggtatg
accagagaca
acggctgtgt
atctggggec

Glu

Cys

Arg

Asp

Ile

70

Leu

Trp

ser Gly Gly Gly val

10

Ser phe

25

Ala Ala Gly

Ala
40

Gln Pro Gly Lys

Gly Ser His

35

Ash Lys

Thr Arg Asp Asn ser

75

Arg Ala Glu Asp Thr

90

Glu val His Glu

105

L.eu

crgggaggtc ccigagactc
tgcactgggt ccgecagget
atggaagtaa taaacactat
attccaagaa cactctgaat
attactgtgc gagagcccect

aagggacaar ggtcaccgtce

val GIn Pro Gly

15

Arg

Thr Phe Arg Thr

30

Tyr

Gly Leu Glu val

45

Trp

Tyr Ala asp ser val

Lys Asn Thr Asn

80

Leu

Ala val Tyr Tyr

95

Cys

Ala Phe Asp Ile

Trp
110

60
120
180
240
300
360
366



86

Gly Gln Gly Thr Met val Thr val Sser ser
115 120

<210> 362
<2311> 325
<212> DNA
<213> Homo sapiens

<400> 362
fcctatgtge tgactcagec accctcggtg tcagtggecc caggacagac ggecaggatt 60

acctgtgggg gaaacaacct tggaagtaaa agtgtgcact ggtaccagcea gaagcecaggce 120
caggcccctg tgctggicgt ctatgatgat agcgaccgge cctcatggat ccctgagega 180
ttctctgget ccaactctgg gaacacggee accctgacca tcagcagggyg <gaagecyyg 240
gatgaggccg actattactg tcaggtgtgg gatagtagta gtgatcatgt ggtattiegg 300
cggagggacc aagctgaccg tccta 325
<210> 363

<211> 108

<212> PRT

<213> Homo sapiens

<400> 363

ser Tyr val Leu Thr GIn Pro Pro Ser val Ser val Ala Pro Gly Gln
L 5 10 15

Thr Ala Arg ITe Thr Cys Gly Gly Asn Asn Leu Gly Ser Lys Ser val
20 25 30

His Trp ggr Gin Gin Lys Pro gTy Gln Ala Pro val k%u vatl val Tyr
0

ASp Asp Ser Asp Arg Pro Ser Trp Ile Pro Glu Arg Phe Ser Gly ser
50 55 60

Asn Ser Gly Asn Thr Ala Thr Leu Thr ITe Ser Arg Gly Glu Ala Gly

65 70 75 80
asp Glu Ala Asp Tyr Tyr Cys GIn val Trp Asp Ser Ser Ser Asp His
85 90 95
val val Phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105
<210> 364
<21l> 981
<212> DNA
<213> Homo sapiens
<400> 364
gctagcacca agggcccate ggtettecce ctggegocct gotccaggag cacctcecgag 60

agcacagcgg ccctgggetg cctggtcaag gactacticc ccgaaccggt gacggtgicy 120

tggaactcag gcgotctgac cageggegtg cacaccttcco cagorgtoct acagtectaa 180



ggactctact
tacacctgea
aaatgttgtg
ctectteeecc
gtggtggtog
gtggaggtgc
gtggtcagcg
aaggtctcca
cagccecgag
caggtcagcc
gagagcaatg
ggcrocttet

gtcttctcat

ccctcageag
acgtagatca
tcgagtgecec
caaaacccaa
acgtgagcca
ataatgccaa
tecteacegt
acaaaggcct
aaccacaggt
tgacctgect

ggcageegga

cgtggtgacc
caagcccage
accgtgeeca
ggacaccctc
cgaagaccce
gacaaagcca
tgtgcaccag
cccageceec
gtacaccctg
ggtcaaaggc

gaacaactac

87
gtgcectcca
aacaccaagg
gcaccacctg
atgatctece
gaggtccagt
<gggaggagce
gactggctga
atcgagaaaa
cceecatece
ttctacceca

ddagaccacac

tcetctacag caagetcace gtggacaaga

gctecocgtgat geatgaggot ctgoacaacc

tcectgtete

<210>
<211>
<212>
<213> Homoc sapiens

<400> 365
Ala ser Thr Lys Gly
1 5

365
326
PRT

Thr Glu

20

Ser ser Ser

Phe Pro Glu Pro val

val His Thr phe

50

Gly

Ley Ser Ser val val

65

Thr val

85

Tyr Cys Asn

Thr val Glu Lys

Pro Ala

115

va'l Pro

Thr teu Met Ile Ser

cgggtaaatg a

Pro

Thr

Thr

Pro

Thr

70

ASp

Cys

Ser

Arg

Ser

Ala

val

Ala

55

val

His

Cys

val

Thr

val

Ala

sSer

40

val

Pro

Lys

val

phe

120

Pro

Phe

Leu

25

Trp

Leu

ser

Pro

Glu

105

Leu

Glu

Pro

i0

Gly

Asn

GlIn

Ser

Ser

90

Cys

Phe

val

Leu

Cys

Ser

ser

Asn

75

Asn

Pro

Pro

Thr

gcaacttcgg
tggacaagac
tggcaggacc
ggacccctga
tcaactggta
agttcaacag
acggcaagga
ccatctccaa
gggaggagat
gcgacatege
ctcecatget
gcaggtggea

actacacgca

Ala Pro

val

Leu

Ala
45

Gly

Ser Gly Leu
60

pPhe Gly Thr

Thr Lys val

Pre Cys Pro

cacceagace
agttgagege
gtcagtcttc
ggtcacgtge
cgtggacggce
cacgtrtccgt
gtacaagtgc
aaccaaaggg
gaccaagaac
cgtggagtyy
ggactccgac

gcaggggaac
gaagagcctce

ser
15

AsSp

Thr

Tyr

Glin

ASD

95

Ala

110

Pro Lys

Cys val val

Pro

Lys

val

Arg

Tvr

Ser

Ser

Thr

80

LYyS

Pro

ASp

ASp

240
300
360
420
480
540
600
660
720
780
840
900
960
981



130

val
145

Ser

val Glu

Ser Thr

Leu Asn

Ala Pro

210

Pro Gin

225

Gln val

Ala val
Thr

Pro

Thr
290

Ley

ser val

305

Ser

<210>
<211>
<212>
<213> Homo

<400> 366
cgtacggtyg

ggaactgect

366
324
DNA

tggaaggtgg
agcaaggaca
daacacaaag

agctteaaca

His

val

Phe

val

Ser

Glu

Pro

273

val

Met

Leu Ser

Glu Asp

Pro

135

Glu val

150

Asn
165

His
Arg val
Lys Glu
Glu

Lys

Tyr Thr

Ala

val

Tyr

Thr

Leu

Lys Thr

Ser val

Lys Cys

200

Ite
215

ser

Pro Pro

230

Thr
245

Leu

Trp Glu

260

Met Leu

ASp

Lys

His Glu

Cys

Ser

Asp

Ser

Ala

Leu val

Asn Gly

Ser Asp

280

Arg
295

Trp

Leu His

310

Pro Gly

sapiens

ctgcaccatc
ctgttgtgtg
ataacgcect
gcacctacag

tctacgeotg

ggggagagtg

Lys

tgtcttcate
cctgctgaat
ccaatcgggt
cctcageage
cgaagtcacc

ttag

88

Gln Phe Asn

155

Lys Pro

170

Arg

Leu Thr val

185

Lys val ser

Lys Thr Lys

Glu
235

Ser Arg

Lys Gly Phe

Gln Glu

265

Pro

Gly Ser Phe

GIn GIn Gly

Asn His Tyr

315

tteecgecat
aacttctatc
aactcccagg
accetgacge

catcagggec

140

Trp Tyr val

Glu Glu

val His Gln

190

Asn

Gly

Giu Met

Tyr Pro

Asnh

Phe teu

285

Asn val

300

Thr Gln Lys

ctgatgagea
ccagagagge
agagtgtcac
tgagcaaage

tgagctcgee

GIn

Gly

Pro

Thr

Ser

Asn Tyr

270

Tyr

Phe

Asp Gly

Phe
175

Asn

Asp Trp

Leu Pro

Arg Glu

Lys Ash

240

Asp
255

Lys Thr

ser Lys

ser cys

Ser tLeu

320

gttgaaatct
caaagtacag
agagcaggac
agactacgag

cgtcacaaag

60
120
180
240
300
324



<210>
<211>
<212>
<213> Homo

<400> 367
Arg Thr val
1

367
107
PRT

Gln Leu Lys

Tyr Pro Arg

35

Ser Gly Asn
50

Thr

Tyr Ser
65

Lys His Lys

Pro val Thr

<210>
<211>
<212>
<213> Homo

<400> 368
ggccaacega

368
321
DNA

gccaacaagg
gcctggaagg
Canagcaaca
tcccacagaa
gcccctacag
<210>
<211>
<212>
<213>

<400

369
106
PRT
Homo

369

sapiens

Ala Ala
5

ser Th

20

Gly

Glu Ala

Ly

ser GIn G1

Leu Ser Se

70

val Al

Ph

sapiens

aagcggegec
ccacactggt
cagatagcag
acaagtacge
gctacagetg

aatgttcata

sapiens

Pro

ser val

r Ala

Ser

Glin
40

s val

u ser val

55

r Thr Leu

a Cys Glu

e Asn Arg

ctcggtcact
gtgtctcata
ccccgteaag
ggccageagce
ccaggtcacg

g

Phe

val

25

Trp

Thr

Thr

val

Gly

89

Ile
10

Phe

val Cys

Lys val

Glu GIn

Leu Ser

75

Thr
90

His

Glu Cys

ctgtteecege
agtgacttct
gcgggagtyg
tatctgagee

catgaaggga

%1y Gin Pro Lys §1a Ala Pro ser val Thr Leu

10

Glu Glu Leu GIn Ala Asn Lys Ala Thr Leu val

20

25

Phe Tyr Pro Gly Ala val Thr val Ala Trp Lys

Pro Pro Sser

Asn
30

Leu Leu

Asn Ala

45

Asp

Asp Ser

60

Lys

Lys Ala Asp

Gin Gly Leu

cctectctga
acccgggage
agaccaccac
tgacgectga

gcacegtgga

Asp Glu

15

Asn Phe

Lteu Gln
Ser

ASp

Glu
80

Tyr

ser
95

Ser

ggagcttcaa
cgtgacagtg
accctccaaa
gcagtggaag
gaagacagtg

Phe Pro Pro Ser Ser

15

Cys Leu Ile Ser Asp
30

Ala Asp Ser Ser Pro

60
120
180
240
300
321



35

val Lys Ala Gly val Glu T
50

65

40

55

90

45

Lys Tyr Ala Ala Ser ser Tyr Leu Ser Leu ;gr Pro Glu Gin Trp Ly
70

hr Thr Thr Pro Ser Lys GIn Ser Asn Asn
60

s
80

Sser His Arg Ser Tyr Ser Cys Gin val Thr His Glu Gly Ser ggr val
85

90

Glu Lys Thr val Ala pro Thr Glu Cys Ser

<210>
<211>
<212>
<213> Home

<400> 370
agaaaaagga

370
15
DNA

<210> 371
<211> 5

<212> PRT
<213> Homo

<400> 371

166

sapiens

aagtc

sapiens

Arg Lys Arg Lys val
i 5

<210>
<211>
<212>
<213> Homo

<400> 372
atgttcectt

372
504
DNA

caacttgtag
gcagectatce
accgagttca
agcctaacct
aaaactaagg

actcaggcaa

ggattgtggce

gactacaaag

<210>
<211>
<212>
<213>

373
168
PRT
Homo

<400> 373

sapiens

ttgccttact
ggctggtgtt
tcagtactat
acaacaccgt
teaatcecac
ctgecottage
tgaagaagag
gtecgettcaa

acgatgacga

sapiens

atatgttetg
aacttacgac
ttctaaagac
ctctigtage
cgeeggetge
tatctggtge
gacaaccaat
tcgaccrrta

Cada

105

tcagrrtcett
ttcactaact
ctgattacat
aatcggccac
gcgtegeteg
ccaggcratt
aaatgtctgg

ctgaaacaac

tcaggaaaat
gtgactttga
atatgagtgg
attgecttac
ccaaagaaat
cggaaactca
aacaagtgtc

agcatcacca

cttcatctta
gaagattaaa
gaccaaaagt
tgaaatccag
grtcgecatg
gataaatgct
acaattacaa

tcaccatcac

15

60
120
180
240
300
360
420
480
504



Met Phe

ITie Phe

Asn Cys

35

Lys Asp

50

Asn Thr val

65

Ser tLeu

Met

Phe

Glu
115

Tyr ser

Thr Asn

130

Phe Asn

Asp Tyr Lys

<210>
<211>
<212>
<213>

374
519
DNA
Homo

<400> 374
atgtteectt

caactrgtag
gcagectatc
accgagttca
agcctaacct
aaaactaagg
actcaggcaa
gtgtcacaat

cacgcatcace

Pro

Ile

Asp

Leu

Thr

Ala

Lys

Phe Ala

Leu Gin

20

Phe Glu

Ile Thr

Ser Cys

Phe Asn

85

Met
100

LyS
Thr GlIn
Leu

Cys

Arg Pro

Leu

Leu

Lys

Tyr

ser

70

Pro

Thr

Ile

Glu

Leu

Leu Tyr

val Gly

Ile Lys
.40
Met
55

ser
Ash Arg
Thr Ala
Ala

Lys

Ala
120

AsSh

Gin val

135

Leu Lys

150

Asp

sapiens

ttgecttact
ggcrggtgtt
tcagtactat
acaacaccgt
tcaatcccac
ctgecttage
tgaagaagag
tacaaggatt

atcacgacta

AsSp

ASp LyS

atatgttctg
aacttacgac
ttctaaagac
ctcttgtage
cgcecggetge
tatctggtge
gagaaaaagg
gtggcgtege

caaagacgat

val

Leu

25

Ala

Gly

Pro

Gly

Ala

105

Thr

ser

Glin

91
Leu Ser
10

val Leu

Ala Tyr
Thr Lys
His Cys
Ala
Leu Ala
Gin Ala
Gln

Leu

His
155

Gin

tcagtttett
ttcactaact
ctgattacat
aatcggecac
gcgtegeteg
ccaggetatt
aaagtcacaa
ttcaatcgac

gacgacaaa

val ser Phe

Thr Tyr Asp

30

Leu Ser Thr

45

Ser Thr Glu

60

Leu Thr Giu

Ser Leu

Ile Trp Cys

110

Met Lys

Lys
125

Gin
140

Gly Leu

His His His

tcaggaaaat
gtgactttga
atatgagtygg
attgcettac
ccaaagaaat
cggaaactca
ccaataaatg

cttractgaa

Ala

Arg
15

Lys
Phe Thr
ile ser
Phe

ASn

Gin
80

Ile
Glu
Gly
Arg Thr
Trp

Arg

His
160

His

cttcatrcria
gaagattaaa
gaccaaaagt
tgaaatccag
gttcgecatg
gataaatget
tctggaacaa

acaacagcat

60
120
180
240
300
360
420
480
519



<210>
<211>
<212>
<213>

<400>

375
173
PRT _
Homo sapiens

375

Met Phe Pro Phe Ala
1 5

ITe Phe Ile

AsSn

LysS

Asnh

65

Ser

Met

Tyr

Lys

GIn
145

Cys

ASp

50

Thr

Leu

Phe

Ser

His

<210> 37
<211> 28

<212>
<Z213>

<A00> 37

1

Asp

35

Leu

val

Thr

Ala

Glu

115

Lys

Leu

His

6

PRT .
Homo sapiens

6

Leu

20

Phe

Ile

ser

Phe

Met

100

Thr

val

Trp

His

Gln

Glu

Thr

Cys

ASn

85

LyS

Gin

Thr

Arg

His
165

Met Phe Pro Phe ?13

Ile Phe TIle Leu GIn

<210> 37
<211> 48

<212>
<213>

7
1

DNA .
Home sapiens

ey

Leu

Lys

Tyr

Ser

70

Pro

Thr

Ile

Thr

150

ASp

Leu

ey

Leu

val

Ile

Met

35

ASN

Thr

Lys

Asnh

Asn

135

Phe

Tyr

Leu

val

Tyr

Gly

LYyS

40

Ser

Arg

Ala

Ala

Ala

120

Lys

AsSn

Lys

Tyr

Gly

val

Leu

25

Ala

Gly

Pro

Gly

Ala

105

Thr

cys

Arg

Asp

val

Leu
25

Leu
10

val
Ala
Thr
His
Cys
90

Leu

Gln

Leu

Pro:

ASp

Leu
16

val

92

ser
Leu
Tyr
Lys
Cys
Ala
Ala
Ala
Glu
Leu

155

ASD

Ser

Leu

val

Thr

Leu

Ser

60

Leu

ser

Ile

Met

GlIn

140

Leu

ASp

va'l

Thr

Ser

Tyr

Ser

45

Thr

Thr

Leu

Trp

Lys

LYS

ser

Phe Arg Lys
15

Asp Phe Thr
30

Thr Ile ser
Glu Phe Asn

Giu Ile Gln
BO

Ala Lys Glu
95

Cys Pro Gly
110
LYys Arg Arg

Ser GIn Leu

Gin G1n His
160

Phe Arg Lys
15



93
<400> 377
atggagacag acacactcct gctatgggta ctgetgetet gggttccagg ttccaccggt 60

tacgacttca ctaactgtga ctttcagaag attgaagcag actatctccg tactatttct 120
aaagacctga ttacatatat gagtgggact aaaagtaccg acttcaacaa caccgtctec 180
tgtagcaatc ggccacacig ccttactgaa atccagageC taaccttcaa teecaccecc 240
cgctgegegt cgotogecaa ggaaatgttce gocaggaaaa ctaaggetac cctcgetctce 300
tggtgcccag goetattcgga aactcagata aatgctactc aggcaatgaa gaagaggaca 360
accaataaat gtctggaaca agtgtcacaa ttactaggat tgtggegtcg cttcattcega 420
actttactga aacaacagca ccaccaccac caccatgact ataaagacga tgacgacaaa 480

t 481

<210> 378
<211> 160
<Z212> PRT
<213> Homo sapiens

<400> 378
get Glu Thr Asp Thr Leu Leu Leu Trp ¥a1 Leu Leu Leu Trp ¥g1 Pro
5 0

Gly Ser Thr ggy Tyr Asp Phe Thr %gn Cys Asp Phe Gln E%S 1le Glu

Ala Asp Tyr Leu Arg Thr Ile Ser Lys Asp Leu Ile Thr Tyr Met Ser

Gly Thr Lys ser Thr Asp Phe Asn Asn Thr val ggr Cys Ser Asn Arg
50 55

Pro His Cys teu Thr Glu ITe Gin Ser Leu Thr Phe Asn Pro Thr Pro
65 70 75 80

Arg Cys Ala ser Eeu Ala Lys Glu Met Phe Ala Arg Lys Thr gys Ala
5 90 3

Thr Leu Ala Leu Trp Cys Pro Gly Tyr Ser Glu Thr GIn Ile Asn Ala
100 105 110

Thr Gln Ala Met Lys Lys Arg Thr Thr Asn Lys Cys Leu Glu Gln val
115 120 125

Sser Gin Leu Leu Gly Leu Trp Arg Arg Phe ITe Arg Thr Leu Leu Lys
130 135 140

GlIn Gln His His His His His His Asp Tyr LyS ASp Asp ASp Asp Lys
145 150 155 160

<210> 379
<211> 495
<212> DNA



<213> Homo

<400> 379
atggagacag

tacgacttca
aaagacctga
tgtagcaatc
cgctgcgegt
tggtgececag
aaaaggaaag
cgtcgcttca
gacgatgacg
<210>
<211>
<212>
<213>

<400>

380
165
PRT
Homo

380

sapiens

acacactcet
ctaactgtga
ttacatatat
ggccacactg
cgctegeeaa
gcrattcgga
tcacaaccaa
ttcgaacttt

acaaa

sapiens

gctatgggta
ctttcagaag
gagtgggact
ccttactgaa
ggaaatgttc
aactcagata
taaatgtctg

actgaaacaa

94

ctgetgetct
attgaagcag
aaaagtaccyg
atccagagcc
gccaggaaaa
aatgctactc
gaacaagtgt

cagcaccacc

gggttccagg
actatcrecg

acttcaacaa
taaccttcaa
ctaaggctac
aggcaatgaa
cacaattact

accaccaceca

ttccaccggt
tactattict
caccgtctee
tcecaccecee
cetegetcte
gaagaggaga
aggattgtgg

tgactataaa

Met Glu Thr Asp

1

Gly

Ala

Gly

Pro

65

Arg

Thr

Thr

Cys

Arg

145

AsSp

Ser

Asp

Thr

50

His

Cys

Leu

Gln

Leu

130

Thr

ASp

The

Lys

Cys

Ala

Ala

Ala

115

Glu

Leu

ASp

Gly

20

Leu

Ser

Leu

Ser

Leu

160

Met

Gin

Leu

ASp

Thr

5

Tyr

Arg

Thr

Thr

Leu

85

Trp

Lys

val

Lys

Lys

tLeu

Asp

Thr

Asp

Glu

70

Ala

cys

Lys

Ser

Gln
150

Leu

Phe

Ile

Phe

35

Ile

Lys

Pro

Arg

GIn

Gin

Leu

Thr

ser

40

Asn

GIn

Glu

Gly

Arg

120

Leu

His

Trp

ASN

25

Lys

ASH

ser

Met

TYr

105

LyS

L.eu

His

val

10

Cys

ASD

Thr

Leu

Phe

90

ser

Arg.

Gly

His

Leu

Asp

Leu

val

Thr

75

Ala

Glu

Lys

Leu

His
155

Ley

rhe

Ile

ser

60

Phe

Arg

Thr

val

Leu

Glin

Thr

45

Cys

Ash

Lys

GlIn

Thr

125

Arg

His

ser

Pro

Thr

Ile

110

Thr

Arg

ASp

val

15

Ile

Met

Asn

Thr

LYS

95

ASH

Asn

Phe

Tyr

Pro

Glu

Ser

Arg

Pro

80

Ala

Ala

Lys

Ile

LYS

60
120
180
240
300
360
420
480
495



95

165
<210> 381
<211> 20
<212> PRT
<213> Homo sapiens
<400> 381

Met Glu Thr Asp Thr Leu Leu Leu Trp val Leu Leu Leu Trp val Pro
1 5 10 1
Gly ser Thr Gly

20

<210> 382

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic Tinker
peptide

<400> 382
ser Gly Gly Ala Pro Met Leu Ser
1 5



