<110>

<120>
<130

<150>
<151>

<150>
<151>

<160>
<170>

<210>
<211>
<212
<213>

<220>
<221>
<222>
<223>

<400>

0229w0l_seq_Lst.txt
SEQUENCE LISTING

AmyTin Pharmaceuticals, Inc.

Fineman, Mark

MacConell, Leigh

Taylor, Kristin

METHODS FOR TREATING DIABETES AND REDUCING BODY WEIGHT
0225wo1

60/709,604
2005-08-19

60/779,216
2006-03-03

142

microsoft Notepad
1

39

PRT

Heloderma horridum

MOD_RES
(39)..(39)
AMIDATION

1

Tis Gly Glu Gly Ehr Phe Thr Ser Asp igu Ser Lys GIn Met Glu Glu

Glu Ala val ggg Leu Phe ITle Glu Trp Leu Lys Asn Gly Gly Pro Ser
25 30

Ser Gly é}a Pro Pro Pro Ser

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

2

39

PRT

Heloderma suspectum
MOD_RES

(39)..039
AMIDATION

2

His Ser Asp Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Met Glu Glu
1 5 10 15

Glu Ala val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly Pro Ser
20 25 30

ser Gly éga Pro Pro Pro Ser
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0229W0l_Seq_Lst.txt

<210> 3

<211> 30

«212> PRT .
<213> Homo sapiens

<220>

<221> MOD_RES
<222> (30)..(300
<223> AMIDATION

<400> 3
His ala Glu Gly Thr pPhe Thr Ser Asp val Ser Ser Tyr Leu Glu Gly
1 5 10 15

GIn Ala Ala Lys Glu Phe Ile Ala Trp Leu val Lys Gly Arg
20 25 30

<210> 4

<211>= 31

<212> PRT

<213> Heloderma horridum

<220>

<221> MOD_RES
<222> (31)..(1)
<223> AMIDATION
<400> 4

Asp Leu Ser Lys GIn Met Glu 61u Glu Ala val Arg Leu Phe Ile GluU
1 5 10 15

Trp Leu Lys Asn Gly GIy Pro Ser Ser Gly Ala Pro Pro Pro Ser
20 25 30

<210> 5§

<211> 38

<212> PRT

<213> Heloderma horridum
<400> 5

His ser Asp Ala Thr phe Thr ala Glu Tyr Ser Lys Leu Leu Ala Lys

1 5 10 15

Leu Ala Leu GIn Lys Tyr Leu Glu Ser Ile Leu Gly Ser ser thr ser
20 25 30

Fro Arg ggo Pro Ser Ser

<210> 6

<211> 37

<212> PRT

<213> Heloderwma horridum

<400> 6

2072



0229w0l_seqg._Lst.txt
His Ser Asp Ala ghr Phe Thr Ala Glu I%r Ser Lys Leu Leu an Lys
1

Leu Ala Leu Gin Lys Tyr Leu Glu Ser Ile Leu Gly Ser Ser Thr Ser
20 2 30
Pro Arg ggo Pro ser

<210> 7

<211> 35

<212> PRT

<213> Heloderma suspectuim

<220>

<221> MOD_RES
<222> (35)..(3%)
<223> AMIDATION

<400> 7

His Ser Asp Ala Ile Phe Thr Glu Glu Tyr Ser Lys Leu Leu Ala Lys

1 5 10 15

Leu Ala Leu g1n LYS Tyr Leu Ala ggr Ile lLeu Gly Ser %rg Thr ser
0 0

Pro Pro Pro
35

<210> 8

<211> 35

<212> PRT

<213> Artificial sequence

<220>
<223> Exendin analog

<220>
<221> MOD_RES

<222> (35}..(35)
<223> AMIDATION

<400> 8

His Ser Asp Ala Ile Phe Thr GIn Gln Tyr Ser Lys Leu Leu Ala Lys

1 5 10 15

lLeu Ala Leu ggn Lys Tyr Leu Ala Sgr Ile Leu Gly Ser grg Thr Ser
2 0

Pro Pro Pro
35

<210> 9

<211> 30

<212> PRT

<213> Artificial Sequence
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<220>
<223>

<400>

0229W01_Seqg_Lst.txt

Exendin analog
9

gis cly Gliu Gly ghr Phe Thr Ser Asp igu Ser Lys GIn Met Glu GTu

15

Glu Ala val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly
20 25 30

<210>
<Z11>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

10

30

PRT

Artificial sequence

Exendin analog

MOD_RES

(30)..(30)
AMIDATION

10

His Gly Glu Gly Thr Phe Thr ser Asp Leu Ser Lys GIn Met Glu Glu
1 5 10 15

Glu ATa val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly
20 25 30

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

11

28

PRT

Artificial Sequence

Exendin analog

MOD_RES
(28)..(28)
AMIDATION

11

His Gly Glu Gly Thr pPhe Thr Ser Asp Leu Ser Lys Gln Met Glu Glu
1 5 10 15

Glu Ala val %69 Leu Phe Ile Glu Egp Leu Lys Asn

<210>
<211>
<212>
<213>

<220>
<223>

12

39

PRT

Artificial sequence

Exendin analog
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’ 0229w01_Seq_Lst.txt
<220>
<221> MOD_RES

<222> (39)..(39)
<223> AMIDATION

<400> 12

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Leu Glu Glu
1 5 10 i5

Glu Ala val Arg Leu Phe ITe Glu Phe Leu Lys Ash Gly Gly Pro Ser
20 25 30
Ser Gly %éa Pro Pro Pro Ser

<210> 13

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (28)..(28)
<223> AMIDATION

<400> 13
His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Leu Glu Glu
1 5 10 15

Glu Ala val Arg Leu pPhe ITe Glu gge Leu Lys Ash
20

<210> 14

<211> 28

<212> PRT

<213> Artificial Sequence

<220>

<221> MOD_RES
<222> (28)..028)
<223> AMIDATION

<220>
<223> Exendin analog

<400> 14
His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Leu Glu Glu
1 5 10 15

Glu Ala val ggg Leu Ala Ile Glu g?e Leu Lys Asn

<210> 15
<211> 38
<212> PRT
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<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
«<221>
<222>
<223>

«220>
<221>
<222
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
T <221
<222>
<223>

<220>
<221>
<222>
<223>

<220
<221~
<222>
<223>

<220
<221
<222>
<223>

<220>
<221>

L 0225wW0l_seq Lst.Txt
Artificial Sequence

Exendin analog

MISC_FEATURE
(D). (D)
H1s, Arg, or Tyr

MISC_FEATURE
(2)..(2)
ser, Gly, Ala or Thr

MISC_FEATURE
(3..03
Ala, Asp or Glu

MISC_FEATURE
(4)..H
Ala or Thr

MISC_FEATURE
(5)..(5)

Ala or Thr

MISC_FEATURE
(6)..(6) _
Ala, Phe, Tyr or naphthylalanine

MISC_FEATURE
(7). (7
Thr or ser

MISC_FEATURE
(8)..(8)
Ala, Ser or Thr

MISC_FEATURE
(9..(D
Asp or Glu

MISC_FEATURE
(10)..(10) )
Ala, Leu, Ile, val, pentylglycine or Met

MISC_FEATURE
(11)..01D
Ala or Ser

MISC_FEATURE
2.1
Ala or Lys

MISC _FEATURE
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<222>
<223>

<220>
<221>
<222>
<223>

<220
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<Z223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
 <223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

0229w01_Seqg_Lst.txt
(13)..(13%)
Ala or GIn

MISC_FEATURE
(1.8
Ala, lLeu, Ile, pentylglycine, val or Met

MISC_FEATURE
(15)..(15
Ala or Glu

MISC_FEATURE
(16)..(16)
Ala or Gglu

MISC_FEATURE
(17)..(79
Ala or Glu

MISC_FEATURE
(19)..(19)
Ala or val

MISC_FEATURE
20)..20)
Ala or Arg

MISC_FEATURE
(21)..2L)
Ala or Leu

MISC_FEATURE
(22)..022)
Ala, pPhe, Tyr or naphthylalanine

MISC_FEATURE
(23>..223 .
ITe, val, Leu, pentylglycine, tert-butylglycine or Met

MISC_FEATURE
24)..0248
Ala Glu or Asp

MISC_FEATURE
(25)..025)
Ala, Trp, Phe, Tyr or naphthylalanine

MISC_FEATURE
(26)..(26)
Ala or Leu

MISC _FEATURE
Q7)..027)
Ala or Lys

772



0229w01_Seq_Lst.txt
<220>
<221> MISC_FEATURE
<222> (28)..C28) _
<223> Ala or Asn and is optionalily amidated

<220>

<221> MISC_FEATURE

<222> (29)..(29) ] ) )
<223> Gly or absent and 1f present optionally amidated

<220>

<221> MISC_FEATURE

<222> (30)..(30) i ) i
<223> Gly or absent and if present optionally amidated

<220>

<221> WMISC_FEATURE

<222> (31)..(3L) ) )

<223> pro, homoproline, 3Hyp, 4Hyp, Thioproline,
N-alkylglycine, N-alkylpentylglycine,
N-alkylalanine or absent and 1f present
optionally amidated

<220>

<221> MISC_FEATURE

<222> (32)..(32) .
<223> Ser or absent and +if present optionaliy amidated

<220>

<221> MISC_FEATURE

<222> (33)..033) .
<223> ser or absent and if present optionalily amidated

<220>

<221> MISC_FEATURE

<222> (34)..(34) ) )

<223> Gly or absent and if present optionally amidated

<220>

<221> MISC_FEATURE

<222> (35)..(35% .
<223> Ala or absent and if present optionally amidated

<220>

<221> MISC_FEATURE

<222> (36)..(38)

<223> Pro, homoproline, 3Hyp, 4Myp, Thioproline,
N-alkyTglycine, N-alkyTpentylglycine,
N~-alkylalanine or absent and if present
optionally amidated

<400> 15

Xaa Xaa Xaa Gly ?aa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1

Xaa Ala Xaa Xaa Xaa Xaa Xaa Xaa §aa Xaa Xaa Xaa Gly g1y Xaa Ser
5 0

Ser Gly %}a Xaa Xaa Xaa

<210> 16

<211> 39

<212> PRT

<213> Artificial Sequence
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0229W01_Seq_Lst.txt
<220> )
<223> Exendin analog

<220>

<221> MISC_FEATURE

<222> (L.

<223> His, Arg, Tyr, Ala, Norval, val or Norleu

<220>

<221> MISC_FEATURE

<222> (2)..(D)

<223> Ser, Gly, Ala or Thr

<220

<221> MISC_FEATURE
<222> (3)..(

<223> Ala, Asp or Glu

<220>

<221> WMISC_FEATURE

<222> (4)..(4)

<223> Ala, Norval, val, Norileu or Gly

<220>

<221> MISC_FEATURE
<222> (5)..(5)
<223> Ala or Thr

<220>

<221> MISC_FEATURE

<222> (8)..(B6) )
<223> Ala, Phe, Tyr or naphthylalanine

<220>

<221> MISC_FEATURE
<222> (N..(D
<223> Thr or ser

<220>

<221> MISC_FEATURE
<222> (B)..(8®)

<223> Ala, ser or Thr

<220

<221> MISC_FEATURE

<222> {(D..(D

<223> Ala, Norva, val, Norleu, Asp or Glu

<220>

<221> MISC_FEATURE

<222> (10)..C10)

<223> Ala, Leu, Ile, val, pentylglycine or Met

<220>

<221> MISC_FEATURE
<222> (11)..(11D
<223> Ala or Ser

<220>

<221> WMISC_FEATURE
<222> (12)..(12)
<223> Ala or Lys

<220>

<221> MISC_FEATURE
<222> (13)..(13)
<223> Ala or GIn
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0229wW01_sSeq _Lst.txt
<220>
221> MISC_FEATURE
<222> (1.8 .
<223> Ala, Leu, Ile, pentylglycine, val or Met

<220>

<Z221> MISC_FEATURE
<222> €15)..(17)
<223> Ala or Glu

<220>

<221> MISC _FEATURE
<222> (19..(19%
<223> Ala or val

<220>

<221> MISC_FEATURE
<222> 0)..020)
<223> Ala or Arg

<220>

<221> MISC_FEATURE
<222 (2L)..(21)
<223 Ala or Leu

<220>

<221> MISC_FEATURE

<222> (22)..(22)

<223> Phe, Tyr or naphthylalanine

<220>

<221> MISC_FEATURE

<222> (23)..(023)

<223> Ile, val, Keu, pentylglycine, tert-butylglycine or Met .

<220>

<221> MISC_FEATURE
<222> (24)..(24)
<223> Ala, Glu or Asp

<220>

<221> MISC _FEATURE

<222» (25)..(2%) .
<223> Ala, Trp, Phe, Tyr or naphthylalanine

<220>

<Z221> MISC_FEATURE
<222> (26)..(26)
<223> Ala or Leu

<220>

<221> MISC_FEATURE
<222> (27)..027)
<223> Ala or Lys

<220>

<221> MISC_FEATURE

<222> (28)..(28) ]
<223> Ala or Asn and optionally amidated

<220>

<221> MISC_FEATURE

<222»> (29)..030)

<223> Gly or absent and if present optionally amidated

<220>
<221> MISC_FEATURE
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0229w01_sSeq_Lst.txt
<223> Pro, homoproline, 3Hyp, 4Hyp, thioproline,
N-alkylglycine, N-alkylpentylglycine or
N-alkylalanine or absent and if present
optionally amidated

<220>

<221> MISC_FEATURE

<222> (32)..(33) ) . .
<223> Ser or absent and 1T present optionally amidated

<220>

<221> MISC_FEATURE

<222> (G9..GH . . .
<223> Gly or absent and iT present optionally amidated

<220~

<221> MISC_FEATURE

<222> (35)..(35) . . .
<223> Ser or absent and if present optionally amidated

<220>

<221> MISC_FEATURE

<222> (36)..(38)

<223> Pro, homoproline, 3Hyp, 4Hyp, thioproline,
N-alkylglycine, N-alkylpentylglycine or
N-aTkylalanine or absent and if present
optionally amidated

<220>

<221> MISC_FEATURE

<222> (39)..(039 . .

<223> sSer, Tyr or absent and if present optionally amidated

<400> 16

Xaa Xaa Xaa Xaa éaa Xaa Xaz Xaa Xaa §ga Xaa Xaa Xaa Xaa Xaa Xaa

1

Xaa Ala Xaa éga Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Gly Géy Xaa Ser
3

Ser Gly Ala Xaa Xaa Xaa Xaa
35

<210> 17

<211> 38

<Z12> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MISC_FEATURE
222> (1)..{1
<223> His or Arg

<220>

<221> MISC_FEATURE
<222> (2)..(2)
<223> Gly or Ala

<220>

<221> MISC_FEATURE
<222> (3)..(

<223> Ala, Asp or Glu
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0229wW01_Seq_Lst.txt
<220>
<221> MISC_FEATURE
<222> (5)..(%)
<223> Ala or Thr

<220>

<221> MISC_FEATURE

<222> (6)..(6) .
<223> Ala, Phe or naphthylalanine

<220>

<221> MISC_FEATURE
<222» (7)..(7)
<223> Thr or Ser

<220>

<221> MISC_FEATURE
<222> (8)..(8)

<223> Ala, Ser or Thr

<220>

<221> MISC_FEATURE
<222> (9..(®
<223> Asp or Glu

<220>

<221> MISC_FEATURE

<222> (10)..(10)

<223> Ala, Leu or pentylglycine

<220>

<221> MISC_FEATURE
<222> (11)..(dD
<223> Ala or Ser

<220

<221> MISC_FEATURE
<222> (l2)..(12)
<223> Ala or Lys

<220>

<221> MISC_FEATURE
<222> (13)..(13)
<223> Ala or Gin

<220>

<221> WMISC_FEATURE

<222> (14)..(14

<223> Ala, Leu or pentylglycine

<220>

<221> MISC_FEATURE
<222> (15)..(17)
<223> Ala or Glu

<220

<221> MISC_FEATURE
<222> (19)..(19
<223> Ala or val

<220>

<Z221> MISC_FEATURE
<222>  (20)..020)
<223> Ala or Arg

<220>

<221> MISC_FEATURE
<222> (2D..2D
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

<221>

<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<2272>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

0229wW01_seq_Lst, txt
Ala or Leu

MISC_FEATURE
(22)..(22) :
Phe or napthylalanine

MISC_FEATURE
(23>..(23)
Iie, val or tert-butyiglycine

MISC_FEATURE
24) .. (248
Ala, Glu or Asp

MISC_FEATURE
(25)..025
Ala, Trp or Phe

MISC_FEATURE
(26)..(026)

Ala or Leu

MISC__FEATURE
(27)..027)
Ala or Lys

MISC_FEATURE
(28)..(28) .
Ala or Asn and optionally amidated

MISC _FEATURE )
(29)..030) ) .
Gly or absent and if present optionally amidated

MISC_FEATURE

(31)..(3D

Pro, homopro11ne, thioproline N-methylalanine or
absent and if present optionally amidated

MISC _FEATURE
(32)..(33)

Ser or absent and if present optionally amidated

MISC_FEATURE
G4)..3G4 . )
Gly or absent and if present optionally amidated

MISC_FEATURE
(35)..(35) . . .
Ala or absent and if present optionally amidated

MISC_FEATURE

(36)..(38)

Pro, homopro11ne thioproline N-methylalanine or
absent and if present optionally amidated
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0229w0l_Seq_Lst.txt
<400> 17

Xaa Xaa Xaa Gly >5<aa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1

Xaa Ala Xaa éga Xaa Xaa Xaa Xaa §ga Xaa Xaa Xaa Gly Gly Xaa Ser
30

Ser Gly ééa Xaa Xaa Xaa

<210> 18

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MISC_FEATURE
<222> (..
<223> His or Ala

<220>

<221> MISC_FFATURE
<222> (2)..(D
<223> Gly or Ala

<220>

<221> MISC_FEATURE
<222> (3)..(3)

<223> Ala, Asp or Glu

<220>

<221> MISC_FEATURE
<222> (D) .. (4
<223> Ala or Gly

<220>

<221> MISC_FEATURE
<222> (5)..(5)
<223> Ala or Thr

<220

<221> MISC_FEATURE

<222> (6)..(6)

<223> Ala, Phe or naphthylalanine

<220>

<221> MISC_FEATURE
<222> (D..(D
<223> Thr or Ser

<220>

<221> WMISC_FEATURE
<222> (8)..(8)

<223> Ala, ser or Thr

<220>

<221> MISC_FFATURE
<222> (9)..(9

<223> Ala, Asp or Glu

<220>
<221> MISC_FEATURE
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0229w01l_Seqg_Lst.txt
<222> (10)..C10) )
<223 Ala, Leu or pentylglycine

<220>

<221> MISC_FEATURE
<222> (A1)..QAD
<223> Ala or Ser

<220>

<221> MISC_FEATURE
<222 (123..(12)
<223> Ala or Lys

<220

<221> MISC_FEATURE
<222 (13)..(13%
<223> Ala or Gln

<220>

<221> MISC_FEATURE

222> (14)..(14) _
<223> Ala, Leu, Met or pentylglycine

<220>

<221> MISC_FEATURE
<222> (15)..(17)
<223> Ala or Glu

<220>

<221> MISC_FEATURE
<222> {19)..(19)
<223> Ala or val

<220>

<221> MISC_FEATURE
<222>  (20)..(C20)
<223> Ala or Arg

<220>

<221> MISC_FEATURE
<222> (21)..021)
<223> Ala or Leu

<220>

<221> MISC_FEATURE

<222 (22)..(22) )
<223> Phe or naphthylalanine

<220>

<221> MISC_FEATURE

<222> (23)..(23)

<223> 1Ile, val or tert-butylglycine

<220

<221> MISC_FEATURE
<222 (24)..(24)

<223> Ala or ¢lu or Asp

<220>

<221> WMISC_FEATURE
<222>  (25)..(02%)
<223> Ala, Trp or phe

<220

<221> MISC_FEATURE
<222> (26)..(26)
<223> Ala or Leu
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0229w0l_seq_Lst.txt
<220>
<221> MISC_FEATURE
<222> (27)..Q27)
<223> Ala or Lys

<220>

<221> MISC_FEATURE

<222>  (28)..(28) . : _
<22%> Ala or Asn and optionally amidated

<220>

<221> MISC_FEATURE

<222> (29)..(30) ] _ )
<223> Gly or absent and if present optionally amidated

<220>

<221> MISC_FEATURE

<222> (3L)..(G3L) ) .

<223> Pro, homoproline, thioproline, N-methylalanine or
absent and if present optionally amidated

<220>

<221> MISC_FEATURE

<222> (32)..(33) .

<223> Ser or absent and iT present optionally amidated

<220>

<221> MISC_FEATURE

<222> (34)..(34)

<223> Gly or absent and if present optionally amidated

<220>

<221> MISC_FEATURE

<222>  (35)..(35) . .
<223> Ala or absent and if present optionally amidated

<220>

<221> MISC_FEATURE

<222> (36)..(38) )

<223> Pro, homoproline, thioproline, N-methylalanine or
absent and T present optionally amidated

<220>

<221> MISC_FEATURE

<222> (39)..(39)

<223> Ser or absent and iT present optionally amidated

<400> 18

Xaa Xaa Xaa Xaa ?aa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 15

Xaa Ala Xaa Xaa Xaa Xaa Xaa Xaa §§a Xaa Xaa Xaa Gly Gly Xaa Ser
30
ser Gly Aga Xaa Xaa Xaa Ser
3

<210> 19

<211> 38

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>
<221> MISC_FEATURE
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0229W01_Seq_Lst.txt
<222> (L)..(1) . .
<223> His, Arg, Tyr or imidazopropionyl

<220>

<221> MISC_FEATURE

<222> . (2)..(2

<223> ser, Gly, Ala or Thr

. <220>

<221> MISC_FEATURE
<222> (3)..(3

<223> Ala, Asp or Glu

<220>

<221> WMISC_FEATURE
<222 (5)..(5)
<223> Ala or Thr

<220>

<221> MISC_FEATURE

<222> (6)..(6) .
<223> Ala, Phe, Tyr or naphthylalanine

<220>

<221> MISC_FEATURE
<222> (7)..(7)
<223> Thr or Sser

<220>

<221> MISC._FEATURE
<222> (8)..(8)

<223> Ala, Ser or Thr

<220>

<221> MISC_FEATURE
<222> (9)..(9)
<223> Asp or Glu

<220>

<221> MISC_FEATURE

<222>  (10)..C10

<223> Ala, Leu, I'le, val, pentyliglycine or Met

<220>

<221> MISC_FEATURE
<222> (11)..(11
<223> Ala or Ser

<220>

<221> MISC_FEATURE
<222> (12)..(12)
<223> Ala or Lys

<220>

<221> WMISC_FEATURE
<222> (13)..(13)
<223> Ala or Gln

<220>

<221> MISC_FEATURE

<222> (14)..(14)

<223> Ala, Leu, Ile, pentyliglycine, val or Met

<220>

<221> MISC_FEATURE
<222> (15)..(17)
<223> Ala or Glu

17172



<220>
<221>
<222>
<223>

<220>
<221>
<222%>
<223>

<220>
<221>
<227
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<227>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<223
<222>
<223>

<220>
<221
<222
<223>

<220
<221>
<222>
<223>

<220>
<221>

0229wW01_Seq_Lst.txt

MISC_FEATURE
(19)..(19)
Ala or val

MISC_FEATURE
(20)..020)
Ala or Arg

MISC_FEATURE

L)..2L _

Ala, Leu or LYs-NH-R where R is Lys, Arg, C1-Cl0
straight chain or hranched alkanoyl or cycloalkylalkanoyi

MISC_FEATURE
(22)..(22) i
phe, Tyr or naphthylalanine

MISC_FEATURE
(23)..(23> . .
iTe, val, Leu, pentylglycine, tert-butylglycine or Met

MISC_FEATURE
(24>..024)
Ala, Glu or Asp

MISC_FEATURE
(25)..(25) .
Ala, Trp, Phe, Tyr or naphthylaianine

MISC _FEATURE
(26)..(26)
Ala or Leu

MISC_FEATURE

@27)..027 .

Lys, Asn, Ala or Lys-NH-R where R is Lys, Arg, Cl-Cl0
straight chain or branched alkanoyl or cycicalkylalkanoyl

MISC_FEATURE

(28)..(28)

Lys, Ash, Ala or Lys-NH-R where R is Lys, Arg, Cl-cl0
straight chain or branched alkanoyl or cycloalkylaikanoyl
and is optionally amidated

MISC_FEATURE
Q9.3 ) . .
Gly or absent and if present optionally amidated

MISC_FEATURE

GL..GL . i )
Pro, homoproline, 3Hyp, 4Hyp, thioproline, N-alkylglycine,
N-alkylpentylglycine, N-alkylaTanine or absent and if
present is optionally amidated

MISC_FEATURE
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0229%W01_Seq_Lst.txt
<222> (32)..(33) ) ) .
<223> Ser or absent and if present optiohally amidated

<220

<221> MISC_FEATURE

<222> (34)..(34) _ _ _
<223> Gly or absent and if present optionally amidated

<220

<221> MISC_FEATURE

<222>  (35)..(35) _ _ _
<223> Ala or absent and if present optionally amidated

<220>

<221> MISC_FEATURE

<222> (36)..(38) . )

<223> Pro, homoproline, 3Hyp, 4Hyp, thioproline, N-alkylglycine,
N~alkylpentylglycine, N-alkylalanine or absent and iT
present is optionally amidated

<400> 19

?aa Xaa Xaa Gly Xaa Xaa Xaa Xaa Xaa iaa Xaa Xaa Xaa Xaa Xaa Xaa
5 0

Xaa Ala Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Gly Gly Xaa Ser
25 30

Ser Gly %}a Xaa Xaa Xaa

<210> 20

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MISC_FEATURE

<222> (D..L

<223> His, Arg, Tyr, Ala, Norval, val Norleu or 4-imidazopropionyl

<220>

<221> MISC_FEATURE

<222> (2)..(2)

<223> ser, Gly, Ala or Thr

<220>

<221> MISC_FEATURE
<222 (3)..(3)

<223> Ala, Asp or Glu

<220>

<221> MISC_FEATURE

<222> (4)..(4d)

<223> Ala, Norval, val, Norleu or Gly

<220>

<221> MISC_FEATURE
<222> (5)..(5)
<223> ala or Thr

<220>

<221> MISC _FEATURE
<222> (6)..(6)
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<223>

<220
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220
<221>
<222>
<223

<220
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222
<223>

0229W01_seq_Lst.txt
Ala, Phe, Tyr or naphthylalanine

MISC_FEATURE
(7). (7

Thr or ser

MISC_FEATURE
8)..(®
Ala, Ser or Thr

MISC_FEATURE
9..(®
Ala, Norval, val, Norleu, Asp or Glu

MISC_FEATURE
(10)..10 .
Ala, Leu, Ile, val, pentylglycine or Met

MIS&_FEATURE
(11)..(11)
Ala or ser

MISC_FEATURE
(12)..Q2
Ala or Lys

MISC_FEATURE
(13)..(13)
Ala or Gln

MISC_FEATURE
(8..14
Ala, Leu, Tle, pentyliglycine, val or met

MISC_FEATURE
(i15)..(17)
Ala or Glu

MISC_FEATURE
(19)..(19
Ala or val

MISC_FEATURE
(20)..Q20)
Ala or Arg

MISC_FEATURE

(2.2

Ala, Leu or Lys-NH-R where R is Lys, Arg, Cl1-10 straight
chain or branched alkanoyl or cyc1oa1kyga1kanoy1

MISC_FEATURE
(22)..(22)
Phe, Tyr or naphthylalanine
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0229wW01_Seq_Lst.txt
<223>
<221> MISC_FEATURE
<222> (23)..(23) ) )
<223> 1Ile, val, Leu, pentylglycine, tert-butylglycine or Met

<220>

<221> MISC_FEATURE
<222>  (24)..0248)
<223> Ala, Giu or Asp

<220>

<221> MISC_FEATURE

<222 (25)..025 .
<223> Ala, Trp, Phe, Tyr or naphthylalanine

<220

<221> MISC_FEATURE
<222> (26)..(26)
<223> Ala or Leu

<220>

<221> WISC_FEATURE

<222 (27..Q27) .

<223> LKS, Asn, Lys-NH-R or Ala where R is Lys, Arg, ClL-10 straight
chain or branched alkanoyl or cycloaikylaikanoyl

<220>

<221> MISC_FEATURE

<222> (28)..(28)

<223> L%s, Asn, Lys~-NH-R or Ala where R is Lys, Arg, €1-10 straight
chain or branched alkanoyl or cycloaikylalkanoyl and is
optionally amidated

<220>

<221> MISC_FEATURE

<222> (29)..(30)

<223> Gly or absent and if present optionally amidated

<220>

<221> MISC_FEATURE

<222> (31)..(3L) ) ) )

<223> Ppro, homoproline, 3Hyp, 4Hyp, thiproline, N-alkylglycine,
N-alkylpentylglycine, N-alkylalanine or absent and 1f
present optionally amidated

<220

<Z21> WMISC_FEATURE

<222> (32)..(33 ) )
<223> Ser or absent and if present optionally amidated

<220>

<221> MISC_FEATURE

<222> (34)..(34) ) .
<223> Gly or absent and if present optionally amidated

<220

<221> MISC_FEATURE

<222> (35)..Q35) i

<223> Ala ar absent and if present optionally amidated

<220>

<221> MISC_FEATURE

<222> (36)..(38) .

<223> pPro, homoproline, 3Hyp, 4Hyp, thiproline, N—a1ky1g1ycine,
N—a1ky1penty191¥c1ne, N-atkylalanine or absent and 1f

present optionally amidated
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<221>
<222>
<223>

<400>

0229w01_Seq_l.st.TXE
MISC_FEATURE
(39)..339 .
ser, Tyr or absent and if present optionally amidated

20

Xaa Xaa Xaa Xaa ?aa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
i i5

10

Xaa Ala Xaa §8a Xaa Xaa Xaa Xaa ééa Xaa Xaa Xaa Gly ggy Xaa ser

ser Gly an Xaa Xaa Xaa Xaa

<210>
<211~
<212>
<213>

<220>
<223>

«<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223~

<220>
<221>
<222
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

21

39

PRT

Artificial Sequence

Exendin analog

MISC_FEATURE
(L..(1
His, Arg or Tyt

MISC_FEATURE
(2)..(2)
ser, Gly, Ala or Thr

MISC_FEATURE
..
Asp or Glu

MISC _FEATURE
(6)..(6) )
Phe, Tyr ar naphthylalanine

MISC_FEATURE
(N..(NH
Thr or Ser

MISC_FEATURE
(8)..(8)

Ser or Thr

MISC_FEATURE
(9)..(D
Asp or Glu

MISC_FEATURE
(10 ..o )
Leu, Ile, val, pentylgliycine or Met

MISC_FEATURE
(14) .. (14) _
Leu, Ile, pentylglycine, val or Met
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

(0229901 _Seq_tst.txt

MISC_FEATURE
(22)..(22) )
Phe, Tyr or naphthylalanine

MISC_FEATURE
(23)..023) )
Ile, val, Leu, pentylglycine, tert-butylglycine or Met

MISC_FEATURE
(24)..0248)
Giu or Asp

MISC_FEATURE
(25)..(25) _
Trp, Phe, Tyr or naphthylalanine

MISC_FEATURE

GL..GL .

Pro, homoproline, 3Hyp, 4Hy?, thioproline, N-alkylglycine,
N-alkylpentylglycine or N-alkylalanine

MISC_FEATURE

(36)..038) )

Pro, homoproline, 3Hyp, 4Hy€é thioproline, N-alkylglycine,
¥

N-alkylpentylglycine or N- Talanine
MISC_FEATURE

39)..09 )

Ser, Thr or Tyr and optionally amidated
21

Xaa Xaa Xaa Gly Thr Xaa Xaa Xaa Xaa Xaa Ser Lys Glh Xaa Ggu Glu
1 5 1

10

Glu Ala val ggg Leu Xaa Xaa Xaa gga Leu Lys Asn Gly gTy Xaa ser
0

Ser Gly §1a Xaa Xaa Xaa Xaa
6}

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>»

<220>
<221>
<222>
<223>

22

39

PRT

Artificial sequence

Exendin analog

MISC_FEATURE
(1).. (1 - .
His, Arg, Tyr, 4-imidazopropionyl

MISC_FEATURE
(2)..(2
Ser, Gly, Ala or Thr
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0229w01_seq_LstT.txt

<220>

<221> MISC_FEATURE
<222> (3)..(3
<223> Asp or Glu

<220

<221> MISC_FEATURE

<222> (6)..(6) )
<223> Phe, Tyr or naphthylalanine

<220>

<221> MISC_FEATURE
<222> (7)..(8)
<223> Thr or ser

<220>

<221> MISC_FEATURE
<222> (9)..(9
<223> Asp or Glu

<220>

<221> MISC_FEATURE

<222>  (10)..(10)

<223> Leu, Ile, val, pentylglvcine or Met

<220

<221> MISC_FEATURE

<222> (14),.(14)

<223> Leu, Ile, pentylgliycine, val or Met

<220>

<221> MISC_FEATURE

<222> (22)..022)

<223> Phe, Tyr or naphthylalanine

<220>

<221> MISC_FEATURE

<222> (23)..023)

<223> 1le, val, Leu, pentylglycine, tert-butylglycine or Met

<220>

<221> MISC_FEATURE
<222> (24)..(24)
<223> &lu or Asp

<220>

<221> MISC._FEATURE

<222> (25)..(25) .
<223> Trp, Phe, Tyr, or naphthylalanine

<220>

<221> MISC_FEATURE

<222> (27)..(28)

<223> Lgs, Asn or Lys-NH-R where R is Lys, Ar?, C1-c10 straight
chain or branched alkanoyl or cycloalkylalkanoyl

<220>

<221> MISC_FEATURE

<222> (3L)..(31) .

<223> Pro, homoproline, 3Hyp, 4Hy?, thioproline, N-alkylglycine,
N-alkyTpentylglycine or N-alkylalanine

<220>

<221> MISC_FEATURE

<222> (36)..(38) )

<223> Pro, homoproline, 3Hyp, 4Hyp, thioproiine, N-alkylglycine,
N-alkylpentylglycine or N-alkylalanine
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0229wW0l1_sSeq_Lst.txt

<220>

<221> MISC_FEATURE

<222> (39..0Y . . ]
<223> Ser, Thr or Tyr and is optionally amidated

<400> 22
Xaa Xaa Xaa Gly Ehr Xaa Xaa Xaa Xaa ﬁga Ser Lys Gln Xaa ggu Glu
1

Glu ala val Arg Leu Xaa Xaa Xaa Xaa Leu Xaa Xaa Gly Gly Xaa Ser
20 25 30
Ser Gly g%a Xaa Xaa Xaa Xaa

<210> 23

<211> 30

<212> PRT

<213> Artificial Seguence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (30)...030)
<223> AMIDATION

<400> 23

His cly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu
1 5 10 15

Glu Ala val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly
20 25 30

<210> 24

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (28)...(28)
<223> AMIDATION

<400> 24
H;s Gly Glu Gly Thr Phe Thr Ser Asp igu Ser Lys Gin Met Glu Glu
5

Glu Ala val érg Leu Phe Ile Glu ggp Leu Lys Ash
0

<210> 25

<211> 28

<212> PRT

<213> Artificial seguence

<220>
<223> Exendin analog
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<220>
<221>
<222>
<223>

<400>

0229w0l_seq. Lst.txt
MOD_RES
28)...028)
AMIDATION

25

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Leu Gly Glu
1 5 10 15

Glu Ala val ggg Leu Phe ITe Glu ;Ee Leu Lys Asn

<210>
<211
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

26

28

PRT

Artificial Sequence

Exendin analog

MOD_RES
(28)...(28)
AMIDATION

26

H}s Ala Glu Gly Tgr Phe Thr ser Asp igu Ser Lys Gln Leu Ggu Glu
1

Glu Ala val ggg Leu Phe Ile Glu gge Leu Lys Asnh

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

27

28

PRT

Artificial Sequence

Exendin analog

MOD_RES
(28)...0(28)
AMIDATION

27

His Gly Glu Gly Ala phe Thr ser Asp Leu Ser Lys &1n Leu Glu Glu
1 5 i0 15

Glu Ala val ggg Leu Phe Ile Glu P?e Leu Lys Asn
2

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>

28

28

PRT

Artificial sequence

Exendin analog

MOD_RES
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0220w01_Seq_Lst.EtXt
<222> (28)...(28)
<223> AMIDATION

<400> 28
His Gly Glu Gly Thr Ala Thr Ser Asp Leu Ser Lys Gin teu Glu Glu
1 5 10 15

Glu ala val égg Leu Phe 17e GTu ;ge Leu Lys Asnh

<210> 29

<211> 28

<212> PRT

<213> artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (28)...(28)
<223> AMIDATION

<400> 29
His Gly Glu Gly Thr Phe Thr Ala Asp Leu Ser Lys Gln Leu Glu Glu
1 5 10 15

GTu Ala val ggg Leu phe Ile Glu ;ge Leu Lys Asn

<210> 30

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (28)...(028)
<223> AMIDATION

<400> 30
His Gly Glu Gly Thr Phe Thr Ser Asp Ala Ser Lys GIn Leu Glu Glu
1 5 10 15

clu Ala val Agg Leu Phe Ile Glu gge Leu Lys Asn
2

<210> 31

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (28)...(28)
<223> AMIDATION
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0229W01_Seq_LsT.tXt
<400> 31
His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ala Lys GIn Leu Glu Glu
1 5 10 15

Glu Ala val ggg Leu Phe Tle Glu gge Leu Lys Ash

<210> 32

<211> 28

<212> PRT

<213> Artificial Seqguence

<220>
<223> Exendin analoyg

<220>

<221> MOD-RES
<222> (28)...(28)
<223> AMIDATION

<400> 32

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Ala GIn Leu Glu Glu
1 5 10 15

Glu Ala val ggg Lteu Phe Tle Glu Ege Lau Lys Asnh

<210> 33

<211> 28

<212> PRT

<213> Artificial sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (28)...(28)
<223> AMIDATION

<400> 33
His Gly Glu Gly Tgr Phe Thr Ser Asp igu Ser Lys Ala Leu Glu Glu
i

Glu Ala vai %g l.ey Phe Ile Glu gge Leu Lys Ash

<210> 34

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (28)...(28)
<223> AMIDATION

<400> 34
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0229%01_Seq _Lst.txt

His Gly Gtu Gly Thr phe Thr Ser Asp Leu Ser Lys Gin Ala Glu Glu
1 5 10 15

Glu Ala val égg Leu Phe Ile GTu ;ge Leu Lys Asnh

<210>
<211>
<212>
<213>

<220>
<223>

«<220>
<221>
<222>
<223>

<400>

35

28

PRT

Artificial Seguence

Exendin anatog

MOD_RES
(28)...028)
AMIDATION

35

His Gly Glu Gly Thr phe Thr ser Asp Leu Ser Lys Gin Leu Ala GTu
1 5 10 15

Glu ATa val ggg Leu phe Ile Glu ;?e Leu Lys Asn

<210~
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

36

28

PRT .

Artificial Sequence

Exendin analog

MOD_RES

(28)...(28)
AMIDATION
36

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Leu Glu Ala
-1 5 10 15

GTu Ala val égg teu phe 1Te Glu g?e Leu Lys Asn

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400

37

28

PRT |

Artificial Sequence

Exendin analog

MOD_RES
(28)...(28)
AMIDATION

37

His Gly Glu Gly Thr phe Thr Ser Asp Leu Ser Lvs GIn Leu Glu Glu
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i

5

0229W01_Seq_Lst.txt
10 15

Ala Ala val ggg Leu Phe Ile Glu Ege Leu Lys Asn

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<2271
<222>
<223>

<400>

artificially synthesized sequence of novel exendin agonist

38

28

PRT

Artificial Sequence

compound

AMIDATION

(28)...(28) . .
amidated Asn (Asparaginamide)
38

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Leu Glu Glu
1 5 10 15

Glu Ala Ala égg Leu Phe Ile Glu ;he Leu Lys Asn
5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

39

28

PRT

Artificial Seguence

Exendin analog

MOD_RES
(28)...(28)
AMIDATION

39

His Gly Glu Gly Thr pPhe Thr Ser Asp Leu Ser Lys GIn Leu Glu Glu
1 5 10 15

'G1u Ala val éga Leu rhe Ile Glu ;ge Leu Lys Asn

<210>
<211>
<212>
<213>

<220>
<223>

<220>
221>
<222>
<223>

<400>

40

28

PRT

Artificial Sequence

Exendin analog

MOD_RES
(28)...(28)
AMIDATION

40

His Gly GTu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Leu Glu Glu
1 5 10 15
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0229wW01_Seq Lst.txt
Glu Ala val égg Ala Phe T’e Giu gge Leu Lys Asn

<210> 41

<211> 28

<212> PRT i

<213> Artificial Sequence

<220> .
<223> Exendin analog

<220>

<221> MOD_RES
<227 (28)...028)
<223> AMIDATION

<400> 41
His Gly GTu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Leu Glu Glu
1 5 10 15

Glu Ala val égg Leu Phe Ile Ala Sge Leu Lys Asn

<210> 42

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>
<221> MOD_RES

<222> (28)...(28)
<223> AMIDATION

<400> 42
His Gly 6Tu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Leu Glu Glu
1 5 10 15

Glu Ala val %g Leu Phe Ile Glu fzxga Leu Lys Asn

<210> 43

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD-RES
<222> (28)...028)
<223> AMIDATION
<400> 43

H}s Gly GTu Gly Tgr Fhe Thr ser Asp ieu Ser Lys GIn Lew Glu Glu
0

Glu Ala val Arg Leu Phe Ile Glu Phe Ala.Lys Asn
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222
<223>

<400>

20

44
28
PRT
Artificial sequence

Exendin analog

MOP_RES
(28)...(28)
AMIDATION

44

Ozggwol_Seq_Lst.txt

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Leu Glu Glu
1 5 10 15

GTu Ala val 389 Leu phe Ile Glu g?e Leu Ala Asn

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400

45

28

PRT

Artificial sSequence

Exendin analog

MOD-RES
(28)...028)
AMIDATION

45

His Gly Glu Gly Thr phe Thr Ser Asp Leu Ser Lys GIn Leu Glu Glu
1 5 10 15

Glu Ala val ggg Leu Phe Ile Glu g?e Leu Lys Ala

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

46

38

PRT

Artificial sSequence

Exendin analog

MOD_RES
(38)...(38)
AMIDATION

46

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Met GTu Glu
1 5 10 15

Glu Ala val Arg Leu phe Ile Glu ;gp Leu Lys Asn Gly Ggy Pro Ser
3

20
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Ser GlY Aga Pro Pro Pro
3 .

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<4Q0>

47

38

PRT .

Artificial sequence

Exendin analog

MOD_RES
(38)...(38)
AMIDATION

47

His Gly Glu Gly Thr pPhe Thr Ser Asp Ligu Ser Lys Gln Leu Glu Glu
3

15

Glu Ala val Arg Leu Phe ITe Giu Phe Leu Lys Asn Gly Gly Pro Ser
20 25 30

Ser Gly Ala Pro Pro Pro
35

<210>
<211>
<212Z2>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400

48

37

PRT ‘
Artificial Sequence

Exendin analog

MOP_RES
37)...(37)
AMIDATION

48

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Met Glu Giu
1 5 10 15

Glu Ala val égg Leu Phe ITe Glu ;gp Leu Lys Asn Gly §1y Pro Ser
0

ser Gly Ala Pro Pro
35

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

49

37

PRT .

Artiticial Sequence

Exendin analog

MOD_RES
G7...37)
AMIDATION

49
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His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Leu Giu Glu
1 5 10 15

Glu Ala val égg Leu Phe Ile Glu S?e Leu Lys Asn Gly Gly Pro Ser
: 30

Ser Gly gga Pro Pro

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

50

36

PRT

Artificial Sequence

Exendin analog

MOD_RES

(36)...(36)
AMIDATION

50

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Met Glu Glu
1 5 10 15

Glu Ala val égg Leuy Phe ITe Glu ggp Leu Lys Asn Gly Gly Pro Ser
30

ser Gly Ala Pro
35

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

51

36

PRT

Artificial Sequence

exendin analog

MOD_RES
(36)...(36)
AMIDATION

51

His Gly Glu Gly Tgr Phe Thr Ser Asp igu Ser Lys GlIn Leu Glu Glu

15

Glu Ala val égg Leu Phe Ile glu Ehe Leu Lys Asn Gly Gly Pro Ser
5 30

ser Gly Ala Pro
35

<210>
<211>
<212>
<213>

<220>
<223>

52

35

PRT

Artificial Sequence

Exendin analog
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<220>
<221> MOD_RES

<222» (35)...0(3%)
<223> AMIDATION

<400> 52
His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Met Glu Glu
1 5 10 15

Glu Ala val égg Leu Phe Lle Glu ;Ep Leu Lys Asn Gly ggy Pro ser

ser Gly Ala
35

<210> 53

<211> 35

<212 PRY

<213> Artificial Sequence

<220>
<223> Exendin analeg

<220>

<221> MOD_RES
<222> (35 ...(35
<223> AMIDATION
<400> 53

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Leu Glu Glu

1 5 10 15

Glu Ala val Arg Leu Phe Ile Glu Phe Leu Lys Asn Gly Gly Pro Ser
20 25 30

ser Gly Ala
35

<210> 54

<211~ 34

<212> PRT

<213> Artificial Sequence

<220> .
<223> Exendin analog

<220>

<221> MOD_RES
<222> (34)...(34)
<223> AMIDATION

<400> 54
His Gly Glu Gly Thr phe Thr Ser Asp Leu Ser Lys GIn Met Glu Glu
1 3 10 15

Glu Ala val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly Pro Ser
20 25 30
ser Gly

<210> 55
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<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

34 0229W01_Segqg_Lst.tXt
PRT =
artificial sequence

Exendin analog

MOD_RES
(34)...(34)
AMIDATION

55

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Leu Glu Glu
1 5 10 15

Glu Ala val Arg Leu Phe Ile Glu Phe Leu Lys Asn Gly Gly Pro Ser
20 25 30

Ser Gly

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400

56

33

PRT

artiticial Sequence

Exendin analog

MOD_RES
(33)...033)
AMIDATION

56

H}s Gly Glu Gly Tgr Phe Thr Ser Asp igu ser Lys GIn Met Glu Glu

15

Glu Ala val égg Leu Phe Ile GTu ggp Leu Lys Asn Gly Gly Pro Ser
30

sSer

<210
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222
<223>

<4030>

57

33

PRT

Artificial sequence

Exendin analog

MOD_RES

(33)...(33)
AMIDATION

57

His Gly ¢lu Gly Tgr phe Thr ser Asp &gu Ser Lys Gin Leu Glu Glu
15

ciu Ala val ggg Leu Phe Ile Glu ;ge Leu Lys Asn Gly Gly Pro Ser
30
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ser

<210>
<211~
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

58

32

PRT .

Artificial Sequence

Exendin analog

MOD_RES
(32)...(32)
AMIDATION

58

0229W0l_sSeq_Lst.txt

His Gly Glu &ly Thr Phe Thr Ser Asp Leu Ser Lys Gln Met Glu Glu
1 5 10 15

Glu Ala val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly Pro Ser
20 25 30

<210>
<211>
<212
<213

<220>
<223>

<220>
<221>
<222>
<223>

<400

59

32

PRT |

Artificial Sequence

Exendin analog

MOD_RES
(32)...(32)
AMIDATION

59

His Gly GTu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Leu Glu Glu
1 5 10 is

Gly Ala val ggg Leu Phe ITe Glu Ege Leu Lys Asn Gly Gly Pro ser
. 30

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

60

31

PRT

Artificial Sequence

Exendin analog

MOD_RES
(3L)...(3L
AMIDATION

60

H}s Gly Glu Gly T?r Phe Thr ser Asp igu Ser Lys Gln Met Glu Glu
1

Glu Ala val Arg Leu Phe Ile GTu Trp Leu Lys Asn Gly Gly Pro
20 25 30

3772
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<210> 61

<211> 31

<212> PRT

<213> Artificial sequence

<220> ]
<223> Exendin analog

<220>

<22]1> MOD_RES
222> (3L)...3L)
<223> AMIDATION

<400> 61
His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Leu Glu Glu
1 5 10 15

Gilu Ala val Arg Leu Phe TI1e Glu Phe Leu Lys Asn Gly Gly Pro
20 23 30

<210> 62

<211> 30

<212> PRT

<213> artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (30)...(300
<223> AMIDATION

<400> 62
H}s Gly Glu Gly Tgr Phe Thr Ser Asp igu ser Lys GIn Leu Glu Glu

Glu Ala val Arg Leu Phe I7e Glu Phe Leu Lys Asn Gly Gly
20 25 30

<210> 63

<211> 29

<212> PRT

<213> Artificial Sequence

<220> .
<223> Exendin analog

<220>

<221> MOD_RES
<222> (29)...029)
<223> AMIDATTION
<400> 63

His Gly Glu Gly TEr Phe Thr Ser Asp ieu Ser Lys Gin Met Glu Glu
0 15

Glu Aja val ggg Leu Phe ITe Glu Trp Leu Lys Asn Gly
25

<210> 64
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<211> 29
<212> PRT .
<213> Artificial Sequence

<220> )
<223> Exendin analog

<220>

<221> MOD_RES
<222 (29)...029)
<223> AMIDATION

<400> 64

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Leu Glu Glu
1 5 10 15

Glu Ala val ggg Leu Phe Ile Glu Sge Leu Lys Asn Gly

<210> 65

<211> 38

<212> PRT

<213> Artificial Sequence

<220> .
<223> Exendin analog

<220>

<221> MISC_FEATURE
<222> (31)...(31)

<223> thioproline

<220>

<221> MISC_FEATURE
<222> (36)...(33)

<223> thioproline

<220>

<221> MOD_RES
<222> (38)...(38)
<223> AMIDATION

<400> 65
His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GlIn Met Glu Giu
1 5 10 15

Glu Ala val égg Leu Phe Ile Giu ggp Leu Lys Asn Gly géy Xaa ser

Ser Gly Ala Xaa Xaa Xaa
35

<210> 66

<211> 38

<212> PRT

<213> Artificial sequence

<220> .
<223> exendin analog

<220>

<221> MISC_FEATURE
<222> (36)...(38)

<223> thiopreoline
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<220>

<221> MOD_RES
<222> (38)...(38)
<22%> AMIDATION

<400> 66
His 61y Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Met GTu Glu
1 5 10 15

Glu Ala vai égg Leu Phe Ile Glu ;gp Leu Lys Asn Gly g1y Pro Ser
0

ser Gly gga Xaa Xaa Xaa

<210> 67

<211> 37

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (31)...(31)
<223> N-methyl ala.

<220>

<221> MOD_RES
<222> (37)...(37)
<223> AMIDATION

<400> 67

His Gly Glu Gly Thr pPhe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu
1 5 10 15

Glu Ala val ggg l.eu Phe Ile Glu Tgp Leu Lys Asn Gly Gly Ala ser
2 30

ser Gly g}a Pro Pro

<210> 68

<211> 37

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (31)...(31L)
<223> N-methyl ala

<220>
<221> MOD_RES

<222> (36)...(37)
<223> N-methyl ala

<220>

40/72



0229W01_Seq_Lst.txt
<221> MOD_RES
<222 (37)...(37)
<223> AMIDATION

<400> 68
His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Met Glu Glu
1 5 10 15

Glu Ala val ggg Leu Phe Ile Glu ;gp Leu Lys Ash Gly Gly Ala Ser
30

ser Gly Ala Ala Ala
35

<210> 69

<211> 37

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MISC_FEATURE
<222> (31)...031D)

<223> homoproiine

<220>

<221> MISC_FEATURE
<222> (36)...(37)

<223> homoproline

<220>

<221> MOD_RES
<222> (37)...€37)
<223> AMIDATION

<400> 69
His Gly Glu 61y Thr Phe Thr Ser Asp Leu Ser Lys Gln Met Glu Glu
1 5 10 15

Glu Ala val ggg Leu Phe fle GTu ggp Leu Lys Asn Gly Gly Xaa Ser
30 ,

ser Gly g;a Xaa Xaa

<210> 70

<211> 36

<212> PRT

<213> Artificial Seauence

<220>
<223> Exendin analog

<220>

<221> MISC_FEATURE
<222> (31)...(31)
<223> homoproline

<220>

<221> MISC_FEATURE
<222> (36)...(36)
<223> homoproline.
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<220>
<221> MOD_RES

<222> (36)...(36)
<223> AMIDATION

<400> 70

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Met G¢lu Glu
1 5 10 13

Glu Ala val ggg teu Phe ITe Glu ggp Leu Lys Asn Gly gTy Xaa Ser
0

Ser Gly Ala Xaa
35

<210> 71

<211> 35

<212> PRT

<213> Artificial sequence

<220> .
<223> Exendin analog

<220>

<221> MOD_RES
<222> (35)...(3%)
<223> AMIDATION

<400> 71

Arg Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Met GTu clu
1 5 10 15
Glu Ala val Arg Leu Phe ITe Glu Trp Leu Lys Ash Gly Gly Pro Ser
20 25 30
ser Gly Ala
35

<210> 72

<211> 30

<212> PRT

<213> Artificial Sequence

<220~ .
<223> Exendin analog

<220>

<22%> MOD_RES
<222> (30)...030)
<223> AMIDATION
<400> 72

His Gly Asp Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Met GTu GTu
1 5 10 15

Glu Ala val arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly
20 . 25 30

<210> 73

<211> 28

<212> PRT

<213> Artificial Sequence

4272



0229W01_Seq_Lst.txt

<220> .
<223> Exendin analog

<220>

<221> MISC_FEATURE
<222> (6)...(6)_ |
<223> naphthylalanine

<220>

<221> MOD_RES
<222> (28)...028)
<223> AMIDATION

<400> 73
His Gly 6lu G1y Thr Xaa Thr Ser Asp Leu Ser Lys GlIn Leu Glu Glu
1 5 10 15

Glu Ala val Arg Leu Phe Ile Glu gge Leu Lys Asn
20

<210> 74

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> exendin analog

<220>

<221> MOD_RES
<222> (28)...(28)
<223> AMIDATION
<400> 74

His Gly Glu Gly Thr Phe Ser Ser Asp :E{Su Ser Lys Gin Met ﬂu Gly
1 5

Glu Ala val %g Leu Phe Ile Glu 12'15"]3 Leu Lys Asn

<210> 75

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> exendin analog

<220>

<221> MOD_RES
<222> (28)...(28)
<223> AMIDATION
<400> 75

His Gly 6lu Gly Thr Phe Ser Thr Asp Leu Ser Lys GIn Met Glu Glu
1 5 10 15

Giu Ala val Agg Leu Phe Ile Glu az'gp Leu Lys Asn
2

<210> 76
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<211> 28
<212> PRT .
<213> Artificial Sequence

<220> i
<223> Exendin anaiog

<220>

<221> MOD_RES
<222 (28)...(28)
<223> AMIDATON

<4005 76
His Gy Glu Gly Thr pPhe Thr Ser Glu Leu Ser Lys GIn Met Ala Glu
1 5 10 15

Glu Ala val égg Leu Phe Xle Glu ;gp Leu Lys Asn

<210> 77

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MISC_FEATURE
«222> (10)...(10)
<223> pentylglycine

<220>

<Z221> MOD_RES
<222> (28)...(28)
<223> AMIDATION

<400> 77

His Gly GTu Gly Thr pPhe Thr Ser Asp Xaa Ser Lys Gln Leu Glu Glu
1 5 10 15

Glu Ala val égg Leu Phe Ile Glu E?e Leu Lys Asn

<210> 78

C <211 28

<212> PRT

<213> artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MISC_FEATURE
<222> (22)...022)
<223> naphthylalanine

<220>
<221> MOD_RES

<222> (28)...(28)
<223> AMIDATION

<400> 78
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His 6ly Glu Gly Tgr Phe Thr ser asp isu Ser Lys GIn Leu Glu Glu
1

Glu Ala val ggg Leu Xaa Ile Glu g?e Leu Lys Ash

<210> 79

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MISC_FEATURE
<222> (23)...023) .
<223> tert-butylglycine

<220>

<221> MOD_RES
<222> (28)...(28)
<223> AMIDATION

<400> 79

His Gly Glu Gly Thr Phe Thr Ser Asp igu Ser Lys GIn Met Glu GTu
1 5

Glu Ala val Agg Leu Phe Xaa Glu ;Ep Leu Lys Asnh
2

<210> B0

<211> 28

<212> PRT

<213> Artificial Sequence

<220> .
<223> Exendin analog

<220>

<221> MOD_RES
<222> (28)...(28)
<223> AMIDATION

<400> 80

His Gly Glu Gly Tgr Phe Thr ser Asp &Su ser Lys GIn Leu g1u Glu

Glu ala val Agg Leu Phe Ile Asp ;?e Leu Lys Ash
2

<210> 81

<211> 33

<212> PRT

<213> artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (33)...(33)
<223> AMIDATION
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0229W0L_Seq_Lst.txt
81

H}s Gly Glu Gly T?r Phe Thr Ser Asp iga Ser Lys Gln Leu Glu Glu

15

Glu Ala val Arg Leu Phe ITe Glu Phe Leu Lys Asn Gly Gly Pro Ser
20 25 30

Ser

<210>
<211>
<212>
<213>

<220>
<223>

<220
<221>
<222>
<223>

<400>

82

29

PRT

Artificial Sequence

Exendin analog

MOD_RES
(29)...0(29
AMIDATON

82

His Gly 6¢Tu g1y Thr pPhe Thr Ser Asp ﬁga Ser Lys Gln Met Glu Glu
5

15

Glu Ala val Arg Leu Phe Ile Giu Trp Leu Lys Asn Gly
20 25

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

83

37

PRT

Artificial Sequence

artificially synthesized sequence of novel exendin agonist
compound

MISC_FEATURE
GL...30
homoprotiine

MISC_FEATURE
(36)...(37)
homoprotine

MOD_RES

G7...(37
AMIDATION

83

His Gly Glu Gly Thr Phe Thr Ser Asp Ala Ser Lys Gin Met Glu Glu
1 5 10 15

Glu Ala'val Arg Leu Phe Tle Glu ggp Leu Lys Asn Gly Gly Xaa Ser
30

20

sSer Gly éga Xaa Xaa
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<210> 84

<211> 27

<212> PRT_

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES

<222> (L)...(L )

<223> 4-imidazoliylpropionyl-Gly

<220>

<221> MOD_RES

<222> (26)...(26)

<223> Lys-NH(epsilon)octanoyl.

<220>

<221> MOD_RES
222> (27)...027
<223> AMIDATION

<400> 84

Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Met GTu Glu Glu
1 5 10 15

Ala val Arg Egu Phe Ile Glu Trp Egu Lys Asn

<210> 85

<211> 27

<212> PRT

<213> Artificial Sequence

<220> .
<223> Exendin analog

<220>

<221> MOD_RES

<222> (L)...(L .

<223> 4-imidazolyipropionyl-Gly

<220>

<221> MOD_RES

<222> (26)...(26)

<223> Lys-NH(epsilon)octanoyl.

<220

<221> MOD_RES
<222> (27)...027)
<2723> AMIDATION
<400> 85

Gly Giu Gly Thr P?e Thr ser Asp Leu :SLSr Lys GIn Leu Glu Glu Glu

Ala val Arg Egu phe ITe Glu pPhe Egu Lys Asn

<210> 86
<211> 29

4772
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<212> PRT
<213> Artificial Sequence

<220> .
<223> Exendin analog

<220>

<221> MOD_RES

<222> (1)...(1)

<223> 4~imidazelylpropiony1-Gly

<220>

<Z221> MOD_RES

<222> (26)...(26)

<223> Lys-NH(epsilon)octanoyl.

<220>

<221> MOD_RES
<222> (29)...(29)
<223> AMIDATION

<400> 86

Gly Giu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Met Glu Glu Glu
1 5 10 15

Ala val arg égu Phe ITe Glu Trp Egu Lys Asn Gly Gly

<210> 87

<211> 29

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES

<222> (1)...(1) _

<223> 4-imidazolylpropionyl-Gly

<220>

<221> MOD_RES

<222> (26)...(26)

<223> Lys-NH(epsiion)octanoyl.

<220

<221> MOD_RES
<222> (29)...(29)
<223> AMIDATION
<400> 87

Gly GTu Gly Thr Phe Thr Ser Asp Leu ser Lys GIn Leu Glu Glu Glu
1 5 10 15

Ala val Arg Egu Phe ITe Glu Phe Leu Lys Asn Gly Gly
25

<210> 88

<211> 27

<212> PRT

<213> artificial Sequence

<220>
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<223> Exendin analog

<220>

<221> MOD_RES

<222> (1)...(D )

<223> 4-imidazolyipropionyl-Gly

<220>

<221> MOD_RES

<222> (27)...(27)

<223> Lys-NH{epsilon)octanoyl.

<220>

<221> MOD_RES
<222> (27)...Q27)
<223> AMIDATION

<400> 88
Gly Glu ¢ly Thr Pge Thr Ser Asp Leu igr Lys GIn Met GTu g?u Glu
1

Ala val Arg Egu rhe Ile Glu Trp Egu Asn Lys

<210> B9

<211> 27

<212> PRT

<213> Artificial sequence

<220> .
<223> Exendin analeg

<220>

<221> MOD_RES

222> (1)...(1)

<223> 4-imidazolylpropionyl-Gly

<220>

<221> MOD_RES

<222> (27)...Q27)

<223> Lys-NH(epsilon)octanoyl.

<220>

<221> MOD_RES
<222> (27)...027)
<223> AMIDATION

<400> 89
Gly Glu Gly Thr Pge Thr Ser Asp Leu igr Lys Gin Leu Glu Glu Glu
1

Ala val Arg l?:eu Phe Ile Glu Phe Ejtsau Asn Lys
)

<210> 90

<211> 29

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>
<221> MOD_RES
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<222> (1)...(D ]
<223> 4-imidazolylipropionyl-Gly

<220>

<221> MOD_RES

<222> (27..Q27) |

<223> Lys-NH(epsilon)octanoyl.

<220>

<221> MOD_RES
<222% (29)...029)
<223> AMIDTION

<400> 90
Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Met Glu Glu Glu
1 5 10 15

Ah\ﬁimgégﬂmeﬂeGW1ﬂ3£qulysmyew

<210> 91

<211> 29

<212> PRT

<213» Artificial sequence

<220>
<223> Exendin analog

<220

<221> MOD-RES

<222> (1)...(1)

<223> 4-imidazolyipropionyl-Gly

<220>

<221> MOD_RES

<2225 (27)...(27)

<223> Lys-NH(epsilon)octanoyl.

<220>

<221> MOD_RES
<222 (29)...(29)
<223> AMIDATION

<400> 21
Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Leu Glu ¢Tu Glu
1 5 10 15

Ala val Argzbeu phe ITe GTu Phezgeu Asn Lys Gly Gly

<210> 92

<211> 27

<212> PRT

<213> Artificial segquence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (27)...027)
<223> AMIDATION

220>
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<221> MOD_RES
@22 (1)...(D ,
<223> 4-imidazolylpropionyl-Gly

<220>

<221> MOD_RES

<222> (26)...(26)

<223> Lys-NH(epsilon)octanoyl

<400> 92
xaa G1u Gly Thr phe Thr Ser Ala Leu Ser Lys Gln Met Glu Glu Glu
1 5 10 15

Ala val Arg ng Phe Ile Glu Trp ng Xaa Asn

<210> 93

<211> 27

<212> PRT

<213> Artificial Ssequence

<220>
<223> Exendin analog

<220> .

<221> MOD_RES
<222> (27)...(27)
<223> AMIDATION

<220>

<221> MOD_RES

<222> (1)...(D _

<223> 4-imidazolylpropionyl-Gly

<220>

<221> MOD_RES

<222> (26)...(26)

<223> Lys—-NH(epsiion)octanoyl

<400> 93

Xaa Glu Gly Thr Phe Thr Ser Ala Leu Ser Lys Gin Leu Glu Glu Glu
i 5 10 i5

Ala val Arg ng Phe Ile Glu phe ng Xaa Asn

<210> 94

<211> 29

<212> PRT

<213> artificial sequence

<220> .
<223> Exendin analog

<220>

<221> MOD_RES
<222> (29)...(29)
<223> AMIDATION

<220>

<221> MOD_RES

<222> (... .

<223> 4-imidazolylpropionyl-Gly
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<Z220>
<221> MOD_RES
<222> (26),,,(26)
<223 Lys~NHM(epsilon)octanoyl

<400> 94

¥Xaa Glu Gly Thr Phe Thr Ser Ala Leu Ser Lys GIn Met Glu Glu Glu
1 5 10 15

Ala val Arg ng Phe Ile Glu Trp ng Xaa Asn Gly Gly

<210> 95

<211> 29

<212> PRT

<213> Artificial sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (29...(29)
<223> AMIDATION

<220>

<221> MOD_RES

<222> (1)...{1)

<223> 4-imidazolylipropionyl-Gly

<220>

<221> MOD_RES

<222> (26)...(26)

<223> Lys-NH(epsilon)octanoy]l

<400> 95
Xai Gilu 6ly Thr phe Thr ser Ala Leu Sgg Lys GIn Leu Glu Glu Glu
5

Ala val Arg ng Phe I1e Glu pPhe Lgu Xaa Asn Gly Gly
5

<210> 96

<211> 27

<212> PRT

<213> Artificial sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (27)...027)
<223> AMIDATION

<220>

<221> MOD_RES

222> (...

<223> 4-imidazolylpropionyl-Gly

<220>

<221> MOD_RES

<222> (27)...027)

<223> Lys-NH(epsilon)octanoyl
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<400> 96 '
Xaa Gglu Gly Thr phe Thr Ser Ala Leu Ser Lys Gln Met Glu Glu GTu
1 5 10 15

Ala val Arg LSS phe I1e Glu Trp ng Asn Xaa

<210> 97
<211> 27
<212> PRT
<213> Artificial Sequence

<220
<223> Exendin analog

<220>

<221> MOD_RES
<222> (27)...(27)
<223> AMIDATION

<220>

<221> MOD_RES

<222> (1)...(D .

<223> 4-imidazolylpropionyl-Gly

<220>

<221> MOD_RES

<222> (27)...027)

<223> Lys-NH(epsilon)octanoy]

<4Q0> 97

Xaa Glu Gly Thr Phe Thr Ser Ala Leu Ser Lys GIn Leu Glu Glu Glu
1 5 1o i5

Ala val Arg Leu Phe Ile Glu Phe ng Asn Xaa
) 20

<210> 98

<211> 29

<212> PRT

<213> Artificial Sequence

<220> i
<223> Exendin analog

<220>

<221> MOD_RES
222> (29)...029)
<223> AMIDATION

<220>

<221> MOD_RES

<222> (1)...(LD)

<223> 4-imidazolylpropionyl-Gly

<220

<221> MOD_RES

<222> (27)...027)

<223> Lys~NH(epsilon)octanoyl
<400> 98

Xaa Glu Gly Thr phe Thr Ser Ala Leu Ser Lys GIn Met Glu Glu Glu
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1 5 10

Ala val Arg Leg Phe Tle Glu Trp ng Asn Xaa Gly Gly
2

15

<210> 99

<211> 29

<212> PRT

<213> Artificial sequence

<220> .
<223> Exendin analog

<220>

<221> MOD..RES
<222> (29)...029
<223> AMIDATION

<220>

<221> MOD_RES

<222> (1),,,(D

<223> 4-imidazolylpropionyl-Gly

<220>

<221> MOD_RES

<222> (27),,,27)

<223> Lys-NH(epsilon)octanoyl

<400> 99
Xaa Glu Gly Thr Phe Thr Ser Ala Leu Ser Lys GTn Leu Glu GTu Glu
1 5 10 15

Ala val Arg ng Phe ITe Glu Phe Leu Asnh Xaa Gly Gly

<210> 100

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (28)...(28)
<223> AMIDATION

<220>

<221> MOD_RES

<222> (27)...Q27)

<223> Lys-NH(eps+ilon)octanoyl

<400> 100

Ala Gly Glu Gly Thr phe Thr Ser Asp Leu Ser Lys Gln Met Glu Glu
1 5 10 15

Glu Ala val Agg Leu Phe ITe Glu Trp Leu Xaa Asn
25

<210> 101
<211> 28
<212> PRT
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<213> Artificial Sequence

<220> .
<22%> Exendin analog

<220>

<221> MOD_RES
<222> (28)...(28)
<223> AMIDATION

<220>

<221> MOD_RES

<222> (27)...Q27)

<223> Lys-NH{epsilon)octanoyl

<400> 101

Ala Gly Glu Gly Thr phe Thr Ser Asp Leu Ser Lys Gin Leu GTu Glu
1 5 10 15

Glu Ala val Arg Leu Phe Ile Glu ng Leu Xaa Asn
. 20

<210> 102
<211> 30
<212> PRT
<213> artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (30)...030)
<Z223> AMIDATION

<220>

. <221> MOD_RES

<222> (27)...07)

<223> Lys-NH{epsilon)octanoyl

<400> 102
Ala Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Met Glu Glu
1. 5 10 15

Glu Ala val Arg Leu Phe IT7e Glu Trp Leu Xaa Ash Gly Gly
20 25 30

<210> 103

<211> 30

<212> PRT

<213> Artificial Sequence

<220> .
<223> Exendin anatlag

<220>

<221> MOD_RES
<222> (30)...C30)
<223> AMIDATION

<220>

<221> MOD_RES

<222> (27)...027)

<223> Lvs~-NH(ensilon)octanovl
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<400> 103

Ala Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Leu Glu Glu
1 5 10 15

Glu Ala val Arg Leu Phe Ile Glu Phe Leu Xaa Asn Gly Gly
20 25 30

<210> 104

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220

<221> MOD_RES
<222 (28)...(28)
<223> AMIDATION

<220> :

<221> MOD_RES

<222> (27)...(27)

<223> Lys-NH(epsilon)octanoyl

<400> 104

AT% aly Glu Gly Thg Phe Thr Ser Asp LES Ser Lys Gln Met Glu Glu

Glu ala val Agg l.eu Phe Ile Glu ng Leu Asn Xaa

<210> 105

<211> 28

<212> PRT

<213> Artificial Sequence

<220> .
<223> Exendin analog

<220>

<221> MOD_RES
<222> (28)...028)
<223> AMIDATION

<220>

<221> MOD_RES

<222> 27)...027N

<223> Lys-NH{epsilon)octanoy]

<400> 105
A1% Gly GTu Gly Thg Phe Thr Ser Asp LEB Ser Lys Gln Leu Glu Glu

Glu ATa val Agg Leu Phe Ile Glu ng l.eu Asn Xaa

<210> 106

<211> 30 '
<212> PRT

<213> Artificial sequence
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<220>
<223>

<220~
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

i

Exendin analog

MOD_RES
(30)...(30)
AMIDATION

MOD_RES
@7 ...27)
Lys-NH(epsilon)octanoyl

106
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Ala Gly Glu Gly Thg phe Thr Ser Asp Lig ser Lys Gin Met G}g Glu

GTu Ala val Arg Leu Phe Ile Glu Trp Leu Ash Xaa Gly Gly
20 25 30

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

107
30
PRT
Artificial Sequence

Exendin analog

MOD_RES
(30)...(30)
AMIDATION

MOD_RES
27)...2ND
Lys-NH(epsilon)octanoy]

107

Ala Gly Glu Gly Thg Phe Thr Ser Asp Lig Ser Lys GIn Ley Glu Glu
1 5

‘Glu Ala val Arg Leu Phe Ile Glu Phe Leu Asn Xaa Gly Gly
20 25 30

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400

108

39

PRT

Artificial Sequence

Exendin analog

MOD~RES
(39)...(39)
AMIDATION

108

Hﬁi Gly Glu Gly Thg Phe Thr Ser Asp Lig Ser Lys GlIn Leu Glu G1lu
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Glu Ala val Agg Leu phe Ile Glu ng Leu LYs Ash Gly G%% Pro Ser

Ser Gly A;? Pro Pro Pro ser

<210> 109

<211> 39

<212> PRT |

<213> Artificial Sequence

<220> .
<223> Exendin analog

<220>

<221> MOD-RES
<222> (39)...03%)
<223> AMIDATION

<400> 109
Hii Gly Glu Gly Thg Phe Thr Ser Asp ng Ser Lys GlIn Leu Glu Glu

Glu Ala val Arg lLeu Phe Tle Glu TE? Leu Lys Asn Gly Ggg Pro Ser
2

ser Gly Ala Pro Pro Pro Ser

<210> 110

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221 MOD-RES
<222> (39)...039)
<223> AMIDATION

<400> 110
His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu
1 5 10 15

clu Ala val Arg Leu Phe Ile Glu Phe Leu Lys Asn Gly Gly Pro Ser
20 25 30

ser Gly A}@ Pro Pro Pro Ser

<210> 111

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD-RES
<222> (38)...0(39)
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<223> AMIDATION

<400> 111
Tyr Gly Glu Gly Thg phe Thr Ser Asp LEB ser Lys Gin Met Glg Glu
1

Glu Ala val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly Pro Ser
20 25 30

ser Gly Ala Pro Pro Pro Ser
35

<210> 112

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD-RES
<222> (39...(39
<223> AMIDATION

<400> 112

His Gly Glu 61y Thr phe Thr Ser Asp Leu Ser Lys Glin Met Glu Glu
1 5 10 15
Glu Ala Val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly Pro Ser
20 25 30

ser Gly A1§ Pro Pro Pro Tyr
3

<210> 113

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

- <221> MOD-RES
<222> (39)...(39
<223> AMIDATION
<400> 113

His Gly Asp Gly Thr phe Thr Ser Asp Leu Ser Lys Gln Met Glu Glu
1 5 10 15
Glu Ala val Arg Leu Phe Ile Glu ng Leu Lys Asn Gly G%g Pro Ser
20

ser Gly Ala Pro Pro Pro Ser
35

<2310> 114

<211> 39

<212> PRT

<213> Artificial Sequence
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<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Exendin analog

MOD_RES
6)...(6)
napthylalanine

MOD-RES

GD...3GY
AMIDATION

114
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His Gly Glu 61y Thr Xaa Thr Ser Asp Leu Ser Lys GIn Met Glu Glu
1 5 10 15

Glu Ala val Arg Leu phe Tle Glu Trp Leu Lys Ash Gly Gly Pro Ser
30

20

Ser Gly Ala Pro Pro Pro Ser
35

<210
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

115

39

PRT )

Artificial sequence

Exendin analog

MOD-RES
(39)...039
AMIDATION

115

25

His Gly Glu Gly Thr Phe Ser Ser Asp Leu Ser Lys Gin Met Glu Glu
1 5 10 15

Glu ala val Agg Leu Phe Tle Glu TEp Leu Lys Asn Gly Gly Pro Ser
5 30

Ser Gly Ala Pro Pro Pro Ser
3

<210>
<211>
<212>
<213>

<220
<223>

<220>
<221>
<222>
<223>

<400>

116

39

PRT

Artificial sequence

Exendin analog

MOD-RES
39...39
AMIDATION

116

Hii Gly Gluy Gly Thg Phe Ser Thr Asp L%g Ser Lys GIn Met Glu Glu
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Glu Ala val Agg Leu pPhe Ile Glu ngg Leuy Lys Asp Gly Gg% Pro Ser

ser Gly A;% Pro Pro Pro ser

<210> 117

<211> 39

<212> PRT_

<213> Artificial Sequence

<220> _
<223> Exendin analog

<220

<221> MOD-RES
<222> (39)...(39D
<223> AMIDATION

<400> 117
Hii Gly Glu Gly Thg Phe Thr Thr Asp Lig ser Lys Glin Met GTE Glu

Glu Ala val arg Leu Phe I1e Glu Trp Leu Lys Ash Gly Gly Pro Ser
20 25 30

ser Gly A}g Pro Pro Pro ser

<210> 118

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> exendin analog

<220>

<221> MOD-RES
<222> (39)...(39)
<223> AMIDATION
<400> 118

wis Gly Glu 6Ty Thr Phe Thr Ser Glu Leu Ser Lys GIn Met Glu Glu
1 5 10 15
Glu Ala val Agg Leu Phe Ile clu ng Leu Lys Asn Gly Ggg Pro Ser

Ser Gly Ala Pro Pro Pro Ser

<210> 119

<211> 39

<212> PRT

<213> artificial Sequence

<220> .
<223> Exendin analog

<220
<221> MOD_RES
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<222> (10)...(10)
<223> pentylglycine

<220>

<221> MOD-RES
<222> (39)...(39)
<223> AMIDATION
<400> 113

His Gly Glu Gly Thg Phe Thr Ser Asp x%g ser Lys Glin Met Glu Glu
1
clu Ala val Agg Leu phe Tle GTlu ng Leu Lys Ash Gly G;y Pro ser
0

Ser Gly A1§ Pro Pro Pro ser
3

<210> 120
<211> 39
<212> PRT
<213> Artificial Sequence

- <220

<223> Exendin analog

<220>

<221> MOD_RES

<222> (10)...(10)
<223> pentylglycine

<220>

<221> MOD-RES
<222> (39)...(39)
<Z223> AMIDATION

<400> 120

His Gly Glu Gly Thr pPhe Thr Ser Asp Xaa Ser Lys GIn Leu Glu Glu
1 5 10 15
clu Ala val Agg Lau Phe Ile Glu ng Leu Lys Asn Gly G;y Pro ser
0

ser Gly A;a Pro Pro Pro Ser
5

<210> 121

<211> 39

<212> PRT

<213> artificial Sequence

<220>
<223> Exendin analog

<220

<221> MOD_RES

<222> (14)...(14)
<223> pentylglycine

<220>

<221> MOD-RES
<222 (39)...(39)
<223> AMIDATION
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<400> 121

His Gly Glu Gly Thr phe Thr Ser Asp Leu Ser Lys Gln Xaa Glu Glu
1 5 10 15
GTu Ala val AE% Leu Phe Ile GTu ng Let Lys Asn Gly Gg% Pro Ser

ser Gly Ala Pro Pro Pro ser
35

<210> 122

<211> 39

<212> PRT

<213> Artificial sequence

<220>
<223> Exendin analag

<220>

<221> MOD-RES
<222> (39)...(39)
<223> AMIDATION

<220>

<221> MOD_RES
<222> (14)...(14)
<223> pentylglycine

<4Q0> 122
His Gly GTu Gly Thg Phe Thr Ser Asp ng Ser Lys GIn Leu Glu Glu
1

Giu Ala val Agg tey Phe Ile Glu ng teu Lys Asn Gly G;y Pro Ser
0 0

ser Gly Ala Pro Pro Pro Ser
35

<210> 123

<211> 39

<212> PRT_ |

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES

<222> (22)..(22) |
<223> napthylalanine
<220>

<221> MOD-RES

<222> (39)...(39)
<223> AMIDATION
<400> 123

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Met Glu Glu
1 5 10 15

Giu Ala val Arz'g Leu Xaa Ile Glu Trz"g; Lew Lys Asn Gly Gly Pro Ser
30
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ser Gly Ala Pro Pro Pro Ser
35

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<2721>
<222>
<223>

<400>

124

39

PRT

Artificial seguence

Exendin analog

MOD-RES
(39)...3®
AMIDATION

124

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Mer Glu Glu
1 5 10 15

Glu Ala vat Agg Leu rhe val Glu TEE ey Lys Asn Gly G;% Pro ser
O

Ser Gly Ala Pro Pro Pro Ser
35

<210>
<211~
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

125

39

PRT

Artificial Seguence

Exendin analog

MOD-RES
(39)...03G9%
AMIDATION

125

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Leu Glu Glu
1 5 10 15

Glu Ala val Arg Leu Phe val GTu Phe Leu Lys Asn Gly Gly Pro Ser
20 25 30

ser Gly Ala Pro Pro Pro Ser
35

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>

126

39

PRT

Artificial sequence

Exendin analog

MOD_RES
(23)...(23) .
tert-butylglycine
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<221> MOD-RES
<222> (39)...(3%
<223> AMIDATION

<400> 126
His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu
1 5 10 15

Glu ATa val Agg Leu Phe Xaa Glu ng Leu Lys Asn Gly G;% Prro Ser

Ser Gly A;a Pro Pro Pro Ser
5

<210> 127

<211> 39

<2172> PRT

<213> ArtiFicial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES

<222> (23)...(23)

<223> tert-butylglycine

<220>

<221> MOD-RES
<222> (39)...(39)
<223> AMIDATION

<400> 127

His Gly Glu Gly Thr phe Thr Ser Asp Leu Ser Lys GIn Leu Glu Glu
1 5 10 15
Glu Ala val Arg Leu Phe Xaa Glu Phe Leu Lys Asn Gly Gly Pro ser
20 25 30

ser Gly A1§ Pro Pro Pro Ser
3

<210> 128

<211> 39

<212> PRT

<213> Artificial Sequence

<220
<223> Exendin analog

<220>

<221> MOD-RES
<222> (39)...(39)
<223> AMIDATION
<400> 128

Hﬁi Gly Glu Gly Thg Phe Thr Ser Asp Leg Ser Lys GIn Met Glu Glu
1

Glu Ala val Arg Leu Phe Ile Asp ng Leu Lys Asn Gly Gly Pro Ser
20 30

ser Gly Ala Pro Pro Pro ser
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<210> 129

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD-RES
<222> (39)...(39)
<223> AMIDATION

<400> 129

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Met Glu Glu
1 5 10 15
Glu Ala val Agg Leu Phe Ile Glu PQE Leu Lys Asn Gly Gly Pro Ser
30

ser Gly ATg Pro Pro Pro Sser
3

<210> 130

<211> 39

<212> PRT

<213> Artificial Sequence

<220> i
<223> Exendin analog

<220>

<2231> MOD_RES
<222> (31)...(3D
<223> thioproline

<220>

<221> MOD_RES
<222> (36)..(38)
<223> thioproline

<220>

<221> MOD-RES
<222> (39)...03%)
<223> AMIDATION
<400> 130

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Met Glu Glu
1 5 10 15
Glu Ala val Agg teu Phe I'le Giu ng Let Lys Asn Gly Gly Xaa Ser
30

Ser Gly Ala Xaa Xaa Xaa Ser
35

<210> 131

<211> 39

<212> PRT

<213> Artificial Sequence
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<220> .
<223> Exendin analog

<220>

<221> MOD_RES
<222> (36)..(38)
<223> thioproline

<220=>

<221> MOD-RES
<222> (39)...(39
<223> AMIDATIGN

<400> 131

His G1y Glu Gly Thr pPhe Thr Ser Asp Leu Ser Lys GIn Met Glu Glu
1 5 10 15

Glu Ala val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly Pro Ser
20 25 30

ser Gly ATg Xaa Xaa Xaa Sar
3

<210> 132

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analag

<220>

<221> MOD_RES
<222> GL)...(3L)
<223> homoproline

<220> ) I
<221> MOD_RES

<222> (36)..(38)

<223> homoproline

<220>

<221> MOD-RES
<222> (39)...(39)
<223> AMIDATION
<400> 132

His Gly Glu Gly Thr pPhe Thr Ser Asp Leu Ser Lys Gln Met Glu Glu
1 5 10 15
Glu Ala val Agg Leu phe Tle Glu ng Leu Lys Asn Gly Gly Xaa Ser
30

ser Gly Ala Xaa Xaa Xaa Ser
35

<210> 133

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog
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<220>

<221> MOD_RES
<222> (36)..(38)
<223> homoproline

<220>

<221> MOD-RES
<222> (39)...(3®)
<223> AMIDATION

<400> 133
His g1y Glu Gly Thr phe Thr Ser Asp Leu Ser Lys Gln Met Glu Glu
1 5 10 15

Glu Ala val Agg Leu Phe Ile Glu ng Leu Lys Ash Gly G;% Pro Ser

ser Gly A;% Xaa Xaa Xaa ser

<210> 134

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES
<222> (31)...(31)
<223> thioproline

<220

<221> MOD_RES
<222> (36)..(38)
<223> thioproline

<220>

<221> MOD-RES
<222> (39)...039)
<223> AMIDATION

<400> 134

Hﬁi Gly @lu Gly Thg Phe Thr Ser Asp Lig Ser Lys Gin Leu Giu Glu
Glu Ala val Arg Leu Phe Ile Glu Phe Leu Lys Asn Gly Gly Xaa Ser
20 25 30

Ser Gly A;a Xaa Xaa Xaa Ser
5

<210> 135

<211> 39

<212> PRT

<213> artificial Sequence

<220>
<223> Exendin analog

<220>
<221> MOD_RES
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<222> (31)...(31)
<223> homoproiine

<220>

<221> MOD_RES
<222> (36)..(38)
<223> homoprotline

<220>

<221> MOD-RES
<222> (39)...(39)
<223> AMIDATION

<400> 135

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Leu Giu Glu
1 5 10 15
GTu Ala val Arg Leu Phe ITle Glu Phe Leu Lys Asn Gly Gly Xaa Ser
20 25 30

ser Ggly A;% Xaa Xaa Xaa Ser

<210> 136

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES

<222> (31)...(31)
<223> N-methylalanine

<220>

<221> MOD_RES

<222> (36)..(38)
<223> N-methylalanine

<220>

<221> MOD-RES =
<222> (39)...(39)
«223> AMIDATION
<400> 136

His Gly Giu Gly Thr Phe Thr Ser Asp Leu Ser Lys GIn Met Glu Glu
1 5 10 15
GTu Ala val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly Xaa Ser
20 25 30

ser Gly Ala Xaa Xaa Xaa Ser

<210> 137

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Exendin analog
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<220>
<221> MOD_RES
<222> (36)..(38)
<223> N-methylalanine

<220>

<221> MOD-RES
<222 (39)...(39
<223 AMIDATION

<400> 137
His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys GInh Met Glu Glu
1 5 10 15

Glu Ala val Arg Leu Phe Ile Glu Trp Leu Lys Asn Gly Gly Pro Ser
20 25 30

ser Gly A;? Xaa Xaa Xaa Ser

<210> 138

<211> 39

<212> PRT

<213> Artificial sequence

<220>
<223> Exendin analog

<220>

<221> MOD_RES

<222> (31)...(3L)
<223> N-methylalanine

<220

<221> MOD_RES

<222> (36)..(38) .
<223> N-methylalanine

<220>

<221> MOD~RES
<222> (39)...(39)
<223> AMIDATION

<400> 138

His Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gln Leu Glu Glu
1 5 10 15
Glu Ala val Agg Leu Phe Ile Giu ng Leu Lys Ash Gly G;% Xaa ser

ser Gly A;% Xaa Xaa Xaa ser

<210> 139

<211> 39

<212> PRT

<213> artificial Sequence

<220> .
<223> Exendin analog

<220>

<221> MOD_RES
<222> (D...(D
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<223> 4-Imidazolylpropionyl

<220>

<221> MOD_RES

<222> (273 ...(27)

<223> Lys-NH{epsilon) octanoyl

<220>

<221> MOD-RES
<222> (39)...(39)
<223> AMIDATION

<400> 139
Xaa Gly Glu Gly Thg Phe Thr Ser Asp L% Ser Lys Gln Met Glu Glu
1

Glu ATa val Agg Leu Phe ITe Glu ng Leu Lys Asn Gly G;% Pro Ser

ser Giy Ala Pro Pro Pro Ser
35

<210> 140

<211 39

<212> PRT

<213> Artificial Sequence

<220> )
<223> Exendin analog

<220>

<221> MOD_RES

<222> (1)...(L

<223> 4-Imidazolylpropionyl

<220>

<221> MOD_RES

<222> 27)...Q27)

<223> Lys-NH(epsilon) octanoyl

<220>

<221> mMOD-RES
<222> (39)...(39)
<223> AMIDATION
<400> 140

Xai Gly Glu Gly Thg Phe Thr Ser Asp Lig Ser Lys GIn Leu Glu Glu
Glu Ala val Arg Leu Phe Tle Glu Phe Leu Lys Asn Gly Gly Pro Ser
20 25 30

ser Gly Ala Pro Pro Pro Ser
35

<210> 141
<211> 39
<212> PRT
<213> artificial sequence

<220>
<223> Exendin analog

<220>
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<221> MOD_RES
<222> (1)...(D )
<223> 4-Imidazolylipropiony]l

<220>

<221> MOD_RES

<222> (28)...(28)

<223> Lys-NH{epsilon) octanoyl

<220>

<221> MOD-RES
<222> (39)...(39)
<2723> AMIDATION
<400> 141

Xaa Gly Glu Gly Thr Phe Thr Ser Asp teu Ser Lys Gln Met Glu Glu
1 5 10 15

Glu Ala val Arg Leu Phe Ile Glu Trg Leu Ash LyS Gly Gg% Pro Ser
2

20
Ser Gly Aga Pro Pro Pro Ser
3
<210> 142
<211> 39
<212> PRT .
<213> Artificial Sequence
<220>
<223> Exendin analog
<220>

<221> MOD_RES
<222> (1)...(1)
© <223> 4-Imidazolylpropionyl

<220>

<221> MOD_RES

<222> (28)...(28)

<223> Lys-NH(epsilon) octanoyl

<220>

<221> MOD-RES
<222> (39...(39Y
<223> AMIDATION

<400> 142

Xaa Gly Glu Gly Thr phe Thr Ser Asp Leu Ser Lys Gln Leu Glu Glu
1 5 10 15
Glu Ala val A;g Leu Phe Ile Glu ng Leu Asn Lys Gly G;% Pro ser

ser Gly A1§ Pro Pro Pro Ser
3

7272



	8151900 - PF14 Sequence Listing

