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CLAIMS  

1. An anti-Gal3 antibody or binding fragment thereof comprising (1) a heavy chain 

variable region comprising a VH-CDR1, a VH-CDR2, and a VH-CDR3, and (2) a light chain 

variable region comprising a VL-CDR1, a VL-CDR2, and a VL-CDR3; wherein  

the VH-CDR1 comprises an amino acid sequence selected from SEQ ID NOs: 36-44, 588-

615, 

the VH-CDR2 comprises an amino acid sequence selected from SEQ ID NOs: 54-60, 616-

643, 

the VH-CDR3 comprises an amino acid sequence selected from SEQ ID NOs: 70-81, 644-

671, 

the VL-CDR1 comprises an amino acid sequence selected from SEQ ID NOs: 92-101, 

672-699,  

the VL-CDR2 comprises an amino acid sequence selected from SEQ ID NOs: 111-116, 

700-727, and 

the VL-CDR3 comprises an amino acid sequence selected from SEQ ID NOs: 127-135, 

728-755. 

2. The anti-Gal3 antibody or binding fragment thereof of claim 1, wherein  

a. the heavy chain variable region comprises an amino acid sequence having at 

least 75%, 80%, 85%, 90%, 95%, or 100% sequence identity to any sequence 

according to SEQ ID NOs: 147-160, 756-783;  

b. the heavy chain variable region is selected from the group consisting of SEQ 

ID NOs: 147-160, 756-783;  

c. the light chain variable region comprises an amino acid sequence having at least 

75%, 80%, 85%, 90%, 95%, or 100% sequence identity to any sequence 

according to SEQ ID NOs: 173-187, 784-811. 

d. the light chain variable region is selected from the group consisting of SEQ ID 

NOs: 173-187, 784-811; and/or 

e. the anti-Gal3 antibody or binding fragment thereof is selected from the group 

consisting of F846C.1B2, F846C.1F5, F846C.1H12, F846C.1H5, F846C.2H3, 

F846TC.14A2, F846TC.14E4, F846TC.16B5, F846TC.7F10, F847C.10B9, 

F847C.11B1, F847C.12F12, F847C.26F5, F847C.4B10, F849C.8D10, 
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F849C.8H3, 846.2B11, 846.4D5, 846.2D4, 846.2F11, 846T.10B1, 846T.2E3, 

846T.4C9, 846T.4E11, 846T.4F5, 846T.8D1, 847.10C9, 847.11D6, 

847.15D12, 847.15F9, 847.15H11, 847.20H7, 847.21B11, 847.27B9, 

847.28D1, 847.2B8, 847.3B3, 849.1D2, 849.2D7, 849.2F12, 849.4B2, 

849.4F12, 849.4F2, 849.5C2, 849.8D12, F847C.21H6, F846C.1B2, 

F846C.1F5, F846C.1H12, F846C.2H3, F846TC.14E4, F846TC.16B5, 

F846TC.7F10, F849C.8D10, 846.4D5, or a binding fragment thereof. 

 

3. An anti-Gal3 antibody or binding fragment thereof for use in the treatment of a 

neurodegenerative disorder in a subject in need thereof. 

 
4. The anti-Gal3 antibody or binding fragment thereof for the use of claim 3, wherein  

a. the neurodegenerative disorder comprises inflammation, encephalitis, 

Alzheimer’s disease, Parkinson’s disease, Huntington’s disease, traumatic 

brain injury, spinal injury, multiple sclerosis, amyotrophic lateral sclerosis, 

olfactory dysfunction, aphasia, Bell’s palsy, transmissible spongiform 

encephalopathy, Creutzfeldt-Jakob disease, fatal familial insomnia, epilepsy, 

seizures, neurodevelopment, Tourette’s syndrome, neuroinfectious disorders, 

meningitis, encephalitis, bovine spongiform encephalopathy, West Nile virus 

encephalitis, Neuro-AIDS, fragile X syndrome, Guillain-Barre syndrome, 

metastases to the brain, brain cancer, or any combination thereof;  

b. the neurological disorder is Alzheimer’s disease, and wherein the anti-Gal3 

antibody or binding fragment thereof disrupts binding between Gal3 and 

amyloid precursor protein (APP) or Aβ, or both;   

c. the anti-Gal3 antibody or binding fragment thereof promotes phagocytic 

function of microglia in the subject;  

d. the anti-Gal3 antibody or binding fragment thereof inhibits Aβ-mediated 

activation of microglia in the subject;  

e.  the anti-Gal3 antibody or binding fragment thereof inhibits Aβ fibril or 

oligomer formation in the subject; and/or 
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f.  the anti-Gal3 antibody or binding fragment thereof disrupts an interaction 

between Gal3 and Toll-like receptor 4 (TLR4) or triggering receptor expressed 

on myeloid cells 2 (TREM2), or both. 

5. An anti-Gal3 antibody or binding fragment thereof for use in the treatment of a 

proteopathy in a subject in need thereof. 

 
6. The anti-Gal3 antibody or binding fragment thereof for the use of claim 5, wherein the 

proteopathy comprises Alzheimer’s disease, cerebral β-amyloid angiopathy, retinal ganglion cell 

degeneration in glaucoma, Parkinson’s disease, Lewy dementia, multiple system atrophy, 

synucleinopathy, Pick’s disease, corticobasal degeneration, taupathy, frontotemporal lobar 

degeneration, Huntington’s disease, dentatorubropallidoluysian atrophy, spinal and bulbal 

muscular atrophy, spinocerebellar ataxia, fragile X syndrome, Baratela-Scott syndrome, 

Freidrich’s ataxia, myotonic dystrophy, Alexander disease, familial British dementia, familial 

Danish dementia, Palizaeus-Merzbacher disease, seipinopathy, AA (secondary) amyloidosis, type 

II diabetes, fibrinogen amyloidosis, dialysis amyloidosis, inclusion body myositis/myopathy, 

familial amyloidotic neuropathy, senile systemic amyloidosis, serpinopathy, cardiac atrial 

amyloidosis, pituitary prolactinoma, insulin amyloidosis, corneal lactoferrin amyloidosis, 

pulmonary alveolar proteinosis, seminal vesicle amyloid, cutaneous lichen amyloidosis, Mallory 

bodies, or odontogenic (Pindborg) tumor amyloid, or any disease caused by the misfolding or 

aggregation of proteins, or any combination thereof. 

 
7. An anti-Gal3 antibody or binding fragment thereof for use in promoting neuronal 

regeneration in a subject in need thereof. 

 
8. The anti-Gal3 antibody or binding fragment thereof  for the use of claim 7, wherein  

a. the subject comprises neuronal degeneration associated with inflammation, 

encephalitis, Alzheimer’s disease, Parkinson’s disease, Huntington’s disease, 

traumatic brain injury, spinal injury, multiple sclerosis, amyotrophic lateral 

sclerosis, olfactory dysfunction, aphasia, Bell’s palsy, transmissible spongiform 

encephalopathy, Creutzfeldt-Jakob disease, fatal familial insomnia, epilepsy, 

seizures, neurodevelopment, Tourette’s syndrome, neuroinfectious disorders, 

meningitis, encephalitis, bovine spongiform encephalopathy, West Nile virus 
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encephalitis, Neuro-AIDS, fragile X syndrome, Guillain-Barre syndrome, 

metastases to the brain, brain cancer, or any combination thereof. 

b. the neuronal degeneration is associated with Alzheimer’s disease, and wherein 

the anti-Gal3 antibody or binding fragment thereof disrupts binding between 

Gal3 and amyloid precursor protein (APP) or amyloid beta (Aβ), or both, in the 

subject;  

c. more than one anti-Gal3 antibody or binding fragment thereof is to be 

administered to the subject. 

9. An antibody conjugate comprising: 

 an anti-Gal3 antibody or binding fragment thereof; and  

a payload conjugated to the anti-Gal3 antibody or binding fragment thereof, 

wherein  

the antibody conjugate is able to cross a blood-brain barrier. 

 

10. The antibody conjugate of claim 9, wherein  

a. the payload is not independently capable of crossing the blood-brain barrier or 

has low permeability across the blood-brain barrier without being conjugated 

to the anti-Gal3 antibody or binding fragment thereof;  

b. conjugation of the payload to the anti-Gal3 antibody or binding fragment 

thereof increases the permeability of the payload across the blood-brain barrier 

by at least 5%, 10%, 20%, 30%, 40%, 50%, 60%, 70%, 80%, 90%, 100%, 

200%, 300%, 400%, or 500%, or any increase within a range defined by any 

two of the aforementioned percentages, compared to the unconjugated payload;   

c. the permeability of the payload across the blood-brain barrier is less than 95%, 

90%, 80%, 70%, 60%, 50%, 40%, 30%, 20%, 10%, 9%, 8%, 7%, 6%, 5%, 4%, 

3%, 2%, or 1% of the permeability of the antibody conjugate across the blood-

brain barrier; 

d. the payload is a cytotoxic payload, microtubule disrupting agent, DNA 

modifying agent, Akt inhibitor, polymerase inhibitor, detectable moiety, 

immunomodulatory agent, immune modulator, immunotoxin, nucleic acid 

polymer, aptamer, peptide, protein, enzyme, or any combination thereof;  
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e. the payload is a second antibody; 

f. the antibody conjugate is formulated to be administered enterally, orally, 

intranasally, parenterally, intracranially, subcutaneously, intramuscularly, 

intradermally, or intravenously, or any combination thereof; and/or 

g. the anti-Gal3 antibody or binding fragment thereof binds to the N-terminal 

domain of Gal3, N-terminus of Gal3, or the tandem repeat domain (TRD) of 

Gal3.  

 

11. Use of  an anti-Gal3 antibody or binding fragment thereof and a payload conjugated to 

the anti-Gal3 antibody or binding fragment thereof, wherein the antibody conjugate is able to cross 

a blood-brain barrier, in the preparation of a composition for delivering the payload to the central 

nervous system of a subject in need thereof. 

 
12. The use of claim 11, wherein 

a. the  antibody conjugate is to be administered to the subject;  

b.  the payload does not normally cross the blood-brain barrier;  

c.  conjugating the payload to the anti-Gal3 antibody or binding fragment thereof 

increases the permeability of the payload across the blood-brain barrier by at 

least 5%, 10%, 20%, 30%, 40%, 50%, 60%, 70%, 80%, 90%, 100%, 200%, 

300%, 400%, or 500%, or any increase within a range defined by any two of 

the aforementioned percentages, compared to the unconjugated payload;  

d. permeability of the payload across the blood-brain barrier is less than 95%, 

90%, 80%, 70%, 60%, 50%, 40%, 30%, 20%, 10%, 9%, 8%, 7%, 6%, 5%, 4%, 

3%, 2%, or 1% of the permeability of the antibody conjugate across the blood-

brain barrier;  

e.  the payload is a cytotoxic payload, microtubule disrupting agent, DNA 

modifying agent, Akt inhibitor, polymerase inhibitor, detectable moiety, 

immunomodulatory agent, immune modulator, immunotoxin, nucleic acid 

polymer, aptamer, peptide, protein, enzyme, or any combination thereof; or 

f.  the payload is a second antibody. 

13. Use of 
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an anti-Gal3 antibody or binding fragment thereof specific for the N-terminal 

domain of Gal3, N-terminus of Gal3, or the TRD of Gal3; in the preparation of a 

medicament for disrupting an interaction between Gal3 and a tumor cell surface;  wherein 

the tumor cell surface marker is selected from the group consisting of VEGFR1, VEGFR2, 

VEGFR3, EGFR, PDGFRa, PDGFRb, ErbB2, HGFR (cMet), TNF sRI, CTLA4, CD47, 

PD-L1, FGFR1 alpha-IIIb, FGFR1 alpha-IIIc, FGFR2 alpha-IIIc, FGFR3 IIIc, and FGFR4. 

 

14. An in vitro method for identifying an antibody or binding fragment capable of 

disrupting an interaction between Gal3 and a TGF-b receptor, the method comprising: 

(a) contacting Gal3 protein with an antibody or binding fragment that selectively 

binds to Gal3, thereby forming a Gal3-antibody complex;  

(b) contacting the Gal3-antibody complex with the TGF-b receptor protein;  

(c) removing unbound TGF-b receptor protein; and 

(d) detecting TGF-b receptor protein bound to the Gal3-antibody complex, wherein  

the antibody or binding fragment is capable of disrupting an interaction of 

Gal3 and the TGF-b receptor when the TGF-b receptor protein is not detected in 

(d). 

 

15. Use of an anti-Gal3 antibody or binding fragment in the preparation of a medicament 

or composition for the treatment of fibrosis, liver fibrosis, non-alcoholic fatty liver disease 

(NAFLD), non-alcoholic steatohepatitis (NASH), kidney fibrosis, cardiac fibrosis, arterial fibrosis, 

venous thrombosis, pulmonary fibrosis, or an immune related disorder. 

 
16. The use of claim 15, wherein  

a. the immune-related disorder is sepsis, atopic dermatitis, or psoriasis;  

b. the immune-related disorder is cancer;  

c.  the medicament is used as a supplement to PD1/PDL1 blockade therapies or 

CTLA4 blockade therapies;  

d.  the PD1/PDL1 blockade therapies comprise pembrolizumab, nivolumab, 

cemiplimab, spartalizumab, camrelizumab, sintilimab, tislelizumab, 
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toripalimab, AMP-224, AMP-514, atezolizumab, avelumab, durvalumab, 

KN035, CK-301, AUNP12, CA-170, and/or BMS-986189;  and/or 

e.  the CTLA4 blockade therapy comprises ipilimumab and/or tremilimumab. 

 

17. Use of an anti-Gal3 antibody or binding fragment thereof in the preparation of a 

medicament for the treatment of fibrosis, liver fibrosis, NAFLD, NASH, kidney fibrosis, cardiac 

fibrosis, arterial fibrosis, venous thrombosis, or pulmonary fibrosis. 

 
18. The anti-Gal3 antibody or binding fragment thereof of claim 1 or 2; the anti-Gal 3 

antibody or binding fragment thereof for the use of any one of claims 3 to 8; the antibody conjugate 

of claim 9 or 10; the use of any one of claims 11 to 13 or 15-17; or the in vitro method of claim 

14; wherein  

a. the anti-Gal3 antibody or binding fragment thereof binds to one or more 

peptides of SEQ ID NOs: 3-26;  

b. the anti-Gal3 antibody or binding fragment thereof binds to the N-terminal 

domain of Gal3, N-terminus of Gal3, or the tandem repeat domain (TRD) 

of Gal3;  

c.  the anti-Gal3 antibody or binding fragment thereof comprising (1) a heavy 

chain variable region comprises a VH-CDR1, a VH-CDR2, and a VH-CDR3, 

and (2) a light chain variable region comprising a VL-CDR1, a VL-CDR2, 

and a VL-CDR3; wherein  

the VH-CDR1 comprises an amino acid sequence selected from SEQ ID 

NOs: 27-44, 245-246, 588-615, 

the VH-CDR2 comprises an amino acid sequence selected from SEQ ID 

NOs: 45-60, 247-248, 616-643, 

the VH-CDR3 comprises an amino acid sequence selected from SEQ ID 

NOs: 61-81, 249-250, 644-671, 

the VL-CDR1 comprises an amino acid sequence selected from SEQ ID 

NOs: 82-101, 251-252, 672-699,  

the VL-CDR2 comprises an amino acid sequence selected from SEQ ID 

NOs: 102-116, 253, 700-727, and 
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the VL-CDR3 comprises an amino acid sequence selected from SEQ ID 

NOs: 117-135, 254-255, 728-755; 

d. the heavy chain variable region comprises an amino acid sequence having 

at least 75%, 80%, 85%, 90%, 95%, or 100% sequence identity to any 

sequence according to SEQ ID NOs: 136-160, 256-257, 756-783;  

e. the heavy chain variable region is selected from the group consisting of 

SEQ ID NOs: 136-160, 256-257, 756-783;   

f. the light chain variable region comprises an amino acid sequence having at 

least 75%, 80%, 85%, 90%, 95%, or 100% sequence identity to any 

sequence according to SEQ ID NOs: 161-187, 258-259, 784-811; or 

g.  the light chain variable region is selected from the group consisting of SEQ 

ID NOs: 161-187, 258-259 784-811.  

 

19. The anti-Gal3 antibody or binding fragment thereof of claim 1 or 2, the anti-Gal 3 

antibody or binding fragment thereof for the use of any one of claims 3 to 8; the antibody conjugate 

of claim 9 or 10; the use of any one of claims 11 to 13 or 15-17; or the in vitro method of claim 

14;  wherein  

a. the anti-Gal3 antibody or binding fragment thereof is selected from the group 

consisting of TB001, TB006, 12G5.D7, 13A12.2E5, 14H10.2C9, 15F10.2D6, 

19B5.2E6, 20D11.2C6, 20H5.A3, 23H9.2E4, 2D10.2B2, 3B11.2G2, 7D8.2D8, 

F846C.1B2, F846C.1F5, F846C.1H12, F846C.1H5, F846C.2H3, 

F846TC.14A2, F846TC.14E4, F846TC.16B5, F846TC.7F10, F847C.10B9, 

F847C.11B1, F847C.12F12, F847C.26F5, F847C.4B10, F849C.8D10, 

F849C.8H3, 846.2B11, 846.4D5, 847.14H4, 846T.1H2, mIMT001, 4A11.2B5, 

4A11.H1L1, 4A11.H4L2, 4G2.2G6, 6B3.2D3, 6H6.2D6, 9H2.2H10, 

13G4.2F8, 13H12.2F8, 15G7.2A7, 19D9.2E5, 23B10.2B12, 24D12.2H9, 

846.2D4, 846.2F11, 846T.10B1, 846T.2E3, 846T.4C9, 846T.4E11, 846T.4F5, 

846T.8D1, 847.10C9, 847.11D6, 847.15D12, 847.15F9, 847.15H11, 

847.20H7, 847.21B11, 847.27B9, 847.28D1, 847.2B8, 847.3B3, 849.1D2, 

849.2D7, 849.2F12, 849.4B2, 849.4F12, 849.4F2, 849.5C2, 849.8D12, 

F847C.21H6, or a binding fragment thereof;  
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b. the anti-Gal3 antibody or binding fragment thereof is to be administered 

enterally, orally, intranasally, parenterally, intracranially, subcutaneously, 

intramuscularly, intradermally, or intravenously, or any combination thereof;  

c. the anti-Gal3 antibody or binding fragment thereof is able to cross the blood-

brain barrier; 

d. the anti-Gal3 antibody or binding fragment is used as a supplement to a standard 

of care treatment; and/or 

e. the anti-Gal3 antibody or binding fragment is used as a supplement to surgery, 

radiation, chemotherapy, targeted therapy, immunotherapy, a PD1/PDL1 

blockade therapy, a CTLA4 blockade therapy, temozolomide, or any 

combination thereof. 

 

20. The anti-Gal3 antibody or binding fragment thereof claim 1 or 2, the anti-Gal 3 

antibody or binding fragment thereof for the use of any one of claims 3 to 8; the antibody conjugate 

of claim 9 or 10; the use of any one of claims 11 to 13 or 15-17; or the in vitro method of claim 

14;  wherein the anti-Gal3 antibody or binding fragment thereof comprises: 

1) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 136 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 161; 

2) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 137 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 162; 

3) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 138 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 163; 

4) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 139 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 164; 

5) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 140 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 165; 
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6) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 141 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 166; 

7) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 142 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 167; 

8) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 143 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 168; 

9) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 144 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 169; 

10) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 145 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 170; 

11) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 139 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 171; 

12) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 146 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 172; 

13) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 147 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 173; 

14) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 148 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 174; 

15) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 149 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 175; 

bhang
Line



- 321 - 
 

16) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 150 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 176; 

17) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 151 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 177; 

18) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 152 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 178; 

19) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 153 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 179; 

20) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 154 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 180; 

21) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 155 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 181; 

22) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 156 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 182; 

23) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 157 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 183; 

24) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 155 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 184; 

25) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 158 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 185; 
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26) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 159 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 186; 

27) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 160 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-

CDR3 within SEQ ID NO: 187; 

28) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 256 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 258; 

29) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 257 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 259; 

30) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 756 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 784; 

31) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 757 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 785; 

32) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 758 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 786; 

33) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 759 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 787; 

34) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 760 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 788; 

35) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 761 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 789; 
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36) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 762 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 790; 

37) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 763 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 791; 

38) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 764 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 792; 

39) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 765 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 793; 

40) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 766 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 794; 

41) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 767 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 795; 

42) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 768 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 796; 

43) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 769 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 797; 

44) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 770 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 798; 

45) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 771 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 799; 

bhang
Line



- 324 - 
 

46) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 772 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 800; 

47) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 773 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 801; 

48) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 774 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 802; 

49) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 775 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 803; 

50) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 776 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 804; 

51) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 777 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 805; 

52) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 778 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 806; 

53) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 779 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 807; 

54) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 780 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 808; 

55) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 781 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 809; 

bhang
Line



- 325 - 
 

56) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 782 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 810; or 

57) the VH-CDR1, VH-CDR2, VH-CDR3 of the VH-CDR1, VH-CDR2, VH-CDR3 within 

SEQ ID NO: 783 and the VL-CDR1, VL-CDR2, VL-CDR3 of the VL-CDR1, VL-CDR2, VL-CDR3 

within SEQ ID NO: 811. 

21. The anti-Gal3 antibody of claim 1 or 2; the anti-Gal 3 antibody or binding fragment 

thereof for the use of any of the claims 3 to 8;, the antibody conjugate of claim 9 or 10; the use of 

any one of claims 11 to 13 or 15-17; or the in vitro method of claim 14;  wherein the anti-Gal3 

antibody or binding fragment thereof comprises: 

1) the heavy chain variable region of SEQ ID NO: 136 and the light chain variable region 

of SEQ ID NO: 161; 

2) the heavy chain variable region of SEQ ID NO: 137 and the light chain variable region 

of SEQ ID NO: 162; 

3) the heavy chain variable region of SEQ ID NO: 138 and the light chain variable region 

of SEQ ID NO: 163; 

4) the heavy chain variable region of SEQ ID NO: 139 and the light chain variable region 

of SEQ ID NO: 164; 

5) the heavy chain variable region of SEQ ID NO: 140 and the light chain variable region 

of SEQ ID NO: 165; 

6) the heavy chain variable region of SEQ ID NO: 141 and the light chain variable region 

of SEQ ID NO: 166; 

7) the heavy chain variable region of SEQ ID NO: 142 and the light chain variable region 

of SEQ ID NO: 167; 

8) the heavy chain variable region of SEQ ID NO: 143 and the light chain variable region 

of SEQ ID NO: 168; 

9) the heavy chain variable region of SEQ ID NO: 144 and the light chain variable region 

of SEQ ID NO: 169; 

10) the heavy chain variable region of SEQ ID NO: 145 and the light chain variable region 

of SEQ ID NO: 170; 
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11) the heavy chain variable region of SEQ ID NO: 139 and the light chain variable region 

of SEQ ID NO: 171; 

12) the heavy chain variable region of SEQ ID NO: 146 and the light chain variable region 

of SEQ ID NO: 172; 

13) the heavy chain variable region of SEQ ID NO: 147 and the light chain variable region 

of SEQ ID NO: 173; 

14) the heavy chain variable region of SEQ ID NO: 148 and the light chain variable region 

of SEQ ID NO: 174; 

15) the heavy chain variable region of SEQ ID NO: 149 and the light chain variable region 

of SEQ ID NO: 175; 

16) the heavy chain variable region of SEQ ID NO: 150 and the light chain variable region 

of SEQ ID NO: 176; 

17) the heavy chain variable region of SEQ ID NO: 151 and the light chain variable region 

of SEQ ID NO: 177; 

18) the heavy chain variable region of SEQ ID NO: 152 and the light chain variable region 

of SEQ ID NO: 178; 

19) the heavy chain variable region of SEQ ID NO: 153 and the light chain variable region 

of SEQ ID NO: 179; 

20) the heavy chain variable region of SEQ ID NO: 154 and the light chain variable region 

of SEQ ID NO: 180; 

21) the heavy chain variable region of SEQ ID NO: 155 and the light chain variable region 

of SEQ ID NO: 181; 

22) the heavy chain variable region of SEQ ID NO: 156 and the light chain variable region 

of SEQ ID NO: 182; 

23) the heavy chain variable region of SEQ ID NO: 157 and the light chain variable region 

of SEQ ID NO: 183; 

24) the heavy chain variable region of SEQ ID NO: 155 and the light chain variable region 

of SEQ ID NO: 184; 

25) the heavy chain variable region of SEQ ID NO: 158 and the light chain variable region 

of SEQ ID NO: 185; 
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26) the heavy chain variable region of SEQ ID NO: 159 and the light chain variable region 

of SEQ ID NO: 186; 

27) the heavy chain variable region of SEQ ID NO: 160 and the light chain variable region 

of SEQ ID NO: 187; 

28) the heavy chain variable region of SEQ ID NO: 256 and the light chain variable region 

of SEQ ID NO: 258; 

29) the heavy chain variable region of SEQ ID NO: 257 and the light chain variable region 

of SEQ ID NO: 259; 

30) the heavy chain variable region of SEQ ID NO: 756 and the light chain variable region 

of SEQ ID NO: 784; 

31) the heavy chain variable region of SEQ ID NO: 757 and the light chain variable region 

of SEQ ID NO: 785; 

32) the heavy chain variable region of SEQ ID NO: 758 and the light chain variable region 

of SEQ ID NO: 786; 

33) the heavy chain variable region of SEQ ID NO: 759 and the light chain variable region 

of SEQ ID NO: 787; 

34) the heavy chain variable region of SEQ ID NO: 760 and the light chain variable region 

of SEQ ID NO: 788; 

35) the heavy chain variable region of SEQ ID NO: 761 and the light chain variable region 

of SEQ ID NO: 789; 

36) the heavy chain variable region of SEQ ID NO: 762 and the light chain variable region 

of SEQ ID NO: 790; 

37) the heavy chain variable region of SEQ ID NO: 763 and the light chain variable region 

of SEQ ID NO: 791; 

38) the heavy chain variable region of SEQ ID NO: 764 and the light chain variable region 

of SEQ ID NO: 792; 

39) the heavy chain variable region of SEQ ID NO: 765 and the light chain variable region 

of SEQ ID NO: 793; 

40) the heavy chain variable region of SEQ ID NO: 766 and the light chain variable region 

of SEQ ID NO: 794; 
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41) the heavy chain variable region of SEQ ID NO: 767 and the light chain variable region 

of SEQ ID NO: 795; 

42) the heavy chain variable region of SEQ ID NO: 768 and the light chain variable region 

of SEQ ID NO: 796; 

43) the heavy chain variable region of SEQ ID NO: 769 and the light chain variable region 

of SEQ ID NO: 797; 

44) the heavy chain variable region of SEQ ID NO: 770 and the light chain variable region 

of SEQ ID NO: 798; 

45) the heavy chain variable region of SEQ ID NO: 771 and the light chain variable region 

of SEQ ID NO: 799; 

46) the heavy chain variable region of SEQ ID NO: 772 and the light chain variable region 

of SEQ ID NO: 800; 

47) the heavy chain variable region of SEQ ID NO: 773 and the light chain variable region 

of SEQ ID NO: 801; 

48) the heavy chain variable region of SEQ ID NO: 774 and the light chain variable region 

of SEQ ID NO: 802; 

49) the heavy chain variable region of SEQ ID NO: 775 and the light chain variable region 

of SEQ ID NO: 803; 

50) the heavy chain variable region of SEQ ID NO: 776 and the light chain variable region 

of SEQ ID NO: 804; 

51) the heavy chain variable region of SEQ ID NO: 777 and the light chain variable region 

of SEQ ID NO: 805; 

52) the heavy chain variable region of SEQ ID NO: 778 and the light chain variable region 

of SEQ ID NO: 806; 

53) the heavy chain variable region of SEQ ID NO: 779 and the light chain variable region 

of SEQ ID NO: 807; 

54) the heavy chain variable region of SEQ ID NO: 780 and the light chain variable region 

of SEQ ID NO: 808; 

55) the heavy chain variable region of SEQ ID NO: 781 and the light chain variable region 

of SEQ ID NO: 809; 
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56) the heavy chain variable region of SEQ ID NO: 782 and the light chain variable region 

of SEQ ID NO: 810; or 

57) the heavy chain variable region of SEQ ID NO: 783 and the light chain variable region 

of SEQ ID NO: 811. 
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