<110>
<120>
<130>

<150>
<151>

<150>
<151>

<160>
<170>
<210>
<211>
<212>
<213>

<400>
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1

523

DNA

Homo sapiens

1

Cctcctggttc aaaagcagct aaaccaaaag
aaagctgcta ccaagacagc cacgaagatc
tactcaccat cagcctcctg gttatggtac
acaccagcca aaccagcagc ccctcageat
tcttcgtgge caatgccata atccacctct
cttagccctg tgccccctga aacagetgec
tttgggaggg gttgatgcca gacatcacca
gggcaacagc caaaataggg gggtaatgat
caataaagtt acccttgtac ttgcaaaaaa

<210>
<211>
<212>
<213>

<400>

2

61

PRT

Homo sapiens

2

aagcctecag
ctaccaaaat
agatacaaac
ccagcaacat
tctgcttcag
accatcactc
ggttgtagaa
gtaggggcca
aaaaaaaaaa

Met Lys Arg Phe Leu Phe Leu teu Leu Thr Ile
1 5

val Glin I1e‘ggn Thr Gly Leu Ser g}y GlIn Asn

Ser Ser Pro Ser Ala Ser Ser Asn Ile Ser Gly

40

35
phe gg] Ala asn Ala Ile Ile His Leu Phe Cys

<210>
<211>

<212>

<213>
<400>

55

3

12

PRT

Homo sapiens

3

§1y Gln Asn Asp Thr Ser GIn Thr Ser Ser Pro
5

<210>
<211>
<212>
<213>

<400>

ier GIn Asn Ala ;hr ser Gln

<210>
<211>
<212>
<213>

<400>

§1y Gin Ala Thr ;hr Ala Ala

4
i1

PRT .
Pan troglodytes

4

5

24

PRT

Mus musculus

5

Thr Lys Lys ;gr Pro Leu Lys Ser

<210>
<211>
<212>
<213>

6

46

PRT

Rattus norvegicus

10

Ser ser Pro Ser

10

ser Gly Thr Asn

10

acagccctga
gaagcgettc
tggactctca
aagcggaggc
ttgaggtgac
gcaagagaat
gttgacaggc
agcagtgeee
aaa

gatcacctaa
ctettectee
ggacaaaacg
attttccttt
acgtctcage
ccectecate
agtgccatgg

agctgogogt -

Ser Leu Leu \lla'l Met
5

Asp Thr ger GIn Thr

0 .
Gly Ile phe Leu Phe
45

Phe Ser
60

ser

Lys Asn Ser Igr Ser

PCT/AU2012/001411
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<400> 6
g]y GIn Asn ser ghr Ala val Thr Thr Pgo Ala Asn Lys Ala ?ga Thr
1
Thr Ala Ala Ala Thr Thr Lys Ala g?a Ala Thr Thr aAla ggr Lys Thr
5

20
Thr Thr Ala val Arg Lys Thr Pro Gly Lys Pro Pro Lys Ala
35 40 45 .

<«210> 7

<211> 19

<212> PRT

<213> canis familiaris

<400> 7
Gly Asn Ser Thr Thr Pro Arg Met Thr Thr Lys Lys val Lys Ser Ala
1 5 10 15

Thr Pro Ala

<210> 8

<21l> 22

<212> DNA

<213> Artificial sequence

<220>
<223> (CD52-F primer

<400> 8 .
caaactggac tctcaggaca aa _ 22

C<210> 9

<211> 22

- <212> DNA

<213> Artificial Sequence

<220>
<223> (CD52-R primer

<400> 9
caactgaagc agaagaggtg ga 22

<210> 10

<211> 22

<212> ONA

<213> Artificial sequence

<220> .
<223> FOXP3-F primer

<400> 10
atggtttctg aagaaggcaa ac 22

<210> 11

<211> 23

<212> DNA

<213> Artificial sequence

<2205 .
<223> FOXP3-R primer

<400> 11
ggactacttc aagttccaca aca 23

<210> 12

<211> 22

<212> DNA

<213> Artificial sequence

<220>
<223> CTLA-4 F primer

<400> 12
aacctacatg atggggaatg ag ) : 22

<210> 13

<211> 22

<212> DNA

<213> Artificial sequence

<220> ’
<223> CTLA-4 R primer

<400> 13 . .
ttacataaat ctgggttccg tt . 22



<210>
<211>
<212>
<213>

<220>
<223>

<400>

14

21

DNA

Artificial Sequence

GITR-F primer
14

gggaaattca gttttggctt c

<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

20

DNA

Artificial Sequence

GITR-R primer
15

acagcgttgt gggtcttgtrt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16

22

DNA

Artificial Sequence

CD127 F primer
16

ccttttgace tgagtgtegt ct

<210>
<211>
<212>
<213>

220>
<223>

<400>

17

22

DNA

Artificial Sequence

CD127 R primer
17

cgtccatttg trttcatect tt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

18
22
DNA

“Artificial Sequence

1.2 alpha forward primer

18

tacaggatgc aactcctgtc tt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

19

22

DNA

Artificial Sequence

IL.2 alpha reverse primer

19

gctccagttg tagetgtgtt tt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

22

DNA

Artificial Sequence

IL2 beta forward primer

20

gctgrtctce atggctcect ac

<210>
. <211>
<212>
<213>

<220>
<223>

<400>

21

20

DNA :

artificial Sequence

IL2 beta reverse primer

21

311
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411

gtcgggcttg atgatgtget

<210> 22

<211> 22

<212> DNA

<213> Artificial Sequence

<220> .
<223> 1L12 alpha forward primer

<400> 22
ctccagaagg ccagacaaac tc

<210> 23

<211> 22

<212> DNA

<213> Artificial Sequence

<220> .
<223> 1IL12 alpha reverse primer

<400> 23
ccaatggtaa acaggcctcc ac

<210> 24

<211> 37

<212> DNA

<213> Artificial Sequence

<220>
<223> 1Fl1 primer

<400> 24
gaagttctgt tccaggggec catcgaaggt cgtggtg

<210> 25

<211> 48

<212> DONA

<213> Artificial Sequence

<220>
<223> 1R1 primer

<400> 25
tcatttttcg aactgcgggt ggetccagge gettttacce ggagacag

<210> 26

<211> 30

<212> DNA . N
<213> Artificial Sequence

<220>
<223> 1F2 primer

<400> 26
gggggrtecg ggggactgga agttctgttc

<210> 27

<211> 30

<212> DNA_ |

<213> Artificial Sequence

<220>
<223> 1R2 primer

<400> 27
cttgatatcg aattctcatt tttcgaactg

<210> 28

<211> 35

<212> DNA

<213> Artificial Sequence

<220>
<223> 2F primer

<400> 28
cgctgttacg gatccccace atgaagcget tcetc

<210> 29

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> 2R1 primer

PCT/AU2012/001411
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22

22

37

48

30

30

35
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<400> 29
tccaccgcta cctecctgagg ggctgetggr 30

<210> 30

<211> 30

<212> ONA

<213> Artificial Sequence

<220>
<223> 2R2 primer

<400> 30 .
tccaccgeta cctecctgaga grccagtttg 30

<210> 31

<211> 24

<212> DONA

<213> Artificial Sequence

<220>
<223> <¢p52 forward primer

<400> 31
gttgtgattc agatacaaac agga 24

<210> 32

<211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> (D52 reverse primer

<400> 32
aggtattggc aaagaagagg aa 22

<210> 33

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> 1IL-2 forward primer

<400> 33
tcaagcteca cttcaagetce tac 23

<210> 34

<«211> 22

<212> DNA

<213> artificial Sequence

<220>
<223> 1IL-2 reverse primer .

<400> 34
cctgtaattc tccatcctge tc 22

<210> 35

11> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> 1IL-4 forward primer

<400> 35
tgagagagat catcggcatt tt 22

<210> 36

<211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> 1IL-4 reverse primer

- <400> 36
ctctctgtgg tgttcttegt tg ’ 22

<210> 37
211> 22
<212> DNA
<213> Artificial Sequence

<220> )
<223> 1L-10 forward primer




<400> 37
tcggaaatga tccagtttta cc

<210> 38

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> IL-10 reverse primer

<400> 38
atcctgaggg tcttcagett c

<210> 39

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> 1L-13 forward primer

<400> 39 -
gagctgagea acatcacaca a

<210> 490

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> IL-13 reverse primer

<400> 40
aatccagggc tacacagaac c

<210> 41

<211> 22

<212> DNA

<213> Artificial sequence

<220>
<223> Fox3pP forward primer

<400> 41
atgttcgect acttcagaaa ¢

<210> 42

<21l> 22

<212> DNA

213> Artificial Sequence

<220>
<223> FoxP3 reverse primer

<400> 42
caaattcatc tacggtccac ac

<210s 43

<21l> 22

<212> DNA

<213> Artificial sequence

<220> v
<223> ¢D127 forward primer

<400> 43
gcccaccaga aacagttaga ag

<210> 44

<211> 22

<212> DNA

<213> Artificial sequence

<220>
<223> (D127 reverse primer

<400> 44
agtcagggga cctagaggaa ag

<210> 43

<211> 22

<212> DNA

<213> artificial sequence

<220>
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<223> CTLA-4 forward primer

<400> 45 .
agtttcctgg tcactgctgt tt 22

<210> 46

<211> 22

<212> DNA .

<213> Artificial sequence

<220> ' .
<223> CTLA-4 reverse primer

<400> 46
ttttcacatt ctggctctgt tg 22

<210> 47

<211> 22

<212> DNA

<213> Artificial Sequence

. <220> .
<223> FASLG forward primer

<400>
cggtggtatt tttcatggtt. ct ‘ 22

<210> 48 ' _ -
<211> 23 .

<212> DNA

<213> Artificial Sequence

<220> .
<223> FASLG reverse primer

<400> 48 )
tgatacttta aggctttggt tgg : ] 23

<210> 49

<211> 22

<212> DNA }

<213> Artificial Sequence

<220> _ A
<223> TGFbl forward primer

<400> 49
tattgcttca getccacaga ga : 22

<210> 50

<211> 22

<212> DNA

213> Artificial Sequence

<220> ) .
<223> TGFbl reverse primer -

<400> 50 .
cagacagaag ttggcatggt ag 22

<210> 51

<211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> TGFb2 forward primer

<400> 51 )
taagagggat cttggatgga aa ] 22

<210> S2

«@211> 22

<212> DNA

<213> Artificial Sequence

<220> .
<223> TGFb2 reverse primer

<400> 52
ctgaggactt tggtgtgttg ag ‘ 22

<210> 53

<211> 22 . ‘

<212> DNA B
<213> Artificial Sequence .




<220>
<223> 1IFNg forward primer

<400> 53
caaaaggatg gtgacatgaa aa

<210> 54

<211> 22

<212> DNA

<213> Artificial sequence

<220>
<223> 1IFNg reverse primer

<400> 54
ttgctgttge tgaagaaggt ag

<210> 55

<211> 22

<212> DNA

<213> Artificial sequence

<220>
<223> 1L-12 alpha forward

<400> 55 ’
tcacgctace tcctcttttt gg

<210> 56

<211> 23

<212> DNA

<213> Artificial sequence

<220>
<223> 1IL-12 alpha reverse

<400> 56
catctgtggt cttcagcagg ttt

<210> 57

211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> Ebi3 forward primer

<400> 57
ccttecccgga catcttctet ct

<210> 58

<«21l> 21

<212> DNA .
<213> Artificial Sequence

<220> .
<223> Ebi3 reverse primer

<400> 58
gcaatacttg gcatggggtt t

<210> 59

<211> 22

<212> DNA

<213> Artificial Sequence

<220>

primer

primer

<223> RARA forward primer '

<400> 59
‘ggacaagaac tgcatcatca ac

<210> 60

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> RARA reverse primer

<400> 60
gcttgggtge ctctttcttc

<210> 61

<211> 22

<212> DNA

<213> Artificial Sequence
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<220> .
<223> GITR forward primer

<400> 61
cctaggtcag ccgagtgtag tt

<210> 62 .

<«21l> 22

<212> DNA

<213> Artificial Sequence

<220> .
<223> GITR reverse primer

<400> 62
~cacatatgca cctttcttit gg

<210> 63

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> GRANZB forward primer

<400> 63
- tccttattcg agaggacttt gtg

<210> 64

<211> 22

<212> DNA

<213> Artificial Sequence

-<220> )
<223> GRANZB reverse primer

<400> 64
ctgggtcttc tectgttctt tg

<210> 65

<211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> ALDH1A forward primer

<400> 65
acaggagagc aagtgtgtga ag

<210> 66

<211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> ALDH1A2 reverse primer

<400> 66
tccacacaga accaagagag aa

<210> 67

<211> 20

<212> DNA

<213> artificial sequence

<220>
<223> ACTIN forward primer

<400> 67
gatctggcac cacaccttct

<210> 68

<211> 20 .
<212> DNA

<213> Artificial seguence

<220>
<223> ACTIN reverse primer

<400> 68
ggggtgttga aggtctcaaa

<210> 69
<211l> 697
<212> PRT

PCT/AU2012/001411
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<213>
<400>

Met
1

" Met

Glu
ASp
Thr
65
Glu
Ala
Glu
Asn
‘LyS
145
Thr
ser
Thr
His
ser
225
Leu
Pro
Arg
val
Pro
305
TYyr
AsSp
Gln
Pro
ser
385
Pro
val
Ser
Leu
Ser
465
Glu
Ser
Leu
Ala
Ser
545
Leu
Arg
Thr
GIn
Pro
625
TYyr
Glu

Leu
ASp
Gly
Trp
50
Glu
val
Lys
ser
Phe
130
Pro
val
Phe
Thr
ASn
210
val
val
Gln
Leu
Leu
290
Leu
Thr
Leu

Ala

‘val

370
Pro

ser
Glu
GIn
Gly
450
ser
Leu
ser
Ser
Gln
530
Thr
Leu
Arg
Ile
Lys
610
Pro
Gln

ser

Homo
69

Leu
Gly
Leu
35

Thr
Thr
Glu
Gly
GlIn
115
Met
Asp
Ile
ser
Ser
195
Thr
Gln
Ile
Gly
Leu
275
Gln
Gly
Cys
ser
ASN
355
Leu
Pro
Gln
His
His
435
Pro

Gln:

Leu
Ala
Ser
515
ser
Ala
Phe
Thr

Leu

595

Arg

Gly

Leu

Gln

sapiens

Pro
Arg
20

Cys
Gly
Thr
Met
ASn
100
Tyr
Asn
val
Cys
Trp
180
His
Asp
Arg
ser
Asn
260
Ccys
Asn
Leu
Arg
val
340
Arg
Glu
Ala
Pro
Glu
420
val
Ser
Ala
Glu
Gly
500
Gly
Gly
Phe
Leu
Gin
580
Asp
Asn
Ala
Pro

Glu

Leu
5
Phe
Ile
ser
Lys
ser
85
Cys
Phe
Asp
Tyr
val
165
Thr
Phe
Leu
Thr
Ile
245
val
Ala
Arg
Glu
Ala
325
Gin
Thr
Gly
Arg
ser
405
Gly
ser
Cys
ser
Gly
485
Pro
Leu
ser
Ser
Cys
565
Thr
Tyr
Gin
Pro
ser

645
Ser

Leu
Trp
ser
Thr
Gly
Thr
ser
Phe
Gly
Ile
150
Phe
Gly
ser
Thr
val

230
ser
Pro
Ala
val

Leu
310
Glu
Tyr
val

Gln
Leu
390
ASD
Glu
Leu
ser
Pro
470
Asn
Trp
Arg
Ile
Asn
550
Leu
Glu
Ile
Lys
Ser
630
Phe

Gln

Leu
Ile
val
Pro
Ala
Arg
Leu
Arg
phe
135
pPro
Asn
Ala
val
cys
215
Arg
Arg

Tyr

ASp

Leu
295
Pro
Asn
Pro
Leu
Ser
375
ser
Pro
Phe
ser
Trp
455
Ala
ser
Ala
Leu
Leu
535
Gly
Ala
Thr
Asn
Ala
615
Pro
Pro

Glu

ser
Arg
Pro
Ala
Pro
Gly
val
val
120
Phe
Glu
Trp
Ala
Leu
200
His
Leu
ASp
Leu
Ser
280
ser
Gly
Arg
Pro
Glu
360
Leu
Trp
Gcly
Thr
Leu
440
Glu
Pro
ser
AsSn
Ar

52

Gln
Ala
Leu
Pro
val
600
Thr
Glu
Glu

Glu

ser
val
Cys
Tyr
val
Arg
Ile
105
Glu
Leu
Thr
Ala
Leu
185
Ser
val
Arg
Asn
s
Gln
Ser
val
Leu
Glu
345
Asn
Cys
Thr
val
Ser
Ala
ser
Gin
ser
505
Cys
Leu
phe
Ile
Arg
val
Pro
ser
Pro

Leu

Leu
GlIn
ser
Gly
Ala
Phe
90

Arg
Arg
Lys
Leu
Phe
170
ser
Phe
ASp
val
Thr
250
Ala
Pro
ser
Lys
Gly
330
Asn
Leu
Leu
Gln
Leu
410
His
val
Glu
Leu
ASp
490
ser
Glu
Pro
Leu
Ile
570
Pro
Pro
Asn
Lys
Lys

650
His

Leu
Glu
phe
TYyr
Thr
GlIn
ASp
Gly
val
Glu
155
Glu
ser
Thr
Phe
Ala
235
Pro
Gln
Pro
His
Ala
315
ser
Leu
Gly
val
Arg
395
Glu
Ala
His
Gly
Arg
475
Ser
Leu
Ala
Asp
Gly
555
Met
Arg
Thr
ser
Lys
635
ser

Tyr

10/11

Gly
ser
ser
Trp
Asn
Leu
Ala
ser
Thr
140
Pro
Glu
Gln
Pro
ser
220
Tyr
Ala
Lys
Ala
Pro
300
Gly
Gin
Arg
AsSn
cys
380
Gly
Leu
Arg
Tyr
Leu
460
Trp
phe
ser
Trp
Lys
540
Ile
Lys
phe
Ala
Pro
620
Asn
ser

Ala

Gly
val

Tyr
45

Phe’

His
Thr
Gln
TYyr
125
Ala
Gly
cys
Gly
Arg
205
Arg
Ala
Leu
Gly
Thr
285
Trp
Asp
GIn
val
Gly
365
val
GIn
Pro
His
ser
445
His
Trp
Glu
Leu
Asn
525
Lys
Gly
Ile

Ser

Gly
605
Arg
Gln
Thr

Thr

Ser
Met
30

Pro
Lys
Gln
Gly
Met
110
val
Leu
Gln
Pro
Thr
190
Pro
Lys
Pro
Glu
Gin
270
Leu
Gly
ser
Arg
Met
350
Thr
Thr
val
Arg
Pro
430
Pro
cys
Leu
val
His
510
val
Gly
Ile
Leu
Arg
590
Pro
Thr
Lys
Gin

Leu

GlIn
val
Arg
Ala
ser
Asp
Glin
Arg
Thr
Pro
Pro
175
Lys
Gln
Gly
Arg
Pro
255
phe
ser
Pro
Gly
Ala
335
val
Ser
His
Leu
val
415
Leu
Lys
ser
Gly
Thr
495
Gly
His

Leu

Thr

Pro
575
His
Leu
Pro
Lys
Ala

655
Asn

Ala
Pro
Gln
val
Arg
80

Pro
Asp
TYr
Gln
val
160
Pro
Pro
Asp
val
AsSp
240
Glin
Leu
Trp
Arg
Ar

32

Leu
ser
Leu
Ser
Ser
400
Gln
Gly
Leu
cys
Glu
480
Pro
Gly
Gly
Ile
Ala
560
Lys
Ser
Ala
Leu
Gln
640
Pro

Phe
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660 ) 665 670
pro Gly val Arg Pro Arg Pro Glu Ala Arg Met Pro Lys Gly Thr GIn
67 680 685

Ala Asp Tyr Ala Glu val Lys Phe GIn
690 695
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