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B k__Bacteria;p__Proteobacteria;c__Gammaproteabacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Xanthomonas;s__
Mk__Bacteria;p__Proteobacteria;c__Gammaproteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g_ Pseudomonas;s__
@k__Bacteria;p__Proteobacteria;c__Gammaproteobacteria;o__Enterobacterales;f__Yersiniaceae;g__Serratia;s__Ewingella_americana
Bk__Bacteria;p__Protevbacteria;c__Alphaproteobacteria;o__Rickettsiales;f__Mitochondria;g__Mitochondria;s__
BOk__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhizobiales;f__Xanthobacteraceae;g__Bradyrhizobium;s__Bradyrhizobium_etkanii
@k__Bacteria;p__Firmicutes;c__Bacillio__Thermoactinomycetales:f__Thermoactinomycetaceae;g__Thermoactinomyces;s__Thermoactinomyces_vulgaris
B@k__Bacteria;p__Firmicutes;c__Bacilli;o__Staphylococcales;f__Staphylococcaceae;g__Staphylococcus;s__Staphylococcus_succinus
8k__Bacteria;p__Firmicutes;c__Bacilli;o__Paenibacillales;f__Paenibacillaceae;g__Paenibacillus;s__Paenibacillus_lautus
Bk__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Lactobacillaceae;g__Pediococcus;s__Pediococcus_acidilactici
Bk__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Lactobacillaceae;g_ Pediococcus;s__
Gk__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Bacillaceae:g__ Bacillus;s__Bacillus_smithii

L k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Bacillaceae;g__Bacillus;s__Bacillus_phage
£1k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Bacillaceae;g__Bacillus;s__Bacillus_ginsengihumi
©3k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Bacillaceae;g__Bacillus;s__
Bk__Bacteria;p__Cyanobacteria;c__Cyanobacteriia;o__Chioroplast;f__Chloroplast;g__Chloroplast;s__
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