WHAT IS CLAIMED IS:
1. A composition comprising an antibody or antibody fragment that immunospecifically binds to
MHC class I polypeptide-related sequence A (MICA), wherein the antibody or antibody fragment

comprises a heavy chain variable region (Vy) and a light chain variable region (Vy), and wherein

<{a)-the- V- complementarity determiningregion (CDR)-1-comprises-the-amine-acid sequence set

amine-aeid-sequence-set-forth-in-SEQ-ID-NO:160the- V| CDR2-comprises-the amino-acid sequence set
forth-in-SEQ-IDINO:-162-and-the- V., CDR3-comprises-the amino-aecid sequence-set-forth-in SEQID

the- V. EDR3-comprises-the-amino-acid-sequence-set-forth-in-SEQ-ID-NO:194-the V,, CDR1-comprises
the-amino-acid-sequence-set-forth-in-SEQ-1D-NO:-197,the- V, CDR2 comprises the amino-acid-sequence
forth-in SEQID NO: 109 and the Vi, CDR3 s il . g forth in- SEQIE
——fe)the Vy complementarity determining region (CDR) 1 comprises the amino acid sequence set
forth in SEQ ID NO: 208, the V3 CDR2 comprises the amino acid sequence set forth in SEQ ID NO: 210,
the Vg CDR3 comprises the amino acid sequence set forth in SEQ ID NO:212, the VL CDR1 comprises

the amino acid sequence set forth in SEQ ID NO: 215, the V. CDR2 comprises the amino acid sequence
set forth in SEQ ID NO: 217 and the V, CDR3 comprises the amino acid sequence set forth in SEQ ID
NO:219.

2, The composition of claim 1, wherein the antibody or antibody fragment comprises:

sequenee set-forth-in-SEQ-ID-NO:=- 149 and a-V, -comprising-an-amino-acid sequence-with-at-least-95%,
denti l . i forth in SEQIDNO: 151
——{(b}a-V,-comprising-an-amino-acid-sequence-with-at-least 95% identity-to-the-amine-acid

sequenee-setforth-in-SEQID-NO:186;-and-a-V -comprising-an-amino-acid-sequence-with-at least 95%
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——{e) a Vy comprising an amino acid sequence with at least 95% identity to the amino acid
sequence set forth in SEQ ID NO: 204, and a V| comprising an amino acid sequence with at least 95%
identity to the amino acid sequence set forth in SEQ ID NO: 206.

Br The composition of claim 1, wherein:

i) . . C the V,, isatd 08% identical to.il . i

fort-mn-SEQ-HD-NO149 and- the amino-acid-sequence-ofthe- V  -is-at-least 98% 1dentical to the-amine
4 forth in SEQ 1D NO: 151:

» . . e 08% identical to ) d
forth-in-SEQ-ID-NO:-186,andthe amine-aeid-sequence-of the- V| -is-at-least- 8% identicalHo the-amine
——Gii)the amino acid sequence of the Vy is at least 98% identical to the amino acid sequence set
forth in SEQ ID NO: 204, and the amino acid sequence of the V1 is at least 98% identical to the amino
acid sequence set forth in SEQ ID NO: 206.

4. The composition of claim 1, wherein:
)4 . . fthe V.. isatl 00% identical tof i .
Forth-in- SEQID-NO: 149 and . i Fthe Vi 0r Ay .

y . . S 00% identical to-tl . .
forth-in-SEQ-IDNO:-186,-and-the amino-acid sequence-of the V -is-at-least 99%-identical to the-amine
——Gii)rthe amino acid sequence of the Vy is at least 99% identical to the amino acid sequence set
forth in SEQ ID NO: 204, and the amino acid sequence of the V. is at least 99% identical to the amino
acid sequence set forth in SEQ ID NO: 206.

5. A composition comprising an antibody or antibody fragment that immunospecifically binds to
MHC class I polypeptide-related sequence A (MICA), wherein the antibody or antibody fragment
comprises:

———— e\ eomprsing-theemino-acidsequeneeset-forth-in-SEQ-HD-NO:H 49and-a- M -comprising
] . L forth it SEQ ID NO: 151
—————{(ia-Vy-comprising the amino-acid-sequence-set-forth-in-SEQ-ID-NO: 186, -and-a-V, -comprising
] . d forth in SEQID NO: 188:
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——{ii)ye Vy comprising the amino acid sequence set forth in SEQ ID NO: 204, and a V|, comprising
the amino acid sequence set forth in SEQ ID NO: 206.

6. The composition of any one of claims 1-5, further comprising an anti-cancer therapeutic.
7. The composition of any one of claims 1-6, formulated as a pharmaceutical composition.
8. The composition of any one of claims 1-7, further comprising an histone deacetylase inhibitor

(HDAC) selected from the group consisting of suberoylanilide hydroxamic acid (SAHA), trichostatin A
(TSA), LAQS824, panobinostat (LBHS89), belinostat (PXD101), ITF2357, romidepsin (FK228), entinostat
(SNDX-275/MS-275), MGCDO0103, valproic acid, phenyl butyrate, AN-9, CHR-3996, and CHR-2845.

9. The composition of any of claims 1-8, further comprising a proteasome inhibitor selected from

the group consisting of bortezomib, NPI-0052, carfilzomib (PR-171), CEP 18770, and MLN9708.

10. Use of a composition of any one of claims 1-9 in the manufacture of a medicament for treating

cancer in a subject.
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