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“VH start
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3H2-VH YYADFVXGRFTISRDNATNSLYLOMNSLRAEDTAVYYCVRGVRGGY——GLDFWGRGTLYVT
3H2-1 YYADFVAGRFTISXRDNATNSLYLOMNSLRAEDTAVYYCVRPTA-———= VSDYWGRGTLVT
5H1 YYADFVAGRFTISRDNATNSLYLOMNST RAEDTAVYYCVRDGGLRE--GFDCWGRGTIVT

SH4-VH YYADEVXGRFTISRDNATNSLYLOMNSLRAEDTAVYYCVRDGGLRE——GFDCWGRGTLVT
5H4-VL YYADEVAGRFTISRDNATNSLYLOMNSLRAEDTAVYYCVRDGGLRE——GFDCWGRGTLVT

>< FR3 >< H3 >< FR4
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5H4 GXAPKLMIYEDSKRPSGVSNRT SGSKSGNTASL T ISGLQAEDEADYYCPS*—————————
5H1 VH
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———————— ><=L2=-=>< FR3 >< L3-—-><
13R4 GGCTKLAVLGAAAEQKLISEEDLNGAA
3H2-VH ——TKLAVLCAAAEQKLISEEDLNGAA
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