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Figure 1A

CD38 (Full Sequence)

MANCEFSPVSGDKPCCRISRRAQLCLGVSILVLILVVVIAVVWPRWRQQWSGPGTTKRFPETVLARCVKYTEIHPEMRH
VDCQSVWDAFKGAFISKHPCNITEEDYOPLMKLGTQTVPCNKILLWSRIKDLAHQFTQVQRDMFTLEDTLLGYLADDL
TWCGEFNTSKINYQSCPDWRKDCSNNPYSVFWKTVSRRFAEAACDVVHVMLNGSRSKIFDKNSTFGSVEVHNLQPEK
VOTLEAWVIHGGREDSRDLCODPTIKELESHSKRNIQFSCKNIYRPDKFLQCVKNPEDSSCTSE!

Figure 1B

CD38 {Extracellular domain only)

VPRWRQQWSGPGTTKRFPETVLARCVKYTEIHPEM RHVDCQSVWDAFKGAFlSKH?CNITEEDYQPLM KLGTQTVPC
NKILLWSRIKDLAHQFTQVQRDMFTLEDTLLGYLADDLTWCGEFNTSKINYQSCPDWRKDCSNNPVSVFWKTVSRRFA
EAACDVVHVMLNGSRSKIFDKNSTFGSVEVHNLQPEKVQTLEAWVIHGGREDSRDLCODPTIKELESIISKRNIQFSCKN
IYRPDKFLQCVKNPEDSSCTSE]
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Figure 2

HUMAN T-cell surface glycoprotein CD3 epsilon chain

MQSGTHWRVLGLCLLSVGVWGQDGNEEMGGITQTPYKVSISGTTVILTCPQYPG
SEILWQHNDKNIGGDEDDKNIGSDEDHLSLKEFSELEQSGYYVCYPRGSK
PEDANFYLYLRARVCENCMEMDVMSVATIVIVDICITGGLLLLVYYWSK
NRKAKAKPVTRGAGAGGRQRGQNKERPPPVPNPDYEPIRKGQRDLYSGL
NQRRI
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Figure 3A

Humanized anti-CD3 heavy chain variable region

SEQ ID NO. 1.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

Humanized anti-CD3 light chain variable region

SEQ ID NO. 2.

QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQOKPGQAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11502 H1 L1.4

SEQ ID NO. 3.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNS YVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVLGSHHHHHA

SEQ ID NO. 4.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 5.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 6.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11794 H1.3 L1.4

SEQ ID NO. 7.
EVOLVESGGGDVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVSSGGGGSGGGGSGGGEGS
QAVVIQEPSLTVSPGGTVTLICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 8.
EVQLVESGGGDVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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Figure 3B

SEQ ID NO. 9.
EVOLVESGGGDVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 10.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11795 H1.4 1L1.4

SEQ ID NO. 11.
EVOLVESGGGKVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVT TSNYANWVQOKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 12.
EVOLVESGGGKVOPGGSLRLSCAASGFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

SEQ ID NO. 13.
EVQLVESGGGKVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 14.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVFGGGTKLTVL

XENP11796 H1.5 L1.4

SEQ ID NO. 15.
EVQLVESGGGNVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVOQKPGOAPRGLIGETNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEFGGGTKLTVLGSHHHHHH

XENP11796 H1.5 L1.4, cont.

SEQ ID NO. 16.
EVQLVESGGGNVQPGGSLRLSCAASGFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQOMNSLRAEDTAVYYCVRHGNEFGNSYVSWFAYWGQGTLVTVS
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 17.
EVQLVESGGGNVQPGGSLRLSCAASGEFTFNTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS
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SEQ ID NO. 18.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11801 H1.6 L1.4

SEQ ID NO. 19.

FVQLVESGGGSVQPGGSLRLSCAASGFTENTY AMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOQMNSLRAEDTAVYYCVRHGNFGNSYVSWEFAYWGQGTLVTVS 5§
OAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQQKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVLGSHHHHHEH

SEQ ID NO. 20.
EVQLVESGGGSVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQOKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 21.
EVOLVESGGGSVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 22.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11802 H1.7 L1.4

SEQ ID NO. 23.
EVQLVESGGGLVQPGGSLKLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVLGSHHHHHA

SEQ ID NO. 24.
EVOLVESGGGLVOPGGSLKLSCAASGFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWEAYWGQGTLVTVSSE
QAVVTIQEPSLTVSPGGTVTLTICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

SEQ ID NO. 25.
EVQLVESGGGLVQPGGSLKLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 26.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL
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Figure 3D
XENP11803 H1.8 L1.4

SEQ ID NO. 27.
EVOLVESGGGLVOPGGSLRLSCAASGEFTFSTYAMNWVROAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
OAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHHH

SEQ ID NO. 28.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 29.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 30.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11804 H1.9 L1.4

SEQ ID NO. 31.
EVOLVESGGGLVQOPGGSLRLSCAASGFTENTYAMHWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOQMNSLRAEDTAVYYCVRHGNFGNSYVSWEFAYWGQGTLVTVSSE
QAVVTIQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 32.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMHWVRQAPGKGLEWVGRIRSKYNNYATYYADSVK
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

SEQ ID NO. 33.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMHWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 34.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL
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Figure 3E
XENP11805 H1.10 L1.4

SEQ ID NO. 35.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMSWVRQAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 36.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMSWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 37.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMSWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 38.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11806 H1.11 1L1.4

SEQ ID NO. 39.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROASGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS
QAVVIQEPSLTVSPGGTVTLICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 40.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQASGKGLEWVGRIRSKY!
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

SEQ ID NO. 41.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROASGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQOGTLVTVSS

SEQ ID NO. 42.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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Figure 3F
XENP11807 H1.12 L1.4

SEQ ID NO. 43.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKAN
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 44.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKANNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 45.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKANNYATYYADSVKGRFE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 46.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11808 H1.13 L1.4

SEQ ID NO. 47.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKANSYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS
QAVVIQEPSLTVSPGGTVTLICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 48.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKAL
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

SEQ ID NO. 49.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKANSYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQOGTLVTVSS

SEQ ID NO. 50.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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Figure 3G

XENP11809 H1.14 11.4

SEQ ID NO. 51.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 52.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROAPGKGLEWVGRIRSKYNNYATAYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 53.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATAYADSVKGRFE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 54.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11810 H1.15 1L1.4

SEQ ID NO. 55.
EVOLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYAASVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS
QAVVIQEPSLTVSPGGTVTLICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 56.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKY!
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVOQKPGQAPRGLIGGTNKRAPGVPARFSGSTLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVFGGGTKLTVL

SEQ ID NO. 57.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYAASVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQOGTLVTVSS

SEQ ID NO. 58.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

9/161
SUBSTITUTE SHEET (RULE 26)



WO 2015/149077 PCT/US2015/023411

Figure 3H
XENP11811 H1.16 L1.4

SEQ ID NO. 59.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYN
TISRDNSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 60.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDNSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 61.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDNSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 62.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11812 H1.17 11.4

SEQ ID NO. 63.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDTSKNTLYLOQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS
QAVVIQEPSLTVSPGGTVTLICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 64.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKY!
TISRDTSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

SEQ ID NO. 65.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDTSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTV

SEQ ID NO. 66.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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Figure 3l
XENP11813 H1.18 L1.4

SEQ ID NO. 67.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYN
TISRDDSKNTAYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 68.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTAYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 69.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTAYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 70.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11814 H1.19 11.4

SEQ ID NO. 71.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRDEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS
QAVVIQEPSLTVSPGGTVTLICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 72.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKY!
TISRDDSKNTLYLOMNSLRDEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

SEQ ID NO. 73.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRDEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 74.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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XENP11815 H1.20 11.4

SEQ ID NO. 75.
EVOLVESGGGLVOPGGSLRLSCAASGEFTFNTYAMNWVROAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLOMNSLRKEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
OAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHHH

SEQ ID NO. 76.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRKEDTAVYYCVRHGNFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 77.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRKEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 78.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11816 H1.21 11.4

SEQ ID NO. 79.
EVOLVESGGGLVQOPGGSLRLSCAASGFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOQMNSLRSEDTAVYYCVRHGNFGNSYVSWEFAYWGQGTLVTVSSE
QAVVTIQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 80.
EVQLVESGGGLVQPGGSLRLSCAASGEFTFNTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVK
TISRDDSKNTLYLOMNSLRSEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVFGGGTKLTVL

SEQ ID NO. 81.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRSEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 82.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL
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XENP11817 H1.22 L1.4

SEQ ID NO. 83.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLQMNSLRAEDTAVYYCARHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 84.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCARHGNFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 85.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCARHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 86.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11818 H1.23 1L1.4

SEQ ID NO. 87.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCTRHGNEGNSYVSWEAYWGQGTLVTVS
QAVVIQEPSLTVSPGGTVTLICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 88.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKY!
TISRDDSKNTLYLOMNSLRAEDTAVYYCTRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVOQKPGQAPRGLIGGTNKRAPGVPARFSGSTLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVFGGGTKLTVL

SEQ ID NO. 89.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCTRHGNEGNSYVSWEAYWGQOGTLVTVSS

SEQ ID NO. 90.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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XENP11819 H1.24 L11.4

SEQ ID NO. 91.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 92.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 93.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 94.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11820 H1.25 1L1.4

SEQ ID NO. 95.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGQSYVSWEAYWGQGTLVTVS
QAVVIQEPSLTVSPGGTVTLICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 96.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKY!
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGQSYVSWFAYWGOGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVOQKPGQAPRGLIGGTNKRAPGVPARFSGSTLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVFGGGTKLTVL

SEQ ID NO. 97.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGQSYVSWEAYWGQOGTLVTVSS

SEQ ID NO. 98.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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XENP11821 H1.26 L1.4

SEQ ID NO. 99.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNTYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 100.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNTYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

SEQ ID NO. 101.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNTYVSWFAYWGQGTLVTVSS

SEQ ID NO. 102.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

XENP11822 H1.27 Ll1.4

SEQ ID NO. 103.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFDYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 104.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEDYWGQGTLVTVS
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 105.
EVOLVESGGGLVQOPGGSLRLSCAASGFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEDYWGQGTLVTVSS

SEQ ID NO. 106.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQOKPGQAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEFGGGTKLTVL
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XENP11823 H1.28 L1.4

SEQ ID NO. 107.

EVQLVESGGGLVQPGGSLRLSCAASGFTENTY AMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TTSRDDSKNTLYLOMNSTLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTTVTVS S
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVLGSHHHHHH

SEQ ID NO. 108.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTTVTVS {
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

SEQ ID NO. 109.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTTVTVSS

SEQ ID NO. 110.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

XENP11824 H1.29 L1.30

SEQ ID NO. 111.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKSLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 112.

EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKS LEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 113.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKSLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 114.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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SEQ ID NO. 115.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS :
QAVVTQPPSLTVSPGGTVTILTCGSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 116.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS {
QAVVTQPPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

SEQ ID NO. 117.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYAT YYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVSS

SEQ ID NO. 118.
QAVVTQPPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

XENP11826 H1 L1.11

SEQ ID NO. 119.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLSVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 120.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVSSE
QAVVTQEPSLSVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 121.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 122.
QAVVTQEPSLSVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL
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XENP11827 H1 L1.12

SEQ ID NO. 123.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGATVTLTCGSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 124.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYAT YYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVREGNEGNSYVSWEAYWGOGTLVTVSS
QAVVTQEPSLTVSPGATVTLTCGSSTGAVT TSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

SEQ ID NO. 125.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 126.
QAVVTQEPSLTVSPGATVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

XENP11828 H1 L1.13

SEQ ID NO. 127.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYAT YYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGOGTLVTVSSH
QAVVTQEPSLTVSPGQTVTLTCGSSTGAVT TSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVLGSHHHHHH

SEQ ID NO. 128.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEFAYWGQGTLVTVS
QAVVTQEPSLTVSPGQTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 129.
EVOLVESGGGLVQOPGGSLRLSCAASGFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 130.
QAVVTQEPSLTVSPGQTVTLTCGSSTGAVT TSNYANWVQQOKPGQAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEFGGGTKLTVL

18/161
SUBSTITUTE SHEET (RULE 26)



WO 2015/149077 PCT/US2015/023411
Figure 3Q

XENP11829 H1 L1.14

SEQ ID NO. 131.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVT SSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 132.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS {
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTSSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

SEQ ID NO. 133.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 134.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT SSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

XENP11830 H1 L1.15

SEQ ID NO. 135.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVTSGHYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHHH

SEQ ID NO. 136.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT SGHYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 137.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 138.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGHYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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SEQ ID NO. 139.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGQAPRGLIYDTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 140.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIYDTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 141.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYAT YYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVSS

SEQ ID NO. 142.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIYDTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

XENP11832 H1 L1.17

SEQ ID NO. 143.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNNRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 144.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYAT YYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVOQOKPGQAPRGLIGCTNNRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVFGGGTKLTVL

SEQ ID NO. 145.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 146.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNNRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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SEQ ID NO. 147.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 148.
EVQLVESGGGLVQPGGSLRLSCAASGETFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRASGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 149.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 150.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGQAPRGLIGGTNKRASGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

XENP11834 H1 L1.19

SEQ ID NO. 151.
EVQLVESGGGLVQPGGSLRLSCAASGEFTFNTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVK
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTSNKHSWT PARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHEHHEH

SEQ ID NO. 152.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEFAYWGOGTLVTVS ;
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTSNKHSWTPAREFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 153.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 154.
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTI TSNYANWVQQOKPGQAPRGLIGGTSNKHSWTPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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SEQ ID NO. 155.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPDRESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 156.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 157.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 158.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPDRESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11836 H1 L1.21

SEQ ID NO. 159.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARESGSKSG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 160.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS;
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVITSNYANWVQQKPGOAPRGLIGGTNKRAPGVPARFSGSKSG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 161.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 162.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSKSG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL
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SEQ ID NO. 1l63.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 164.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSSSG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 165.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 166.
QAVVTIQEPSLTVSPGGTVTILICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSSSG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP11838 H1 L1.23

SEQ ID NO. 167.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 168.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 169.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 170.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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SEQ ID NO. 171.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQAEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 172.
EVQLVESGGGLVQPGGSLRLSCAASGETFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQAEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 173.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 174.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQAEDEAEYYCALWYSNLWVFGGGTKLTVL

XENP11840 H1 L1.25

SEQ ID NO. 175.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQSEDEAEYYCALWYSNLWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 176.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEFAYWGQGTLVTVS
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQSEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 177.
EVOLVESGGGLVQOPGGSLRLSCAASGFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 178.
OAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQSEDEAEYYCALWYSNLWVEGGGTKLTVL
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SEQ ID NO. 179.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEADYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 180.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEADYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 181.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 182.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEADYYCALWYSNLWVEGGGTKLTVL

XENP11842 H1 L1.27

SEQ ID NO. 183.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCLLWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 184.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS;
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVITSNYANWVQQKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCLLWYSNLWVEGGGTKLTVL

SEQ ID NO. 185.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 186.
QAVVTIQEPSLTVSPGGTVTILICGSSTGAVTITSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCLLWYSNLWVEGGGTKLTVL
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SEQ ID NO. 187.

EVQLVESGGGLVQPGGSLRLSCAASGFTENTY AMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TTSRDDSKNTLYLOMNSTLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWY SNHWVFGGGTKLTVLGSHHHHHH

SEQ ID NO. 188.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS {
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL

SEQ ID NO. 189.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 190.
QAVVTIQEPSLTVSPGGTVTILICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL

XENP11844 H1 L1.29

SEQ ID NO. 191.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEFGGGTKLEIKGSHHHHEH

SEQ ID NO. 192.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLEIKGS

SEQ ID NO. 193.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 194.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLEIKGS
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SEQ ID NO. 195.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
EIVMTQOSPATLSLSPGERATLSCRSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARFSGSGS
GIDFTLTISSLOPEDFAVYYCALWYSNLWVEGGGTKVEIKGSHHHEHH

SEQ ID NO. 196.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS i
EIVMTQSPATLSLSPGERATLSCRSSTGAVTTSNYANWVQQOKPGQAPRGLIGGTNK
GIDFTLTISSLOPEDFAVYYCALWYSNLWVEGGGTKVEIKGS

SEQ ID NO. 197.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 198.
EIVMTQSPATLSLSPGERATLSCRSSTGAVTTSNYANWVQOKPGQAPRGLIGGTNKRAPGVPARFSGSGS
GIDFTLTISSLOPEDFAVYYCALWYSNLWVEGGGTKVEIKGS

XENP11521 H1 15.1

SEQ ID NO. 199.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
DIVMTQSPDSLAVSLGERATINCKSSTGAVTTSNYANWVQOKPGQPPKGLIGGTNKRAPGVPDRESGSGS
GIDFTLTISSLOAEDVAVYYCALWYSNLWVEFGGGTKVEIKGSHHHEHH

SEQ ID NO. 200.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
DIVMTQSPDSLAVSLGERATINCKSSTGAVTTSNYANWVOQKPGQPPKGLIGGTNKRAPGVPDRESGSGS
GTDFTLTISSLOAEDVAVYYCALWYSNLWVEGGGTKVEIKGS

SEQ ID NO. 201.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 202.
DIVMTIQSPDSLAVSLGERATINCKSSTGAVTTSNYANWVQQKPGQPPKGLIGGTNKRAPGVPDRFSGSGS
GTDFTLTISSLOAEDVAVYYCALWYSNLWVFGGGTKVEIKGS
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SEQ ID NO. 203.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTDSGAQPEDEADYYCALWY SNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 204.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTDSGAQPEDEADYYCALWY SNEWVEGGGTKLTVL

SEQ ID NO. 205.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 206.
QAVVTIQEPSLTVSPGGTVTILICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTDSGAQPEDEADYYCALWY SNHWVEGGGTKLTVL

XENP11923 H1 L1.32

SEQ ID NO. 207.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQEKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 208.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOEKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 209.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 210.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOEKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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SEQ ID NO. 211.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLQMNSLRAEDTATYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 212.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TTSRDDSKNTLYLOMNSTLRAEDTATYYCVRHGNEFGNSYVSWFAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

SEQ ID NO. 213.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTATYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 214.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP12108 H1 L1.33

SEQ ID NO. 215.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVT TSNYANWVQQKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 216.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS;
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVITSNYANWVQQKPGKAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 217.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTY AMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVSS

SEQ ID NO. 218.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGKAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLT
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SEQ ID NO. 219.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGTAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 220.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTTSNYANWVQQKPGTAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 221.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 222.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGTAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

XENP12110 H1 L1.35

SEQ ID NO. 223.
EVOLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTI TSNYANWVQQKPGSPPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 224.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS;
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVITSNYANWVQQKPGSPPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 225.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 226.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGS PPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL
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SEQ ID NO. 227.

EVQLVESGGGLVQPGGSLRLSCAASGFTENTY AMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TTSRDDSKNTLYLOMNSTLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQPPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVLGSHHHHHH

SEQ ID NO. 228.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS {
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQKPGOPPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

SEQ ID NO. 229.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 230.
QAVVTIQEPSLTVSPGGTVTILICGSSTGAVTTSNYANWVOQKPGOPPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP12112 H1 L1.37

SEQ ID NO. 231.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOGPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 232.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQGPRGLIGETNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 233.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 234.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOGPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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SEQ ID NO. 235.
EVOLVESGGGLVQPGGSLRLSCAASGETEFNTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSTLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGQSPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHHH

SEQ ID NO. 236.
EVQLVESGGGLVQPGGSLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEFGNSYVSWEAYWGQGTLVTVS {
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTITSNYANWVOQOKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEFGGGTKLTVL

SEQ ID NO. 237.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 238.
QAVVIQEPSLTVSPGGTVTLTCGSSTGAVITSNYANWVOQKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEFGGGTKLTVL

XENP12114 H1 L1.39

SEQ ID NO. 239.
EVQLVESGGGLVQPGGSLRLSCAASGETFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOQMNSLRAEDTAVYYCVRHGNFGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGODPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHHH

SEQ ID NO. 240.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTCAVTTSNYANWVQQKPGQDPRGLI GGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 241.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 242.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGQODPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL
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SEQ ID NO. 243.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 244.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVROQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 245.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 246.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP12132 H1.31 11.4

SEQ ID NO. 247.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVLGSHHHHHH

SEQ ID NO. 248.
EVQLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMSWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS;
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVITSNYANWVQQKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 249.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 250.
QAVVTIQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQOKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

33/161
SUBSTITUTE SHEET (RULE 26)



WO 2015/149077 PCT/US2015/023411
Figure 3FF

XENP12133 H1.32 L1.4

SEQ ID NO. 251.
EVQLVESGGGLVOPGGSLRLSCAASGETFSTYAMNWVROAPGKGLEWVGRIRSKANNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 252.
EVQLVESGGGLVQPGGSLRLSCAASGETFSTYAMNWVRQAPGKGLEWVGRIRSKANNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVS SGGGGSGGGGSGGGGS
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 253.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKANNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 254.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

XENP12134 H1.33 Ll1.4

SEQ ID NO. 255.

EVQLVESGGGLVQPGGSLRLSCAASGETES TYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEDYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 256.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEDYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

SEQ ID NO. 257.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEDYWGQGTLVTVSS

SEQ ID NO. 258.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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SEQ ID NO. 259.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMSWVROAPGKGLEWVGRIRSKANNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEDYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 260.
EVQLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMSWVRQAPGKGLEWVGRIRSKANNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEDYWGQGTLVTVS {
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

SEQ ID NO. 261.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVGRIRSKANNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWEDYWGQGTLVTVSS

SEQ ID NO. 262.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

XENP12136 H1.35 L1.4

SEQ ID NO. 263.
EVQLVESGGEVKKPGESLRLSCAASGFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 264.
EVQLVESGGEVKKPGESLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 265.
EVOLVESGGEVKKPGESLRLSCAASGEFTENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 266.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL
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XENP12137 H1.36 L1.4

SEQ ID NO. 267.
EVOLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVROAPGKGLEWVGRIRS
SRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEFAYWGQGTLVTVSS
VVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLGGK
AALTLSGAQPEDEAEYYCALWYSNLWVFGGGTKLTVLGSHHHEHH

SEQ ID NO. 268.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVGRIRSNGGSTYYADSVKGRFTI
SRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS
VVIQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQOKPGQAPRGLIGGTNK
AALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 269.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFNTYAMNWVRQAPGKGLEWVGRIRSNGGSTYYADSVKGRETI
SRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 270.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

XENP12138 H1.37 11.4

SEQ ID NO. 271.

EVQLVESGGGLVQPGGSLRLSCAASGFTENTY AMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVLGSHHHHHH

SEQ ID NO. 272.

EVQLVESGGGLVQPGGSLRLSCAASGFTENTY AMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVEGGGTKLTVL

SEQ ID NO. 273.
EVQLVESGGGLVQPGGSLRLSCAASGFTENTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 274.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVFGGGTKLTVL

36/161
SUBSTITUTE SHEET (RULE 26)



WO 2015/149077 PCT/US2015/023411
Figure 3l

XENP12139 H1.37 L1.32

SEQ ID NO. 275.

EVQLVESGGGLVQPGGSLRLSCAASGFTENTY AMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TTSRDDSKNTLYLOMNSTLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQEKPGQAPRGLIGGTNKR
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVLGSHHHHHH

SEQ ID NO. 276.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQEKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWYSNLWVEGGGTKLTVL

SEQ ID NO. 277.
EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRKAPGKGLEWVGRIRSKYNNYAT YYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVSS

SEQ ID NO. 278.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQEKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTLSGAQPEDEAEYYCALWY SNLWVFGGGTKLTVL

XENP12149 H1 L1.40

SEQ ID NO. 279.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 280.
EVQLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 281.
EVOLVESGGGLVQPGGSLRLSCAASGETENTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 282.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL
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XENP12213 H1.30 L1.40

SEQ ID NO. 283.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 284.

EVQLVESGGGLVQPGGSLRLSCAASGETFS TYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 285.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 286.
QAVVTIQEPSLTVSPGGTVTILICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL

XENP12214 H1.8 L1.40

SEQ ID NO. 287.

EVQLVESGGGLVQPGGSLRLSCAASGETES TYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 288.
EVQLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 289.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 290.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL
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XENP12215 H1.39 L1.40

SEQ ID NO. 291.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 292.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL

SEQ ID NO. 293.
EVOLVESGGGLVQPGGSLRLSCAASGETEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 294.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVFGGGTKLTVL

XENP12216 H1.40 L1.40

SEQ ID NO. 295.

EVQLVESGGGLVQPGGSLRLSCAASGETFS TYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 296.
EVQLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 297.
EVOLVESGGGLVQOPGGSLRLSCAASGFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 298.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQOKPGQAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEFGGGTKLTVL
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XENP12217 H1.30 L1.41

SEQ ID NO. 299.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 300.
EVQLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS {
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL

SEQ ID NO. 301.
EVOLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 302.
QAVVTIQEPSLTVSPGGTVTILICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL

XENP12218 H1.8 L1.41

SEQ ID NO. 303.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 304.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVFGGGTKLTVL

SEQ ID NO. 305.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 306.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL
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XENP12219 H1.39 1L1.41

SEQ ID NO. 307.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKR
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 308.
EVQLVESGGGLVQPGGSLRLSCAASGFTESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS {
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL

SEQ ID NO. 309.
EVOLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 310.
QAVVTIQEPSLTVSPGGTVTLICGSSTGAVTTSNYANWVOQKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL

XENP12220 H1.40 L1.41

SEQ ID NO. 311.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 312.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGOGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 313.
EVOLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 314.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL
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XENP12221 H1.30 L1.42

SEQ ID NO. 315.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGKAPRGLIGGTNKR
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 316.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL

SEQ ID NO. 317.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 318.
QAVVTIQEPSLTVSPGGTVTLTICGSSTGAVTTSNYANWVOQKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL

XENP12222 H1.8 L1.42

SEQ ID NO. 319.
EVQLVESGGGLVQPGGSLRLSCAASGFTESTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 320.
EVQLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 321.
EVOLVESGGGLVQOPGGSLRLSCAASGFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 322,
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQOKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEFGGGTKLTVL
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XENP12223 H1.39 1L1.42

SEQ ID NO. 323.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKAPRGLIGGTNKR
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 324.
EVQLVESGGGLVQPGGSLRLSCAASGETFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 325.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 326.
QAVVTIQEPSLTVSPGGTVTILICGSSTGAVTTSNYANWVOQKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL

XENP12224 H1.40 L1.42

SEQ ID NO. 327.

EVQLVESGGGLVQPGGSLRLSCAASGETFS TYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 328.
EVQLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 329.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 330.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL
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SEQ ID NO. 33l.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGQSPRGLIGGTNKR
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 332.
EVQLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS {
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOSPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL

SEQ ID NO. 333.
EVOLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 334.
QAVVTIQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQOKPGQSPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVFGGGTKLTVL

XENP12226 H1.8 L1.43

SEQ ID NO. 335.

EVQLVESGGGLVQPGGSLRLSCAASGETES TYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOS PRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 336.
EVQLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 337.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 338.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL
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SEQ ID NO. 339.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRKAPGKGLEWVGRIRSKYN
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 340.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS i
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGQSPRGLIGGTNKR
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 341.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 342.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVL

XENP12228 H1.40 11.43

SEQ ID NO. 343.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVT TSNYANWVQQKPGQSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 344.
EVQLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS;
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVITSNYANWVQQKPGOSPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL

SEQ ID NO. 345.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 346.
QAVVTIQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQOKPGQSPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVFGGGTKLTVL
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SEQ ID NO. 347.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TTSRDDSKNTLYLOMNSTLRAEDTAVYYCVRHGNFGDSYVSWFAYWGOGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGKSPRGLIGGTNKR
GKAALTISGAQPEDEAEYYCALWY SNHWVFGGGTKLTVLGSHHHHHH

SEQ ID NO. 348.

EVQLVESGGGLVQPGGSLRLSCAASGETFS TYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKS PRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 349.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 350.
QAVVTIQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQOKPGKSPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVFGGGTKLTVL

XENP12230 H1.8 L1.44

SEQ ID NO. 351.

EVQLVESGGGLVQPGGSLRLSCAASGETES TYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKS PRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 352.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGKSPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVFGGGTKLTVL

SEQ ID NO. 353.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 354.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGKSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL
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SEQ ID NO. 355.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKR
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 356.
EVQLVESGGGLVQPGGSLRLSCAASGETFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKS PRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 357.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 358.
QAVVTIQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQOKPGKSPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVFGGGTKLTVL

XENP12232 H1.40 L1.44

SEQ ID NO. 359.

EVQLVESGGGLVQPGGSLRLSCAASGETFS TYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKS PRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 360.
EVQLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGKSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 36l.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 362.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGKSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEAEYYCALWY SNHWVEGGGTKLTVL
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SEQ ID NO. 363.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGKAPRGLIGGTNKR
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 364.

EVQLVESGGGLVQPGGSLRLSCAASGETFS TYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 365.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 366.
QAVVTIQEPSLTVSPGGTVTLTICGSSTGAVTTSNYANWVOQKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL

XENP12234 H1.8 L1.45

SEQ ID NO. 367.

EVQLVESGGGLVQPGGSLRLSCAASGETFS TYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 368.
EVQLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 369.
EVOLVESGGGLVQOPGGSLRLSCAASGFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 370.
OAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVOQKPGKAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVL
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SEQ ID NO. 371.

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTY AMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TTSRDDSKNTLYLOMNSTLRAEDTAVYYCVRHGNFGNSYVSWFAYWGOGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGKAPRGLIGGTNKR
GKAALTISGAQPEDEADYYCALWY SNHWVFGGGTKLTVLGSHHHHHH

SEQ ID NO. 372.
EVQLVESGGGLVQPGGSLRLSCAASGETFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 373.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 374.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVT TSNYANWVQQKPGKAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVFGGGTKLTVL

XENP12236 H1.40 L1.45

SEQ ID NO. 375.

EVQLVESGGGLVQPGGSLRLSCAASGETFS TYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 376.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGKAPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVFGGGTKLTVL

SEQ ID NO. 377.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 378.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGKAPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL
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SEQ ID NO. 379.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGQSPRGLIGGTNKR
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 380.
EVQLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS {
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOSPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL

SEQ ID NO. 38l.
EVOLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 382.
QAVVTIQEPSLTVSPGGTVTILICGSSTGAVTTSNYANWVOQKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL

XENP12238 H1.8 L1.46

SEQ ID NO. 383.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOSPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 384.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGQSPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVFGGGTKLTVL

SEQ ID NO. 385.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 386.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL
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SEQ ID NO. 387.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEFGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVT TSNYANWVQQKPGQSPRGLIGGTNKR
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 388.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL

SEQ ID NO. 389.
EVOLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSS

SEQ ID NO. 390.
QAVVTIQEPSLTVSPGGTVTLTICGSSTGAVTTSNYANWVOQKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL

XENP12240 H1.40 Ll.46

SEQ ID NO. 391.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 392.
EVQLVESGGGLVQPGGSLRLSCAASGETESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGOSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 393.
EVOLVESGGGLVQOPGGSLRLSCAASGFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 394.
OAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGOS PRGLTGGTNKRAPGVPARFSGSTLG
GKAALTISGAQPEDEADYYCALWYSNHWVEFGGGTKLTVL
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Figure 3XX

XENP12241 H1.30 L1.47

SEQ ID NO. 395.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKR
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 396.
EVQLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVS {
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQKPGKSPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL

SEQ ID NO. 397.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 398.
QAVVTIQEPSLTVSPGGTVTLICGSSTGAVTTSNYANWVOQKPGKSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL

XENP12242 H1.8 L1.47

SEQ ID NO. 399.
EVQLVESGGGLVQPGGSLRLSCAASGFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNFGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQKPGKSPRGLIGGTNKRAPGVPAREFSGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEFGGGTKLTVLGSHHHHEH

SEQ ID NO. 400.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGKSPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVFGGGTKLTVL

SEQ ID NO. 401.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 402.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGKSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL
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Figure 3YY

XENP12243 H1.39 L1.47

SEQ ID NO. 403.
EVOLVESGGGLVQPGGSLRLSCAASGEFTESTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGNSYVSWEFAYWGQGTLVTVS :
QAVVTQEPSLTVSPGGTVTILTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKR
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVLGSHHHHEH

SEQ ID NO. 404.
EVQLVESGGGLVQPGGSLRLSCAASGETFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGNSYVSWEAYWGQGTLVTVS S
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKS PRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVL

SEQ ID NO. 405.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS

SEQ ID NO. 406.
QAVVTIQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQOKPGKSPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVFGGGTKLTVL

XENP12244 H1.40 L1.47

SEQ ID NO. 407.

EVQLVESGGGLVQPGGSLRLSCAASGETFS TYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSSH
QAVVTQEPSLTVSPGGTVTLTCGS STGAVT TSNYANWVQOKPGKS PRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWYSNHWVEGGGTKLTVLGSHEHHHH

SEQ ID NO. 408.
EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRE
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEAYWGQGTLVTVSSE
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGKSPRGLIGGTNKRAPGVPARFSGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVFGGGTKLTVL

SEQ ID NO. 409.
EVOLVESGGGLVQPGGSLRLSCAASGEFTEFSTYAMNWVRKAPGKGLEWVGRIRSKYNNYATYYADSVKGRF
TISRDDSKNTLYLOMNSLRAEDTAVYYCVRHGNEGDSYVSWEFAYWGQGTLVTVSS

SEQ ID NO. 410.
QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVOQOKPGKSPRGLIGGTNKRAPGVPARESGSLLG
GKAALTISGAQPEDEADYYCALWY SNHWVEGGGTKLTVL
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Figure 5

Positive charged scFv linkers

Name
Gly-Ser 15
Whitlow linker
6paxA_1 (+A)
+B

+C

+D

+E

+F

+G

+H

+

Sequence
GGGGSGGGGSGGGGS
GSTSGSGKPGSGEGSTKG
IRPRAIGGSKPRVA
GKGGSGKGGSGKGGS
GGKGSGGKGSGGKGS
GGGKSGGGKSGGGKS
GKGKSGKGKSGKGKS
GGGKSGGKGSGKGGS
GKPGSGKPGSGKPGS
GKPGSGKPGSGKPGSGKPGS

GKGKSGKGKSGKGKSGKGKS

Negative charged scFv linkers

Name
Gly-Ser 15
3hsc_2 {-A)
-B

-C

Sequence
GGGGSGGGGSGGGGSGGGGS
STAGDTHLGGEDFD
GEGGSGEGGSGEGGS
GGEGSGGEGSGGEGS
GGGESGGGESGGGES
GEGESGEGESGEGES
GGGESGGEGSGEGGS

GEGESGEGESGEGESGEGES
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15
15
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15
20
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15
15
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+3 449
+4 450
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0 452
-4 453
-3 454
-3 455
-3 456
-6 457
-3 458
-8 459
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Figure 6A

Preferred steric variants that favor Fc heterodimerization.

Monomer 1 Monomer 2

F405A T394F

5364D Y349K

S364E L368K

S364E Y349K

S364F K370G

S364H Y349K

S364H Y349T

§364Y K370G

T411K K370E
V397S/F405A T394F
K370R/T411K K370E/T411E
L351E/S364D Y349K/L351K
L351E/S364E Y349K/L351K
L351E/T366D L351K/T366K
P395T/V397S/F405A T394F
S364D/K370G S364Y/K370R
S364D/T394F Y349K/F405A
S364E/FA405A Y349K/T394F
S364E/F405S Y349K/T394Y
S364E/T411E Y349K/D401K
S$364H/D401K Y349T/T411E
S364H/F405A Y349T/T394F
S364H/T394F Y349T/F405A
Y349C/S364E Y349K/S354C
L351E/S364D/F405A Y349K/L351K/T394F
L351K/S364H/D401K Y349T/L351E/T411E
S364E/T411E/F405A Y349K/T394F/D401K
S$364H/D401K/F405A Y349T/T394F/T411E
S364H/F405A/TA11E Y349T/T394F/D401K
Y349T S364H

T394F F405A
Y349T/T394F S364H/F405A
K370E T411K
K370E/T411D T411K
K370E/T411E K370R/T411K
L368E/K409E L368K

Y349T/T411E S364H/D401K
Y349T/T394F/S354C S364H/F405A/Y349C
T411E D401K

T411E D401R/T411R
Q347E/K360E Q347R

L368E S364K
L368E/K370S 8364K

L368E/K370T S364K
L368E/D401R S364K
L368E/D401N S364K

L368E E3575/S364K

L368E S364K/K409E

L368E S364K/K409V
L368D S364K
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Figure 6B

Monomer 1 Monomer 2
L368D/K370S S364K
L368D/K370S S364K/E357L
L368D/K370S S364K/E357Q
T411E/K360E/Q362E D401K
L368E/K370S S364K

K370S S364K
L368E/K370S S364K/E357Q
K370S S364K/E357Q
L368E/K370S S364K

K370S S364K
L368E/K370S S364K/E357Q
K370S S364K/E357Q
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Figure 6C

Monomer 1 Monomer 2

ISO(-) side ISO(+) or
ISO(++RR)) side

T411E D401K

T411E K360D D401K

T411E K360E D401K

T411E Q362E D401K

T411E N390D D401K

T411E D401K Q347K

T411E D401K Q347R

TA11E K360D Q362E D401K

T411E K360E Q362E D401K

T411E K360E N390D D401K

T411E Q362E N390D D401K

T411E Q347R D401K K360D

T411E Q347R D401K K360E

T411E K360 D401K Q347K

T411E K360D D401K Q347R

T411E K360E D401K Q347K

T411E K360E D401K Q347R

T411E S364K D401K K370S

T411E K370S D401K S364K

Q347E E357Q

Q347E E357Q Q362K

K360D Q362E Q347R

K360D Q362E D401K

K360D Q362E Q347R D401K

K360E Q362E Q347R

K360E Q362E D401K

K360E Q362E Q347R D401K

Q362E N390D D401K

Q347E K360D D401N

K360D Q347R N390K

K360D N390KD401N

K360E Y349H

K370S Q347E S364K

K370S E357L S364K

K370S E357Q S364K

K370S Q347E E357L S364K

K370S Q347E E357Q S364K

L368D K370S Q347E S364K

L368D K370S E357L S364K

L368D K370S E357Q S364K

L368D K370S Q347E E357L S364K

L368D K370S Q347E E357Q S364K

L368E K370S Q347E S364K

L368E K370S E357L 5364K

L368E K370S E357Q S364K

L368E K370S Q347E E357L S364K

L368E K370S Q347E E357Q S364K

L368D K370T Q347E S364K

L368D K370T E357L S364K

L368D K370T E357Q S364K
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Figure 6D

Monomer 1 Monomer 2

L368D K370T Q347E E357L S364K

L368D K370T Q347E E357Q | S364K

L368E K370T Q347E S364K
L368E K370T E357L S364K
L368E K370T E357Q S364K

L368E K370T Q347E E357L S364K

L368E K370T Q347E E357Q | S364K

T411E Q362E D401K T411K
T411E N390D D401K T411K
T411E_Q362E D401R T411R
T411E N390D D401R T411R
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Figure 7

XENP
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12759

12760

12761

12496

12511

12840

12841

12894

12895

12896

12901

Heterodimer-skewing
variant, Chain 1

none
L368D/K370S
L368D/K370S
L368D/K370S
T411E/K360E/Q362E
L368E/K370S
K370S
L368E/K370S
K370S
L368E/K370S
K370S
L368E/K370S

K370S

Heterodimer-skewing
variant, Chain 2

none

S364K
S364K/E357L
$364K/E357Q
D401K
5364K

S364K
S364K/E357Q
$364K/E357Q
S364K

S364K
$364K/E357Q

S364K/E357Q
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Figure 9
Ablation Variants

Variant Variant(s), cont.

G236R P329K

$239G A330L

S239K A330S/P331S

$239Q 1332K

S239R 1332R

V266D \V266D/A327Q

S267K \V266D/P329K

S267R S267R/A327Q

H268K S267R/P329K

E269R G236R/L328R

299R E233P/L234V/1L235A/G236del/S239K
299K E233P/L234V/L235A/G236del/S267K
K322A E233P/L234V/1L235A/G236del/S239K/A327G
A327G E233P/L234V/1L235A/G236del/S267K/A327G
A327L E233P/L234V/L235A/G236del
A327N S239K/S267K

A327Q

L328E

L328R

P329A

P329H

DB2/25811853.1
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Figure 10

XENP

12757

12758

12759

12760

12761

12496

12511

12840

12841

12894

12895

12896

12901

Heterodimer-skewing
variant, Chain 1

none
L368D/K370S
L368D/K370S
L368D/K370S
T411E/K360E/Q362E
L368E/K370S
K370S
L368E/K370S
K370S
L368E/K370S
K370S
L368E/K370S

K370S

Heterodimer-skewing
variant, Chain 2

none

S364K
S364K/E357L
$364K/E357Q
D401K
5364K

S364K
S364K/E357Q
$364K/E357Q
S364K

S364K
$364K/E357Q

S364K/E357Q
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Figure 11

Anti-CD38 (D3

Heterodimer Fg;
Ablated effector
function
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Figure 13

Fluorescent LDH RTCC assay
10K RPMI8226 cells and 400K purified T cells

¥ XENP13243 (Humanized)
@ XENPA13545 (Affinity optimized Tier 1)
W XENP13551 (Affinity optimized Tier 2)

0.001 0.01 0.4 1 10 100 1000

Ab conc (ng/ml)
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Day 1

Day 2

Day 3
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Figure 14
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Figure 16

Cyno PBMCs
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Figure 18
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Figure 19
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Figure 20A

OKT10
VH

EVKLQESGGGLVQPGGSLKLSCAASGFDFSRSWMNWVROAPGKGLEWIGEINPDSSTINYTTSLKDKFIISRDNAKNTL
YLQMTKVRSEDTALYYCARYGNWEFPYWGQGTLVTVSA

VL

DIVMTQSPKIMPTSVGDRVSVTCKASONVDTNVAWYQQKPGQSPKALIYSASYRYSGVPDRFTGSGSGTDFTLTITNY
QSEDLAEYFCQQYDSYPLTFGAGTKLDLK

XENP11855 (Anti-CD38 H1L1 1gG1)

Heavy chain

EVOLVESGGGLYQPGGSLRLSCAASGFDFSRSWMNWVRQAPGKGLEWVSEINPDSSTINYATSVKGRFTISRONSKNT
LYLOMNSLRAEDTAVYYCARYGNWEFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG
PSVELEPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

Light chain

DIVM TQSPSSLSASVGDRVTITCRASQNVDTNVAWYQQKPGQSPKALIYSASYRYSGVPDRFTGSGSGTDFT LTISSLQP
EDFATYFCQQYDSYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVD NALQSGNS
QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 20B
XENP13243 (Anti-CD38_H1 L1 x Anti-CD3_H1.30_L1.47)
Heavy chain 1 (Anti-CD38 H1)

EVQLVESGGGLYOPGGSLRLSCAASGFDFSRSWMNWVRQAPGKGLEWVSEINPDSSTINYATSVKGRFTISRDNSKNT
LYLQMNSLRAEDTAVYYCARYGNWFEPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVELFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.30 L1.47)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWYVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVOQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD

YYCALWYSNHWVFGGGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL

PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQG NVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1)

DIVMTQSPSSLSASVGDRVTITCRASQNVDTNVAWYQQKPGQSPKALIYSASYRYSGVPDRFTGSGSGTDFTLTISSLQP
EDFATYFCQQYDSYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNN FYPREAKVQWKVDNALQSGNS
QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 20C
XENP13544 (Anti-CD38_H1_L1x Anti-CD3_H1.79_L1.48)
Heavy chain 1 (Anti-CD38 H1)

EVQLVESGGGLVQPGGSLRLSCAASGFDFSRSWMNWVRQAPGKGLEWVSEINPDSSTINYATSVKGRFTISRD NSKNT
LYLQMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKG PSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTEPAVLASSGLYSLSSYVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVELFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.79 .1.48)

EVQLVESGGGLYQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKCLEWVGRIRSKYN NYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSG KPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVOOKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD

YYCALWYSNHWVFGCGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEY
KENWYVDGYEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQG NVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain {Anti-CD38 L1)

DIVMTQSPSSLSASVGDRVTITCRASQNYDTNVAWYQQKPGQSPKALIYSASYRYSGVPDRFTGSGSGTD FTLTISSLOP
EDFATYFCQQYDSYP LTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNS
QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 20D

XENP13545 (Anti-CD38_H1_L1.24 x Anti-CD3_H1.30_L1.47)
Heavy chain 1 (Anti-CD38 H1)

EVQLVESGGGLYQPGGSLRLSCAASGFDFSRSWMNWVRQAPGKGLEWVSEINPDSSTINYATSVKGRFTISRDNSKNT
LYLOMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTEPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVFLEPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.30 L1.47)

EVQLVESGGGLYQPGGSLRLSCAASGFTFSTYAMNWVYRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRD DSK
NTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWYVQQOKPGKSPRGLIGGTNKRAPGYPARFSGSLLGGKAALTISGAQPEDEAD

YYCALWYSNHWVFGGGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEY
KENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL

PPSREQMTKNQVKLTCLVKGFYPSDIAVEW ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS RWQQGNVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain {Anti-CD38 L1.24)

DIVMTQSPSSLSASVGDRVTITCRASONVDTWVAWYQQKPGQSPKALIYSASYRYSGVPDRFTGSGSGTD FTLTISSLQ
PEDFATYFCQggYDSYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNS
QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 20E

XENP13546 (Anti-CD38_H1_L1.96 X Anti-CD3_H1.30_11.47)
Heavy chain 1 (Anti-CD38 H1)

EVQLVESGGGLYQPGGSLRLSCAASGFDFSRSWMNWVRQAPG KGLEWVSEIN PDSSTINYATSVKGRFTISRDNSKNT
LYLOMNSLRAEDTAVYYCARYG NWFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVWS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVKH EDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPlEKT[SKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTYP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.30 11.47)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAM NWVRQAPGKGLEWVGRIRSKYN NYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNFG DSYVSWEAYWGQGTLVTYSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVQQOKPGKSPRGLIGGTN KRAPGVPARFSGSLLGGKAALTISGAQPEDEAD
YYCALWYSNHWVFGGGTKLTVLEPKSSDKTHTCPPCPAPPVAG PSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEV
KFNWYVDGVEVH NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPlEKTISKAKGQPREPQVYTL
PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPEN NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQG NVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1.96)

DIVMTQSPSSLSASVGDRVTITCRASQ NVDYWVAWYQQKPGQSPKALIYAASWRYSGVPDRFTGSGSGTDFTLTISSL
QPEDFATYFCQQYDVYPLTFGGGTKLEIKRTVAAPSVFIFPPSD EQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKH KVYACEVTHQGLSSPVTKSFNRGEC '
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Figure 20F

XENP13547 (Anti-CD38_H1.77_L1.96 x Anti-CD3_H1.30_11.47)

Heavy chain 1 (Anti-CD38 H1.77)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSYSWMNWVRQAPG KGLEWVSEINPQSSTINYATSVKGRFTISRDNSKNT
LYLQMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKG PSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNH KPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVKH EDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSG FYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.30 L1.47)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAM NWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLOQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSG KPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTN KRAPGVPARFSGSLLGGKAALTISGAQPEDEAD

YYCALWYSNHWVFGGGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKP KDTLMISRTPEVTCVVVDVKHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSN KALPAPIEKTISKAKGQPREPQVYTL

PPSREQMTKNQVKLTCLVKGFYPSDIAVEW'ESNGQPENNYKTI'PPVLDSDGSFFLYSKLTVDKSRWQQG NVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1.96)

DIVMTQSPSSLSASVGDRVTITCRASQNVDYWVAWYQQKPGQSP KALIYAASWRYSGVPDRFTGSGSGTDFTLTISSL
QPEDFATYFCQQYDVYP LTFGGGTKLEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOGLSSPVTKSFN RGEC
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Figure 20G

XENP13548 (Anti-CD38_H1.77_L1.97 x Anti-CD3_H1.30_L1.47)
Heavy chain 1 (Anti-CD38 H1.77)

EVOLVESGGGLYQPGGSLRLSCAASGFTFSYSWMNWVRQAPGKGLEWVSEINPQSSTI NYATSVKGRFTISRDNSKNT
LYLQMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKG PSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVFLEPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSYMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.30 L1.47)

EVOLVESGGGLVYQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYN NYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSG KPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGG KAALTISGAQPEDEAD

YYCALWYSNHWVFGGGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEV
KENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL

PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPEN NYKTTPPVLDSDGSFFLYSKLTVDKSRWOQGNVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1.97)

DIVMTQSPSSLSASYGDRVTITCRASQ NVDYWVAWYQQKPGQSPKALIYSASWRYSGVPDRFTGSGSGTDFTLTISSL
QPEDFATYFCQQYDVYP LTEGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPYTKSFNRGEC
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Figure 20H

XENP13549 (Anti-CD38_H1.72_L1.97 x Anti-CD3_H1.30_L1.47)

Heavy chain 1 (Anti-CD38 H1.72)

EVQLVESGGGLYQPGGSLRLSCAASGFDFSYSWMNWVRQAPGKGLEWVSE NPQSSTINYATSVKGRFTISRDNSKNT
LYLOMNSLRAEDTAVYYCARYG NWEPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSG LYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVFLFPPKPKDTLMiSRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSG FYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSYMHEALHNHYTQKSLSLSPGK

Heavy chain 2 {Anti-CD3 H1.30 L1.47)

. EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVG RIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSG KPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTFSNYANWVQQKPG KSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD
YYCALWYSNHWVYFGGGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTP EVTCVVVDVKHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNG KEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTL
PPSREQMTKNQVKLTCLVKGFYPSDlAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD KSRWQQGNVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1.97)

DIVI\/ITQSPSSLSASVGDRVTiTCRASQNVDYWVAWYQQKPGQSPKALIYSASWRYSGVPDRFTGSGSGTDFTLT!SSL
QPEDFATYFCQQYDVYPLTFGGGTKLEIKRTVAAPSVFIFPPSD EQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSG

NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 20l

XENP13550 (Anti-CD38_H1.71_L1.96 x Anti-CD3_H1.30_t1.47)
Heavy chain 1 (Anti-CD38 H1.71)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSRSWMNWVRQAPGKGLEWVSEINPOSSTINYATSVKG RFTISRDNSKNT
LYLQMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSG GTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVELEPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.30 L1.47)

EVQLVESGGGLYQPGGSLRLSCAASGFTFSTYAMNWVYRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWYQQOKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD

YYCALWYSNHWVFGGGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCYVVDVKHEDPEV
KENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL

PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVYM

HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1.96)

DIVMTQSPSSLSASVGDRVTITCRASQNVDYWVAWYQQKPGQSPKALIYAASWRYSGVPDRFTGSGSGTDFTLTISSL
QPEDFATYFCQQYDVYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVD NALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 20J

XENP13551 (Anti-CD38_H1.77_L1.24 x Anti-CD3_H1.30_L1.47)
Heavy chain 1 (Anti-CD38 H1.77)

EVOLVESGGGLYQPGGSLRLSCAASGFTFSYSWIMNWVRQAPGKGLEWVSEINPQSSTINYATSVKGRFTISRDNSKNT
LYLQMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSYMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.30 L1.47)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVYRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD

YYCALWYSNHWVFGGGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEV
KENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL

PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1.24)

DIVMTQSPSSLSASVGDRVTITCRASONVDTWVAWYQQKPGQSPKALIYSASYRYSGVPDRFTGSGSGTDFTLTISSLA
PEDFATYFCQQYDSYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLN NFYPREAKVOQWXKVDNALQSGNS
QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 20K

XENP13694 (Anti-CD38_H1.77_L1.24 x Anti-CD3_H 1.79_L1.48)
Heavy chain 1 (Anti-CD38 H1.77)

EVQLVESGGGLYQPGGSLRLSCAASGFTFSYSWMNWVYRQAPGKGLEWVSEINPQSSTINYATSVKGRFTISRDNSKNT
LYLQMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLYKDYFPEPVTVS
WNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCOKTHTCPPCPAPPVAG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSYMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.79 L1.48)

EVQLVESGGGLVQAPGGSLRLSCAASGFTFSTYAMNWVRQAPGKCLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVITSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD

YYCALWYSNHWVFGCGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCYVVDVKHEDPEV
KENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPS_REQMTKNQVKLTCLVKGFYPSD!AVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQG NVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1.24)

DIVMTQSPSSLSASVGDRVTITCRASONVDTWVAWYQQKPGQSPKALIYSASYRYSGVPDRFTGSGSGTDFTLTISSLE
PEDFATYFCQQYDSYPLTFGGGTKLEIKRTVAAPSYFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSG NS
QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 20L

XENP13752 (Anti-CD38_H1_L1.24 x Anti-CD3_H1.79_11.48)
Heavy chain 1 (Anti-CD38 H1)

EVQLVESGGGLVQPGGSLRLSCAASGFDFSRSWM NWVRQAPGKG LEWVSEINPDSSTINYATSVKGRFTISRDNSKNT
LYLQMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVFPLAPSS KSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVELFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQOPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSYMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.79 L1.48)

FVQLVESGGGLYQPGGSLRLSCAASGFTFSTYAMNWYVRQAPGKCLEWVGRIRSKYN NYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSG KPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD
YYCALWYSNHWVFGCGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEY
KFNWYVDGVEVHNAKTKP REEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 £1.24)

DIVMTQSPSSLSASVGDRVTITCRASQ NVDTWVAWYQQKPGQSPKALIYSASYRYSGVPDRFTGSGSGTDFTLTISSLA
PEDFATYFCQQYDSYPLTFGGGTKLEIKRTVAAPSVFIFPPSD EQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNS
QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 20M

XENP13753 (Anti-CD38_H1 11.96 x Anti-CD3_H1.79_11.48)
Heavy chain 1 (Anti-CD38 H1)

EVQLVESGGGLVQPGGSLRLSCAASGFDFSRSWMNWVYRQAPGKGLEWVSEINPDSSTINYATSVKGRFTISRDNSKNT
LYLQMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGYHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLIN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSYMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.79 L1.48)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKCLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD

YYCALWYSNHWVFGCGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1.96)

DIVMTQSPSSLSASVGDRVTITCRASONVDYWVAWYQQKPGOSPKALIYAASWRYSGVPDRFTGSGSGTDFTLTISSL
QPEDFATYFCQQYDVYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPYTKSFNRGEC
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Figure 20N

XENP13754 (Anti-CD38_H1.77_L1.96 x Anti-CD3_H1.79_L1.48)
Heavy chain 1 (Anti-CD38 H1.77)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSYSWMNWVRQAPGKGLEWVSEINPQSSTINYATSVKGRFTISRDNSKNT
LYLQMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNYNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.79 L1.48)

EVQLVESGGG'LVQPGGSLRLSCAASG FTFSTYAMNWVRQAPGKCLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD
YYCALWYSNHWVFGCGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEY
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPYLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

- Light chain (Anti-CD38 L1.96)

DIVMTQSPSSLSASVGDRVTITCRASONVDYWVAWYQQKPGQSPKALIYAASWRYSGVPDRFTGSGSGTDFTLTISSL
QPEDFATYFCQQYDVYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 200

XENP13755 (Anti-CD38_H1.77_11.97 x Anti-CD3_H1.79_11.48)
Heavy chain 1 (Anti-CD38 H1.77)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSYSWMNWVRQAPGKGLEWVSEINPQSSTINYATSVKGRFTISRDNSKNT
LYLQMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHODWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSYMHEALHNHYTQKSLSLSPGK

Heavy chain 2 {Anti-CD3 H1.79 L1.48)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKCLEWYGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLYTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVITSNYANWVYQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD

YYCALWYSNHWVFGCGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL

PPSREQOMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1.97)

DIVMTQSPSSLSASVGDRVTITCRASONVDYWVAWYQQKPGQSPKALIYSASWRYSGVPDRFTGSGSGTDFTLTISSL
QPEDFATYFCQQYDVYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPYTKSFNRGEC
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Figure 20P

XENP13756 {Anti-CD38_H1.72_L1.97 x Anti-CD3_H1.79_11.48)
Heavy chain 1 (Anti-CD38 H1.72)

EVQLVESGGGLYQPGGSLRLSCAASGFDFSYSWMNWVRQAPGKGLEWVSEINPQSSTINYATSVKGRFTISRDNSKNT
LYLOMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVYNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVELFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Heavy chain 2 (Anti-CD3 H1.79 11.48)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWYVRQAPGKCLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLOQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD

YYCALWYSNHWVFGCGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEV
KENWYVDGVEVHNAKTKPREEQYNSTYRVVSYLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM

HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1.97)

DIVMTQSPSSLSASVGDRVTITCRASQONVDYWVAWYQOKPGQSPKALIYSASWRYSGVPDRFTGSGSGTDFTLTISSL
QPEDFATYFCQQYDVYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 20Q

XENP13757 (Anti-CD38_H1.71_L1.96 x Anti-CD3_H1.79_11.48)
Heavy chain 1 (Anti-CD38 H1.71)

EVQLVESGGGLVQPGGSLRLSCAASGFTFSRSWMNWVRQAPGKGLEWVSEINPQSSTINYATSVKGRFTISRDNSKNT
LYLOQMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVF PLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNYNHKPSDTKVDKKVEPKSCDKTHTCPPCPAPPVAG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSYMHEALHNHYTQKSLSESPGK

Heavy chain 2 {Anti-CD3 H1.79 L1.48)

EVOLVESGGGLVQPGGSILRLSCAASGFTFSTYAMNWVRQAPGKCLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD

YYCALWYSNHWVFGCGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVM
HEALHNHYTQKSLSLSPGK

Light chain (Anti-CD38 L1.96)

DIVMTQSPSSLSASVGDRVTITCRASQNYDYWVAWYQQKPGQSPKALIYAASWRYSGVPDRFTGSGSGTDFTLTISSL
QPEDFATYFCQQYDVYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 21

PCT/US2015/023411

scFv monomer (+)

Fab monomer (-)

Heterodimer pl variants S364K/E357Q

Heterodimerization pl variants L368D/K370S

scFv charged linker (GKPGS)4

Isosteric pl substitutions
N208D/Q295E/N384D/Q418E/N421D

FcKO
E233P/L234V/L235A/G236del/S267K

FcKO E233P/L234V/L235A/G236del /S267K

+428L/434S for FcRn (optional)

+428L/434S for FcRn (optional)

CD3 scFvis H.1.30_L1.47 (no disulfide)
or H1.79 11.48 (with disulfide)
+charged linkers (optional)

Fv sequences for anti-CD38 as shown herein

scFv monomer

Fab monomer

Heterodimer pl variants $364K/E357Q

Heterodimerization pl variants L368D/K370S

scFv charged linker (GKPGS)4

pl substitutions 1199T N203D K274Q R355Q Q419E
K447del

FcKO
E233P/L234V/L235A/G236del/S267K

FcKO E233P/L234V/L235A/G236del/S267K

+4281/434S for FcRn (optional)

+ 4281/434S for FcRn (optional)

CD3 scFv is H.1.30_L1.47 {no disulfide)
or H1.79 11.48 (with disulfide)
+charged linkers (optional)

Fv sequences for anti-CD38 as shown herein
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Figure 22A

XENP13243 HC-Fab

EVQLVESGGGLVQPGGSLRLSCAASGFDFSRSWMNWVRQAPGKGLEWVSEINPDSSTINYATSVKGRFTISRDNSKNT
LYLOMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSDTKVOKKVEPKSCDKTHTCPPCPAPPYAG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

XENP13243 HC-scFv

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVROAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNEGDSYVSWFAYWGQGTLVTVSSGH SQAVVTQEPS
LTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGYPARFSGSLLGGKAALTISGAQPEDEAD
YYCALWYSNHWVFGGGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEV
KENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

XENP13243 LC

DIVMTQSPSSLSASVGDRVTITCRASONVDTNVAWYQQKPGOSPKALIYSASYRYSGVPDRFTGSGSGTDFTLTISSLQP
EDFATYFCQQYDSYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNS
QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

scFv of XENP13242 including charged linker

EVQLVESGGGLYQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKG LEWVGRIRSKYNNYATYYADSVKG RFTISRDDSK
NTLYLOMNSLRAEDTAVYYCVRHGNFEG DSYVSWFAYWGQGTLVTVSSG
LTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTN KRAPGVPARFSGSLLGG KAALTISGAQPEDEAD
YYCALWYSNHWVFGGGTKLTVL
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Figure 22B

XENP13551 HC-Fab

EVQLVESGGGLVQPGGSLRLSCAASGFTFSYSWMNWVROAPGKGLEWVSEINPQSSTINYATSVKGRFTISRDNSKNT
LYLOMNSLRAEDTAVYYCARYGNWFPYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLOSSGLYSLSSVVTVRSSSLGTQTYICNVNHKPSDTKVDKKVEPKSCOKTHTCPPCPAPPVAG
PSVFLFPPKPKDTLMISRTPEVTCYVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

XENP13551 HC-scFv

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSSGK GKPGSQAVYTQEPS
LTVSPGGTVTLTCGSSTGAVITSNYANWVQQKPGKSPRGLIGGTNKRAPGYPARFSGSLLGGKAALTISGAQPEDEAD
YYCALWYSNHWVFGGGTKLTVLEPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEY
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSYM
HEALHNHYTQKSLSLSPGK

XENP13551LC

DIVMTQSPSSLSASVGDRVTITCRASQNVDTWVYAWYQQKPGQSPKALIYSASYRYSGVPDRFTGSGSGTDFTLTISSLQ
PEDFATYFCQQYDSYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNS
QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

scFv of XENP13551 including charged linker

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLOQMNSLRAEDTAVYYCVRHGNFGDSYVSWEAYWGQGTLVTVSS _Q‘.gQAVVTQE PS
LTVSPGGTVTLTCGSSTGAVTTSNYANWYQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTISGAQPEDEAD
YYCALWYSNHWVFGGGTKLTVL
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Figure 23A

XENP13243 HC-Fab (XenD08502)

GAAGTCCAGCTCGTGGAGTCGGGTGGCGGCCTCGTCCAGCCCGGCGGCTCGCTCCGGCTGTCATGCGCCGLGAG
CGGGTTCGATTTCAGTCGTTCGTGGATGAACTGGGTACGCCAGGCCCCGGGCAAGGGCCTCGAATGGGTCTCCGA
GATCAACCCGGACAGCAGCACGATCAACTACGCCACCTCGGTGAAGGGCCGGTTCACGATCAGCCGCGACAACTC
CAAGAACACCCTCTACCTGCAGATGAACTCCCTGCGCGCCGAGGACACGGCCGTCTACTACTGCGCGCGCTACGG
AAACTGGTTCCCGTACTGGGGCCAGGGCACACTGGTCACTGTCTCCAGCGCGTCCACGAAGGGCCCGTCGGTCTT
CCCCCTGGCGCCAAGCTCGAAAAGTACGTCCGGCGGGACCGCAGCGCTGGGCTGCCTGGTCAAGGACTACTTCCC
CGAGCCCGTGACCGTGAGCTGGAACTCGGGCGCGCTGACCTCCGGCGTCCACACCTTCCCGGCAGTCCTCCAGTC
GTCGGGCCTGTACTCGCTGTCCAGCGTCGTCACGGTGCCGTCGTCCTCCCTGGGCACGCAGACGTACATCTGCAAC
GTGAACCACAAGCCGAGCGACACCAAGGTCGACAAGAAGGTCGAGCCCAAGTCGTGCGACAAGACCCACACGTG
CCCGCCGTGCCCGGCCCCCCCTGTCGCCGGCCCCAGTGTCTTCCTCTTCCCGCCGAAGCCGAAGGACACCCTCATG
ATCTCGCGCACCCCCGAGGTCACCTGCGTGGTCGTGGACGTGAAGCACGAGGACCCTGAGGTTAAGTTCAACTGG
TATGTCGACGGGGTGGAGGTCCACAACGCGAAGACCAAGCCGCGCGAGGAGGAGTACAACAGTACGTACCGCGT
GGTCTCGGTGCTCACCGTCCTCCACCAGGACTGGCTGAACGGCAAGGAATACAAGTGTAAGGTCAGCAACAAGGC
CTTGCCCGCCCCCATCGAGAAGACCATAAGCAAGGCCAAGGGTCAGCCAAGGGAACCGCAGGTGTACACCCTCCC
GCCCTCCCGCGAGGAGATGACCAAGAACCAGGTATCACTGACCTGCGACGTGTCCGGGTTCTACCCGTCCGACAT
CGCGGTGGAGTGGGAGTCCGACGGCCAGCCGGAGAACAACTACAAGACCACCCCCCCGGTACTCGACTCCGACG
GTTCGTTCTTCCTCTACTCCAAGCTGACGGTGGACAAGTCCCGGTGGGAGCAAGGCGACGTGTTCAGCTGTTCCGT
CATGCACGAGGCCCTGCACAACCACTACACCCAGAAGAGTCTGTCCCTCTCCCCTGGCAAATGA
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Figure 23B

XENP13243 HC-scFy (XenD08438)

GAAGTCCAGCTCGTGGAGTCGGGCGGCGGCCTCGTGCAACCGGGTGGCTCGCTGCGGCTCTCCTGCGCCGCGTCC
GGCTTCACGTTCTCCACCTACGCCATGAACTGGGTCCGCCAGGCGCCGGGCAAGGGGCTCGAGTGGGTGGGGCG
TATCCGCTCCAAGTACAACAACTACGCGACGTACTACGCCGATAGCGTAAAGGGACGCTTCACAATCTCGCGGGA
CGACAGCAAGAACACCCTTTACCTCCAGATGAACAGCCTGCGCGCCGAAGACACCGCCGTGTACTACTGTGTCCG
GCACGGGAACTTCGGCGACTCCTACGTCTCGTGGTTCGCCTACTGGGGCCAGGGCACCCTCGTCACCGTGTCCTCG
GGAAAGCCGGGGAGCGGAAAGCCGGGTTCGGGCAAGCCAGGCTCCGGTAAGCCGGGCTCGCAGGCGGTGGTG
ACCCAGGAGCCATCCCTGACCGTGTCCCCGGGGGGCACCGTCACGCTGACTTGCGGCTCCTCGACCGGTGLCGTC
ACCACCTCCAACTACGCCAACTGGGTGCAGCAGAAGCCCGGCAAGAGCCCCCGCGGCCTGATCGGCGGCACGAA
CAAGCGCGCGCCCGGCGTCCCGGCCCGCTTCTCCGGCTCCCTGCTGGGCGGGAAGGCCGCGCTCACCATCAGLGG
CGCGCAGCCCGAGGACGAGGCCGACTACTACTGCGCGCTCTGGTACTCGAACCACTGGGTCTTCGGCGGCGGGA
CCAAGCTCACCGTGCTCGAGCCGAAGTCCTCGGACAAGACCCACACATGCCCCCCCTGCCCGGCCCCLLLCGTGGL
GGGCCCCTCTGTCTTCCTGTITCCCCCGAAGCCGAAGGACACCCTGATGATCTCGCGCACGCCGGAAGTGACCTGL
GTCGTCGTCGACGTGAAGCACGAGGACCCAGAGGTCAAGTTCAACTGGTACGTCGACGGCGTCGAGGTGCACAA
CGCGAAGACGAAGCCCCGTGAGGAGCAGTACAACTCCACCTACCGGGTGGTGTCGGTGCTGACGGTGCTCCACL
AGGACTGGCTGAACGGCAAGGAGTACAAGTGTAAGGTCTCCAACAAGGCCCTCCCGGCCCCCATCGAGAAGACC
ATCTCGAAGGCCAAGGGCCAGCCGCGCGAGCCGCAGGTGTACACGCTCCCGCCCTCGCGGGAGCAGATGACCAA
GAACCAGGTGAAGCTGACCTGCCTCGTGAAGGGCTTCTACCCGAGCGACATCGCGGTGGAGTGGGAGTCCAACG
GCCAACCGGAGAACAACTACAAGACCACTCCGCCGGTGCTGGACTCGGATGGGTCGTTCTTCCTCTACTCGAAGLT
CACGGTAGACAAGTCCCGCTGGCAGCAGGGCAACGTCTTCTCCTGCTCCGTCATGCACGAGGCCCTCCACAACCAL
TATACCCAGAAGTCGCTCTCGCTCTCCCCGGGAAAGTGA
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Figure 23C

XENP13243 LC (XenD07263)

GACATCGTCATGACGCAGTCGCCGAGCAGCCTCTCCGCATCGGTGGGTGACCGCGTCACCATCACCTGCCGGGLG

AGCCAGAACGTCGACACCAACGTGGCCTGGTATCAGCAGAAGCCGGGCCAGAGTCCGAAGGCCCTGATCTACAG

CGCCTCGTACCGCTACTCGGGCGTGCCCGACCGGTTCACGGGCAGCGGCTCGGGGACGGACTTCACGCTGACCAT
CTCCTCGCTGCAGCCGGAGGACTTCGCCACCTACTTCTGCCAGCAGTACGACTCCTATCCCCTGACGTTCGGGGGA

GGGACCAAGCTCGAGATCAAGCGCACCGTCGCCGCCCCCTCCGTGTTCATCTTCCCGCCGAGCGACGAGCAGCTG

AAGAGCGGGACCGCCAGCGTGGTGTGCCTCCTCAACAACTTCTACCCGCGCGAGGCCAAGGTGCAGTGGAAGGT

GGACAACGCGCTGCAGAGCGGCAACTCCCAAGAGTCCGTGACCGAGCAGGACAGCAAGGATTCCACCTATTCGCT
GTCCTCCACCCTGACCCTCTCGAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTCACGCACCAGGG
TCTCAGCAGCCCCGTCACCAAGTCCTTCAATCGGGGCGAGTGCTGA

XENP13551 HC-Fab {XenD08503)

GAAGTCCAGCTCGTGGAGTCGGGTGGCGGCCTCGTCCAGCCCGGCGGLTCGCTCCGGCTGTCATGCGCCGCGAG
CGGGTTCACTTTCAGTTACTCGTGGATGAACTGGGTACGCCAGGCCCCGGGCAAGGGCCTCGAATGGGTCTCCGA
GATCAACCCGCAGAGCAGCACGATCAACTACGCCACCTCGGTGAAGGGCCGGTTCACGATCAGCCGCGACAACTC
CAAGAACACCCTCTACCTGCAGATGAACTCCCTGCGCGCCGAGGACACGGCCGTCTACTACTGCGCGCGCTACGG
AAACTGGTTCCCGTACTGGGGCCAGGGCACACTGGTCACTGTCTCCAGCGCGTCCACGAAGGGCCCGTCGGTCTT
CCCCCTGGCGCCAAGCTCGAAAAGTACGTCCGGCGGGACCGCAGCGCTGGGCTGCCTGGTCAAGGACTACTTCCC
CGAGCCCGTGACCGTGAGCTGGAACTCGGGCGCGCTGACCTCCGGCGTCCACACCTTCCCGGCAGTCCTCCAGTC
GTCGGGCCTGTACTCGCTGTCCAGCGTCGTCACGGTGCCGTCGTCCTCCCTGGGCACGCAGACGTACATCTGCAAC
GTGAACCACAAGCCGAGCGACACCAAGGTCGACAAGAAGGTCGAGCCCAAGTCGTGCGACAAGACCCACACGTG
CCCGCCGTGCCCGGCCCCCCCTGTCGCCGGCCCCAGTGTCTTCCTCTTCCCGCCGAAGCCGAAGGACACCCTCATG
ATCTCGCGCACCCCCGAGGTCACCTGCGTGGTCGTGGACGTGAAGCACGAGGACCCTGAGGTTAAGTTCAACTGG
TATGTCGACGGGGTGGAGGTCCACAACGCGAAGACCAAGCCGCGCGAGGAGGAGTACAACAGTACGTACCGCGT
GGTCTCGGTGCTCACCGTCCTCCACCAGGACTGGCTGAACGGCAAGGAATACAAGTGTAAGGTCAGCAACAAGGC
CTTGCCCGCCCCCATCGAGAAGACCATAAGCAAGGCCAAGGGTCAGCCAAGGGAACCGCAGGTGTACACCCTCCC
GCCCTCCCGCGAGGAGATGACCAAGAACCAGGTATCACTGACCTGCGACGTGTCCGGGTTCTACCCGTCCGACAT
CGCGGTGGAGTGGGAGTCCGACGGCCAGCCGGAGAACAACTACAAGACCACCCCCCCGGTACTCGACTCCGALG
GTTCGTTCTTCCTCTACTCCAAGCTGACGGTGGACAAGTCCCGGTGGGAGCAAGGCGACGTGTTCAGCTGTTCCGT
CATGCACGAGGCCCTGCACAACCACTACACCCAGAAGAGTCTGTCCCTCTCCCCTGGCAAATGA

DB2/25226876.1
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Figure 23D

XENP13551 HC-scFv (XenD08438)

GAAGTCCAGCTCGTGGAGTCGGGCGGCGGCCTCGTGCAACCGGGTGGCTCGCTGCGGCTCTCCTGCGCCGCGTEL
GGCTTCACGTTCTCCACCTACGCCATGAACTGGGTCCGCCAGGCGCCGGGCAAGGGGCTCGAGTGGGTGOGECG
TATCCGCTCCAAGTACAACAACTACGCGACGTACTACGCCGATAGCGTAAAGGGACGCTTCACAATCTCGCGGGA
CGACAGCAAGAACACCCTTTACCTCCAGATGAACAGCCTGCGCGCCGAAGACACCGCCGTGTACTACTGTGTCCG
GCACGGGAACTTCGGCGACTCCTACGTCTCGTGGTTCGCCTACTGGGGCCAGGGCACCCTCGTCACCGTGTCLTCG
GGAAAGCCGGGGAGCGGAAAGCCGGGTTCGGGCAAGCCAGGCTCCGGTAAGCCGGGCTCGCAGGCGGTGGTG
ACCCAGGAGCCATCCCTGACCGTGTCCCCGGGGGGCACCGTCACGCTGACTTGCGGCTCCTCGACCGGTGCCGTC
ACCACCTCCAACTACGCCAACTGGGTGCAGCAGAAGCCCGGCAAGAGCCCCCGCGGCCTGATCGGCGGCACGAA
CAAGCGCGCGCCCGGCGTCCCGGCCCGCTTCTCCGGCTCCCTGCTGGGCGGGAAGGCCGCGCTCACCATCAGLGE
CGCGCAGCCCGAGGACGAGGCCGACTACTACTGCGCGCTCTGGTACTCGAACCACTGGGTCTTCGGCGGLGGGA
CCAAGCTCACCGTGCTCGAGCCGAAGTCCTCGGACAAGACCCACACATGCCCCCCCTGCCCGGCCCCCLCLGTGGL
GGGCCCCTCTGTCTTCCTGTTTCCCCCGAAGCCGAAGGACACCCTGATGATCTCGCGCACGCCGGAAGTGACCTGE
GTCGTCGTCGACGTGAAGCACGAGGACCCAGAGGTCAAGTTCAACTGGTACGTCGACGGCGTCGAGGTGCACAA
CGCGAAGACGAAGCCCCGTGAGGAGCAGTACAACTCCACCTACCGGGTGGTGTCGGTGCTGACGGTGCTCCACC
AGGACTGGCTGAACGGCAAGGAGTACAAGTGTAAGGTCTCCAACAAGGCCCTCCCGGCCCCCATCGAGAAGACC
ATCTCGAAGGCCAAGGGCCAGCCGCGCGAGCCGCAGGTGTACACGCTCCCGCCCTCGCGGGAGCAGATGACCAA
GAACCAGGTGAAGCTGACCTGCCTCGTGAAGGGCTTCTACCCGAGCGACATCGCGGTGGAGTGGGAGTCCAACG
GCCAACCGGAGAACAACTACAAGACCACTCCGCCGGTGCTGGACTCGGATGGGTCGTTCTTCCTCTACTCGAAGLT
CACGGTAGACAAGTCCCGCTGGCAGCAGGGCAACGTCTTCTCCTGCTCCGTCATGCACGAGGCCCTCCACAACCAC
TATACCCAGAAGTCGCTCTCGCTCTCCCCGGGAAAGTGA

XENP13551 LC (XenD07821)

GACATCGTCATGACGCAGTCGCCGAGCAGCCTCTCCGCATCGGTGGGTGACCGCGTCACCATCACCTGLCGGGLG

AGCCAGAACGTCGACACCTGGGTGGCCTGGTATCAGCAGAAGCCGGGCCAGAGTCCGAAGGCCCTGATCTACAG

CGCCTCGTACCGCTACTCGGGCGTGCCCGACCGGTTCACGGGCAGCGGCTCGGGGACGGACTTCACGCTGACCAT
CTCCTCGCTGCAGCCGGAGGACTTCGCCACCTACTTCTGCCAGCAGTACGACTCCTATCCCCTGACGTTCGGGGGA

GGGACCAAGCTCGAGATCAAGCGCACCGTCGCCGCCCCCTCCGTGTTCATCTTCCCGCCGAGCGACGAGCAGLTG

AAGAGCGGGACCGCCAGCGTGGTGTGCCTCCTCAACAACTTCTACCCGCGCGAGGCCAAGGTGCAGTGGAAGGT

GGACAACGCGCTGCAGAGCGGCAACTCCCAAGAGTCCGTGACCGAGCAGGACAGCAAGGATTCCACCTATTCGCT
GTCCTCCACCCTGACCCTCTCGAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTCACGCACCAGGG
TCTCAGCAGCCCCGTCACCAAGTCCTTCAATCGGGGCGAGTGCTGA
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Figure 24

XENP Poo!ID# | HC-Fab | HC-scFv | LC HC-Fab : HC-scFv : LC Ratio
13243 43A 1 0.667 15 1:0.667:15

43B 1 1 1.5 1:1:15

43C 1 1.5 1.5 1:1.5:15

43D 1 2 15 1:2:15

43E 1 0.667 2 1:0.667:2

43F 1 1 2 1:1:2

43G 1 1.5 2 1:15:2

43H 1 2 2 1:2:2
XENP Pool ID# | HC-Fab | HC-scFv | LC HC-Fab ; HC-scFv : LC Ratio
13551 51A 1 0.667 15 1:0.667:15

518 1 1 15 1:1:15

51C 1 1.5 1.5 1:15:15

51D 1 2 15 1:2:15

S1E 1 0.667 2 1:0.667:2

51F 1 1 2 1:1:2

51G 1 1.5 2 1:15:2

51H 1 2 2 1:2:2
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Figure 25B
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Figure 25C
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Figure 26
HC-Fab : % HC-Fab % HC-scFv
HC-scFv : LC | Homodimer Homodimer
XENP Pool ID# | Ratio plus Monomer | % Heterodimer | plus Monomer
13243 43A 1:0.667:1.5 } 34.93 65.07
438 1:1:15 38.91 61.09 -
43C 1:15:15 1.64 93.61 4.75
43D 1:2:15 240 94.83 2.77
43E 1:0667:2 |14.44 85.56 -
43F 1:1:2 2.78 93.32 3.90
43G 1:15:2 13,13 86.67 -
43H 1:2:2 1.27 95.00 3.06
HC-Fab : % HC-Fab % HC-scFv
HC-scFv : LC | Homodimer Homodimer
XENP Pool ID# | Ratio plus Monomer | % Heterodimer | plus Monomer
13551 51A 1:0667:15 }43.36 56.64 -
518 1:1:1.5 19.36 76.72 3.92
51C 1:15:15 7.19 87.32 5.49
51D 1:2:15 7.26 75.40 17.33
51E 1:0667:2 |32.63 59.88 7.49
51F 1:1:2 8.54 91.46 -
51G 1:15:2 5.53 88.24 6.23
51H 1:2:2 2.53 91.06 6.41
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Serum Conc {ug/mL)

Figure 27

Oe

-8- XENP13243 7.6 +£0.9 days
-+ XENP13551 8.3 +0.8days

PCT/US2015/023411

1 H 1] ] ¥ ¥ ) ¥ I ] T T 1 H T 1 1 1 1 1 1 I
012346678 91011121314151617 18192021
Time (d)
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% RTCC

607

50+

Figure 28

-0~ XENP13243
B XENP13551

0.001' 0.01 0.1 1 10 100 1000

Bispecific Conc (ng/mL)
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Figure 29
Variant Anti ka kd KA KD (M) F t
ntigen orma
(1/m*s)  (1fs) (/M)
human 8.88E- 5.66E-
XENP13243 1.57E+05 1.77E+07 Protein A capture’
CD38 03 08
human 9.07E- 1.68E-  Antigen directly
XENP13243 5.41E+05 5.97E+07 ;
CD38 03 08 coupled
5.07E- 8.10E- . 1
XENP13243 human CD3 6.25E+05 03 1.23E+08 09 Protein A capture
1.01¢- 1.62E-  Antigen direct!
XENP13243 cynoCD38  6.23E+405 6.17E+07 gen dIrectly
02 08 coupled
4.29E- 5.65E- . 1
XENP13243 cyno CD3 7.58E+05 03 1.77E+08 09 Protein A capture
n 2.06E- 2.00E-
XENP13551 huma 1.03E+05 5.00E+08 Protein A capture’
: CD38 04 09
h n 1.98E- 1.95E-  Antigen direct!
XENP13551 uma 1.01E+06 5.12E+09 & P Y
D38 04 10 coupled
4.17E- 2.77E-  Antigendirectly
XENP13551 cyno CD38  1.50E+06 3.61E+09 )
10 coupled

'Protein A capture: Bispecific protein is captured by a protein A chip, followed by soluble

antigen.

?Antigen directly coupled: Antigen is covalently coupled to the chip surface, bispecific protein

follows.
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Figure 30
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Figure 31
1500-
@ 5 ng/kg < 2 ug/kg
& 50 nglkg {5 ugikg
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Figure 32
Variant constant region Substitutions
pl_I1SO(~) 1199T N203D K274Q R355Q N384S K392N V397M Q419E DEL4A47
pl_(-)_isosteric_A N208D Q295E N384D Q418E N421D
pl_{-)_isosteric_B N208D Q295E Q418E N421D
pl_ISO(+RR) Q196K 1199T P217R P228R N276K
pl_I1SO(+) Q196K 11997 N276K
pl {+)_isosteric_A E269Q E272Q E283Q E357Q
pl_{+)_isosteric_B E269Q E272Q E283Q

pl_(+)_isosteric_E269Q/E272Q  E269Q £272Q
pl_(+)_isosteric_E269Q/E283Q  E269Q £283Q
pl_(+)_isosteric_E272Q/E283Q E272Q E283Q

pl_{+) _isosteric_E269Q £269Q
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Figure 46A
XENP VH ID VLID | VH Substitutions VL Substitutions
11502 H1 L1.4
11794 H1.3 L1.4 L11D
11795 H1.4 L1.4 L11K
11796 H1.5 L1.4 L11N
11801 H1.6 L1.4 L11S
11802 H1.7 L1.4 R19K
11803 H1.8 L1.4 N30S
11804 H1.9 L1.4 N35H
11805 H1.10 L1.4 N35S
11806 H1.11 L1.4 P41S
11807 H1.12 L1.4 Y52CA
11808 H1.13 L1.4 Y52CA/N54S
11809 H1.14 L1.4 Y58A
11810 H1.15 L1.4 D61A
11811 H1.16 L1.4 D73N
11812 H1.17 L1.4 D73T
11813 H1.18 L1.4 L78A
11814 H1.19 L1.4 A84D
11815 H1.20 L1.4 A84K
11816 H1.21 L1.4 A84S
11817 H1.22 L1.4 VO3A
11818 H1.23 L1.4 VI3T
11819 H1.24 L1.4 N100D
11820 H1.25 L1.4 N100Q
11821 H1.26 L1.4 S100AT
11822 H1.27 L1.4 A101D
11823 H1.28 L1.4 L108T
11824 H1.29 L1.30 | G44S G100S
11825 H1 L1.10 E7P
11826 H1 L1.11 T12S
11827 H1 L1.12 G17A
11828 H1 L1.13 G17Q
11829 H1 L1.14 T29S
11830 H1 L1.15 T29S/S30G/N31H
11831 H1 L1.16 G49Y/G50D
11832 H1 L1.17 K53N
11833 H1 L1.18 P56S
11834 H1 L1.19 N52S/K53N/R54K/A55H/P56S/G57W/V58T
11835 H1 L1.20 A60D
11836 H1 L1.21 L66K/L67S
11837 H1 L1.22 L66S/L67S
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Figure 46B
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XENP VH ID VL ID | VH Substitutions VL Substitutions
11838 H1 L1.23 L75I
11839 H1 L1.24 P80A
11840 H1 L1.25 P80S
11841 H1 L1.26 E85D
11842 H1 L1.27 A89L
11843 H1 L1.28 L95H
11844 H1 L1.29 T105E/V1061/L106AK
11920 H1 L3.1
11921 H1 L5.1
11922 H1 L1.31 L75D/E85D/L95H
11923 H1 L1.32 Q38E
12107 H1.38 L1.4 V89T
12108 H1 L1.33 Q42K
12109 H1 L1.34 Q42T
12110 H1 L1.35 Q423/A43P
12111 H1 L1.36 A43P
12112 H1 L1.37 A43G
12113 H1 L1.38 A43S
12114 H1 L1.39 A43D
12131 H1.30 L1.4 N30S/N100D
12132 H1.31 L1.4 N30S/N35S/N100D
N30S/Y52CA/N100
12133 H1.32 L1.4 D
N30S/N100D/A101
12134 H1.33 L1.4 D
N30S/N35S/Y52CA/
12135 H1.34 L1.4 N100D/A101D
G10E/L11VIV12K/IQ
12136 H1.35 L1.4 13K/IG16E
K52BN/Y52C _/N53
12137 H1.36 L1.4 ~IN54G/Y55G/A56S
12138 H1.37 L1.4 Q39K
12139 H1.37 L1.32 | Q39K Q38E
12149 H1 L1.40 L75l/E85D/L95H
12213 H1.30 L1.40 | N30S/N100D L75l/E85D/L95H
12214 H1.8 L1.40 | N30S L75l/E85D/L95H
12215 H1.39 L1.40 | N30S/Q39K L75l/E85D/L95H
12216 H1.40 L1.40 | N30S/Q39K/N100D | L751/E85D/L95H
12217 H1.30 L1.41 | N30S/N100D L75I/L95H
12218 H1.8 L1.41 | N30S L75l/L95H
12219 H1.39 L1.41 | N30S/Q39K L751/L95H
12220 H1.40 L1.41 | N30S/Q39K/N100D | L751/L95H
12221 H1.30 L1.42 | N30S/N100D L751/Q42K/L95H
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Figure 46C
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XENP VH ID VL ID | VH Substitutions VL Substitutions

12222 H1.8 L1.42 | N30S L751/Q42K/L95H

12223 H1.39 L1.42 | N30S/Q39K L751/Q42K/L95H

12224 H1.40 L1.42 | N30S/Q39K/N100D | L751/Q42K/L95H

12225 H1.30 L1.43 | N30S/N100D L751/A43S/L.95H

12226 H1.8 L1.43 | N30S L751/A43S/L95H

12227 H1.39 L1.43 | N30S/Q39K L751/A43S/L.95H

12228 H1.40 L1.43 | N30S/Q39K/N100D | L751/A43S/L95H

12229 H1.30 L1.44 | N30S/N100D L751/Q42K/A43S/L95H
12230 H1.8 L1.44 | N30S L751/Q42K/A43S/L95H
12231 H1.39 L1.44 | N30S/Q39K L751/Q42K/A43S/L95H
12232 H1.40 L1.44 | N30S/Q39K/N100D | L751/Q42K/A43S/L95H
12233 H1.30 L1.45 | N30S/N100D L751/Q42K/E85D/L95H
12234 H1.8 L1.45 | N30S L751/Q42K/E85D/L95H
12235 H1.39 L1.45 | N30S/Q39K L751/Q42K/E85D/L95H
12236 H1.40 L1.45 | N30S/Q39K/N100D | L751/Q42K/E85D/L95H
12237 H1.30 L1.46 | N30S/N100D L751/A43S/E85D/L95H
12238 H1.8 L1.46 | N30S L751/A43S/E85D/L95H
12239 H1.39 L1.46 | N30S/Q39K L751/A43S/E85D/L95H
12240 H1.40 L1.46 | N30S/Q39K/N100D | L751/A43S/E85D/L95H

12241 H1.30 L1.47 | N30S/N100D L751/Q42K/A43S/E85D/L 95H
12242 H1.8 L1.47 | N30S L751/Q42K/A43S/E85D/L95H
12243 H1.39 L1.47 | N30S/Q39K L751/Q42K/A43S/E85D/L95H
12244 H1.40 L1.47 | N30S/Q39K/N100D | L751/Q42K/A43S/E85D/L95H
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Figure 47A
oCD3_H1.31_L1.47 VH

EVQLVESGGGLVQPGGSLRLSCAASGFTESTYAMSWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLOMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS

oCD3_H1.31_L1.47 VL

QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTIS
GAQPEDEADYYCALWYSNHWVFGGGTKLTVL

aCD3_H1.32_L1.47 VH

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWYVYRQAPGKGLEWVGRIRSKANNYATYYADSVKGRFTISRDDS
KNTLYLQMNSLRAEDTAVYYCVRHGNFGDSYVSWFAYWGQGTLVTVSS

oCD3_H1.32_L1.47 VL

QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTIS
GAQPEDEADYYCALWYSNHWVFGGGTKLTVL

oCD3_H1.33_11.47 VH

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCYVRHGNFGDSYVSWFDYWGQGTLVTVSS

oCD3_H1.33_L1.47 VL

QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTIS
GAQPEDEADYYCALWYSNHWVFGGGTKLTVL

oCD3_H1.89_L1.47 VH

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLOMNSLRAEDTAVYYCVRHGNFGDEYVSWFAYWGQGTLVTVSS

oCD3_H1.89_11.47 VL

QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTITSNYANWYVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTIS
GAQPEDEADYYCALWYSNHWVFGGGTKLTVL

oCD3_H1.90_L1.47 VH

EVQLVESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVGRIRSKYNNYATYYADSVKGRFTISRDDSK
NTLYLQMNSLRAEDTAVYYCVRHGNFGDPYVSWFAYWGQGTLVTVSS
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Figure 47B

oCD3_H1.90_L1.47 VL

QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSNYANWVQQKPGKSPRGLIGGTNKRAPGVPARFSGSLLGGKAALTIS
GAQPEDEADYYCALWYSNHWVFGGGTKLTVL
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Figure 48

PCT/US2015/023411

CD38 |aCD3 ) o
s cFv-Fc Ko Fold Decrease in CD3 binding

XENP affinity (nM)* | from H1.30_L1.47

13243 low H1.30_L1.47 | 491 1

14701 low H1.31 L1.47 | 1640 330

14702 high H1.31_11.47 | 1640 | 330

14703 v.low [H1.31_L1.47 | 1640 | 330
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Figure 49

DNA amount (%)
Pool | Light HC1 (Fab-Fc) | HC2 (scFv-Fc) | XENP13243 XENP13551

chain Heterodimer (%) Heterodimer (%)
A 47.4 31.6 21.1 65.6 57.6
B 42.9 28.6 28.6 61.2 83.5
C 375 25.0 375 96.2 90.5
D 333 22.2 44.4 92.8 84.4
E 54.5 27.3 18.2 - 65.7
F 50.0 25.0 25.0 93.0 91.1
G 44.4 22.2 33.3 85.7 89.6
H 40.0 20.0 40.0 95.0 100.0
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Figure 50
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scFv monomer (+)

Fab monomer (-)

Heterodimer pl variants S364K/E357Q

Heterodimerization pl variants L368D/K370S

scFv charged linker (GKPGS)4

Isosteric pl substitutions
N208D/Q295E/N384D/Q418E/N421D

FcKO
E233P/L234V/L235A/G236del/S267K

FcKO E233P/L234V/1L235A/G236del/S267K

+4281/434S for FcRn

+ 428L/434S for FcRn

CD3 scFv

Fv sequences for anti-CD38

scFv monomer

Fab monomer

Heterodimer pl variants S364K/E357Q

Heterodimerization pl variants L368D/K370S

scFv charged linker (GKPGS)4

pl substitutions 1199T N203D K274Q R355Q Q419E K447del

FcKO
E233P/L234V/1235A/G236del/S267K

FcKO E233P/L234V/1235A/G236del/S267K

+428L/434S for FcRn (optional)

+ 428L/434S for FcRn (optional)

CD3 scFv

Fv sequences for anti-CD38
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