






































































                         SEQUENCE LISTING

<110>  BAVARIAN NORDIC A/S

 

<120>  PROMOTERS FOR ENHANCING EXPRESSION IN POXVIRUSES

<130>  BNIT0010PCT

<140>  62/199681

<141>  2015-07-31

<160>  77    

<170>  PatentIn version 3.5

<210>  1

<211>  167

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Promoter Sequence with nucleotides 5' of Gene FPV 088

<400>  1

tatccgtaca ggtttgtttc tgaaattcac tttgtaagat acataattaa caaattcagg       60

gggaaaaatc tttacaaaat tagtatagaa gctatagata tatcaaaagg tagacaacaa      120

ataatcagaa cctaattttt ttatcaaaaa attaaaatat aaataaa                    167

<210>  2

<211>  170

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Promoter Sequence with nucleotides 5' of Gene FPV 088 + atc 

       sequence

<400>  2

tatccgtaca ggtttgtttc tgaaattcac tttgtaagat acataattaa caaattcagg       60

gggaaaaatc tttacaaaat tagtatagaa gctatagata tatcaaaagg tagacaacaa      120

ataatcagaa cctaattttt ttatcaaaaa attaaaatat aaataaaatc                 170

<210>  3

<211>  183

<212>  DNA

<213>  Artificial Sequence

<220>
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<223>  Promoter Sequence with nucleotides 5' of Gene FPV 088 plus 

       addition of 16 nucleotides of FPV 088

<400>  3

tatccgtaca ggtttgtttc tgaaattcac tttgtaagat acataattaa caaattcagg       60

gggaaaaatc tttacaaaat tagtatagaa gctatagata tatcaaaagg tagacaacaa      120

ataatcagaa cctaattttt ttatcaaaaa attaaaatat aaataaaatg aaaaataact      180

tgt                                                                    183

<210>  4

<211>  194

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Promoter Sequence with region from Gene FPV 088 plus addition of 

       27 nucleotides

<400>  4

tatccgtaca ggtttgtttc tgaaattcac tttgtaagat acataattaa caaattcagg       60

gggaaaaatc tttacaaaat tagtatagaa gctatagata tatcaaaagg tagacaacaa      120

ataatcagaa cctaattttt ttatcaaaaa attaaaatat aaataaaatg aaaaataact      180

tgtatgaaga aaaa                                                        194

<210>  5

<211>  200

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Promoter Sequence with region from Gene FPV 088 plus addition of 

       33 nucleotides

<400>  5

tatccgtaca ggtttgtttc tgaaattcac tttgtaagat acataattaa caaattcagg       60

gggaaaaatc tttacaaaat tagtatagaa gctatagata tatcaaaagg tagacaacaa      120

ataatcagaa cctaattttt ttatcaaaaa attaaaatat aaataaaatg aaaaataact      180

tgtatgaaga aaaaatgaac                                                  200

<210>  6

<211>  212

<212>  DNA
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<213>  Artificial Sequence

<220>

<223>  Promoter Sequence with region from Gene FPV 088 plus addition of 

       45 nucleotides

<400>  6

tatccgtaca ggtttgtttc tgaaattcac tttgtaagat acataattaa caaattcagg       60

gggaaaaatc tttacaaaat tagtatagaa gctatagata tatcaaaagg tagacaacaa      120

ataatcagaa cctaattttt ttatcaaaaa attaaaatat aaataaaatg aaaaataact      180

tgtatgaaga aaaaatgaac atgagtaaga aa                                    212

<210>  7

<211>  232

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Promoter Sequence with region from Gene FPV 088 plus addition of 

       65 nucleotides

<400>  7

tatccgtaca ggtttgtttc tgaaattcac tttgtaagat acataattaa caaattcagg       60

gggaaaaatc tttacaaaat tagtatagaa gctatagata tatcaaaagg tagacaacaa      120

ataatcagaa cctaattttt ttatcaaaaa attaaaatat aaataaaatg aaaaataact      180

tgtatgaaga aaaaatgaac atgagtaaga aacaagtaaa aactcaaagt aa              232

<210>  8

<211>  242

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Promoter Sequence with region from Gene FPV 088 plus addition of 

       75 nucleotides

<400>  8

tatccgtaca ggtttgtttc tgaaattcac tttgtaagat acataattaa caaattcagg       60

gggaaaaatc tttacaaaat tagtatagaa gctatagata tatcaaaagg tagacaacaa      120

ataatcagaa cctaattttt ttatcaaaaa attaaaatat aaataaaatg aaaaataact      180

tgtatgaaga aaaaatgaac atgagtaaga aacaagtaaa aactcaaagt aaatgtaata      240

at                                                                     242
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<210>  9

<211>  245

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Promoter Sequence with region from Gene FPV 088 plus addition of 

       78 nucleotides

<400>  9

tatccgtaca ggtttgtttc tgaaattcac tttgtaagat acataattaa caaattcagg       60

gggaaaaatc tttacaaaat tagtatagaa gctatagata tatcaaaagg tagacaacaa      120

ataatcagaa cctaattttt ttatcaaaaa attaaaatat aaataaaatg aaaaataact      180

tgtatgaaga aaaaatgaac atgagtaaga aacaagtaaa aactcaaagt aaatgtaata      240

atatc                                                                  245

<210>  10

<211>  119

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Promoter Sequence with nucleotides 5' of the Gene FPV L2R

<400>  10

ttaatgtata gaactaattt ataataaaca tagtaaatat gggtaacttc ttaatagcca       60

taattaaaat tgaaaaaaaa atatcattat aaaacgtaaa cgaacaaaaa acattaatt       119

<210>  11

<211>  435

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Brachyury protein Isoform 1 from GenBank Accession No. O15178.1

<400>  11

Met Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg 

1               5                   10                  15      

Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser 

            20                  25                  30          
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Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu 

        35                  40                  45              

Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val 

    50                  55                  60                  

Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser 

65                  70                  75                  80  

Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala 

                85                  90                  95      

Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly 

            100                 105                 110         

Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp 

        115                 120                 125             

Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser 

    130                 135                 140                 

Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu 

145                 150                 155                 160 

Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly 

                165                 170                 175     

Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe 

            180                 185                 190         

Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile 

        195                 200                 205             

Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser 

    210                 215                 220                 

Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly 

225                 230                 235                 240 

Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Leu Cys Pro 
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                245                 250                 255     

Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser 

            260                 265                 270         

Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser 

        275                 280                 285             

Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser 

    290                 295                 300                 

Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp 

305                 310                 315                 320 

Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His 

                325                 330                 335     

Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser 

            340                 345                 350         

Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser 

        355                 360                 365             

Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr 

    370                 375                 380                 

Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu 

385                 390                 395                 400 

Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp 

                405                 410                 415     

Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro 

            420                 425                 430         

Pro Ser Met 

        435 

<210>  12

<211>  1308

<212>  DNA
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<213>  Artificial Sequence

<220>

<223>  Coding sequence for Brachyury protein Isoform 1 GenBank Accession

       No. O15178.1

<400>  12

atgagctccc ctggcaccga gagcgcggga aagagcctgc agtaccgagt ggaccacctg       60

ctgagcgccg tggagaatga gctgcaggcg ggcagcgaga agggcgaccc cacagagcgc      120

gaactgcgcg tgggcctgga ggagagcgag ctgtggctgc gcttcaagga gctcaccaat      180

gagatgatcg tgaccaagaa cggcaggagg atgtttccgg tgctgaaggt gaacgtgtct      240

ggcctggacc ccaacgccat gtactccttc ctgctggact tcgtggcggc ggacaaccac      300

cgctggaagt acgtgaacgg ggaatgggtg ccggggggca agccggagcc gcaggcgccc      360

agctgcgtct acatccaccc cgactcgccc aacttcgggg cccactggat gaaggctccc      420

gtctccttca gcaaagtcaa gctcaccaac aagctcaacg gagggggcca gatcatgctg      480

aactccttgc ataagtatga gcctcgaatc cacatagtga gagttggggg tccacagcgc      540

atgatcacca gccactgctt ccctgagacc cagttcatag cggtgactgc ttatcagaac      600

gaggagatca cagctcttaa aattaagtac aatccatttg caaaagcttt ccttgatgca      660

aaggaaagaa gtgatcacaa agagatgatg gaggaacccg gagacagcca gcaacctggg      720

tactcccaat gggggtggct tcttcctgga accagcaccc tgtgtccacc tgcaaatcct      780

catcctcagt ttggaggtgc cctctccctc ccctccacgc acagctgtga caggtaccca      840

accctgagga gccaccggtc ctcaccctac cccagcccct atgctcatcg gaacaattct      900

ccaacctatt ctgacaactc acctgcatgt ttatccatgc tgcaatccca tgacaattgg      960

tccagccttg gaatgcctgc ccatcccagc atgctccccg tgagccacaa tgccagccca     1020

cctaccagct ccagtcagta ccccagcctg tggtctgtga gcaacggcgc cgtcaccccg     1080

ggctcccagg cagcagccgt gtccaacggg ctgggggccc agttcttccg gggctccccc     1140

gcgcactaca cacccctcac ccatccggtc tcggcgccct cttcctcggg atccccactg     1200

tacgaagggg cggccgcggc cacagacatc gtggacagcc agtacgacgc cgcagcccaa     1260

ggccgcctca tagcctcatg gacacctgtg tcgccacctt ccatgtga                  1308

<210>  13

<211>  435
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<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Brachyury protein Isoform 1 (L254V)

<400>  13

Met Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg 

1               5                   10                  15      

Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser 

            20                  25                  30          

Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu 

        35                  40                  45              

Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val 

    50                  55                  60                  

Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser 

65                  70                  75                  80  

Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala 

                85                  90                  95      

Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly 

            100                 105                 110         

Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp 

        115                 120                 125             

Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser 

    130                 135                 140                 

Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu 

145                 150                 155                 160 

Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly 

                165                 170                 175     

Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe 

            180                 185                 190         
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Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile 

        195                 200                 205             

Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser 

    210                 215                 220                 

Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly 

225                 230                 235                 240 

Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Val Cys Pro 

                245                 250                 255     

Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser 

            260                 265                 270         

Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser 

        275                 280                 285             

Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser 

    290                 295                 300                 

Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp 

305                 310                 315                 320 

Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His 

                325                 330                 335     

Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser 

            340                 345                 350         

Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser 

        355                 360                 365             

Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr 

    370                 375                 380                 

Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu 

385                 390                 395                 400 
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Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp 

                405                 410                 415     

Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro 

            420                 425                 430         

Pro Ser Met 

        435 

<210>  14

<211>  1308

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Brachyury protein Isoform 1 with L254V

<400>  14

atgagctccc ctggcaccga gagcgcggga aagagcctgc agtaccgagt ggaccacctg       60

ctgagcgccg tggagaatga gctgcaggcg ggcagcgaga agggcgaccc cacagagcgc      120

gaactgcgcg tgggcctgga ggagagcgag ctgtggctgc gcttcaagga gctcaccaat      180

gagatgatcg tgaccaagaa cggcaggagg atgtttccgg tgctgaaggt gaacgtgtct      240

ggcctggacc ccaacgccat gtactccttc ctgctggact tcgtggcggc ggacaaccac      300

cgctggaagt acgtgaacgg ggaatgggtg ccggggggca agccggagcc gcaggcgccc      360

agctgcgtct acatccaccc cgactcgccc aacttcgggg cccactggat gaaggctccc      420

gtctccttca gcaaagtcaa gctcaccaac aagctcaacg gagggggcca gatcatgctg      480

aactccttgc ataagtatga gcctcgaatc cacatagtga gagttggggg tccacagcgc      540

atgatcacca gccactgctt ccctgagacc cagttcatag cggtgactgc ttatcagaac      600

gaggagatca cagctcttaa aattaagtac aatccatttg caaaggcttt ccttgatgca      660

aaggaaagaa gtgatcacaa agagatgatg gaggaacccg gagacagcca gcaacctggg      720

tactcccaat gggggtggct tcttcctgga accagcaccg tttgtccacc tgcaaatcct      780

catcctcagt ttggaggtgc cctctccctc ccctccacgc acagctgtga caggtaccca      840

accctgagga gccaccggtc ctcaccctac cccagcccct atgctcatcg gaacaattct      900

ccaacctatt ctgacaactc acctgcatgt ttatccatgc tgcaatccca tgacaattgg      960

tccagccttg gaatgcctgc ccatcccagc atgctccccg tgagccacaa tgccagccca     1020
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cctaccagct ccagtcagta ccccagcctg tggtctgtga gcaacggcgc cgtcaccccg     1080

ggctcccagg cagcagccgt gtccaacggg ctgggggccc agttcttccg gggctccccc     1140

gcgcactaca cacccctcac ccatccggtc tcggcgccct cttcctcggg atccccactg     1200

tacgaagggg cggccgcggc cacagacatc gtggacagcc agtacgacgc cgcagcccaa     1260

ggccgcctca tagcctcatg gacacctgtg tcgccacctt ccatgtga                  1308

<210>  15

<211>  1305

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Brachyury protein Isoform 1 with L254V 

       without 5' atg sequence

<400>  15

agctcccctg gcaccgagag cgcgggaaag agcctgcagt accgagtgga ccacctgctg       60

agcgccgtgg agaatgagct gcaggcgggc agcgagaagg gcgaccccac agagcgcgaa      120

ctgcgcgtgg gcctggagga gagcgagctg tggctgcgct tcaaggagct caccaatgag      180

atgatcgtga ccaagaacgg caggaggatg tttccggtgc tgaaggtgaa cgtgtctggc      240

ctggacccca acgccatgta ctccttcctg ctggacttcg tggcggcgga caaccaccgc      300

tggaagtacg tgaacgggga atgggtgccg gggggcaagc cggagccgca ggcgcccagc      360

tgcgtctaca tccaccccga ctcgcccaac ttcggggccc actggatgaa ggctcccgtc      420

tccttcagca aagtcaagct caccaacaag ctcaacggag ggggccagat catgctgaac      480

tccttgcata agtatgagcc tcgaatccac atagtgagag ttgggggtcc acagcgcatg      540

atcaccagcc actgcttccc tgagacccag ttcatagcgg tgactgctta tcagaacgag      600

gagatcacag ctcttaaaat taagtacaat ccatttgcaa aggctttcct tgatgcaaag      660

gaaagaagtg atcacaaaga gatgatggag gaacccggag acagccagca acctgggtac      720

tcccaatggg ggtggcttct tcctggaacc agcaccgttt gtccacctgc aaatcctcat      780

cctcagtttg gaggtgccct ctccctcccc tccacgcaca gctgtgacag gtacccaacc      840

ctgaggagcc accggtcctc accctacccc agcccctatg ctcatcggaa caattctcca      900

acctattctg acaactcacc tgcatgttta tccatgctgc aatcccatga caattggtcc      960
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agccttggaa tgcctgccca tcccagcatg ctccccgtga gccacaatgc cagcccacct     1020

accagctcca gtcagtaccc cagcctgtgg tctgtgagca acggcgccgt caccccgggc     1080

tcccaggcag cagccgtgtc caacgggctg ggggcccagt tcttccgggg ctcccccgcg     1140

cactacacac ccctcaccca tccggtctcg gcgccctctt cctcgggatc cccactgtac     1200

gaaggggcgg ccgcggccac agacatcgtg gacagccagt acgacgccgc agcccaaggc     1260

cgcctcatag cctcatggac acctgtgtcg ccaccttcca tgtga                     1305

<210>  16

<211>  1323

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 15 nucleotides from Gene FPV 088

<400>  16

atgaaaaata acttgatgag ctcccctggc accgagagcg cgggaaagag cctgcagtac       60

cgagtggacc acctgctgag cgccgtggag aatgagctgc aggcgggcag cgagaagggc      120

gaccccacag agcgcgaact gcgcgtgggc ctggaggaga gcgagctgtg gctgcgcttc      180

aaggagctca ccaatgagat gatcgtgacc aagaacggca ggaggatgtt tccggtgctg      240

aaggtgaacg tgtctggcct ggaccccaac gccatgtact ccttcctgct ggacttcgtg      300

gcggcggaca accaccgctg gaagtacgtg aacggggaat gggtgccggg gggcaagccg      360

gagccgcagg cgcccagctg cgtctacatc caccccgact cgcccaactt cggggcccac      420

tggatgaagg ctcccgtctc cttcagcaaa gtcaagctca ccaacaagct caacggaggg      480

ggccagatca tgctgaactc cttgcataag tatgagcctc gaatccacat agtgagagtt      540

gggggtccac agcgcatgat caccagccac tgcttccctg agacccagtt catagcggtg      600

actgcttatc agaacgagga gatcacagct cttaaaatta agtacaatcc atttgcaaag      660

gctttccttg atgcaaagga aagaagtgat cacaaagaga tgatggagga acccggagac      720

agccagcaac ctgggtactc ccaatggggg tggcttcttc ctggaaccag caccgtttgt      780

ccacctgcaa atcctcatcc tcagtttgga ggtgccctct ccctcccctc cacgcacagc      840

tgtgacaggt acccaaccct gaggagccac cggtcctcac cctaccccag cccctatgct      900

catcggaaca attctccaac ctattctgac aactcacctg catgtttatc catgctgcaa      960
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tcccatgaca attggtccag ccttggaatg cctgcccatc ccagcatgct ccccgtgagc     1020

cacaatgcca gcccacctac cagctccagt cagtacccca gcctgtggtc tgtgagcaac     1080

ggcgccgtca ccccgggctc ccaggcagca gccgtgtcca acgggctggg ggcccagttc     1140

ttccggggct cccccgcgca ctacacaccc ctcacccatc cggtctcggc gccctcttcc     1200

tcgggatccc cactgtacga aggggcggcc gcggccacag acatcgtgga cagccagtac     1260

gacgccgcag cccaaggccg cctcatagcc tcatggacac ctgtgtcgcc accttccatg     1320

tga                                                                   1323

<210>  17

<211>  1320

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 15 nucleotides from Gene FPV 088

       without Brachyury protein atg start codon

<400>  17

atgaaaaata acttgagctc ccctggcacc gagagcgcgg gaaagagcct gcagtaccga       60

gtggaccacc tgctgagcgc cgtggagaat gagctgcagg cgggcagcga gaagggcgac      120

cccacagagc gcgaactgcg cgtgggcctg gaggagagcg agctgtggct gcgcttcaag      180

gagctcacca atgagatgat cgtgaccaag aacggcagga ggatgtttcc ggtgctgaag      240

gtgaacgtgt ctggcctgga ccccaacgcc atgtactcct tcctgctgga cttcgtggcg      300

gcggacaacc accgctggaa gtacgtgaac ggggaatggg tgccgggggg caagccggag      360

ccgcaggcgc ccagctgcgt ctacatccac cccgactcgc ccaacttcgg ggcccactgg      420

atgaaggctc ccgtctcctt cagcaaagtc aagctcacca acaagctcaa cggagggggc      480

cagatcatgc tgaactcctt gcataagtat gagcctcgaa tccacatagt gagagttggg      540

ggtccacagc gcatgatcac cagccactgc ttccctgaga cccagttcat agcggtgact      600

gcttatcaga acgaggagat cacagctctt aaaattaagt acaatccatt tgcaaaggct      660

ttccttgatg caaaggaaag aagtgatcac aaagagatga tggaggaacc cggagacagc      720

cagcaacctg ggtactccca atgggggtgg cttcttcctg gaaccagcac cgtttgtcca      780

cctgcaaatc ctcatcctca gtttggaggt gccctctccc tcccctccac gcacagctgt      840

Meow Li
Typewritten text
13



gacaggtacc caaccctgag gagccaccgg tcctcaccct accccagccc ctatgctcat      900

cggaacaatt ctccaaccta ttctgacaac tcacctgcat gtttatccat gctgcaatcc      960

catgacaatt ggtccagcct tggaatgcct gcccatccca gcatgctccc cgtgagccac     1020

aatgccagcc cacctaccag ctccagtcag taccccagcc tgtggtctgt gagcaacggc     1080

gccgtcaccc cgggctccca ggcagcagcc gtgtccaacg ggctgggggc ccagttcttc     1140

cggggctccc ccgcgcacta cacacccctc acccatccgg tctcggcgcc ctcttcctcg     1200

ggatccccac tgtacgaagg ggcggccgcg gccacagaca tcgtggacag ccagtacgac     1260

gccgcagccc aaggccgcct catagcctca tggacacctg tgtcgccacc ttccatgtga     1320

<210>  18

<211>  440

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO:16

<400>  18

Met Lys Asn Asn Leu Met Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys 

1               5                   10                  15      

Ser Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu 

            20                  25                  30          

Leu Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg 

        35                  40                  45              

Val Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr 

    50                  55                  60                  

Asn Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu 

65                  70                  75                  80  

Lys Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu 

                85                  90                  95      

Leu Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly 
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            100                 105                 110         

Glu Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val 

        115                 120                 125             

Tyr Ile His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala 

    130                 135                 140                 

Pro Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly 

145                 150                 155                 160 

Gly Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His 

                165                 170                 175     

Ile Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe 

            180                 185                 190         

Pro Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile 

        195                 200                 205             

Thr Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp 

    210                 215                 220                 

Ala Lys Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp 

225                 230                 235                 240 

Ser Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr 

                245                 250                 255     

Ser Thr Val Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala 

            260                 265                 270         

Leu Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg 

        275                 280                 285             

Ser His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn 

    290                 295                 300                 

Ser Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln 

305                 310                 315                 320 
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Ser His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met 

                325                 330                 335     

Leu Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr 

            340                 345                 350         

Pro Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln 

        355                 360                 365             

Ala Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser 

    370                 375                 380                 

Pro Ala His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser 

385                 390                 395                 400 

Ser Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val 

                405                 410                 415     

Asp Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp 

            420                 425                 430         

Thr Pro Val Ser Pro Pro Ser Met 

        435                 440 

<210>  19

<211>  439

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO:17 plus addition of 15 nucleotides from Gene FPV 088 

       without Brachyury atg start codon.

<400>  19

Met Lys Asn Asn Leu Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser 

1               5                   10                  15      

Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu 

            20                  25                  30          

Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val 
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        35                  40                  45              

Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn 

    50                  55                  60                  

Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys 

65                  70                  75                  80  

Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu 

                85                  90                  95      

Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu 

            100                 105                 110         

Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr 

        115                 120                 125             

Ile His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro 

    130                 135                 140                 

Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly 

145                 150                 155                 160 

Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile 

                165                 170                 175     

Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro 

            180                 185                 190         

Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr 

        195                 200                 205             

Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala 

    210                 215                 220                 

Lys Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser 

225                 230                 235                 240 

Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser 

                245                 250                 255     
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Thr Val Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu 

            260                 265                 270         

Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser 

        275                 280                 285             

His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser 

    290                 295                 300                 

Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser 

305                 310                 315                 320 

His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu 

                325                 330                 335     

Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro 

            340                 345                 350         

Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala 

        355                 360                 365             

Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro 

    370                 375                 380                 

Ala His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser 

385                 390                 395                 400 

Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp 

                405                 410                 415     

Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr 

            420                 425                 430         

Pro Val Ser Pro Pro Ser Met 

        435                 

<210>  20

<211>  1353

<212>  DNA

<213>  Artificial Sequence
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<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 45 nucleotides from Gene FPV 088

<400>  20

atgaaaaata acttgtatga agaaaaaatg aacatgagta agaaaatgag ctcccctggc       60

accgagagcg cgggaaagag cctgcagtac cgagtggacc acctgctgag cgccgtggag      120

aatgagctgc aggcgggcag cgagaagggc gaccccacag agcgcgaact gcgcgtgggc      180

ctggaggaga gcgagctgtg gctgcgcttc aaggagctca ccaatgagat gatcgtgacc      240

aagaacggca ggaggatgtt tccggtgctg aaggtgaacg tgtctggcct ggaccccaac      300

gccatgtact ccttcctgct ggacttcgtg gcggcggaca accaccgctg gaagtacgtg      360

aacggggaat gggtgccggg gggcaagccg gagccgcagg cgcccagctg cgtctacatc      420

caccccgact cgcccaactt cggggcccac tggatgaagg ctcccgtctc cttcagcaaa      480

gtcaagctca ccaacaagct caacggaggg ggccagatca tgctgaactc cttgcataag      540

tatgagcctc gaatccacat agtgagagtt gggggtccac agcgcatgat caccagccac      600

tgcttccctg agacccagtt catagcggtg actgcttatc agaacgagga gatcacagct      660

cttaaaatta agtacaatcc atttgcaaag gctttccttg atgcaaagga aagaagtgat      720

cacaaagaga tgatggagga acccggagac agccagcaac ctgggtactc ccaatggggg      780

tggcttcttc ctggaaccag caccgtttgt ccacctgcaa atcctcatcc tcagtttgga      840

ggtgccctct ccctcccctc cacgcacagc tgtgacaggt acccaaccct gaggagccac      900

cggtcctcac cctaccccag cccctatgct catcggaaca attctccaac ctattctgac      960

aactcacctg catgtttatc catgctgcaa tcccatgaca attggtccag ccttggaatg     1020

cctgcccatc ccagcatgct ccccgtgagc cacaatgcca gcccacctac cagctccagt     1080

cagtacccca gcctgtggtc tgtgagcaac ggcgccgtca ccccgggctc ccaggcagca     1140

gccgtgtcca acgggctggg ggcccagttc ttccggggct cccccgcgca ctacacaccc     1200

ctcacccatc cggtctcggc gccctcttcc tcgggatccc cactgtacga aggggcggcc     1260

gcggccacag acatcgtgga cagccagtac gacgccgcag cccaaggccg cctcatagcc     1320

tcatggacac ctgtgtcgcc accttccatg tga                                  1353

<210>  21

<211>  1350
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<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 45 nucleotides from Gene FPV 088

       without Brachyury atg

<400>  21

atgaaaaata acttgtatga agaaaaaatg aacatgagta agaaaagctc ccctggcacc       60

gagagcgcgg gaaagagcct gcagtaccga gtggaccacc tgctgagcgc cgtggagaat      120

gagctgcagg cgggcagcga gaagggcgac cccacagagc gcgaactgcg cgtgggcctg      180

gaggagagcg agctgtggct gcgcttcaag gagctcacca atgagatgat cgtgaccaag      240

aacggcagga ggatgtttcc ggtgctgaag gtgaacgtgt ctggcctgga ccccaacgcc      300

atgtactcct tcctgctgga cttcgtggcg gcggacaacc accgctggaa gtacgtgaac      360

ggggaatggg tgccgggggg caagccggag ccgcaggcgc ccagctgcgt ctacatccac      420

cccgactcgc ccaacttcgg ggcccactgg atgaaggctc ccgtctcctt cagcaaagtc      480

aagctcacca acaagctcaa cggagggggc cagatcatgc tgaactcctt gcataagtat      540

gagcctcgaa tccacatagt gagagttggg ggtccacagc gcatgatcac cagccactgc      600

ttccctgaga cccagttcat agcggtgact gcttatcaga acgaggagat cacagctctt      660

aaaattaagt acaatccatt tgcaaaggct ttccttgatg caaaggaaag aagtgatcac      720

aaagagatga tggaggaacc cggagacagc cagcaacctg ggtactccca atgggggtgg      780

cttcttcctg gaaccagcac cgtttgtcca cctgcaaatc ctcatcctca gtttggaggt      840

gccctctccc tcccctccac gcacagctgt gacaggtacc caaccctgag gagccaccgg      900

tcctcaccct accccagccc ctatgctcat cggaacaatt ctccaaccta ttctgacaac      960

tcacctgcat gtttatccat gctgcaatcc catgacaatt ggtccagcct tggaatgcct     1020

gcccatccca gcatgctccc cgtgagccac aatgccagcc cacctaccag ctccagtcag     1080

taccccagcc tgtggtctgt gagcaacggc gccgtcaccc cgggctccca ggcagcagcc     1140

gtgtccaacg ggctgggggc ccagttcttc cggggctccc ccgcgcacta cacacccctc     1200

acccatccgg tctcggcgcc ctcttcctcg ggatccccac tgtacgaagg ggcggccgcg     1260

gccacagaca tcgtggacag ccagtacgac gccgcagccc aaggccgcct catagcctca     1320

tggacacctg tgtcgccacc ttccatgtga                                      1350
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<210>  22

<211>  450

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO:20

<400>  22

Met Lys Asn Asn Leu Tyr Glu Glu Lys Met Asn Met Ser Lys Lys Met 

1               5                   10                  15      

Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val 

            20                  25                  30          

Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser Glu 

        35                  40                  45              

Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu Ser 

    50                  55                  60                  

Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val Thr 

65                  70                  75                  80  

Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser Gly 

                85                  90                  95      

Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala 

            100                 105                 110         

Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly Gly 

        115                 120                 125             

Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp Ser 

    130                 135                 140                 

Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser Lys 

145                 150                 155                 160 

Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu Asn 
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                165                 170                 175     

Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly Gly 

            180                 185                 190         

Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe Ile 

        195                 200                 205             

Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys 

    210                 215                 220                 

Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp 

225                 230                 235                 240 

His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr 

                245                 250                 255     

Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Val Cys Pro Pro 

            260                 265                 270         

Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr 

        275                 280                 285             

His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser Pro 

    290                 295                 300                 

Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser Asp 

305                 310                 315                 320 

Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp Ser 

                325                 330                 335     

Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His Asn 

            340                 345                 350         

Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val 

        355                 360                 365             

Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser Asn 

    370                 375                 380                 
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Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr Pro 

385                 390                 395                 400 

Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr 

                405                 410                 415     

Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala 

            420                 425                 430         

Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro Pro 

        435                 440                 445             

Ser Met 

    450 

<210>  23

<211>  449

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO:21

<400>  23

Met Lys Asn Asn Leu Tyr Glu Glu Lys Met Asn Met Ser Lys Lys Ser 

1               5                   10                  15      

Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val Asp 

            20                  25                  30          

His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser Glu Lys 

        35                  40                  45              

Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu Ser Glu 

    50                  55                  60                  

Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val Thr Lys 

65                  70                  75                  80  

Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser Gly Leu 

                85                  90                  95      
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Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala Asp 

            100                 105                 110         

Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly Gly Lys 

        115                 120                 125             

Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp Ser Pro 

    130                 135                 140                 

Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser Lys Val 

145                 150                 155                 160 

Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu Asn Ser 

                165                 170                 175     

Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly Gly Pro 

            180                 185                 190         

Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe Ile Ala 

        195                 200                 205             

Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys Tyr 

    210                 215                 220                 

Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp His 

225                 230                 235                 240 

Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr Ser 

                245                 250                 255     

Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Val Cys Pro Pro Ala 

            260                 265                 270         

Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr His 

        275                 280                 285             

Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser Pro Tyr 

    290                 295                 300                 
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Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser Asp Asn 

305                 310                 315                 320 

Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp Ser Ser 

                325                 330                 335     

Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His Asn Ala 

            340                 345                 350         

Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val Ser 

        355                 360                 365             

Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser Asn Gly 

    370                 375                 380                 

Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr Pro Leu 

385                 390                 395                 400 

Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr Glu 

                405                 410                 415     

Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala Ala 

            420                 425                 430         

Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro Pro Ser 

        435                 440                 445             

Met 

    

<210>  24

<211>  1326

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 18 nucleotides from Gene FPV 088

<400>  24

atgaacatga gtaagaaaat gagctcccct ggcaccgaga gcgcgggaaa gagcctgcag       60

taccgagtgg accacctgct gagcgccgtg gagaatgagc tgcaggcggg cagcgagaag      120

Meow Li
Typewritten text
25



ggcgacccca cagagcgcga actgcgcgtg ggcctggagg agagcgagct gtggctgcgc      180

ttcaaggagc tcaccaatga gatgatcgtg accaagaacg gcaggaggat gtttccggtg      240

ctgaaggtga acgtgtctgg cctggacccc aacgccatgt actccttcct gctggacttc      300

gtggcggcgg acaaccaccg ctggaagtac gtgaacgggg aatgggtgcc ggggggcaag      360

ccggagccgc aggcgcccag ctgcgtctac atccaccccg actcgcccaa cttcggggcc      420

cactggatga aggctcccgt ctccttcagc aaagtcaagc tcaccaacaa gctcaacgga      480

gggggccaga tcatgctgaa ctccttgcat aagtatgagc ctcgaatcca catagtgaga      540

gttgggggtc cacagcgcat gatcaccagc cactgcttcc ctgagaccca gttcatagcg      600

gtgactgctt atcagaacga ggagatcaca gctcttaaaa ttaagtacaa tccatttgca      660

aaggctttcc ttgatgcaaa ggaaagaagt gatcacaaag agatgatgga ggaacccgga      720

gacagccagc aacctgggta ctcccaatgg gggtggcttc ttcctggaac cagcaccgtt      780

tgtccacctg caaatcctca tcctcagttt ggaggtgccc tctccctccc ctccacgcac      840

agctgtgaca ggtacccaac cctgaggagc caccggtcct caccctaccc cagcccctat      900

gctcatcgga acaattctcc aacctattct gacaactcac ctgcatgttt atccatgctg      960

caatcccatg acaattggtc cagccttgga atgcctgccc atcccagcat gctccccgtg     1020

agccacaatg ccagcccacc taccagctcc agtcagtacc ccagcctgtg gtctgtgagc     1080

aacggcgccg tcaccccggg ctcccaggca gcagccgtgt ccaacgggct gggggcccag     1140

ttcttccggg gctcccccgc gcactacaca cccctcaccc atccggtctc ggcgccctct     1200

tcctcgggat ccccactgta cgaaggggcg gccgcggcca cagacatcgt ggacagccag     1260

tacgacgccg cagcccaagg ccgcctcata gcctcatgga cacctgtgtc gccaccttcc     1320

atgtga                                                                1326

<210>  25

<211>  1323

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 18 nucleotides from Gene FPV 088

       without Brachyury atg

<400>  25
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atgaacatga gtaagaaaag ctcccctggc accgagagcg cgggaaagag cctgcagtac       60

cgagtggacc acctgctgag cgccgtggag aatgagctgc aggcgggcag cgagaagggc      120

gaccccacag agcgcgaact gcgcgtgggc ctggaggaga gcgagctgtg gctgcgcttc      180

aaggagctca ccaatgagat gatcgtgacc aagaacggca ggaggatgtt tccggtgctg      240

aaggtgaacg tgtctggcct ggaccccaac gccatgtact ccttcctgct ggacttcgtg      300

gcggcggaca accaccgctg gaagtacgtg aacggggaat gggtgccggg gggcaagccg      360

gagccgcagg cgcccagctg cgtctacatc caccccgact cgcccaactt cggggcccac      420

tggatgaagg ctcccgtctc cttcagcaaa gtcaagctca ccaacaagct caacggaggg      480

ggccagatca tgctgaactc cttgcataag tatgagcctc gaatccacat agtgagagtt      540

gggggtccac agcgcatgat caccagccac tgcttccctg agacccagtt catagcggtg      600

actgcttatc agaacgagga gatcacagct cttaaaatta agtacaatcc atttgcaaag      660

gctttccttg atgcaaagga aagaagtgat cacaaagaga tgatggagga acccggagac      720

agccagcaac ctgggtactc ccaatggggg tggcttcttc ctggaaccag caccgtttgt      780

ccacctgcaa atcctcatcc tcagtttgga ggtgccctct ccctcccctc cacgcacagc      840

tgtgacaggt acccaaccct gaggagccac cggtcctcac cctaccccag cccctatgct      900

catcggaaca attctccaac ctattctgac aactcacctg catgtttatc catgctgcaa      960

tcccatgaca attggtccag ccttggaatg cctgcccatc ccagcatgct ccccgtgagc     1020

cacaatgcca gcccacctac cagctccagt cagtacccca gcctgtggtc tgtgagcaac     1080

ggcgccgtca ccccgggctc ccaggcagca gccgtgtcca acgggctggg ggcccagttc     1140

ttccggggct cccccgcgca ctacacaccc ctcacccatc cggtctcggc gccctcttcc     1200

tcgggatccc cactgtacga aggggcggcc gcggccacag acatcgtgga cagccagtac     1260

gacgccgcag cccaaggccg cctcatagcc tcatggacac ctgtgtcgcc accttccatg     1320

tga                                                                   1323

<210>  26

<211>  441

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 
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       SEQ ID NO:24

<400>  26

Met Asn Met Ser Lys Lys Met Ser Ser Pro Gly Thr Glu Ser Ala Gly 

1               5                   10                  15      

Lys Ser Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn 

            20                  25                  30          

Glu Leu Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu 

        35                  40                  45              

Arg Val Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu 

    50                  55                  60                  

Thr Asn Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val 

65                  70                  75                  80  

Leu Lys Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe 

                85                  90                  95      

Leu Leu Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn 

            100                 105                 110         

Gly Glu Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys 

        115                 120                 125             

Val Tyr Ile His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys 

    130                 135                 140                 

Ala Pro Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly 

145                 150                 155                 160 

Gly Gly Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile 

                165                 170                 175     

His Ile Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys 

            180                 185                 190         

Phe Pro Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu 

        195                 200                 205             
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Ile Thr Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu 

    210                 215                 220                 

Asp Ala Lys Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly 

225                 230                 235                 240 

Asp Ser Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly 

                245                 250                 255     

Thr Ser Thr Val Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly 

            260                 265                 270         

Ala Leu Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu 

        275                 280                 285             

Arg Ser His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn 

    290                 295                 300                 

Asn Ser Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu 

305                 310                 315                 320 

Gln Ser His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser 

                325                 330                 335     

Met Leu Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln 

            340                 345                 350         

Tyr Pro Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser 

        355                 360                 365             

Gln Ala Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly 

    370                 375                 380                 

Ser Pro Ala His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser 

385                 390                 395                 400 

Ser Ser Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile 

                405                 410                 415     
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Val Asp Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser 

            420                 425                 430         

Trp Thr Pro Val Ser Pro Pro Ser Met 

        435                 440     

<210>  27

<211>  440

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO:25

<400>  27

Met Asn Met Ser Lys Lys Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys 

1               5                   10                  15      

Ser Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu 

            20                  25                  30          

Leu Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg 

        35                  40                  45              

Val Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr 

    50                  55                  60                  

Asn Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu 

65                  70                  75                  80  

Lys Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu 

                85                  90                  95      

Leu Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly 

            100                 105                 110         

Glu Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val 

        115                 120                 125             

Tyr Ile His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala 

    130                 135                 140                 
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Pro Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly 

145                 150                 155                 160 

Gly Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His 

                165                 170                 175     

Ile Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe 

            180                 185                 190         

Pro Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile 

        195                 200                 205             

Thr Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp 

    210                 215                 220                 

Ala Lys Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp 

225                 230                 235                 240 

Ser Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr 

                245                 250                 255     

Ser Thr Val Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala 

            260                 265                 270         

Leu Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg 

        275                 280                 285             

Ser His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn 

    290                 295                 300                 

Ser Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln 

305                 310                 315                 320 

Ser His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met 

                325                 330                 335     

Leu Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr 

            340                 345                 350         

Pro Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln 
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        355                 360                 365             

Ala Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser 

    370                 375                 380                 

Pro Ala His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser 

385                 390                 395                 400 

Ser Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val 

                405                 410                 415     

Asp Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp 

            420                 425                 430         

Thr Pro Val Ser Pro Pro Ser Met 

        435                 440 

<210>  28

<211>  1320

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 12 nucleotides from Gene FPV 088

<400>  28

atgagtaaga aaatgagctc ccctggcacc gagagcgcgg gaaagagcct gcagtaccga       60

gtggaccacc tgctgagcgc cgtggagaat gagctgcagg cgggcagcga gaagggcgac      120

cccacagagc gcgaactgcg cgtgggcctg gaggagagcg agctgtggct gcgcttcaag      180

gagctcacca atgagatgat cgtgaccaag aacggcagga ggatgtttcc ggtgctgaag      240

gtgaacgtgt ctggcctgga ccccaacgcc atgtactcct tcctgctgga cttcgtggcg      300

gcggacaacc accgctggaa gtacgtgaac ggggaatggg tgccgggggg caagccggag      360

ccgcaggcgc ccagctgcgt ctacatccac cccgactcgc ccaacttcgg ggcccactgg      420

atgaaggctc ccgtctcctt cagcaaagtc aagctcacca acaagctcaa cggagggggc      480

cagatcatgc tgaactcctt gcataagtat gagcctcgaa tccacatagt gagagttggg      540

ggtccacagc gcatgatcac cagccactgc ttccctgaga cccagttcat agcggtgact      600

gcttatcaga acgaggagat cacagctctt aaaattaagt acaatccatt tgcaaaggct      660
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ttccttgatg caaaggaaag aagtgatcac aaagagatga tggaggaacc cggagacagc      720

cagcaacctg ggtactccca atgggggtgg cttcttcctg gaaccagcac cgtttgtcca      780

cctgcaaatc ctcatcctca gtttggaggt gccctctccc tcccctccac gcacagctgt      840

gacaggtacc caaccctgag gagccaccgg tcctcaccct accccagccc ctatgctcat      900

cggaacaatt ctccaaccta ttctgacaac tcacctgcat gtttatccat gctgcaatcc      960

catgacaatt ggtccagcct tggaatgcct gcccatccca gcatgctccc cgtgagccac     1020

aatgccagcc cacctaccag ctccagtcag taccccagcc tgtggtctgt gagcaacggc     1080

gccgtcaccc cgggctccca ggcagcagcc gtgtccaacg ggctgggggc ccagttcttc     1140

cggggctccc ccgcgcacta cacacccctc acccatccgg tctcggcgcc ctcttcctcg     1200

ggatccccac tgtacgaagg ggcggccgcg gccacagaca tcgtggacag ccagtacgac     1260

gccgcagccc aaggccgcct catagcctca tggacacctg tgtcgccacc ttccatgtga     1320

<210>  29

<211>  1317

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 12 nucleotides from Gene FPV 088

       without Brachyury atg start codon

<400>  29

atgagtaaga aaagctcccc tggcaccgag agcgcgggaa agagcctgca gtaccgagtg       60

gaccacctgc tgagcgccgt ggagaatgag ctgcaggcgg gcagcgagaa gggcgacccc      120

acagagcgcg aactgcgcgt gggcctggag gagagcgagc tgtggctgcg cttcaaggag      180

ctcaccaatg agatgatcgt gaccaagaac ggcaggagga tgtttccggt gctgaaggtg      240

aacgtgtctg gcctggaccc caacgccatg tactccttcc tgctggactt cgtggcggcg      300

gacaaccacc gctggaagta cgtgaacggg gaatgggtgc cggggggcaa gccggagccg      360

caggcgccca gctgcgtcta catccacccc gactcgccca acttcggggc ccactggatg      420

aaggctcccg tctccttcag caaagtcaag ctcaccaaca agctcaacgg agggggccag      480

atcatgctga actccttgca taagtatgag cctcgaatcc acatagtgag agttgggggt      540

ccacagcgca tgatcaccag ccactgcttc cctgagaccc agttcatagc ggtgactgct      600
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tatcagaacg aggagatcac agctcttaaa attaagtaca atccatttgc aaaggctttc      660

cttgatgcaa aggaaagaag tgatcacaaa gagatgatgg aggaacccgg agacagccag      720

caacctgggt actcccaatg ggggtggctt cttcctggaa ccagcaccgt ttgtccacct      780

gcaaatcctc atcctcagtt tggaggtgcc ctctccctcc cctccacgca cagctgtgac      840

aggtacccaa ccctgaggag ccaccggtcc tcaccctacc ccagccccta tgctcatcgg      900

aacaattctc caacctattc tgacaactca cctgcatgtt tatccatgct gcaatcccat      960

gacaattggt ccagccttgg aatgcctgcc catcccagca tgctccccgt gagccacaat     1020

gccagcccac ctaccagctc cagtcagtac cccagcctgt ggtctgtgag caacggcgcc     1080

gtcaccccgg gctcccaggc agcagccgtg tccaacgggc tgggggccca gttcttccgg     1140

ggctcccccg cgcactacac acccctcacc catccggtct cggcgccctc ttcctcggga     1200

tccccactgt acgaaggggc ggccgcggcc acagacatcg tggacagcca gtacgacgcc     1260

gcagcccaag gccgcctcat agcctcatgg acacctgtgt cgccaccttc catgtga        1317

<210>  30

<211>  439

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO:28

<400>  30

Met Ser Lys Lys Met Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser 

1               5                   10                  15      

Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu 

            20                  25                  30          

Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val 

        35                  40                  45              

Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn 

    50                  55                  60                  

Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys 
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65                  70                  75                  80  

Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu 

                85                  90                  95      

Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu 

            100                 105                 110         

Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr 

        115                 120                 125             

Ile His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro 

    130                 135                 140                 

Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly 

145                 150                 155                 160 

Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile 

                165                 170                 175     

Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro 

            180                 185                 190         

Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr 

        195                 200                 205             

Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala 

    210                 215                 220                 

Lys Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser 

225                 230                 235                 240 

Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser 

                245                 250                 255     

Thr Val Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu 

            260                 265                 270         

Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser 

        275                 280                 285             
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His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser 

    290                 295                 300                 

Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser 

305                 310                 315                 320 

His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu 

                325                 330                 335     

Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro 

            340                 345                 350         

Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala 

        355                 360                 365             

Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro 

    370                 375                 380                 

Ala His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser 

385                 390                 395                 400 

Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp 

                405                 410                 415     

Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr 

            420                 425                 430         

Pro Val Ser Pro Pro Ser Met 

        435                 

<210>  31

<211>  438

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO:29

<400>  31

Met Ser Lys Lys Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu 

1               5                   10                  15      
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Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln 

            20                  25                  30          

Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly 

        35                  40                  45              

Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu 

    50                  55                  60                  

Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val 

65                  70                  75                  80  

Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp 

                85                  90                  95      

Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp 

            100                 105                 110         

Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile 

        115                 120                 125             

His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val 

    130                 135                 140                 

Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln 

145                 150                 155                 160 

Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val 

                165                 170                 175     

Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu 

            180                 185                 190         

Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala 

        195                 200                 205             

Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys 

    210                 215                 220                 
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Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln 

225                 230                 235                 240 

Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr 

                245                 250                 255     

Val Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser 

            260                 265                 270         

Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His 

        275                 280                 285             

Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro 

    290                 295                 300                 

Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His 

305                 310                 315                 320 

Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro 

                325                 330                 335     

Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser 

            340                 345                 350         

Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala 

        355                 360                 365             

Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala 

    370                 375                 380                 

His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly 

385                 390                 395                 400 

Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser 

                405                 410                 415     

Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro 

            420                 425                 430         

Val Ser Pro Pro Ser Met 

        435             
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<210>  32

<211>  1386

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 75 nucleotides from Gene FPV 088

       and an atc

<400>  32

atgaaaaata acttgtatga agaaaaaatg aacatgagta agaaacaagt aaaaactcaa       60

agtaaatgta ataatatcat gagctcccct ggcaccgaga gcgcgggaaa gagcctgcag      120

taccgagtgg accacctgct gagcgccgtg gagaatgagc tgcaggcggg cagcgagaag      180

ggcgacccca cagagcgcga actgcgcgtg ggcctggagg agagcgagct gtggctgcgc      240

ttcaaggagc tcaccaatga gatgatcgtg accaagaacg gcaggaggat gtttccggtg      300

ctgaaggtga acgtgtctgg cctggacccc aacgccatgt actccttcct gctggacttc      360

gtggcggcgg acaaccaccg ctggaagtac gtgaacgggg aatgggtgcc ggggggcaag      420

ccggagccgc aggcgcccag ctgcgtctac atccaccccg actcgcccaa cttcggggcc      480

cactggatga aggctcccgt ctccttcagc aaagtcaagc tcaccaacaa gctcaacgga      540

gggggccaga tcatgctgaa ctccttgcat aagtatgagc ctcgaatcca catagtgaga      600

gttgggggtc cacagcgcat gatcaccagc cactgcttcc ctgagaccca gttcatagcg      660

gtgactgctt atcagaacga ggagatcaca gctcttaaaa ttaagtacaa tccatttgca      720

aaggctttcc ttgatgcaaa ggaaagaagt gatcacaaag agatgatgga ggaacccgga      780

gacagccagc aacctgggta ctcccaatgg gggtggcttc ttcctggaac cagcaccgtt      840

tgtccacctg caaatcctca tcctcagttt ggaggtgccc tctccctccc ctccacgcac      900

agctgtgaca ggtacccaac cctgaggagc caccggtcct caccctaccc cagcccctat      960

gctcatcgga acaattctcc aacctattct gacaactcac ctgcatgttt atccatgctg     1020

caatcccatg acaattggtc cagccttgga atgcctgccc atcccagcat gctccccgtg     1080

agccacaatg ccagcccacc taccagctcc agtcagtacc ccagcctgtg gtctgtgagc     1140

aacggcgccg tcaccccggg ctcccaggca gcagccgtgt ccaacgggct gggggcccag     1200

ttcttccggg gctcccccgc gcactacaca cccctcaccc atccggtctc ggcgccctct     1260
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tcctcgggat ccccactgta cgaaggggcg gccgcggcca cagacatcgt ggacagccag     1320

tacgacgccg cagcccaagg ccgcctcata gcctcatgga cacctgtgtc gccaccttcc     1380

atgtga                                                                1386

<210>  33

<211>  1383

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 75 nucleotides from Gene FPV 088

       and an atc, without Brachyury atg start codon

<400>  33

atgaaaaata acttgtatga agaaaaaatg aacatgagta agaaacaagt aaaaactcaa       60

agtaaatgta ataatatcag ctcccctggc accgagagcg cgggaaagag cctgcagtac      120

cgagtggacc acctgctgag cgccgtggag aatgagctgc aggcgggcag cgagaagggc      180

gaccccacag agcgcgaact gcgcgtgggc ctggaggaga gcgagctgtg gctgcgcttc      240

aaggagctca ccaatgagat gatcgtgacc aagaacggca ggaggatgtt tccggtgctg      300

aaggtgaacg tgtctggcct ggaccccaac gccatgtact ccttcctgct ggacttcgtg      360

gcggcggaca accaccgctg gaagtacgtg aacggggaat gggtgccggg gggcaagccg      420

gagccgcagg cgcccagctg cgtctacatc caccccgact cgcccaactt cggggcccac      480

tggatgaagg ctcccgtctc cttcagcaaa gtcaagctca ccaacaagct caacggaggg      540

ggccagatca tgctgaactc cttgcataag tatgagcctc gaatccacat agtgagagtt      600

gggggtccac agcgcatgat caccagccac tgcttccctg agacccagtt catagcggtg      660

actgcttatc agaacgagga gatcacagct cttaaaatta agtacaatcc atttgcaaag      720

gctttccttg atgcaaagga aagaagtgat cacaaagaga tgatggagga acccggagac      780

agccagcaac ctgggtactc ccaatggggg tggcttcttc ctggaaccag caccgtttgt      840

ccacctgcaa atcctcatcc tcagtttgga ggtgccctct ccctcccctc cacgcacagc      900

tgtgacaggt acccaaccct gaggagccac cggtcctcac cctaccccag cccctatgct      960

catcggaaca attctccaac ctattctgac aactcacctg catgtttatc catgctgcaa     1020

tcccatgaca attggtccag ccttggaatg cctgcccatc ccagcatgct ccccgtgagc     1080
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cacaatgcca gcccacctac cagctccagt cagtacccca gcctgtggtc tgtgagcaac     1140

ggcgccgtca ccccgggctc ccaggcagca gccgtgtcca acgggctggg ggcccagttc     1200

ttccggggct cccccgcgca ctacacaccc ctcacccatc cggtctcggc gccctcttcc     1260

tcgggatccc cactgtacga aggggcggcc gcggccacag acatcgtgga cagccagtac     1320

gacgccgcag cccaaggccg cctcatagcc tcatggacac ctgtgtcgcc accttccatg     1380

tga                                                                   1383

<210>  34

<211>  461

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO: 32

<400>  34

Met Lys Asn Asn Leu Tyr Glu Glu Lys Met Asn Met Ser Lys Lys Gln 

1               5                   10                  15      

Val Lys Thr Gln Ser Lys Cys Asn Asn Ile Met Ser Ser Pro Gly Thr 

            20                  25                  30          

Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val Asp His Leu Leu Ser 

        35                  40                  45              

Ala Val Glu Asn Glu Leu Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr 

    50                  55                  60                  

Glu Arg Glu Leu Arg Val Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg 

65                  70                  75                  80  

Phe Lys Glu Leu Thr Asn Glu Met Ile Val Thr Lys Asn Gly Arg Arg 

                85                  90                  95      

Met Phe Pro Val Leu Lys Val Asn Val Ser Gly Leu Asp Pro Asn Ala 

            100                 105                 110         

Met Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala Asp Asn His Arg Trp 
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        115                 120                 125             

Lys Tyr Val Asn Gly Glu Trp Val Pro Gly Gly Lys Pro Glu Pro Gln 

    130                 135                 140                 

Ala Pro Ser Cys Val Tyr Ile His Pro Asp Ser Pro Asn Phe Gly Ala 

145                 150                 155                 160 

His Trp Met Lys Ala Pro Val Ser Phe Ser Lys Val Lys Leu Thr Asn 

                165                 170                 175     

Lys Leu Asn Gly Gly Gly Gln Ile Met Leu Asn Ser Leu His Lys Tyr 

            180                 185                 190         

Glu Pro Arg Ile His Ile Val Arg Val Gly Gly Pro Gln Arg Met Ile 

        195                 200                 205             

Thr Ser His Cys Phe Pro Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr 

    210                 215                 220                 

Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala 

225                 230                 235                 240 

Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp His Lys Glu Met Met 

                245                 250                 255     

Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp 

            260                 265                 270         

Leu Leu Pro Gly Thr Ser Thr Val Cys Pro Pro Ala Asn Pro His Pro 

        275                 280                 285             

Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr His Ser Cys Asp Arg 

    290                 295                 300                 

Tyr Pro Thr Leu Arg Ser His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr 

305                 310                 315                 320 

Ala His Arg Asn Asn Ser Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys 

                325                 330                 335     
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Leu Ser Met Leu Gln Ser His Asp Asn Trp Ser Ser Leu Gly Met Pro 

            340                 345                 350         

Ala His Pro Ser Met Leu Pro Val Ser His Asn Ala Ser Pro Pro Thr 

        355                 360                 365             

Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val Ser Asn Gly Ala Val 

    370                 375                 380                 

Thr Pro Gly Ser Gln Ala Ala Ala Val Ser Asn Gly Leu Gly Ala Gln 

385                 390                 395                 400 

Phe Phe Arg Gly Ser Pro Ala His Tyr Thr Pro Leu Thr His Pro Val 

                405                 410                 415     

Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala 

            420                 425                 430         

Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg 

        435                 440                 445             

Leu Ile Ala Ser Trp Thr Pro Val Ser Pro Pro Ser Met 

    450                 455                 460     

<210>  35

<211>  460

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO: 33

<400>  35

Met Lys Asn Asn Leu Tyr Glu Glu Lys Met Asn Met Ser Lys Lys Gln 

1               5                   10                  15      

Val Lys Thr Gln Ser Lys Cys Asn Asn Ile Ser Ser Pro Gly Thr Glu 

            20                  25                  30          

Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala 

        35                  40                  45              
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Val Glu Asn Glu Leu Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu 

    50                  55                  60                  

Arg Glu Leu Arg Val Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe 

65                  70                  75                  80  

Lys Glu Leu Thr Asn Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met 

                85                  90                  95      

Phe Pro Val Leu Lys Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met 

            100                 105                 110         

Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys 

        115                 120                 125             

Tyr Val Asn Gly Glu Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala 

    130                 135                 140                 

Pro Ser Cys Val Tyr Ile His Pro Asp Ser Pro Asn Phe Gly Ala His 

145                 150                 155                 160 

Trp Met Lys Ala Pro Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys 

                165                 170                 175     

Leu Asn Gly Gly Gly Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu 

            180                 185                 190         

Pro Arg Ile His Ile Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr 

        195                 200                 205             

Ser His Cys Phe Pro Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln 

    210                 215                 220                 

Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys 

225                 230                 235                 240 

Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp His Lys Glu Met Met Glu 

                245                 250                 255     
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Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu 

            260                 265                 270         

Leu Pro Gly Thr Ser Thr Val Cys Pro Pro Ala Asn Pro His Pro Gln 

        275                 280                 285             

Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr 

    290                 295                 300                 

Pro Thr Leu Arg Ser His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala 

305                 310                 315                 320 

His Arg Asn Asn Ser Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu 

                325                 330                 335     

Ser Met Leu Gln Ser His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala 

            340                 345                 350         

His Pro Ser Met Leu Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser 

        355                 360                 365             

Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr 

    370                 375                 380                 

Pro Gly Ser Gln Ala Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe 

385                 390                 395                 400 

Phe Arg Gly Ser Pro Ala His Tyr Thr Pro Leu Thr His Pro Val Ser 

                405                 410                 415     

Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala 

            420                 425                 430         

Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu 

        435                 440                 445             

Ile Ala Ser Trp Thr Pro Val Ser Pro Pro Ser Met 

    450                 455                 460 

<210>  36

<211>  1359

Meow Li
Typewritten text
45



<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 48 nucleotides from Gene FPV 088

       and an atc

<400>  36

atgaacatga gtaagaaaca agtaaaaact caaagtaaat gtaataatat catgagctcc       60

cctggcaccg agagcgcggg aaagagcctg cagtaccgag tggaccacct gctgagcgcc      120

gtggagaatg agctgcaggc gggcagcgag aagggcgacc ccacagagcg cgaactgcgc      180

gtgggcctgg aggagagcga gctgtggctg cgcttcaagg agctcaccaa tgagatgatc      240

gtgaccaaga acggcaggag gatgtttccg gtgctgaagg tgaacgtgtc tggcctggac      300

cccaacgcca tgtactcctt cctgctggac ttcgtggcgg cggacaacca ccgctggaag      360

tacgtgaacg gggaatgggt gccggggggc aagccggagc cgcaggcgcc cagctgcgtc      420

tacatccacc ccgactcgcc caacttcggg gcccactgga tgaaggctcc cgtctccttc      480

agcaaagtca agctcaccaa caagctcaac ggagggggcc agatcatgct gaactccttg      540

cataagtatg agcctcgaat ccacatagtg agagttgggg gtccacagcg catgatcacc      600

agccactgct tccctgagac ccagttcata gcggtgactg cttatcagaa cgaggagatc      660

acagctctta aaattaagta caatccattt gcaaaggctt tccttgatgc aaaggaaaga      720

agtgatcaca aagagatgat ggaggaaccc ggagacagcc agcaacctgg gtactcccaa      780

tgggggtggc ttcttcctgg aaccagcacc gtttgtccac ctgcaaatcc tcatcctcag      840

tttggaggtg ccctctccct cccctccacg cacagctgtg acaggtaccc aaccctgagg      900

agccaccggt cctcacccta ccccagcccc tatgctcatc ggaacaattc tccaacctat      960

tctgacaact cacctgcatg tttatccatg ctgcaatccc atgacaattg gtccagcctt     1020

ggaatgcctg cccatcccag catgctcccc gtgagccaca atgccagccc acctaccagc     1080

tccagtcagt accccagcct gtggtctgtg agcaacggcg ccgtcacccc gggctcccag     1140

gcagcagccg tgtccaacgg gctgggggcc cagttcttcc ggggctcccc cgcgcactac     1200

acacccctca cccatccggt ctcggcgccc tcttcctcgg gatccccact gtacgaaggg     1260

gcggccgcgg ccacagacat cgtggacagc cagtacgacg ccgcagccca aggccgcctc     1320

atagcctcat ggacacctgt gtcgccacct tccatgtga                            1359
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<210>  37

<211>  1356

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 48 nucleotides from Gene FPV 088

       and an atc, without Brachyury atg start codon

<400>  37

atgaacatga gtaagaaaca agtaaaaact caaagtaaat gtaataatat cagctcccct       60

ggcaccgaga gcgcgggaaa gagcctgcag taccgagtgg accacctgct gagcgccgtg      120

gagaatgagc tgcaggcggg cagcgagaag ggcgacccca cagagcgcga actgcgcgtg      180

ggcctggagg agagcgagct gtggctgcgc ttcaaggagc tcaccaatga gatgatcgtg      240

accaagaacg gcaggaggat gtttccggtg ctgaaggtga acgtgtctgg cctggacccc      300

aacgccatgt actccttcct gctggacttc gtggcggcgg acaaccaccg ctggaagtac      360

gtgaacgggg aatgggtgcc ggggggcaag ccggagccgc aggcgcccag ctgcgtctac      420

atccaccccg actcgcccaa cttcggggcc cactggatga aggctcccgt ctccttcagc      480

aaagtcaagc tcaccaacaa gctcaacgga gggggccaga tcatgctgaa ctccttgcat      540

aagtatgagc ctcgaatcca catagtgaga gttgggggtc cacagcgcat gatcaccagc      600

cactgcttcc ctgagaccca gttcatagcg gtgactgctt atcagaacga ggagatcaca      660

gctcttaaaa ttaagtacaa tccatttgca aaggctttcc ttgatgcaaa ggaaagaagt      720

gatcacaaag agatgatgga ggaacccgga gacagccagc aacctgggta ctcccaatgg      780

gggtggcttc ttcctggaac cagcaccgtt tgtccacctg caaatcctca tcctcagttt      840

ggaggtgccc tctccctccc ctccacgcac agctgtgaca ggtacccaac cctgaggagc      900

caccggtcct caccctaccc cagcccctat gctcatcgga acaattctcc aacctattct      960

gacaactcac ctgcatgttt atccatgctg caatcccatg acaattggtc cagccttgga     1020

atgcctgccc atcccagcat gctccccgtg agccacaatg ccagcccacc taccagctcc     1080

agtcagtacc ccagcctgtg gtctgtgagc aacggcgccg tcaccccggg ctcccaggca     1140

gcagccgtgt ccaacgggct gggggcccag ttcttccggg gctcccccgc gcactacaca     1200

cccctcaccc atccggtctc ggcgccctct tcctcgggat ccccactgta cgaaggggcg     1260
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gccgcggcca cagacatcgt ggacagccag tacgacgccg cagcccaagg ccgcctcata     1320

gcctcatgga cacctgtgtc gccaccttcc atgtga                               1356

<210>  38

<211>  452

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO:36

<400>  38

Met Asn Met Ser Lys Lys Gln Val Lys Thr Gln Ser Lys Cys Asn Asn 

1               5                   10                  15      

Ile Met Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr 

            20                  25                  30          

Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly 

        35                  40                  45              

Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu 

    50                  55                  60                  

Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile 

65                  70                  75                  80  

Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val 

                85                  90                  95      

Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val 

            100                 105                 110         

Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro 

        115                 120                 125             

Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro 

    130                 135                 140                 

Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe 
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145                 150                 155                 160 

Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met 

                165                 170                 175     

Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val 

            180                 185                 190         

Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln 

        195                 200                 205             

Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys 

    210                 215                 220                 

Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg 

225                 230                 235                 240 

Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro 

                245                 250                 255     

Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Val Cys 

            260                 265                 270         

Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro 

        275                 280                 285             

Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser 

    290                 295                 300                 

Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr 

305                 310                 315                 320 

Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn 

                325                 330                 335     

Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser 

            340                 345                 350         

His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp 

        355                 360                 365             
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Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val 

    370                 375                 380                 

Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr 

385                 390                 395                 400 

Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro 

                405                 410                 415     

Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr 

            420                 425                 430         

Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser 

        435                 440                 445             

Pro Pro Ser Met 

    450         

<210>  39

<211>  451

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO:37

<400>  39

Met Asn Met Ser Lys Lys Gln Val Lys Thr Gln Ser Lys Cys Asn Asn 

1               5                   10                  15      

Ile Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg 

            20                  25                  30          

Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser 

        35                  40                  45              

Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu 

    50                  55                  60                  

Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val 

65                  70                  75                  80  
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Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser 

                85                  90                  95      

Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala 

            100                 105                 110         

Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly 

        115                 120                 125             

Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp 

    130                 135                 140                 

Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser 

145                 150                 155                 160 

Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu 

                165                 170                 175     

Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly 

            180                 185                 190         

Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe 

        195                 200                 205             

Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile 

    210                 215                 220                 

Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser 

225                 230                 235                 240 

Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly 

                245                 250                 255     

Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Val Cys Pro 

            260                 265                 270         

Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser 

        275                 280                 285             
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Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser 

    290                 295                 300                 

Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser 

305                 310                 315                 320 

Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp 

                325                 330                 335     

Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His 

            340                 345                 350         

Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser 

        355                 360                 365             

Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser 

    370                 375                 380                 

Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr 

385                 390                 395                 400 

Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu 

                405                 410                 415     

Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp 

            420                 425                 430         

Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro 

        435                 440                 445             

Pro Ser Met 

    450     

<210>  40

<211>  1353

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 42 nucleotides from Gene FPV 088

       and an atc
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<400>  40

atgagtaaga aacaagtaaa aactcaaagt aaatgtaata atatcatgag ctcccctggc       60

accgagagcg cgggaaagag cctgcagtac cgagtggacc acctgctgag cgccgtggag      120

aatgagctgc aggcgggcag cgagaagggc gaccccacag agcgcgaact gcgcgtgggc      180

ctggaggaga gcgagctgtg gctgcgcttc aaggagctca ccaatgagat gatcgtgacc      240

aagaacggca ggaggatgtt tccggtgctg aaggtgaacg tgtctggcct ggaccccaac      300

gccatgtact ccttcctgct ggacttcgtg gcggcggaca accaccgctg gaagtacgtg      360

aacggggaat gggtgccggg gggcaagccg gagccgcagg cgcccagctg cgtctacatc      420

caccccgact cgcccaactt cggggcccac tggatgaagg ctcccgtctc cttcagcaaa      480

gtcaagctca ccaacaagct caacggaggg ggccagatca tgctgaactc cttgcataag      540

tatgagcctc gaatccacat agtgagagtt gggggtccac agcgcatgat caccagccac      600

tgcttccctg agacccagtt catagcggtg actgcttatc agaacgagga gatcacagct      660

cttaaaatta agtacaatcc atttgcaaag gctttccttg atgcaaagga aagaagtgat      720

cacaaagaga tgatggagga acccggagac agccagcaac ctgggtactc ccaatggggg      780

tggcttcttc ctggaaccag caccgtttgt ccacctgcaa atcctcatcc tcagtttgga      840

ggtgccctct ccctcccctc cacgcacagc tgtgacaggt acccaaccct gaggagccac      900

cggtcctcac cctaccccag cccctatgct catcggaaca attctccaac ctattctgac      960

aactcacctg catgtttatc catgctgcaa tcccatgaca attggtccag ccttggaatg     1020

cctgcccatc ccagcatgct ccccgtgagc cacaatgcca gcccacctac cagctccagt     1080

cagtacccca gcctgtggtc tgtgagcaac ggcgccgtca ccccgggctc ccaggcagca     1140

gccgtgtcca acgggctggg ggcccagttc ttccggggct cccccgcgca ctacacaccc     1200

ctcacccatc cggtctcggc gccctcttcc tcgggatccc cactgtacga aggggcggcc     1260

gcggccacag acatcgtgga cagccagtac gacgccgcag cccaaggccg cctcatagcc     1320

tcatggacac ctgtgtcgcc accttccatg tga                                  1353

<210>  41

<211>  1350

<212>  DNA

<213>  Artificial Sequence

<220>
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<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       (L254V) Protein plus addition of 42 nucleotides from Gene FPV 088

       and an atc, without Brachyury atg start codon

<400>  41

atgagtaaga aacaagtaaa aactcaaagt aaatgtaata atatcagctc ccctggcacc       60

gagagcgcgg gaaagagcct gcagtaccga gtggaccacc tgctgagcgc cgtggagaat      120

gagctgcagg cgggcagcga gaagggcgac cccacagagc gcgaactgcg cgtgggcctg      180

gaggagagcg agctgtggct gcgcttcaag gagctcacca atgagatgat cgtgaccaag      240

aacggcagga ggatgtttcc ggtgctgaag gtgaacgtgt ctggcctgga ccccaacgcc      300

atgtactcct tcctgctgga cttcgtggcg gcggacaacc accgctggaa gtacgtgaac      360

ggggaatggg tgccgggggg caagccggag ccgcaggcgc ccagctgcgt ctacatccac      420

cccgactcgc ccaacttcgg ggcccactgg atgaaggctc ccgtctcctt cagcaaagtc      480

aagctcacca acaagctcaa cggagggggc cagatcatgc tgaactcctt gcataagtat      540

gagcctcgaa tccacatagt gagagttggg ggtccacagc gcatgatcac cagccactgc      600

ttccctgaga cccagttcat agcggtgact gcttatcaga acgaggagat cacagctctt      660

aaaattaagt acaatccatt tgcaaaggct ttccttgatg caaaggaaag aagtgatcac      720

aaagagatga tggaggaacc cggagacagc cagcaacctg ggtactccca atgggggtgg      780

cttcttcctg gaaccagcac cgtttgtcca cctgcaaatc ctcatcctca gtttggaggt      840

gccctctccc tcccctccac gcacagctgt gacaggtacc caaccctgag gagccaccgg      900

tcctcaccct accccagccc ctatgctcat cggaacaatt ctccaaccta ttctgacaac      960

tcacctgcat gtttatccat gctgcaatcc catgacaatt ggtccagcct tggaatgcct     1020

gcccatccca gcatgctccc cgtgagccac aatgccagcc cacctaccag ctccagtcag     1080

taccccagcc tgtggtctgt gagcaacggc gccgtcaccc cgggctccca ggcagcagcc     1140

gtgtccaacg ggctgggggc ccagttcttc cggggctccc ccgcgcacta cacacccctc     1200

acccatccgg tctcggcgcc ctcttcctcg ggatccccac tgtacgaagg ggcggccgcg     1260

gccacagaca tcgtggacag ccagtacgac gccgcagccc aaggccgcct catagcctca     1320

tggacacctg tgtcgccacc ttccatgtga                                      1350

<210>  42

<211>  450
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<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO:40

<400>  42

Met Ser Lys Lys Gln Val Lys Thr Gln Ser Lys Cys Asn Asn Ile Met 

1               5                   10                  15      

Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val 

            20                  25                  30          

Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser Glu 

        35                  40                  45              

Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu Ser 

    50                  55                  60                  

Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val Thr 

65                  70                  75                  80  

Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser Gly 

                85                  90                  95      

Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala 

            100                 105                 110         

Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly Gly 

        115                 120                 125             

Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp Ser 

    130                 135                 140                 

Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser Lys 

145                 150                 155                 160 

Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu Asn 

                165                 170                 175     

Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly Gly 
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            180                 185                 190         

Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe Ile 

        195                 200                 205             

Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys 

    210                 215                 220                 

Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp 

225                 230                 235                 240 

His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr 

                245                 250                 255     

Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Val Cys Pro Pro 

            260                 265                 270         

Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr 

        275                 280                 285             

His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser Pro 

    290                 295                 300                 

Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser Asp 

305                 310                 315                 320 

Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp Ser 

                325                 330                 335     

Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His Asn 

            340                 345                 350         

Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val 

        355                 360                 365             

Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser Asn 

    370                 375                 380                 

Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr Pro 

385                 390                 395                 400 
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Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr 

                405                 410                 415     

Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala 

            420                 425                 430         

Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro Pro 

        435                 440                 445             

Ser Met 

    450 

<210>  43

<211>  449

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury (L254V) Protein encoded by 

       SEQ ID NO:41

<400>  43

Met Ser Lys Lys Gln Val Lys Thr Gln Ser Lys Cys Asn Asn Ile Ser 

1               5                   10                  15      

Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val Asp 

            20                  25                  30          

His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser Glu Lys 

        35                  40                  45              

Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu Ser Glu 

    50                  55                  60                  

Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val Thr Lys 

65                  70                  75                  80  

Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser Gly Leu 

                85                  90                  95      

Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala Asp 

            100                 105                 110         
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Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly Gly Lys 

        115                 120                 125             

Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp Ser Pro 

    130                 135                 140                 

Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser Lys Val 

145                 150                 155                 160 

Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu Asn Ser 

                165                 170                 175     

Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly Gly Pro 

            180                 185                 190         

Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe Ile Ala 

        195                 200                 205             

Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys Tyr 

    210                 215                 220                 

Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp His 

225                 230                 235                 240 

Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr Ser 

                245                 250                 255     

Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Val Cys Pro Pro Ala 

            260                 265                 270         

Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr His 

        275                 280                 285             

Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser Pro Tyr 

    290                 295                 300                 

Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser Asp Asn 

305                 310                 315                 320 
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Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp Ser Ser 

                325                 330                 335     

Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His Asn Ala 

            340                 345                 350         

Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val Ser 

        355                 360                 365             

Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser Asn Gly 

    370                 375                 380                 

Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr Pro Leu 

385                 390                 395                 400 

Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr Glu 

                405                 410                 415     

Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala Ala 

            420                 425                 430         

Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro Pro Ser 

        435                 440                 445             

Met 

    

<210>  44

<211>  1323

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       protein Isoform 1 plus addition of 15 nucleotides from Gene FPV 

       088

<400>  44

atgaaaaata acttgatgag ctcccctggc accgagagcg cgggaaagag cctgcagtac       60

cgagtggacc acctgctgag cgccgtggag aatgagctgc aggcgggcag cgagaagggc      120

gaccccacag agcgcgaact gcgcgtgggc ctggaggaga gcgagctgtg gctgcgcttc      180

aaggagctca ccaatgagat gatcgtgacc aagaacggca ggaggatgtt tccggtgctg      240
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aaggtgaacg tgtctggcct ggaccccaac gccatgtact ccttcctgct ggacttcgtg      300

gcggcggaca accaccgctg gaagtacgtg aacggggaat gggtgccggg gggcaagccg      360

gagccgcagg cgcccagctg cgtctacatc caccccgact cgcccaactt cggggcccac      420

tggatgaagg ctcccgtctc cttcagcaaa gtcaagctca ccaacaagct caacggaggg      480

ggccagatca tgctgaactc cttgcataag tatgagcctc gaatccacat agtgagagtt      540

gggggtccac agcgcatgat caccagccac tgcttccctg agacccagtt catagcggtg      600

actgcttatc agaacgagga gatcacagct cttaaaatta agtacaatcc atttgcaaaa      660

gctttccttg atgcaaagga aagaagtgat cacaaagaga tgatggagga acccggagac      720

agccagcaac ctgggtactc ccaatggggg tggcttcttc ctggaaccag caccgtttgt      780

ccacctgcaa atcctcatcc tcagtttgga ggtgccctct ccctcccctc cacgcacagc      840

tgtgacaggt acccaaccct gaggagccac cggtcctcac cctaccccag cccctatgct      900

catcggaaca attctccaac ctattctgac aactcacctg catgtttatc catgctgcaa      960

tcccatgaca attggtccag ccttggaatg cctgcccatc ccagcatgct ccccgtgagc     1020

cacaatgcca gcccacctac cagctccagt cagtacccca gcctgtggtc tgtgagcaac     1080

ggcgccgtca ccccgggctc ccaggcagca gccgtgtcca acgggctggg ggcccagttc     1140

ttccggggct cccccgcgca ctacacaccc ctcacccatc cggtctcggc gccctcttcc     1200

tcgggatccc cactgtacga aggggcggcc gcggccacag acatcgtgga cagccagtac     1260

gacgccgcag cccaaggccg cctcatagcc tcatggacac ctgtgtcgcc accttccatg     1320

tga                                                                   1323

<210>  45

<211>  1320

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       protein Isoform 1 plus addition of 15 nucleotides from Gene FPV 

       088 without Brachyury protein atg start codon

<400>  45

atgaaaaata acttgagctc ccctggcacc gagagcgcgg gaaagagcct gcagtaccga       60

gtggaccacc tgctgagcgc cgtggagaat gagctgcagg cgggcagcga gaagggcgac      120
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cccacagagc gcgaactgcg cgtgggcctg gaggagagcg agctgtggct gcgcttcaag      180

gagctcacca atgagatgat cgtgaccaag aacggcagga ggatgtttcc ggtgctgaag      240

gtgaacgtgt ctggcctgga ccccaacgcc atgtactcct tcctgctgga cttcgtggcg      300

gcggacaacc accgctggaa gtacgtgaac ggggaatggg tgccgggggg caagccggag      360

ccgcaggcgc ccagctgcgt ctacatccac cccgactcgc ccaacttcgg ggcccactgg      420

atgaaggctc ccgtctcctt cagcaaagtc aagctcacca acaagctcaa cggagggggc      480

cagatcatgc tgaactcctt gcataagtat gagcctcgaa tccacatagt gagagttggg      540

ggtccacagc gcatgatcac cagccactgc ttccctgaga cccagttcat agcggtgact      600

gcttatcaga acgaggagat cacagctctt aaaattaagt acaatccatt tgcaaaagct      660

ttccttgatg caaaggaaag aagtgatcac aaagagatga tggaggaacc cggagacagc      720

cagcaacctg ggtactccca atgggggtgg cttcttcctg gaaccagcac cgtttgtcca      780

cctgcaaatc ctcatcctca gtttggaggt gccctctccc tcccctccac gcacagctgt      840

gacaggtacc caaccctgag gagccaccgg tcctcaccct accccagccc ctatgctcat      900

cggaacaatt ctccaaccta ttctgacaac tcacctgcat gtttatccat gctgcaatcc      960

catgacaatt ggtccagcct tggaatgcct gcccatccca gcatgctccc cgtgagccac     1020

aatgccagcc cacctaccag ctccagtcag taccccagcc tgtggtctgt gagcaacggc     1080

gccgtcaccc cgggctccca ggcagcagcc gtgtccaacg ggctgggggc ccagttcttc     1140

cggggctccc ccgcgcacta cacacccctc acccatccgg tctcggcgcc ctcttcctcg     1200

ggatccccac tgtacgaagg ggcggccgcg gccacagaca tcgtggacag ccagtacgac     1260

gccgcagccc aaggccgcct catagcctca tggacacctg tgtcgccacc ttccatgtga     1320

<210>  46

<211>  440

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:44

<400>  46

Met Lys Asn Asn Leu Met Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys 
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1               5                   10                  15      

Ser Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu 

            20                  25                  30          

Leu Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg 

        35                  40                  45              

Val Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr 

    50                  55                  60                  

Asn Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu 

65                  70                  75                  80  

Lys Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu 

                85                  90                  95      

Leu Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly 

            100                 105                 110         

Glu Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val 

        115                 120                 125             

Tyr Ile His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala 

    130                 135                 140                 

Pro Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly 

145                 150                 155                 160 

Gly Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His 

                165                 170                 175     

Ile Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe 

            180                 185                 190         

Pro Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile 

        195                 200                 205             

Thr Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp 

    210                 215                 220                 
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Ala Lys Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp 

225                 230                 235                 240 

Ser Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr 

                245                 250                 255     

Ser Thr Leu Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala 

            260                 265                 270         

Leu Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg 

        275                 280                 285             

Ser His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn 

    290                 295                 300                 

Ser Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln 

305                 310                 315                 320 

Ser His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met 

                325                 330                 335     

Leu Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr 

            340                 345                 350         

Pro Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln 

        355                 360                 365             

Ala Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser 

    370                 375                 380                 

Pro Ala His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser 

385                 390                 395                 400 

Ser Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val 

                405                 410                 415     

Asp Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp 

            420                 425                 430         

Thr Pro Val Ser Pro Pro Ser Met 
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        435                 440 

<210>  47

<211>  439

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:45

<400>  47

Met Lys Asn Asn Leu Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser 

1               5                   10                  15      

Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu 

            20                  25                  30          

Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val 

        35                  40                  45              

Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn 

    50                  55                  60                  

Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys 

65                  70                  75                  80  

Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu 

                85                  90                  95      

Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu 

            100                 105                 110         

Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr 

        115                 120                 125             

Ile His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro 

    130                 135                 140                 

Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly 

145                 150                 155                 160 
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Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile 

                165                 170                 175     

Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro 

            180                 185                 190         

Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr 

        195                 200                 205             

Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala 

    210                 215                 220                 

Lys Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser 

225                 230                 235                 240 

Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser 

                245                 250                 255     

Thr Leu Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu 

            260                 265                 270         

Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser 

        275                 280                 285             

His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser 

    290                 295                 300                 

Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser 

305                 310                 315                 320 

His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu 

                325                 330                 335     

Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro 

            340                 345                 350         

Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala 

        355                 360                 365             

Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro 

    370                 375                 380                 
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Ala His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser 

385                 390                 395                 400 

Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp 

                405                 410                 415     

Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr 

            420                 425                 430         

Pro Val Ser Pro Pro Ser Met 

        435                 

<210>  48

<211>  1353

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       protein Isoform 1 plus addition of 45 nucleotides from Gene FPV 

       088

<400>  48

atgaaaaata acttgtatga agaaaaaatg aacatgagta agaaaatgag ctcccctggc       60

accgagagcg cgggaaagag cctgcagtac cgagtggacc acctgctgag cgccgtggag      120

aatgagctgc aggcgggcag cgagaagggc gaccccacag agcgcgaact gcgcgtgggc      180

ctggaggaga gcgagctgtg gctgcgcttc aaggagctca ccaatgagat gatcgtgacc      240

aagaacggca ggaggatgtt tccggtgctg aaggtgaacg tgtctggcct ggaccccaac      300

gccatgtact ccttcctgct ggacttcgtg gcggcggaca accaccgctg gaagtacgtg      360

aacggggaat gggtgccggg gggcaagccg gagccgcagg cgcccagctg cgtctacatc      420

caccccgact cgcccaactt cggggcccac tggatgaagg ctcccgtctc cttcagcaaa      480

gtcaagctca ccaacaagct caacggaggg ggccagatca tgctgaactc cttgcataag      540

tatgagcctc gaatccacat agtgagagtt gggggtccac agcgcatgat caccagccac      600

tgcttccctg agacccagtt catagcggtg actgcttatc agaacgagga gatcacagct      660

cttaaaatta agtacaatcc atttgcaaag gctttccttg atgcaaagga aagaagtgat      720

cacaaagaga tgatggagga acccggagac agccagcaac ctgggtactc ccaatggggg      780
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tggcttcttc ctggaaccag caccgtttgt ccacctgcaa atcctcatcc tcagtttgga      840

ggtgccctct ccctcccctc cacgcacagc tgtgacaggt acccaaccct gaggagccac      900

cggtcctcac cctaccccag cccctatgct catcggaaca attctccaac ctattctgac      960

aactcacctg catgtttatc catgctgcaa tcccatgaca attggtccag ccttggaatg     1020

cctgcccatc ccagcatgct ccccgtgagc cacaatgcca gcccacctac cagctccagt     1080

cagtacccca gcctgtggtc tgtgagcaac ggcgccgtca ccccgggctc ccaggcagca     1140

gccgtgtcca acgggctggg ggcccagttc ttccggggct cccccgcgca ctacacaccc     1200

ctcacccatc cggtctcggc gccctcttcc tcgggatccc cactgtacga aggggcggcc     1260

gcggccacag acatcgtgga cagccagtac gacgccgcag cccaaggccg cctcatagcc     1320

tcatggacac ctgtgtcgcc accttccatg tga                                  1353

<210>  49

<211>  1350

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       protein Isoform 1 plus addition of 45 nucleotides from Gene FPV 

       088 without Brachyury atg

<400>  49

atgaaaaata acttgtatga agaaaaaatg aacatgagta agaaaagctc ccctggcacc       60

gagagcgcgg gaaagagcct gcagtaccga gtggaccacc tgctgagcgc cgtggagaat      120

gagctgcagg cgggcagcga gaagggcgac cccacagagc gcgaactgcg cgtgggcctg      180

gaggagagcg agctgtggct gcgcttcaag gagctcacca atgagatgat cgtgaccaag      240

aacggcagga ggatgtttcc ggtgctgaag gtgaacgtgt ctggcctgga ccccaacgcc      300

atgtactcct tcctgctgga cttcgtggcg gcggacaacc accgctggaa gtacgtgaac      360

ggggaatggg tgccgggggg caagccggag ccgcaggcgc ccagctgcgt ctacatccac      420

cccgactcgc ccaacttcgg ggcccactgg atgaaggctc ccgtctcctt cagcaaagtc      480

aagctcacca acaagctcaa cggagggggc cagatcatgc tgaactcctt gcataagtat      540

gagcctcgaa tccacatagt gagagttggg ggtccacagc gcatgatcac cagccactgc      600

ttccctgaga cccagttcat agcggtgact gcttatcaga acgaggagat cacagctctt      660
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aaaattaagt acaatccatt tgcaaaagct ttccttgatg caaaggaaag aagtgatcac      720

aaagagatga tggaggaacc cggagacagc cagcaacctg ggtactccca atgggggtgg      780

cttcttcctg gaaccagcac cgtttgtcca cctgcaaatc ctcatcctca gtttggaggt      840

gccctctccc tcccctccac gcacagctgt gacaggtacc caaccctgag gagccaccgg      900

tcctcaccct accccagccc ctatgctcat cggaacaatt ctccaaccta ttctgacaac      960

tcacctgcat gtttatccat gctgcaatcc catgacaatt ggtccagcct tggaatgcct     1020

gcccatccca gcatgctccc cgtgagccac aatgccagcc cacctaccag ctccagtcag     1080

taccccagcc tgtggtctgt gagcaacggc gccgtcaccc cgggctccca ggcagcagcc     1140

gtgtccaacg ggctgggggc ccagttcttc cggggctccc ccgcgcacta cacacccctc     1200

acccatccgg tctcggcgcc ctcttcctcg ggatccccac tgtacgaagg ggcggccgcg     1260

gccacagaca tcgtggacag ccagtacgac gccgcagccc aaggccgcct catagcctca     1320

tggacacctg tgtcgccacc ttccatgtga                                      1350

<210>  50

<211>  450

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:48

<400>  50

Met Lys Asn Asn Leu Tyr Glu Glu Lys Met Asn Met Ser Lys Lys Met 

1               5                   10                  15      

Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val 

            20                  25                  30          

Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser Glu 

        35                  40                  45              

Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu Ser 

    50                  55                  60                  

Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val Thr 
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65                  70                  75                  80  

Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser Gly 

                85                  90                  95      

Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala 

            100                 105                 110         

Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly Gly 

        115                 120                 125             

Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp Ser 

    130                 135                 140                 

Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser Lys 

145                 150                 155                 160 

Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu Asn 

                165                 170                 175     

Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly Gly 

            180                 185                 190         

Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe Ile 

        195                 200                 205             

Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys 

    210                 215                 220                 

Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp 

225                 230                 235                 240 

His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr 

                245                 250                 255     

Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Leu Cys Pro Pro 

            260                 265                 270         

Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr 

        275                 280                 285             
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His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser Pro 

    290                 295                 300                 

Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser Asp 

305                 310                 315                 320 

Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp Ser 

                325                 330                 335     

Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His Asn 

            340                 345                 350         

Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val 

        355                 360                 365             

Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser Asn 

    370                 375                 380                 

Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr Pro 

385                 390                 395                 400 

Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr 

                405                 410                 415     

Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala 

            420                 425                 430         

Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro Pro 

        435                 440                 445             

Ser Met 

    450 

<210>  51

<211>  449

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:49
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<400>  51

Met Lys Asn Asn Leu Tyr Glu Glu Lys Met Asn Met Ser Lys Lys Ser 

1               5                   10                  15      

Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val Asp 

            20                  25                  30          

His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser Glu Lys 

        35                  40                  45              

Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu Ser Glu 

    50                  55                  60                  

Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val Thr Lys 

65                  70                  75                  80  

Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser Gly Leu 

                85                  90                  95      

Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala Asp 

            100                 105                 110         

Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly Gly Lys 

        115                 120                 125             

Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp Ser Pro 

    130                 135                 140                 

Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser Lys Val 

145                 150                 155                 160 

Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu Asn Ser 

                165                 170                 175     

Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly Gly Pro 

            180                 185                 190         

Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe Ile Ala 

        195                 200                 205             
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Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys Tyr 

    210                 215                 220                 

Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp His 

225                 230                 235                 240 

Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr Ser 

                245                 250                 255     

Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Leu Cys Pro Pro Ala 

            260                 265                 270         

Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr His 

        275                 280                 285             

Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser Pro Tyr 

    290                 295                 300                 

Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser Asp Asn 

305                 310                 315                 320 

Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp Ser Ser 

                325                 330                 335     

Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His Asn Ala 

            340                 345                 350         

Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val Ser 

        355                 360                 365             

Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser Asn Gly 

    370                 375                 380                 

Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr Pro Leu 

385                 390                 395                 400 

Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr Glu 

                405                 410                 415     

Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala Ala 

            420                 425                 430         
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Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro Pro Ser 

        435                 440                 445             

Met 

    

<210>  52

<211>  1326

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       protein Isoform 1 plus addition of 18 nucleotides from Gene FPV 

       088

<400>  52

atgaacatga gtaagaaaat gagctcccct ggcaccgaga gcgcgggaaa gagcctgcag       60

taccgagtgg accacctgct gagcgccgtg gagaatgagc tgcaggcggg cagcgagaag      120

ggcgacccca cagagcgcga actgcgcgtg ggcctggagg agagcgagct gtggctgcgc      180

ttcaaggagc tcaccaatga gatgatcgtg accaagaacg gcaggaggat gtttccggtg      240

ctgaaggtga acgtgtctgg cctggacccc aacgccatgt actccttcct gctggacttc      300

gtggcggcgg acaaccaccg ctggaagtac gtgaacgggg aatgggtgcc ggggggcaag      360

ccggagccgc aggcgcccag ctgcgtctac atccaccccg actcgcccaa cttcggggcc      420

cactggatga aggctcccgt ctccttcagc aaagtcaagc tcaccaacaa gctcaacgga      480

gggggccaga tcatgctgaa ctccttgcat aagtatgagc ctcgaatcca catagtgaga      540

gttgggggtc cacagcgcat gatcaccagc cactgcttcc ctgagaccca gttcatagcg      600

gtgactgctt atcagaacga ggagatcaca gctcttaaaa ttaagtacaa tccatttgca      660

aaggctttcc ttgatgcaaa ggaaagaagt gatcacaaag agatgatgga ggaacccgga      720

gacagccagc aacctgggta ctcccaatgg gggtggcttc ttcctggaac cagcaccgtt      780

tgtccacctg caaatcctca tcctcagttt ggaggtgccc tctccctccc ctccacgcac      840

agctgtgaca ggtacccaac cctgaggagc caccggtcct caccctaccc cagcccctat      900

gctcatcgga acaattctcc aacctattct gacaactcac ctgcatgttt atccatgctg      960

caatcccatg acaattggtc cagccttgga atgcctgccc atcccagcat gctccccgtg     1020
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agccacaatg ccagcccacc taccagctcc agtcagtacc ccagcctgtg gtctgtgagc     1080

aacggcgccg tcaccccggg ctcccaggca gcagccgtgt ccaacgggct gggggcccag     1140

ttcttccggg gctcccccgc gcactacaca cccctcaccc atccggtctc ggcgccctct     1200

tcctcgggat ccccactgta cgaaggggcg gccgcggcca cagacatcgt ggacagccag     1260

tacgacgccg cagcccaagg ccgcctcata gcctcatgga cacctgtgtc gccaccttcc     1320

atgtga                                                                1326

<210>  53

<211>  1323

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding fusion protein comprising Brachyury 

       protein Isoform 1 plus addition of 18 nucleotides from Gene FPV 

       088 without brachyury atg

<400>  53

atgaacatga gtaagaaaag ctcccctggc accgagagcg cgggaaagag cctgcagtac       60

cgagtggacc acctgctgag cgccgtggag aatgagctgc aggcgggcag cgagaagggc      120

gaccccacag agcgcgaact gcgcgtgggc ctggaggaga gcgagctgtg gctgcgcttc      180

aaggagctca ccaatgagat gatcgtgacc aagaacggca ggaggatgtt tccggtgctg      240

aaggtgaacg tgtctggcct ggaccccaac gccatgtact ccttcctgct ggacttcgtg      300

gcggcggaca accaccgctg gaagtacgtg aacggggaat gggtgccggg gggcaagccg      360

gagccgcagg cgcccagctg cgtctacatc caccccgact cgcccaactt cggggcccac      420

tggatgaagg ctcccgtctc cttcagcaaa gtcaagctca ccaacaagct caacggaggg      480

ggccagatca tgctgaactc cttgcataag tatgagcctc gaatccacat agtgagagtt      540

gggggtccac agcgcatgat caccagccac tgcttccctg agacccagtt catagcggtg      600

actgcttatc agaacgagga gatcacagct cttaaaatta agtacaatcc atttgcaaaa      660

gctttccttg atgcaaagga aagaagtgat cacaaagaga tgatggagga acccggagac      720

agccagcaac ctgggtactc ccaatggggg tggcttcttc ctggaaccag caccgtttgt      780

ccacctgcaa atcctcatcc tcagtttgga ggtgccctct ccctcccctc cacgcacagc      840

tgtgacaggt acccaaccct gaggagccac cggtcctcac cctaccccag cccctatgct      900
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catcggaaca attctccaac ctattctgac aactcacctg catgtttatc catgctgcaa      960

tcccatgaca attggtccag ccttggaatg cctgcccatc ccagcatgct ccccgtgagc     1020

cacaatgcca gcccacctac cagctccagt cagtacccca gcctgtggtc tgtgagcaac     1080

ggcgccgtca ccccgggctc ccaggcagca gccgtgtcca acgggctggg ggcccagttc     1140

ttccggggct cccccgcgca ctacacaccc ctcacccatc cggtctcggc gccctcttcc     1200

tcgggatccc cactgtacga aggggcggcc gcggccacag acatcgtgga cagccagtac     1260

gacgccgcag cccaaggccg cctcatagcc tcatggacac ctgtgtcgcc accttccatg     1320

tga                                                                   1323

<210>  54

<211>  441

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:52

<400>  54

Met Asn Met Ser Lys Lys Met Ser Ser Pro Gly Thr Glu Ser Ala Gly 

1               5                   10                  15      

Lys Ser Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn 

            20                  25                  30          

Glu Leu Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu 

        35                  40                  45              

Arg Val Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu 

    50                  55                  60                  

Thr Asn Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val 

65                  70                  75                  80  

Leu Lys Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe 

                85                  90                  95      

Leu Leu Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn 
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            100                 105                 110         

Gly Glu Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys 

        115                 120                 125             

Val Tyr Ile His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys 

    130                 135                 140                 

Ala Pro Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly 

145                 150                 155                 160 

Gly Gly Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile 

                165                 170                 175     

His Ile Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys 

            180                 185                 190         

Phe Pro Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu 

        195                 200                 205             

Ile Thr Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu 

    210                 215                 220                 

Asp Ala Lys Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly 

225                 230                 235                 240 

Asp Ser Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly 

                245                 250                 255     

Thr Ser Thr Leu Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly 

            260                 265                 270         

Ala Leu Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu 

        275                 280                 285             

Arg Ser His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn 

    290                 295                 300                 

Asn Ser Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu 

305                 310                 315                 320 
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Gln Ser His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser 

                325                 330                 335     

Met Leu Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln 

            340                 345                 350         

Tyr Pro Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser 

        355                 360                 365             

Gln Ala Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly 

    370                 375                 380                 

Ser Pro Ala His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser 

385                 390                 395                 400 

Ser Ser Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile 

                405                 410                 415     

Val Asp Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser 

            420                 425                 430         

Trp Thr Pro Val Ser Pro Pro Ser Met 

        435                 440     

<210>  55

<211>  440

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:53

<400>  55

Met Asn Met Ser Lys Lys Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys 

1               5                   10                  15      

Ser Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu 

            20                  25                  30          

Leu Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg 

        35                  40                  45              
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Val Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr 

    50                  55                  60                  

Asn Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu 

65                  70                  75                  80  

Lys Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu 

                85                  90                  95      

Leu Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly 

            100                 105                 110         

Glu Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val 

        115                 120                 125             

Tyr Ile His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala 

    130                 135                 140                 

Pro Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly 

145                 150                 155                 160 

Gly Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His 

                165                 170                 175     

Ile Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe 

            180                 185                 190         

Pro Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile 

        195                 200                 205             

Thr Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp 

    210                 215                 220                 

Ala Lys Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp 

225                 230                 235                 240 

Ser Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr 

                245                 250                 255     
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Ser Thr Leu Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala 

            260                 265                 270         

Leu Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg 

        275                 280                 285             

Ser His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn 

    290                 295                 300                 

Ser Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln 

305                 310                 315                 320 

Ser His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met 

                325                 330                 335     

Leu Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr 

            340                 345                 350         

Pro Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln 

        355                 360                 365             

Ala Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser 

    370                 375                 380                 

Pro Ala His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser 

385                 390                 395                 400 

Ser Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val 

                405                 410                 415     

Asp Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp 

            420                 425                 430         

Thr Pro Val Ser Pro Pro Ser Met 

        435                 440 

<210>  56

<211>  1320

<212>  DNA

<213>  Artificial Sequence

<220>
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<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       protein Isoform 1 plus addition of 12 nucleotides from Gene FPV 

       088

<400>  56

atgagtaaga aaatgagctc ccctggcacc gagagcgcgg gaaagagcct gcagtaccga       60

gtggaccacc tgctgagcgc cgtggagaat gagctgcagg cgggcagcga gaagggcgac      120

cccacagagc gcgaactgcg cgtgggcctg gaggagagcg agctgtggct gcgcttcaag      180

gagctcacca atgagatgat cgtgaccaag aacggcagga ggatgtttcc ggtgctgaag      240

gtgaacgtgt ctggcctgga ccccaacgcc atgtactcct tcctgctgga cttcgtggcg      300

gcggacaacc accgctggaa gtacgtgaac ggggaatggg tgccgggggg caagccggag      360

ccgcaggcgc ccagctgcgt ctacatccac cccgactcgc ccaacttcgg ggcccactgg      420

atgaaggctc ccgtctcctt cagcaaagtc aagctcacca acaagctcaa cggagggggc      480

cagatcatgc tgaactcctt gcataagtat gagcctcgaa tccacatagt gagagttggg      540

ggtccacagc gcatgatcac cagccactgc ttccctgaga cccagttcat agcggtgact      600

gcttatcaga acgaggagat cacagctctt aaaattaagt acaatccatt tgcaaaagct      660

ttccttgatg caaaggaaag aagtgatcac aaagagatga tggaggaacc cggagacagc      720

cagcaacctg ggtactccca atgggggtgg cttcttcctg gaaccagcac cgtttgtcca      780

cctgcaaatc ctcatcctca gtttggaggt gccctctccc tcccctccac gcacagctgt      840

gacaggtacc caaccctgag gagccaccgg tcctcaccct accccagccc ctatgctcat      900

cggaacaatt ctccaaccta ttctgacaac tcacctgcat gtttatccat gctgcaatcc      960

catgacaatt ggtccagcct tggaatgcct gcccatccca gcatgctccc cgtgagccac     1020

aatgccagcc cacctaccag ctccagtcag taccccagcc tgtggtctgt gagcaacggc     1080

gccgtcaccc cgggctccca ggcagcagcc gtgtccaacg ggctgggggc ccagttcttc     1140

cggggctccc ccgcgcacta cacacccctc acccatccgg tctcggcgcc ctcttcctcg     1200

ggatccccac tgtacgaagg ggcggccgcg gccacagaca tcgtggacag ccagtacgac     1260

gccgcagccc aaggccgcct catagcctca tggacacctg tgtcgccacc ttccatgtga     1320

<210>  57

<211>  1317

<212>  DNA

<213>  Artificial Sequence
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<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       protein Isoform 1 plus addition of 12 nucleotides from Gene FPV 

       088 without Brachyury atg start codon

<400>  57

atgagtaaga aaagctcccc tggcaccgag agcgcgggaa agagcctgca gtaccgagtg       60

gaccacctgc tgagcgccgt ggagaatgag ctgcaggcgg gcagcgagaa gggcgacccc      120

acagagcgcg aactgcgcgt gggcctggag gagagcgagc tgtggctgcg cttcaaggag      180

ctcaccaatg agatgatcgt gaccaagaac ggcaggagga tgtttccggt gctgaaggtg      240

aacgtgtctg gcctggaccc caacgccatg tactccttcc tgctggactt cgtggcggcg      300

gacaaccacc gctggaagta cgtgaacggg gaatgggtgc cggggggcaa gccggagccg      360

caggcgccca gctgcgtcta catccacccc gactcgccca acttcggggc ccactggatg      420

aaggctcccg tctccttcag caaagtcaag ctcaccaaca agctcaacgg agggggccag      480

atcatgctga actccttgca taagtatgag cctcgaatcc acatagtgag agttgggggt      540

ccacagcgca tgatcaccag ccactgcttc cctgagaccc agttcatagc ggtgactgct      600

tatcagaacg aggagatcac agctcttaaa attaagtaca atccatttgc aaaagctttc      660

cttgatgcaa aggaaagaag tgatcacaaa gagatgatgg aggaacccgg agacagccag      720

caacctgggt actcccaatg ggggtggctt cttcctggaa ccagcaccgt ttgtccacct      780

gcaaatcctc atcctcagtt tggaggtgcc ctctccctcc cctccacgca cagctgtgac      840

aggtacccaa ccctgaggag ccaccggtcc tcaccctacc ccagccccta tgctcatcgg      900

aacaattctc caacctattc tgacaactca cctgcatgtt tatccatgct gcaatcccat      960

gacaattggt ccagccttgg aatgcctgcc catcccagca tgctccccgt gagccacaat     1020

gccagcccac ctaccagctc cagtcagtac cccagcctgt ggtctgtgag caacggcgcc     1080

gtcaccccgg gctcccaggc agcagccgtg tccaacgggc tgggggccca gttcttccgg     1140

ggctcccccg cgcactacac acccctcacc catccggtct cggcgccctc ttcctcggga     1200

tccccactgt acgaaggggc ggccgcggcc acagacatcg tggacagcca gtacgacgcc     1260

gcagcccaag gccgcctcat agcctcatgg acacctgtgt cgccaccttc catgtga        1317

<210>  58

<211>  439
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<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO: 56

<400>  58

Met Ser Lys Lys Met Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser 

1               5                   10                  15      

Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu 

            20                  25                  30          

Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val 

        35                  40                  45              

Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn 

    50                  55                  60                  

Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys 

65                  70                  75                  80  

Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu 

                85                  90                  95      

Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu 

            100                 105                 110         

Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr 

        115                 120                 125             

Ile His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro 

    130                 135                 140                 

Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly 

145                 150                 155                 160 

Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile 

                165                 170                 175     

Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro 

Meow Li
Typewritten text
82



            180                 185                 190         

Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr 

        195                 200                 205             

Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala 

    210                 215                 220                 

Lys Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser 

225                 230                 235                 240 

Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser 

                245                 250                 255     

Thr Leu Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu 

            260                 265                 270         

Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser 

        275                 280                 285             

His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser 

    290                 295                 300                 

Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser 

305                 310                 315                 320 

His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu 

                325                 330                 335     

Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro 

            340                 345                 350         

Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala 

        355                 360                 365             

Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro 

    370                 375                 380                 

Ala His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser 

385                 390                 395                 400 
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Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp 

                405                 410                 415     

Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr 

            420                 425                 430         

Pro Val Ser Pro Pro Ser Met 

        435                 

<210>  59

<211>  438

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:57

<400>  59

Met Ser Lys Lys Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu 

1               5                   10                  15      

Gln Tyr Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln 

            20                  25                  30          

Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly 

        35                  40                  45              

Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu 

    50                  55                  60                  

Met Ile Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val 

65                  70                  75                  80  

Asn Val Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp 

                85                  90                  95      

Phe Val Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp 

            100                 105                 110         

Val Pro Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile 

        115                 120                 125             
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His Pro Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val 

    130                 135                 140                 

Ser Phe Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln 

145                 150                 155                 160 

Ile Met Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val 

                165                 170                 175     

Arg Val Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu 

            180                 185                 190         

Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala 

        195                 200                 205             

Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys 

    210                 215                 220                 

Glu Arg Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln 

225                 230                 235                 240 

Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr 

                245                 250                 255     

Leu Cys Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser 

            260                 265                 270         

Leu Pro Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His 

        275                 280                 285             

Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro 

    290                 295                 300                 

Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His 

305                 310                 315                 320 

Asp Asn Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro 

                325                 330                 335     
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Val Ser His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser 

            340                 345                 350         

Leu Trp Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala 

        355                 360                 365             

Ala Val Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala 

    370                 375                 380                 

His Tyr Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly 

385                 390                 395                 400 

Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser 

                405                 410                 415     

Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro 

            420                 425                 430         

Val Ser Pro Pro Ser Met 

        435             

<210>  60

<211>  1386

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       protein Isoform 1 plus addition of 75 nucleotides from Gene FPV 

       088 and an atc

<400>  60

atgaaaaata acttgtatga agaaaaaatg aacatgagta agaaacaagt aaaaactcaa       60

agtaaatgta ataatatcat gagctcccct ggcaccgaga gcgcgggaaa gagcctgcag      120

taccgagtgg accacctgct gagcgccgtg gagaatgagc tgcaggcggg cagcgagaag      180

ggcgacccca cagagcgcga actgcgcgtg ggcctggagg agagcgagct gtggctgcgc      240

ttcaaggagc tcaccaatga gatgatcgtg accaagaacg gcaggaggat gtttccggtg      300

ctgaaggtga acgtgtctgg cctggacccc aacgccatgt actccttcct gctggacttc      360

gtggcggcgg acaaccaccg ctggaagtac gtgaacgggg aatgggtgcc ggggggcaag      420

ccggagccgc aggcgcccag ctgcgtctac atccaccccg actcgcccaa cttcggggcc      480
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cactggatga aggctcccgt ctccttcagc aaagtcaagc tcaccaacaa gctcaacgga      540

gggggccaga tcatgctgaa ctccttgcat aagtatgagc ctcgaatcca catagtgaga      600

gttgggggtc cacagcgcat gatcaccagc cactgcttcc ctgagaccca gttcatagcg      660

gtgactgctt atcagaacga ggagatcaca gctcttaaaa ttaagtacaa tccatttgca      720

aaagctttcc ttgatgcaaa ggaaagaagt gatcacaaag agatgatgga ggaacccgga      780

gacagccagc aacctgggta ctcccaatgg gggtggcttc ttcctggaac cagcaccgtt      840

tgtccacctg caaatcctca tcctcagttt ggaggtgccc tctccctccc ctccacgcac      900

agctgtgaca ggtacccaac cctgaggagc caccggtcct caccctaccc cagcccctat      960

gctcatcgga acaattctcc aacctattct gacaactcac ctgcatgttt atccatgctg     1020

caatcccatg acaattggtc cagccttgga atgcctgccc atcccagcat gctccccgtg     1080

agccacaatg ccagcccacc taccagctcc agtcagtacc ccagcctgtg gtctgtgagc     1140

aacggcgccg tcaccccggg ctcccaggca gcagccgtgt ccaacgggct gggggcccag     1200

ttcttccggg gctcccccgc gcactacaca cccctcaccc atccggtctc ggcgccctct     1260

tcctcgggat ccccactgta cgaaggggcg gccgcggcca cagacatcgt ggacagccag     1320

tacgacgccg cagcccaagg ccgcctcata gcctcatgga cacctgtgtc gccaccttcc     1380

atgtga                                                                1386

<210>  61

<211>  1383

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       protein Isoform 1 plus addition of 75 nucleotides from Gene FPV 

       088 and an atc, without Brachyury atg start codon

<400>  61

atgaaaaata acttgtatga agaaaaaatg aacatgagta agaaacaagt aaaaactcaa       60

agtaaatgta ataatatcag ctcccctggc accgagagcg cgggaaagag cctgcagtac      120

cgagtggacc acctgctgag cgccgtggag aatgagctgc aggcgggcag cgagaagggc      180

gaccccacag agcgcgaact gcgcgtgggc ctggaggaga gcgagctgtg gctgcgcttc      240

aaggagctca ccaatgagat gatcgtgacc aagaacggca ggaggatgtt tccggtgctg      300
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aaggtgaacg tgtctggcct ggaccccaac gccatgtact ccttcctgct ggacttcgtg      360

gcggcggaca accaccgctg gaagtacgtg aacggggaat gggtgccggg gggcaagccg      420

gagccgcagg cgcccagctg cgtctacatc caccccgact cgcccaactt cggggcccac      480

tggatgaagg ctcccgtctc cttcagcaaa gtcaagctca ccaacaagct caacggaggg      540

ggccagatca tgctgaactc cttgcataag tatgagcctc gaatccacat agtgagagtt      600

gggggtccac agcgcatgat caccagccac tgcttccctg agacccagtt catagcggtg      660

actgcttatc agaacgagga gatcacagct cttaaaatta agtacaatcc atttgcaaaa      720

gctttccttg atgcaaagga aagaagtgat cacaaagaga tgatggagga acccggagac      780

agccagcaac ctgggtactc ccaatggggg tggcttcttc ctggaaccag caccgtttgt      840

ccacctgcaa atcctcatcc tcagtttgga ggtgccctct ccctcccctc cacgcacagc      900

tgtgacaggt acccaaccct gaggagccac cggtcctcac cctaccccag cccctatgct      960

catcggaaca attctccaac ctattctgac aactcacctg catgtttatc catgctgcaa     1020

tcccatgaca attggtccag ccttggaatg cctgcccatc ccagcatgct ccccgtgagc     1080

cacaatgcca gcccacctac cagctccagt cagtacccca gcctgtggtc tgtgagcaac     1140

ggcgccgtca ccccgggctc ccaggcagca gccgtgtcca acgggctggg ggcccagttc     1200

ttccggggct cccccgcgca ctacacaccc ctcacccatc cggtctcggc gccctcttcc     1260

tcgggatccc cactgtacga aggggcggcc gcggccacag acatcgtgga cagccagtac     1320

gacgccgcag cccaaggccg cctcatagcc tcatggacac ctgtgtcgcc accttccatg     1380

tga                                                                   1383

<210>  62

<211>  461

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:60

<400>  62

Met Lys Asn Asn Leu Tyr Glu Glu Lys Met Asn Met Ser Lys Lys Gln 

1               5                   10                  15      
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Val Lys Thr Gln Ser Lys Cys Asn Asn Ile Met Ser Ser Pro Gly Thr 

            20                  25                  30          

Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val Asp His Leu Leu Ser 

        35                  40                  45              

Ala Val Glu Asn Glu Leu Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr 

    50                  55                  60                  

Glu Arg Glu Leu Arg Val Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg 

65                  70                  75                  80  

Phe Lys Glu Leu Thr Asn Glu Met Ile Val Thr Lys Asn Gly Arg Arg 

                85                  90                  95      

Met Phe Pro Val Leu Lys Val Asn Val Ser Gly Leu Asp Pro Asn Ala 

            100                 105                 110         

Met Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala Asp Asn His Arg Trp 

        115                 120                 125             

Lys Tyr Val Asn Gly Glu Trp Val Pro Gly Gly Lys Pro Glu Pro Gln 

    130                 135                 140                 

Ala Pro Ser Cys Val Tyr Ile His Pro Asp Ser Pro Asn Phe Gly Ala 

145                 150                 155                 160 

His Trp Met Lys Ala Pro Val Ser Phe Ser Lys Val Lys Leu Thr Asn 

                165                 170                 175     

Lys Leu Asn Gly Gly Gly Gln Ile Met Leu Asn Ser Leu His Lys Tyr 

            180                 185                 190         

Glu Pro Arg Ile His Ile Val Arg Val Gly Gly Pro Gln Arg Met Ile 

        195                 200                 205             

Thr Ser His Cys Phe Pro Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr 

    210                 215                 220                 

Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala 
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225                 230                 235                 240 

Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp His Lys Glu Met Met 

                245                 250                 255     

Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp 

            260                 265                 270         

Leu Leu Pro Gly Thr Ser Thr Leu Cys Pro Pro Ala Asn Pro His Pro 

        275                 280                 285             

Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr His Ser Cys Asp Arg 

    290                 295                 300                 

Tyr Pro Thr Leu Arg Ser His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr 

305                 310                 315                 320 

Ala His Arg Asn Asn Ser Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys 

                325                 330                 335     

Leu Ser Met Leu Gln Ser His Asp Asn Trp Ser Ser Leu Gly Met Pro 

            340                 345                 350         

Ala His Pro Ser Met Leu Pro Val Ser His Asn Ala Ser Pro Pro Thr 

        355                 360                 365             

Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val Ser Asn Gly Ala Val 

    370                 375                 380                 

Thr Pro Gly Ser Gln Ala Ala Ala Val Ser Asn Gly Leu Gly Ala Gln 

385                 390                 395                 400 

Phe Phe Arg Gly Ser Pro Ala His Tyr Thr Pro Leu Thr His Pro Val 

                405                 410                 415     

Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala 

            420                 425                 430         

Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg 

        435                 440                 445             
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Leu Ile Ala Ser Trp Thr Pro Val Ser Pro Pro Ser Met 

    450                 455                 460     

<210>  63

<211>  460

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:61

<400>  63

Met Lys Asn Asn Leu Tyr Glu Glu Lys Met Asn Met Ser Lys Lys Gln 

1               5                   10                  15      

Val Lys Thr Gln Ser Lys Cys Asn Asn Ile Ser Ser Pro Gly Thr Glu 

            20                  25                  30          

Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val Asp His Leu Leu Ser Ala 

        35                  40                  45              

Val Glu Asn Glu Leu Gln Ala Gly Ser Glu Lys Gly Asp Pro Thr Glu 

    50                  55                  60                  

Arg Glu Leu Arg Val Gly Leu Glu Glu Ser Glu Leu Trp Leu Arg Phe 

65                  70                  75                  80  

Lys Glu Leu Thr Asn Glu Met Ile Val Thr Lys Asn Gly Arg Arg Met 

                85                  90                  95      

Phe Pro Val Leu Lys Val Asn Val Ser Gly Leu Asp Pro Asn Ala Met 

            100                 105                 110         

Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala Asp Asn His Arg Trp Lys 

        115                 120                 125             

Tyr Val Asn Gly Glu Trp Val Pro Gly Gly Lys Pro Glu Pro Gln Ala 

    130                 135                 140                 

Pro Ser Cys Val Tyr Ile His Pro Asp Ser Pro Asn Phe Gly Ala His 

145                 150                 155                 160 
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Trp Met Lys Ala Pro Val Ser Phe Ser Lys Val Lys Leu Thr Asn Lys 

                165                 170                 175     

Leu Asn Gly Gly Gly Gln Ile Met Leu Asn Ser Leu His Lys Tyr Glu 

            180                 185                 190         

Pro Arg Ile His Ile Val Arg Val Gly Gly Pro Gln Arg Met Ile Thr 

        195                 200                 205             

Ser His Cys Phe Pro Glu Thr Gln Phe Ile Ala Val Thr Ala Tyr Gln 

    210                 215                 220                 

Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys Tyr Asn Pro Phe Ala Lys 

225                 230                 235                 240 

Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp His Lys Glu Met Met Glu 

                245                 250                 255     

Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr Ser Gln Trp Gly Trp Leu 

            260                 265                 270         

Leu Pro Gly Thr Ser Thr Leu Cys Pro Pro Ala Asn Pro His Pro Gln 

        275                 280                 285             

Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr His Ser Cys Asp Arg Tyr 

    290                 295                 300                 

Pro Thr Leu Arg Ser His Arg Ser Ser Pro Tyr Pro Ser Pro Tyr Ala 

305                 310                 315                 320 

His Arg Asn Asn Ser Pro Thr Tyr Ser Asp Asn Ser Pro Ala Cys Leu 

                325                 330                 335     

Ser Met Leu Gln Ser His Asp Asn Trp Ser Ser Leu Gly Met Pro Ala 

            340                 345                 350         

His Pro Ser Met Leu Pro Val Ser His Asn Ala Ser Pro Pro Thr Ser 

        355                 360                 365             
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Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val Ser Asn Gly Ala Val Thr 

    370                 375                 380                 

Pro Gly Ser Gln Ala Ala Ala Val Ser Asn Gly Leu Gly Ala Gln Phe 

385                 390                 395                 400 

Phe Arg Gly Ser Pro Ala His Tyr Thr Pro Leu Thr His Pro Val Ser 

                405                 410                 415     

Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr Glu Gly Ala Ala Ala Ala 

            420                 425                 430         

Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala Ala Ala Gln Gly Arg Leu 

        435                 440                 445             

Ile Ala Ser Trp Thr Pro Val Ser Pro Pro Ser Met 

    450                 455                 460 

<210>  64

<211>  1359

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       protein Isoform 1  plus addition of 48 nucleotides from Gene FPV 

       088 and an atc

<400>  64

atgaacatga gtaagaaaca agtaaaaact caaagtaaat gtaataatat catgagctcc       60

cctggcaccg agagcgcggg aaagagcctg cagtaccgag tggaccacct gctgagcgcc      120

gtggagaatg agctgcaggc gggcagcgag aagggcgacc ccacagagcg cgaactgcgc      180

gtgggcctgg aggagagcga gctgtggctg cgcttcaagg agctcaccaa tgagatgatc      240

gtgaccaaga acggcaggag gatgtttccg gtgctgaagg tgaacgtgtc tggcctggac      300

cccaacgcca tgtactcctt cctgctggac ttcgtggcgg cggacaacca ccgctggaag      360

tacgtgaacg gggaatgggt gccggggggc aagccggagc cgcaggcgcc cagctgcgtc      420

tacatccacc ccgactcgcc caacttcggg gcccactgga tgaaggctcc cgtctccttc      480

agcaaagtca agctcaccaa caagctcaac ggagggggcc agatcatgct gaactccttg      540

cataagtatg agcctcgaat ccacatagtg agagttgggg gtccacagcg catgatcacc      600
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agccactgct tccctgagac ccagttcata gcggtgactg cttatcagaa cgaggagatc      660

acagctctta aaattaagta caatccattt gcaaaagctt tccttgatgc aaaggaaaga      720

agtgatcaca aagagatgat ggaggaaccc ggagacagcc agcaacctgg gtactcccaa      780

tgggggtggc ttcttcctgg aaccagcacc gtttgtccac ctgcaaatcc tcatcctcag      840

tttggaggtg ccctctccct cccctccacg cacagctgtg acaggtaccc aaccctgagg      900

agccaccggt cctcacccta ccccagcccc tatgctcatc ggaacaattc tccaacctat      960

tctgacaact cacctgcatg tttatccatg ctgcaatccc atgacaattg gtccagcctt     1020

ggaatgcctg cccatcccag catgctcccc gtgagccaca atgccagccc acctaccagc     1080

tccagtcagt accccagcct gtggtctgtg agcaacggcg ccgtcacccc gggctcccag     1140

gcagcagccg tgtccaacgg gctgggggcc cagttcttcc ggggctcccc cgcgcactac     1200

acacccctca cccatccggt ctcggcgccc tcttcctcgg gatccccact gtacgaaggg     1260

gcggccgcgg ccacagacat cgtggacagc cagtacgacg ccgcagccca aggccgcctc     1320

atagcctcat ggacacctgt gtcgccacct tccatgtga                            1359

<210>  65

<211>  1356

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       protein Isoform 1 plus addition of 48 nucleotides from Gene FPV 

       088 and an atc, without Brachyury atg start codon

<400>  65

atgaacatga gtaagaaaca agtaaaaact caaagtaaat gtaataatat cagctcccct       60

ggcaccgaga gcgcgggaaa gagcctgcag taccgagtgg accacctgct gagcgccgtg      120

gagaatgagc tgcaggcggg cagcgagaag ggcgacccca cagagcgcga actgcgcgtg      180

ggcctggagg agagcgagct gtggctgcgc ttcaaggagc tcaccaatga gatgatcgtg      240

accaagaacg gcaggaggat gtttccggtg ctgaaggtga acgtgtctgg cctggacccc      300

aacgccatgt actccttcct gctggacttc gtggcggcgg acaaccaccg ctggaagtac      360

gtgaacgggg aatgggtgcc ggggggcaag ccggagccgc aggcgcccag ctgcgtctac      420

atccaccccg actcgcccaa cttcggggcc cactggatga aggctcccgt ctccttcagc      480
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aaagtcaagc tcaccaacaa gctcaacgga gggggccaga tcatgctgaa ctccttgcat      540

aagtatgagc ctcgaatcca catagtgaga gttgggggtc cacagcgcat gatcaccagc      600

cactgcttcc ctgagaccca gttcatagcg gtgactgctt atcagaacga ggagatcaca      660

gctcttaaaa ttaagtacaa tccatttgca aaagctttcc ttgatgcaaa ggaaagaagt      720

gatcacaaag agatgatgga ggaacccgga gacagccagc aacctgggta ctcccaatgg      780

gggtggcttc ttcctggaac cagcaccgtt tgtccacctg caaatcctca tcctcagttt      840

ggaggtgccc tctccctccc ctccacgcac agctgtgaca ggtacccaac cctgaggagc      900

caccggtcct caccctaccc cagcccctat gctcatcgga acaattctcc aacctattct      960

gacaactcac ctgcatgttt atccatgctg caatcccatg acaattggtc cagccttgga     1020

atgcctgccc atcccagcat gctccccgtg agccacaatg ccagcccacc taccagctcc     1080

agtcagtacc ccagcctgtg gtctgtgagc aacggcgccg tcaccccggg ctcccaggca     1140

gcagccgtgt ccaacgggct gggggcccag ttcttccggg gctcccccgc gcactacaca     1200

cccctcaccc atccggtctc ggcgccctct tcctcgggat ccccactgta cgaaggggcg     1260

gccgcggcca cagacatcgt ggacagccag tacgacgccg cagcccaagg ccgcctcata     1320

gcctcatgga cacctgtgtc gccaccttcc atgtga                               1356

<210>  66

<211>  452

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:64

<400>  66

Met Asn Met Ser Lys Lys Gln Val Lys Thr Gln Ser Lys Cys Asn Asn 

1               5                   10                  15      

Ile Met Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr 

            20                  25                  30          

Arg Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly 

        35                  40                  45              
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Ser Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu 

    50                  55                  60                  

Glu Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile 

65                  70                  75                  80  

Val Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val 

                85                  90                  95      

Ser Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val 

            100                 105                 110         

Ala Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro 

        115                 120                 125             

Gly Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro 

    130                 135                 140                 

Asp Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe 

145                 150                 155                 160 

Ser Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met 

                165                 170                 175     

Leu Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val 

            180                 185                 190         

Gly Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln 

        195                 200                 205             

Phe Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys 

    210                 215                 220                 

Ile Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg 

225                 230                 235                 240 

Ser Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro 

                245                 250                 255     

Gly Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Leu Cys 
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            260                 265                 270         

Pro Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro 

        275                 280                 285             

Ser Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser 

    290                 295                 300                 

Ser Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr 

305                 310                 315                 320 

Ser Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn 

                325                 330                 335     

Trp Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser 

            340                 345                 350         

His Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp 

        355                 360                 365             

Ser Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val 

    370                 375                 380                 

Ser Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr 

385                 390                 395                 400 

Thr Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro 

                405                 410                 415     

Leu Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr 

            420                 425                 430         

Asp Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser 

        435                 440                 445             

Pro Pro Ser Met 

    450         

<210>  67

<211>  451

<212>  PRT
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<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:65

<400>  67

Met Asn Met Ser Lys Lys Gln Val Lys Thr Gln Ser Lys Cys Asn Asn 

1               5                   10                  15      

Ile Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg 

            20                  25                  30          

Val Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser 

        35                  40                  45              

Glu Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu 

    50                  55                  60                  

Ser Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val 

65                  70                  75                  80  

Thr Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser 

                85                  90                  95      

Gly Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala 

            100                 105                 110         

Ala Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly 

        115                 120                 125             

Gly Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp 

    130                 135                 140                 

Ser Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser 

145                 150                 155                 160 

Lys Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu 

                165                 170                 175     

Asn Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly 

            180                 185                 190         
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Gly Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe 

        195                 200                 205             

Ile Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile 

    210                 215                 220                 

Lys Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser 

225                 230                 235                 240 

Asp His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly 

                245                 250                 255     

Tyr Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Leu Cys Pro 

            260                 265                 270         

Pro Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser 

        275                 280                 285             

Thr His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser 

    290                 295                 300                 

Pro Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser 

305                 310                 315                 320 

Asp Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp 

                325                 330                 335     

Ser Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His 

            340                 345                 350         

Asn Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser 

        355                 360                 365             

Val Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser 

    370                 375                 380                 

Asn Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr 

385                 390                 395                 400 
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Pro Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu 

                405                 410                 415     

Tyr Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp 

            420                 425                 430         

Ala Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro 

        435                 440                 445             

Pro Ser Met 

    450     

<210>  68

<211>  1353

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       protein Isoform 1  plus addition of 42 nucleotides from Gene FPV 

       088 and an atc

<400>  68

atgagtaaga aacaagtaaa aactcaaagt aaatgtaata atatcatgag ctcccctggc       60

accgagagcg cgggaaagag cctgcagtac cgagtggacc acctgctgag cgccgtggag      120

aatgagctgc aggcgggcag cgagaagggc gaccccacag agcgcgaact gcgcgtgggc      180

ctggaggaga gcgagctgtg gctgcgcttc aaggagctca ccaatgagat gatcgtgacc      240

aagaacggca ggaggatgtt tccggtgctg aaggtgaacg tgtctggcct ggaccccaac      300

gccatgtact ccttcctgct ggacttcgtg gcggcggaca accaccgctg gaagtacgtg      360

aacggggaat gggtgccggg gggcaagccg gagccgcagg cgcccagctg cgtctacatc      420

caccccgact cgcccaactt cggggcccac tggatgaagg ctcccgtctc cttcagcaaa      480

gtcaagctca ccaacaagct caacggaggg ggccagatca tgctgaactc cttgcataag      540

tatgagcctc gaatccacat agtgagagtt gggggtccac agcgcatgat caccagccac      600

tgcttccctg agacccagtt catagcggtg actgcttatc agaacgagga gatcacagct      660

cttaaaatta agtacaatcc atttgcaaaa gctttccttg atgcaaagga aagaagtgat      720

cacaaagaga tgatggagga acccggagac agccagcaac ctgggtactc ccaatggggg      780

tggcttcttc ctggaaccag caccgtttgt ccacctgcaa atcctcatcc tcagtttgga      840
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ggtgccctct ccctcccctc cacgcacagc tgtgacaggt acccaaccct gaggagccac      900

cggtcctcac cctaccccag cccctatgct catcggaaca attctccaac ctattctgac      960

aactcacctg catgtttatc catgctgcaa tcccatgaca attggtccag ccttggaatg     1020

cctgcccatc ccagcatgct ccccgtgagc cacaatgcca gcccacctac cagctccagt     1080

cagtacccca gcctgtggtc tgtgagcaac ggcgccgtca ccccgggctc ccaggcagca     1140

gccgtgtcca acgggctggg ggcccagttc ttccggggct cccccgcgca ctacacaccc     1200

ctcacccatc cggtctcggc gccctcttcc tcgggatccc cactgtacga aggggcggcc     1260

gcggccacag acatcgtgga cagccagtac gacgccgcag cccaaggccg cctcatagcc     1320

tcatggacac ctgtgtcgcc accttccatg tga                                  1353

<210>  69

<211>  1350

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Coding sequence encoding Fusion protein comprising Brachyury 

       protein Isoform 1  plus addition of 42 nucleotides from Gene FPV 

       088 and an atc, without Brachyury atg start codon

<400>  69

atgagtaaga aacaagtaaa aactcaaagt aaatgtaata atatcagctc ccctggcacc       60

gagagcgcgg gaaagagcct gcagtaccga gtggaccacc tgctgagcgc cgtggagaat      120

gagctgcagg cgggcagcga gaagggcgac cccacagagc gcgaactgcg cgtgggcctg      180

gaggagagcg agctgtggct gcgcttcaag gagctcacca atgagatgat cgtgaccaag      240

aacggcagga ggatgtttcc ggtgctgaag gtgaacgtgt ctggcctgga ccccaacgcc      300

atgtactcct tcctgctgga cttcgtggcg gcggacaacc accgctggaa gtacgtgaac      360

ggggaatggg tgccgggggg caagccggag ccgcaggcgc ccagctgcgt ctacatccac      420

cccgactcgc ccaacttcgg ggcccactgg atgaaggctc ccgtctcctt cagcaaagtc      480

aagctcacca acaagctcaa cggagggggc cagatcatgc tgaactcctt gcataagtat      540

gagcctcgaa tccacatagt gagagttggg ggtccacagc gcatgatcac cagccactgc      600

ttccctgaga cccagttcat agcggtgact gcttatcaga acgaggagat cacagctctt      660

aaaattaagt acaatccatt tgcaaaagct ttccttgatg caaaggaaag aagtgatcac      720
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aaagagatga tggaggaacc cggagacagc cagcaacctg ggtactccca atgggggtgg      780

cttcttcctg gaaccagcac cgtttgtcca cctgcaaatc ctcatcctca gtttggaggt      840

gccctctccc tcccctccac gcacagctgt gacaggtacc caaccctgag gagccaccgg      900

tcctcaccct accccagccc ctatgctcat cggaacaatt ctccaaccta ttctgacaac      960

tcacctgcat gtttatccat gctgcaatcc catgacaatt ggtccagcct tggaatgcct     1020

gcccatccca gcatgctccc cgtgagccac aatgccagcc cacctaccag ctccagtcag     1080

taccccagcc tgtggtctgt gagcaacggc gccgtcaccc cgggctccca ggcagcagcc     1140

gtgtccaacg ggctgggggc ccagttcttc cggggctccc ccgcgcacta cacacccctc     1200

acccatccgg tctcggcgcc ctcttcctcg ggatccccac tgtacgaagg ggcggccgcg     1260

gccacagaca tcgtggacag ccagtacgac gccgcagccc aaggccgcct catagcctca     1320

tggacacctg tgtcgccacc ttccatgtga                                      1350

<210>  70

<211>  450

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:68

<400>  70

Met Ser Lys Lys Gln Val Lys Thr Gln Ser Lys Cys Asn Asn Ile Met 

1               5                   10                  15      

Ser Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val 

            20                  25                  30          

Asp His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser Glu 

        35                  40                  45              

Lys Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu Ser 

    50                  55                  60                  

Glu Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val Thr 

65                  70                  75                  80  

Meow Li
Typewritten text
102



Lys Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser Gly 

                85                  90                  95      

Leu Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala 

            100                 105                 110         

Asp Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly Gly 

        115                 120                 125             

Lys Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp Ser 

    130                 135                 140                 

Pro Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser Lys 

145                 150                 155                 160 

Val Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu Asn 

                165                 170                 175     

Ser Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly Gly 

            180                 185                 190         

Pro Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe Ile 

        195                 200                 205             

Ala Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys 

    210                 215                 220                 

Tyr Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp 

225                 230                 235                 240 

His Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr 

                245                 250                 255     

Ser Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Leu Cys Pro Pro 

            260                 265                 270         

Ala Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr 

        275                 280                 285             

His Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser Pro 
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    290                 295                 300                 

Tyr Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser Asp 

305                 310                 315                 320 

Asn Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp Ser 

                325                 330                 335     

Ser Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His Asn 

            340                 345                 350         

Ala Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val 

        355                 360                 365             

Ser Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser Asn 

    370                 375                 380                 

Gly Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr Pro 

385                 390                 395                 400 

Leu Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr 

                405                 410                 415     

Glu Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala 

            420                 425                 430         

Ala Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro Pro 

        435                 440                 445             

Ser Met 

    450 

<210>  71

<211>  449

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Fusion protein comprising Brachyury protein Isoform 1 encoded by 

       SEQ ID NO:69

<400>  71
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Met Ser Lys Lys Gln Val Lys Thr Gln Ser Lys Cys Asn Asn Ile Ser 

1               5                   10                  15      

Ser Pro Gly Thr Glu Ser Ala Gly Lys Ser Leu Gln Tyr Arg Val Asp 

            20                  25                  30          

His Leu Leu Ser Ala Val Glu Asn Glu Leu Gln Ala Gly Ser Glu Lys 

        35                  40                  45              

Gly Asp Pro Thr Glu Arg Glu Leu Arg Val Gly Leu Glu Glu Ser Glu 

    50                  55                  60                  

Leu Trp Leu Arg Phe Lys Glu Leu Thr Asn Glu Met Ile Val Thr Lys 

65                  70                  75                  80  

Asn Gly Arg Arg Met Phe Pro Val Leu Lys Val Asn Val Ser Gly Leu 

                85                  90                  95      

Asp Pro Asn Ala Met Tyr Ser Phe Leu Leu Asp Phe Val Ala Ala Asp 

            100                 105                 110         

Asn His Arg Trp Lys Tyr Val Asn Gly Glu Trp Val Pro Gly Gly Lys 

        115                 120                 125             

Pro Glu Pro Gln Ala Pro Ser Cys Val Tyr Ile His Pro Asp Ser Pro 

    130                 135                 140                 

Asn Phe Gly Ala His Trp Met Lys Ala Pro Val Ser Phe Ser Lys Val 

145                 150                 155                 160 

Lys Leu Thr Asn Lys Leu Asn Gly Gly Gly Gln Ile Met Leu Asn Ser 

                165                 170                 175     

Leu His Lys Tyr Glu Pro Arg Ile His Ile Val Arg Val Gly Gly Pro 

            180                 185                 190         

Gln Arg Met Ile Thr Ser His Cys Phe Pro Glu Thr Gln Phe Ile Ala 

        195                 200                 205             

Val Thr Ala Tyr Gln Asn Glu Glu Ile Thr Ala Leu Lys Ile Lys Tyr 

    210                 215                 220                 
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Asn Pro Phe Ala Lys Ala Phe Leu Asp Ala Lys Glu Arg Ser Asp His 

225                 230                 235                 240 

Lys Glu Met Met Glu Glu Pro Gly Asp Ser Gln Gln Pro Gly Tyr Ser 

                245                 250                 255     

Gln Trp Gly Trp Leu Leu Pro Gly Thr Ser Thr Leu Cys Pro Pro Ala 

            260                 265                 270         

Asn Pro His Pro Gln Phe Gly Gly Ala Leu Ser Leu Pro Ser Thr His 

        275                 280                 285             

Ser Cys Asp Arg Tyr Pro Thr Leu Arg Ser His Arg Ser Ser Pro Tyr 

    290                 295                 300                 

Pro Ser Pro Tyr Ala His Arg Asn Asn Ser Pro Thr Tyr Ser Asp Asn 

305                 310                 315                 320 

Ser Pro Ala Cys Leu Ser Met Leu Gln Ser His Asp Asn Trp Ser Ser 

                325                 330                 335     

Leu Gly Met Pro Ala His Pro Ser Met Leu Pro Val Ser His Asn Ala 

            340                 345                 350         

Ser Pro Pro Thr Ser Ser Ser Gln Tyr Pro Ser Leu Trp Ser Val Ser 

        355                 360                 365             

Asn Gly Ala Val Thr Pro Gly Ser Gln Ala Ala Ala Val Ser Asn Gly 

    370                 375                 380                 

Leu Gly Ala Gln Phe Phe Arg Gly Ser Pro Ala His Tyr Thr Pro Leu 

385                 390                 395                 400 

Thr His Pro Val Ser Ala Pro Ser Ser Ser Gly Ser Pro Leu Tyr Glu 

                405                 410                 415     

Gly Ala Ala Ala Ala Thr Asp Ile Val Asp Ser Gln Tyr Asp Ala Ala 

            420                 425                 430         
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Ala Gln Gly Arg Leu Ile Ala Ser Trp Thr Pro Val Ser Pro Pro Ser 

        435                 440                 445             

Met 

    

<210>  72

<211>  1516

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Expression Cassette found in mBN345 - Promoter + cDNA encoding 

       Fusion protein comprising Brachyury (L254V) Protein

<400>  72

atccgtacag gtttgtttct gaaattcact ttgtaagata cataattaac aaattcaggg       60

ggaaaaatct ttacaaaatt agtatagaag ctatagatat atcaaaaggt agacaacaaa      120

taatcagaac ctaatttttt tatcaaaaaa ttaaaatata aataaaatga aaaataactt      180

gtatgaagaa aaaatgaaca tgagtaagaa aagctcccct ggcaccgaga gcgcgggaaa      240

gagcctgcag taccgagtgg accacctgct gagcgccgtg gagaatgagc tgcaggcggg      300

cagcgagaag ggcgacccca cagagcgcga actgcgcgtg ggcctggagg agagcgagct      360

gtggctgcgc ttcaaggagc tcaccaatga gatgatcgtg accaagaacg gcaggaggat      420

gtttccggtg ctgaaggtga acgtgtctgg cctggacccc aacgccatgt actccttcct      480

gctggacttc gtggcggcgg acaaccaccg ctggaagtac gtgaacgggg aatgggtgcc      540

ggggggcaag ccggagccgc aggcgcccag ctgcgtctac atccaccccg actcgcccaa      600

cttcggggcc cactggatga aggctcccgt ctccttcagc aaagtcaagc tcaccaacaa      660

gctcaacgga gggggccaga tcatgctgaa ctccttgcat aagtatgagc ctcgaatcca      720

catagtgaga gttgggggtc cacagcgcat gatcaccagc cactgcttcc ctgagaccca      780

gttcatagcg gtgactgctt atcagaacga ggagatcaca gctcttaaaa ttaagtacaa      840

tccatttgca aaggctttcc ttgatgcaaa ggaaagaagt gatcacaaag agatgatgga      900

ggaacccgga gacagccagc aacctgggta ctcccaatgg gggtggcttc ttcctggaac      960

cagcaccgtt tgtccacctg caaatcctca tcctcagttt ggaggtgccc tctccctccc     1020

ctccacgcac agctgtgaca ggtacccaac cctgaggagc caccggtcct caccctaccc     1080
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cagcccctat gctcatcgga acaattctcc aacctattct gacaactcac ctgcatgttt     1140

atccatgctg caatcccatg acaattggtc cagccttgga atgcctgccc atcccagcat     1200

gctccccgtg agccacaatg ccagcccacc taccagctcc agtcagtacc ccagcctgtg     1260

gtctgtgagc aacggcgccg tcaccccggg ctcccaggca gcagccgtgt ccaacgggct     1320

gggggcccag ttcttccggg gctcccccgc gcactacaca cccctcaccc atccggtctc     1380

ggcgccctct tcctcgggat ccccactgta cgaaggggcg gccgcggcca cagacatcgt     1440

ggacagccag tacgacgccg cagcccaagg ccgcctcata gcctcatgga cacctgtgtc     1500

gccaccttcc atgtga                                                     1516

<210>  73

<211>  1552

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Expression Cassette found in mBN355 - Promoter + cDNA encoding 

       Fusion protein comprising Brachyury (L254V) Protein

<400>  73

atccgtacag gtttgtttct gaaattcact ttgtaagata cataattaac aaattcaggg       60

ggaaaaatct ttacaaaatt agtatagaag ctatagatat atcaaaaggt agacaacaaa      120

taatcagaac ctaatttttt tatcaaaaaa ttaaaatata aataaaatga aaaataactt      180

gtatgaagaa aaaatgaaca tgagtaagaa acaagtaaaa actcaaagta aatgtaataa      240

tatcatgagc tcccctggca ccgagagcgc gggaaagagc ctgcagtacc gagtggacca      300

cctgctgagc gccgtggaga atgagctgca ggcgggcagc gagaagggcg accccacaga      360

gcgcgaactg cgcgtgggcc tggaggagag cgagctgtgg ctgcgcttca aggagctcac      420

caatgagatg atcgtgacca agaacggcag gaggatgttt ccggtgctga aggtgaacgt      480

gtctggcctg gaccccaacg ccatgtactc cttcctgctg gacttcgtgg cggcggacaa      540

ccaccgctgg aagtacgtga acggggaatg ggtgccgggg ggcaagccgg agccgcaggc      600

gcccagctgc gtctacatcc accccgactc gcccaacttc ggggcccact ggatgaaggc      660

tcccgtctcc ttcagcaaag tcaagctcac caacaagctc aacggagggg gccagatcat      720

gctgaactcc ttgcataagt atgagcctcg aatccacata gtgagagttg ggggtccaca      780

gcgcatgatc accagccact gcttccctga gacccagttc atagcggtga ctgcttatca      840
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gaacgaggag atcacagctc ttaaaattaa gtacaatcca tttgcaaagg ctttccttga      900

tgcaaaggaa agaagtgatc acaaagagat gatggaggaa cccggagaca gccagcaacc      960

tgggtactcc caatgggggt ggcttcttcc tggaaccagc accgtttgtc cacctgcaaa     1020

tcctcatcct cagtttggag gtgccctctc cctcccctcc acgcacagct gtgacaggta     1080

cccaaccctg aggagccacc ggtcctcacc ctaccccagc ccctatgctc atcggaacaa     1140

ttctccaacc tattctgaca actcacctgc atgtttatcc atgctgcaat cccatgacaa     1200

ttggtccagc cttggaatgc ctgcccatcc cagcatgctc cccgtgagcc acaatgccag     1260

cccacctacc agctccagtc agtaccccag cctgtggtct gtgagcaacg gcgccgtcac     1320

cccgggctcc caggcagcag ccgtgtccaa cgggctgggg gcccagttct tccggggctc     1380

ccccgcgcac tacacacccc tcacccatcc ggtctcggcg ccctcttcct cgggatcccc     1440

actgtacgaa ggggcggccg cggccacaga catcgtggac agccagtacg acgccgcagc     1500

ccaaggccgc ctcatagcct catggacacc tgtgtcgcca ccttccatgt ga             1552

<210>  74

<211>  1464

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Expression Cassette found in mBN343 - Promoter + cDNA encoding 

       Fusion protein comprising Brachyury (L254V) Protein

<400>  74

taatgtatag aactaattta taataaacat agtaaatatg ggtaacttct taatagccat       60

aattaaaatt gaaaaaaaaa tatcattata aaacgtaaac gaacaaaaaa cattaattga      120

tcccccccct gtctcccccc tccagattga gcaatcatga gctcccctgg caccgagagc      180

gcgggaaaga gcctgcagta ccgagtggac cacctgctga gcgccgtgga gaatgagctg      240

caggcgggca gcgagaaggg cgaccccaca gagcgcgaac tgcgcgtggg cctggaggag      300

agcgagctgt ggctgcgctt caaggagctc accaatgaga tgatcgtgac caagaacggc      360

aggaggatgt ttccggtgct gaaggtgaac gtgtctggcc tggaccccaa cgccatgtac      420

tccttcctgc tggacttcgt ggcggcggac aaccaccgct ggaagtacgt gaacggggaa      480

tgggtgccgg ggggcaagcc ggagccgcag gcgcccagct gcgtctacat ccaccccgac      540
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tcgcccaact tcggggccca ctggatgaag gctcccgtct ccttcagcaa agtcaagctc      600

accaacaagc tcaacggagg gggccagatc atgctgaact ccttgcataa gtatgagcct      660

cgaatccaca tagtgagagt tgggggtcca cagcgcatga tcaccagcca ctgcttccct      720

gagacccagt tcatagcggt gactgcttat cagaacgagg agatcacagc tcttaaaatt      780

aagtacaatc catttgcaaa ggctttcctt gatgcaaagg aaagaagtga tcacaaagag      840

atgatggagg aacccggaga cagccagcaa cctgggtact cccaatgggg gtggcttctt      900

cctggaacca gcaccgtttg tccacctgca aatcctcatc ctcagtttgg aggtgccctc      960

tccctcccct ccacgcacag ctgtgacagg tacccaaccc tgaggagcca ccggtcctca     1020

ccctacccca gcccctatgc tcatcggaac aattctccaa cctattctga caactcacct     1080

gcatgtttat ccatgctgca atcccatgac aattggtcca gccttggaat gcctgcccat     1140

cccagcatgc tccccgtgag ccacaatgcc agcccaccta ccagctccag tcagtacccc     1200

agcctgtggt ctgtgagcaa cggcgccgtc accccgggct cccaggcagc agccgtgtcc     1260

aacgggctgg gggcccagtt cttccggggc tcccccgcgc actacacacc cctcacccat     1320

ccggtctcgg cgccctcttc ctcgggatcc ccactgtacg aaggggcggc cgcggccaca     1380

gacatcgtgg acagccagta cgacgccgca gcccaaggcc gcctcatagc ctcatggaca     1440

cctgtgtcgc caccttccat gtga                                            1464

<210>  75

<211>  1478

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Expression Cassette found in mBN344 - Promoter + cDNA encoding 

       Fusion protein comprising Brachyury (L254V) Protein

<400>  75

tatccgtaca ggtttgtttc tgaaattcac tttgtaagat acataattaa caaattcagg       60

gggaaaaatc tttacaaaat tagtatagaa gctatagata tatcaaaagg tagacaacaa      120

ataatcagaa cctaattttt ttatcaaaaa attaaaatat aaataaaatc atgagctccc      180

ctggcaccga gagcgcggga aagagcctgc agtaccgagt ggaccacctg ctgagcgccg      240

tggagaatga gctgcaggcg ggcagcgaga agggcgaccc cacagagcgc gaactgcgcg      300

tgggcctgga ggagagcgag ctgtggctgc gcttcaagga gctcaccaat gagatgatcg      360
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tgaccaagaa cggcaggagg atgtttccgg tgctgaaggt gaacgtgtct ggcctggacc      420

ccaacgccat gtactccttc ctgctggact tcgtggcggc ggacaaccac cgctggaagt      480

acgtgaacgg ggaatgggtg ccggggggca agccggagcc gcaggcgccc agctgcgtct      540

acatccaccc cgactcgccc aacttcgggg cccactggat gaaggctccc gtctccttca      600

gcaaagtcaa gctcaccaac aagctcaacg gagggggcca gatcatgctg aactccttgc      660

ataagtatga gcctcgaatc cacatagtga gagttggggg tccacagcgc atgatcacca      720

gccactgctt ccctgagacc cagttcatag cggtgactgc ttatcagaac gaggagatca      780

cagctcttaa aattaagtac aatccatttg caaaggcttt ccttgatgca aaggaaagaa      840

gtgatcacaa agagatgatg gaggaacccg gagacagcca gcaacctggg tactcccaat      900

gggggtggct tcttcctgga accagcaccg tttgtccacc tgcaaatcct catcctcagt      960

ttggaggtgc cctctccctc ccctccacgc acagctgtga caggtaccca accctgagga     1020

gccaccggtc ctcaccctac cccagcccct atgctcatcg gaacaattct ccaacctatt     1080

ctgacaactc acctgcatgt ttatccatgc tgcaatccca tgacaattgg tccagccttg     1140

gaatgcctgc ccatcccagc atgctccccg tgagccacaa tgccagccca cctaccagct     1200

ccagtcagta ccccagcctg tggtctgtga gcaacggcgc cgtcaccccg ggctcccagg     1260

cagcagccgt gtccaacggg ctgggggccc agttcttccg gggctccccc gcgcactaca     1320

cacccctcac ccatccggtc tcggcgccct cttcctcggg atccccactg tacgaagggg     1380

cggccgcggc cacagacatc gtggacagcc agtacgacgc cgcagcccaa ggccgcctca     1440

tagcctcatg gacacctgtg tcgccacctt ccatgtga                             1478

<210>  76

<211>  1486

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Expression Cassette found in mBN354 - Promoter + cDNA encoding 

       Fusion protein comprising Brachyury (L254V) Protein

<400>  76

atccgtacag gtttgtttct gaaattcact ttgtaagata cataattaac aaattcaggg       60

ggaaaaatct ttacaaaatt agtatagaag ctatagatat atcaaaaggt agacaacaaa      120
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taatcagaac ctaatttttt tatcaaaaaa ttaaaatata aataaaatga aaaataactt      180

gagctcccct ggcaccgaga gcgcgggaaa gagcctgcag taccgagtgg accacctgct      240

gagcgccgtg gagaatgagc tgcaggcggg cagcgagaag ggcgacccca cagagcgcga      300

actgcgcgtg ggcctggagg agagcgagct gtggctgcgc ttcaaggagc tcaccaatga      360

gatgatcgtg accaagaacg gcaggaggat gtttccggtg ctgaaggtga acgtgtctgg      420

cctggacccc aacgccatgt actccttcct gctggacttc gtggcggcgg acaaccaccg      480

ctggaagtac gtgaacgggg aatgggtgcc ggggggcaag ccggagccgc aggcgcccag      540

ctgcgtctac atccaccccg actcgcccaa cttcggggcc cactggatga aggctcccgt      600

ctccttcagc aaagtcaagc tcaccaacaa gctcaacgga gggggccaga tcatgctgaa      660

ctccttgcat aagtatgagc ctcgaatcca catagtgaga gttgggggtc cacagcgcat      720

gatcaccagc cactgcttcc ctgagaccca gttcatagcg gtgactgctt atcagaacga      780

ggagatcaca gctcttaaaa ttaagtacaa tccatttgca aaggctttcc ttgatgcaaa      840

ggaaagaagt gatcacaaag agatgatgga ggaacccgga gacagccagc aacctgggta      900

ctcccaatgg gggtggcttc ttcctggaac cagcaccgtt tgtccacctg caaatcctca      960

tcctcagttt ggaggtgccc tctccctccc ctccacgcac agctgtgaca ggtacccaac     1020

cctgaggagc caccggtcct caccctaccc cagcccctat gctcatcgga acaattctcc     1080

aacctattct gacaactcac ctgcatgttt atccatgctg caatcccatg acaattggtc     1140

cagccttgga atgcctgccc atcccagcat gctccccgtg agccacaatg ccagcccacc     1200

taccagctcc agtcagtacc ccagcctgtg gtctgtgagc aacggcgccg tcaccccggg     1260

ctcccaggca gcagccgtgt ccaacgggct gggggcccag ttcttccggg gctcccccgc     1320

gcactacaca cccctcaccc atccggtctc ggcgccctct tcctcgggat ccccactgta     1380

cgaaggggcg gccgcggcca cagacatcgt ggacagccag tacgacgccg cagcccaagg     1440

ccgcctcata gcctcatgga cacctgtgtc gccaccttcc atgtga                    1486

<210>  77

<211>  182

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Promoter Sequence with nucleotides 5' of Gene FPV 088 + 15 
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       nucleotides

<400>  77

tatccgtaca ggtttgtttc tgaaattcac tttgtaagat acataattaa caaattcagg       60

gggaaaaatc tttacaaaat tagtatagaa gctatagata tatcaaaagg tagacaacaa      120

ataatcagaa cctaattttt ttatcaaaaa attaaaatat aaataaaatg aaaaataact      180

tg                                                                     182
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