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Providing a plurality of input biopolymer compositions having differing molecular weight
distributions
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Obtaining concentration data as a function of molecular weight for each of the plurality of
input biopolymer compositions
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—

Normalizing the concentration data as a function of molecular weight for each of the plurality
of input biopolymer compositions
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—

Combining the respective normalized concentration data for each of the plurality of input
biopolymer compositions at every matching molecular weight value to obtain a predicted
blended biopolymer molecular weight distribution
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Providing a first plurality of input biopolymer compositions having differing molecular weight
distributions
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Obtaining concentration data as a function of molecular weight for each of the first plurality
of input biopolymer compositions

_— [1664]

Normalizing concentration data as a function of molecular weight for each of the first
plurality of input biopolymer compositions
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Determining molecular weight distribution standard deviations and number average
molecular weights for each of the first plurality of input biopolymer compositions

_— [1666]

Identifying from among the first plurality of input biopolymer compositions a base
input biopolymer composition

/—-[1667]

Selecting from among the first plurality of biopolymer compositions a second plurality of
input biopolymer compositions having number average molecular weights that differ from
the number average molecular weight of the base input biopolymer composition by less
than twice the molecular weight distribution standard deviation of the base input biopolymer
composition
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Combining the respective normalized concentration data of each of the second plurality of
input biopolymer compositions and the base input biopolymer composition at every
matching molecular weight value to obtain a predicted unimodal blended biopolymer
molecular weight distribution

FIG. 2




WO 2020/176989 PCT/CA2020/050294

3/5

[1670]
pyal 67

Determining for each input biopolymer composition respective number average
molecular weight and molecular weight distribution standard deviation data

_— [1672]

Selecting from among the input biopolymer compositions a base input biopolymer
composition

_—[1673]

Blending with the base input biopolymer composition only the input biopolymer
compositions that have a number average molecular weight that differs from the
base input biopolymer composition number average molecular weight by at most
about two times the molecular weight distribution standard deviation of the base

input biopolymer composition

FIG. 3
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