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Abnova

FIG. 2C

2. HEK293T_pIRESpuro3_human WT LSR_Flag
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1. HEK293T_pIRESpuro3
2. HEK293T_pIRESpuro3_cyno WT LSR-Flag
3. HEK293T_pIRESpuro3_cyno skip4 LSR_Flag
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1. CHO-K1

2. CHO-K1_pcDNA3.1_mouse WT LSR_Flag
3. HEK293_pcDNA3.1

4. HEK293_pcDNA3.1_mouse WT LSR_Flag

FIG. 6
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1. HEK293T_pIRESpuro3_human LSR_Flag + scrambled si RNA
2. HEK293T_pIRESpuro3_human WT LSR_Flag+LSR si RNA
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FIG. 8A

ANTI FLAG

FIG. 8B

ANTI LSR (Abcam)

FIG. 8C

ANTI LSR (Abnova)

FIG. 8D

ANTI LSR (Sigma)
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FIG. 13A<
FIG. 13B<
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1. HT29+scrambled si RNA
2. HT29+LSR si RNA
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SEQIDNO: 217, 8C8 Heavy chain: DNA sequence (420 bp)
Leader sequence-FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4

ATGAACTTCGGGCTCAGATTGATTTTCCTTGTCCTTGTTTTAAAAGGTGTCCTGTGTGACGTGAAGCTCGTGGAGTCTGGGGGAGGCTTAGTGAAGCTTG
GAGGGTCCCTGAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAGCTATTACATGTCTTGGGTTCGCCAGACTCCAGAGAAGAGGCTGGAGTTGG
TCGCAGCCATTAATAGTAATGGTGGTAGCACCTACTATCCAGACACTGTGAAGGGCCGATTCACCATCTCCAGAGACAATGCCAAGAACACCCTGTACCT
GCAAATGAGCAGTCTGAAGTCTGAGGACACAGCCTTGTATTACTGTGCAAGACATGATTACTACGGTAGTAGCTTTGCTATGGACTACTGGGGTCAAGG
AACCTCAGTCACCGTCTCCTCA

SEQ ID NO: 218, 8C8 Heavy chain: Amino acids sequence (140 AA)
Leader sequence-FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4

MNFGLRLIFLVLVLKGVLCOVKLVESGGGLVKLGGSLKLSCAASGFTFSSYYMSWVRQTPEKRLELVAAINSNGGSTYYPDTVKGRFTISRDNAKNTLYLOMSS
LKSEDTALYYCARHDYYGSSFAMDYWGQGTSVTVSS

SEQID NO: 224, 8C8 Heavy chain-CDR1 DNA
GGATTCACTTTCAGTAGCTATTACATGTCT

SEQID NO: 225, 8C8 Heavy chain-CDR2 DNA
GCCATTAATAGTAATGGTGGTAGCACCTACTATCCAGACACTGTGAAGGGC

SEQID NO: 226, 8C8 Heavy chain-CDR3 DNA
CATGATTACTACGGTAGTAGCTTTGCTATGGACTAC

SEQID NO: 227, 8C8 Heavy chain CDR1 amino acid
GFTFSSYYMS

SEQ ID NO: 228, 8C8 Heavy chain CDR2 amino acid
AINSNGGSTYYPDTVKG

SEQ ID NO: 229, 8C8 Heavy chain CDR3 amino acid
HDYYGSSFAMDY

FIG. 18A
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SEQID NO: 219, 8C8 Light chain: DNA sequence (381 bp)
Leader sequence-FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4

ATGATGTCCTCTGCTCAGTTCCTTGGTCTCCTGTTGCTCTGTTTTCAAGGTACCAGATGTGATATCCAGATGACACAGACTACATCCTCCCTGTCTGCCTCTCT
GGGAGACAGAGTCACCATCAGTTGCAGGGCAAGTCAGGACATTAGCAATTATTTAAACTGGTATCAGCAGAAACCAGATGGAACTGTTAAACTCCTGA
TCTACTACACATCAAGATTACACTCAGGAGTCCCATCAAGGTTCAGTGGCAGTGGGTCTGGGACAGATTATTCTCTCACTATTAGCAACCTGGAACAAGA
AGATATTGCCACTTACTTTTGCCAACAGGATAGTAAGCATCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAA

SEQID NO: 220, 8C8 Light chain: Amino acids sequence (127 AA)
Leader sequence-FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4

MMSSAQFLGLLLLCFQGTRCDIQMTQTTSSLSASLGDRVTISCRASQDISNYLNWYQQKPDGTVKLLIYYTSRLHSGVPSRFSGSGSGTDYSLTISNLEQEDIAT
YFCQQDSKHPWTFGGGTKLEIK

SEQID NO: 230, 8C8 Light CDR1 DNA sequence
AGGGCAAGTCAGGACATTAGCAATTATTTAAAC

SEQID NO: 231, 8C8 Light CDR2 DNA sequence
TACACATCAAGATTACACTCA

SEQID NO: 232, 8C8 Light CDR3 DNA sequence
CAACAGGATAGTAAGCATCCGTGGACG

SEQID NO: 233, 8C8 Light chain CDR1 amino acid sequence
RASQDISNYLN

SEQID NO: 234, 8C8 Light chain CDR2 amino acid sequence
YTSRLHS

SEQID NO: 235, 8C8 Light chain CDR3 amino acid sequence

o FIG. 18B
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FIG. 19A

FIG. 198
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