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Figure 2




3/35

¢ ainbiyg



4/35

LRSS

| zog-zha

L7 AT

TR Y
Y

YL

y 2inbiy



5/35

Figure 5
—-—VECTOR ) -
A R A

g~ =2

_{Digest with Bglll and EcoRlI)

EcoRl
{Digest with BamH! and M#el)




6/35
Figure 6

a) Zx Combin_a_tion_

e i)

prt

Avrll (199




Normalized Fluorescence

Intensity

7/35

Figure 6
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Hewigtion Entlorlasss
st Ligass Clonirg
¥
By-Produgt Entry Clone Diastinagon Vector
Faann R e e

——

e - s s T =" am Mn..nw_ﬁ-
’ ¥ aﬁR1 ] E ML‘H H LK.LI.I... ULLI Ak
: ‘é
| BE Beaction i LR Feaction
F A — N

Domor Veskr s Buprassion Clone ) N By-Frohact

e BB T Y e GENE <

[ A Ry s S— . P L

e 2 F I : o izl liizra
' POR Product
5\

SEME .
__GENE o

Key:

B1_* B2 + P1 P2
L1 * 12 + R1 R2

wolfson.huji.ac.ilfexpression/gatewayman.pdf



10/35

Figure 10
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Figure 11
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Figure 12
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Figure 14
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Figure 19

afc Anibiotic  Growth

Low Late
- Early
Low Eaity
- Lae
Low Early
- Eariy

- Late
High Late
High Early
Low Late
High Early
High Late

Growth Controi Synergy



Figure 20
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Figure 21
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Figure 24
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Figure 26
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Figure 31
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Figure 33
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Figure 37
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Figure 38
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