
2-2 Amended sequence list under PCT A28 or 41 
SEQUENCE LISTING 

<110> 	Protein Design Lab, 	Ltd. 

<120> 	A novel polypeptide against tumor caused by 
method thereof. 

EB virus and use and preparation 

<130> 	PC09622/73Q 

<160> 	32 

<170> 	Patentin version 3.3 

<210> 	1 
<211> 	33 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	oligonucleotide primer 5i--3i—designed 
colicin 

for mutation of G11A in gene of 

<400> 	1 
cgtattacaa atcccgcagc agaatcgctg ggg 33 

<210> 	2 
<211> 	33 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	oligonucleotide primer 3i 
colicin 

--5i—  designed for mutation of G11A in gene of 

<400> 	2 
ccccagcgat tctgctgcgg gatttgtaat acg 33 

<210> 	3 
<211> 	27 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	oligonucleotide primer 5i--3i—  
colicin 

designed for mutation of H22G in gene of 

<400> 	3 
gattcagatg gcggtaaatt atgggtg 27 

<210> 	4 
<211> 	27 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	oligonucleotide primer 3i--5i—  
colicin 

designed for mutation of H22G in gene of 

<400> 	4 
cacccataat ttaccgccat ctgaatc 27 
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2-2 Amended sequence list under PCT A28 or 41 

<210> 	5 
<211> 	24 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	oligonucleotide primer 5i 
colicin 

--3i—  designed for mutation of A26G in gene of 

<400> 	5 
gaaattatgg gtgttgatat ttat 24 

<210> 	6 
<211> 	24 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	oligonucleotide primer 3i 
colicin 

--5i—  designed for mutation of A26G in gene of 

<400> 	6 
ataaatatac aacacccata atttc 25 

<210> 	7 
<211> 	30 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	oligonucleotide primer 5i 
colicin 

--3i—  designed for mutation of v31L in gene of 

<400> 	7 
gttgatattt atctcaaccc tccacgtgtc 30 

<210> 	8 
<211> 	30 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	oligonucleotide primer 3i--5i—  
colicin 

designed for mutation of V31L in gene of 

<400> 	8 
gacacgtgga gggttgagat aaatatcaac 30 

<210> 	9 
<211> 	34 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	oligonucleotide primer 5i--3i—  
colicin 

designed for mutation of H4OD in gene of 

<400> 	9 
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2-2 Amended sequence list under PCT A28 or 41 
cgtgtcgatg tctttgatgg taccccgcct gcat 	 34 

<210> 	10 
<211> 	34 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	oligonucleotide primer 3i--51—  designed for mutation of H4OD in gene 
colicin 

of 

<400> 	10 
atgcaggcgg ggtaccatca aagacatcga cacg 	 34 

<210> 	11 
<211> 	69 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	primer 5i--3i—  for gene of VHCDR1 in 	recombination plasmid pCHCEB11 

<400> 	11 
gcgaataagt tctggggtat ttccttcggt atgcattggg tgcgtcagta aataaaatat 	60 

aagacaggc 	 69 

<210> 	12 
<211> 	69 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	primer 3i--5i—  for gene of VHCDR1 in 	recombination plasmid pCHCEB11 

<400> 	12 
gcctgtctta tattttattt actgacgcac ccaatgcata ccgaaggaaa taccccagaa 	60 

cttattcgc 	 69 

<210> 	13 
<211> 	72 
<212> 	DNA 
<213> 	Artificial 	sequence 

<220> 
<223> 	primer 5i--3i—  for gene of VHFR2 in recombination plasmid pCHCEB11 

<400> 	13 
ggtatgcatt gggtgcgtca ggcccccgag aaaggtctgg agtgggtggc ctaaataaaa 	60 

tataagacag gc 	 72 

<210> 	14 
<211> 	73 
<212> 	DNA 
<213> 	Artificial sequence 
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2-2 Amended sequence list under PCT A28 or 41 
<220> 
<223> 	primer 3i--5i—  for gene of VHFR2 in recombination plasmid pCHCEB11 

<400> 	14 
gcctgtctta tattttattt aggccaccca ctccagacct tttctcgggg gcctgacgca 	60 

cccaatgcat acc 	 73 

<210> 	15 
<211> 	69 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	primer 5i--3i—  for gene of (Rev)V1CDR3 in recombination plasmid pCHCEB11 

<400> 	15 
aaaggtctgg agtgggtggc cacctacccc tactcctacg gtcagggtta aataaaatat 	60 

aagacaggc 	 69 

<210> 	16 
<211> 	66 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	primer 3i--51—for gene of (Rev)vLCDR3 in recombination plasmid pCHCEB11 

<400> 	16 
gcctgtctta tattttattt aaccctgacc gtaggagtag ggggtggcca cccactccag 	60 

accttt 	 66 

<210> 	17 
<211> 	69 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	primer 5i--3; 	for gene of VHCDR1 in recombination plasmid pCHCEB22 

<400> 	17 
gcgaataagt tctggggtat ttccttcggt atgcattggg tgcgtcagta aataaaatat 	60 

aagacaggc 	 69 

<210> 	18 
<211> 	69 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	primer 3i--5i—  for gene of VHCDR1 in recombination plasmid pCHCEB22 

<400> 	18 
gcctgtctta tattttattt actgacgcac ccaatgcata ccgaaggaaa taccccagaa 	60 

cttattcgc 	 69 
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2-2 Amended sequence list under PCT A28 or 41 

<210> 	19 
<211> 	72 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	primer 5i--3i—  for gene of VHFR2 in recombination plasmid pCHCEB22 

<400> 	19 
ggtatgcatt gggtgcgtca ggcccccgag 

tataagacag gc 

aaaggtctgg agtgggtggc ctaaataaaa 60 

72 

<210> 	20 
<211> 	73 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	primer 3i--5i—  for gene of VHFR2 in recombination plasmid pCHCEB22 

<400> 	20 
gcctgtctta tattttattt aggccaccca 

cccaatgcat acc 

ctccagacct tttctcgggg gcctgacgca 60 

73 

<210> 	21 
<211> 	69 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	primer 5i--3i—  for gene of VLCDR3 in recombination plasmid pCHCEB22 

<400> 	21 
aaaggtctgg agtgggtggc cggtcagggt 

aagacaggc 

tactcctacc cctacaccta aataaaatat 60 

69 

<210> 	22 
<211> 	69 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	primer 3i--5i—  for gene of VLCDR3 in recombination plasmid pCHCEB22 

<400> 	22 
gcctgtctta tattttattt aggtgtaggg 

cagaccttt 

gtaggagtaa ccctgaccgg ccacccactc 60 

69 

<210> 	23 
<211> 	1878 
<212> 	DNA 
<213> 	Artificial Sequence 
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2-2 Amended sequence list under PCT A28 or 41 

tatggtttac tgatggctgt caccggtgcg ctgattgatg aatcgcttgt ggaaaaagcg 

aataagttct ggggtatt 

1860 

1878 

<210> 	24 
<211> 	625 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	The amino acid sequence of the mutant polypeptide of colicin 1a 

<400> 	24 
Ser Asp Pro Val Arg Ile Thr Asn Pro Ala Ala Glu Ser Leu Gly Tyr 
Asp Ser Asp Gly Gly Glu Ile Met Gly Val Asp Ile Tyr Leu Asn Pro 
Pro Arg val Asp Val Phe Asp Gly Thr Pro Pro Ala Trp Ser Ser Phe 
Gly Asn Lys Thr Ile Trp Gly Gly Asn Glu Trp val Asp Asp Ser Pro 
Thr Arg Ser Asp Ile Glu Lys Arg Asp Lys Glu Ile Thr Ala Tyr Lys 
Asn Thr Leu Ser Ala Gln Gln Lys Glu Asn Glu Asn Lys Arg Thr Glu 
Ala Gly Lys Arg Leu Ser Ala Ala Ile Ala Ala Arg Glu Lys Asp Glu 
Asn Thr Leu Lys Thr Leu Arg Ala Gly Asn Ala Asp Ala Ala Asp Ile 
Thr Arg Gln Glu Phe Arg Leu Leu Gln Ala Glu Leu Arg Glu Tyr Gly 
Phe Arg Thr Glu Ile Ala Gly Tyr Asp Ala Leu Arg Leu His Thr Glu 
Ser Arg Met Leu Phe Ala Asp Ala Asp Ser Leu Arg Ile Ser Pro Arg 
Glu Ala Arg Ser Leu Ile Glu Gln Ala Glu Lys Arg Gln Lys Asp Ala 
Gln Asn Ala Asp Lys Lys Ala Ala Asp Met Leu Ala Glu Tyr Glu Arg 
Arg Lys Gly Ile Leu Asp Thr Arg Leu Ser Glu Leu Glu Lys Asn Gly 
Gly Ala Ala Leu Ala val Leu Asp Ala Gln Gln Ala Arg Leu Leu Gly 
Gln Gln Thr Arg Asn Asp Arg Ala ile Ser Glu Ala Arg Asn Lys Leu 
Ser Ser val Thr Glu Ser Leu Asn Thr Ala Arg Asn Ala Leu Thr Arg 
Ala Glu Gln Gln Leu Thr Gln Gln Lys Asn Thr Pro Asp Gly Lys Thr 
Ile val Ser Pro Glu Lys Phe Pro Gly Arg Ser Ser Thr Asn His Ser 
Ile val Val Ser Gly Asp Pro Arg Phe Ala Gly Thr Ile Lys Ile Thr 
Thr Ser Ala val Ile Asp Asn Arg Ala Asn Leu Asn Tyr Leu Leu Ser 
His Ser Gly Leu Asp Tyr Lys Arg Asn ile Leu Asn Asp Arg Asn Pro 
val Val Thr Glu Asp val Glu Gly Asp Lys Lys Ile Tyr Asn Ala Glu 
Val Ala Glu Trp Asp Lys Leu Arg Gln Arg Leu Leu Asp Ala Arg Asn 
Lys Ile Thr Ser Ala Glu Ser Ala val Asn Ser Ala Arg Asn Asn Leu 
Ser Ala Arg Thr Asn Glu Gln Lys His Ala Asn Asp Ala Leu Asn Ala 
Leu Leu Lys Glu Lys Glu Asn Ile Arg Asn Gln Leu Ser Gly Ile Asn 
Gln Lys Ile Ala Glu Glu Lys Arg Lys Gln Asp Glu Leu Lys Ala Thr 
Lys Asp Ala Ile Asn Phe Thr Thr Glu Phe Leu Lys Ser val Ser Glu 
Lys Tyr Gly Ala Lys Ala Glu Gln Leu Ala Arg Glu Met Ala Gly Gin 
Ala Lys Gly Lys Lys Ile Arg Asn Val Glu Glu Ala Leu Lys Thr Tyr 
Glu Lys Tyr Arg Ala Asp Ile Asn Lys Lys Ile Asn Ala Lys Asp Arg 
Ala Ala Ile Ala Ala Ala Leu Glu Ser val Lys Leu Ser Asp Ile Ser 
Ser Asn Leu Asn Arg Phe Ser Arg Gly Leu Gly Tyr Ala Gly Lys Phe 
Thr Ser Leu Ala Asp Trp Ile Thr Glu Phe Gly Lys Ala Val Arg Thr 
Glu Asn Trp Arg Pro Leu Phe val Lys Thr Glu Thr Ile Ile Ala Gly 
Asn Ala Ala Thr Ala Leu val Ala Leu Val Phe Ser Ile Leu Thr Gly 
Ser Ala Leu Gly Ile Ile Gly Tyr Gly Leu Leu Met Ala Val Thr Gly 
Ala Leu Ile Asp Glu Ser Leu Val Glu Lys Ala Asn Lys Phe Trp Gly 
Ile 

<210> 	25 
<211> 	28 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
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2-2 Amended sequence list under PCT A28 or 41 
<223> 	The amino acid sequence of the mimetic antibody VHCDR1- VHFR2-VLCDR3 

<400> 	25 
Ser Phe Gly Met His Trp Val Arg Gln Ala Pro Glu Lys Gly Leu Glu Trp val Ala 
Gly Gln Gly Tyr Ser Tyr Pro Tyr Thr 

<210> 	26 
<211> 	84 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	The nucleotide sequence encoding the mimetic antibody VHCDR1- VHFR2-VLCDR3 

<400> 	26 
tccttcggta tgcattgggt gcgtcaggcc cccgagaaag gtctggagtg ggtggccggt 	60 

cagggttact cctaccccta cacc 	 84 

<210> 	27 
<211> 	28 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	The amino acid sequence of the mimetic antibody VHCDR1- VHFR2-fRevf@VLCDR3 

<400> 	27 
Ser Phe Gly Met His Trp Val Arg Gln Ala Pro Glu Lys Gly Leu Glu Trp Val Ala 
Thr 	Tyr Pro Tyr Ser Tyr Gly Gln Gly 

<210> 	28 
<211> 	84 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	The nucleotide sequence encoding the mimetic antibody VHCDR1- VHFR2- 
(Rev)VLCDR3 

<400> 	28 
tccttcggta tgcattgggt gcgtcaggcc cccgagaaag gtctggagtg ggtggccacc 	60 

tacccctact cctacggtca gggt 	 84 

<210> 	29 
<211> 	653 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	The amino acid sequence 1 of the polypeptide against tumor caused by EB 
virus 

<400> 	29 
Ser Asp Pro Val Arg Ile Thr Asn Pro Ala Ala Glu Ser Leu Gly Tyr 
Asp Ser Asp Gly Gly Glu Ile Met Gly Val Asp Ile Tyr Leu Asn Pro 
Pro Arg Val Asp Val Phe Asp Gly Thr Pro Pro Ala Trp Ser Ser Phe 
Gly Asn Lys Thr Ile Trp Gly Gly Asn Glu Trp Val Asp Asp Ser Pro 
Thr Arg Ser Asp Ile Glu Lys Arg Asp Lys Glu Ile Thr Ala Tyr Lys 
Asn Thr Leu Ser Ala Gln Gln Lys Glu Asn Glu Asn Lys Arg Thr Glu 
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2-2 Amended sequence list under PCT A28 or 41 
Ala Gly Lys Arg Leu Ser Ala Ala Ile Ala Ala Arg Glu Lys Asp Glu 
Asn Thr Leu Lys Thr Leu Arg Ala Gly Asn Ala Asp Ala Ala Asp Ile 
Thr Arg Gln Glu Phe Arg Leu Leu Gln Ala Glu Leu Arg Glu Tyr Gly 
Phe Arg Thr Glu Ile Ala Gly Tyr Asp Ala Leu Arg Leu His Thr Glu 
Ser Arg Met Leu Phe Ala Asp Ala Asp Ser Leu Arg Ile Ser Pro Arg 
Glu Ala Arg Ser Leu Ile Glu Gin Ala Glu Lys Arg Gln Lys Asp Ala 
Gln Asn Ala Asp Lys Lys Ala Ala Asp Met Leu Ala Glu Tyr Glu Arg 
Arg Lys Gly Ile Leu Asp Thr Arg Leu Ser Glu Leu Glu Lys Asn Gly 
Gly Ala Ala Leu Ala val Leu Asp Ala Gln Gin Ala Arg Leu Leu Gly 
Gln Gln Thr Arg Asn Asp Arg Ala Ile Ser Glu Ala Arg Asn Lys Leu 
Ser Ser Val Thr Glu Ser Leu Asn Thr Ala Arg Asn Ala Leu Thr Arg 
Ala Glu Gln Gln Leu Thr Gln Gln Lys Asn Thr Pro Asp Gly Lys Thr 
Ile Val Ser Pro Glu Lys Phe Pro Gly Arg Ser Ser Thr Asn His Ser 
Ile Val Val Ser Gly Asp Pro Arg Phe Ala Gly Thr Ile Lys Ile Thr 
Thr Ser Ala Val Ile Asp Asn Arg Ala Asn Leu Asn Tyr Leu Leu Ser 
His Ser Gly Leu Asp Tyr Lys Arg Asn Ile Leu Asn Asp Arg Asn Pro 
val Val Thr Glu Asp Val Glu Gly Asp Lys Lys Ile Tyr Asn Ala Glu 
val Ala Glu Trp Asp Lys Leu Arg Gln Arg Leu Leu Asp Ala Arg Asn 
Lys Ile Thr Ser Ala Glu Ser Ala Val Asn Ser Ala Arg Asn Asn Leu 
Ser Ala Arg Thr Asn Glu Gln Lys His Ala Asn Asp Ala Leu Asn Ala 
Leu Leu Lys Glu Lys Glu Asn Ile Arg Asn Gln Leu Ser Gly Ile Asn 
Gln Lys Ile Ala Glu Glu Lys Arg Lys Gln Asp Glu Leu Lys Ala Thr 
Lys Asp Ala Ile Asn Phe Thr Thr Glu Phe Leu Lys Ser val Ser Glu 
Lys Tyr Gly Ala Lys Ala Glu Gln Leu Ala Arg Glu Met Ala Gly Gln 
Ala Lys Gly Lys Lys Ile Arg Asn Val Glu Glu Ala Leu Lys Thr Tyr 
Glu Lys Tyr Arg Ala Asp Ile Asn Lys Lys Ile Asn Ala Lys Asp Arg 
Ala Ala Ile Ala Ala Ala Leu Glu Ser Val Lys Leu Ser Asp Ile Ser 
Ser Asn Leu Asn Arg Phe Ser Arg Gly Leu Gly Tyr Ala Gly Lys Phe 
Thr Ser Leu Ala Asp Trp Ile Thr Glu Phe Gly Lys Ala Val Arg Thr 
Glu Asn Trp Arg Pro Leu Phe Val Lys Thr Glu Thr Ile Ile Ala Gly 
Asn Ala Ala Thr Ala Leu Val Ala Leu val Phe Ser Ile Leu Thr Gly 
Ser Ala Leu Gly Ile Ile Gly Tyr Gly Leu Leu met Ala Val Thr Gly 
Ala Leu Ile Asp Glu Ser Leu Val Glu Lys Ala Asn Lys Phe Trp Gly 
Ile Ser Phe Gly Met His Trp Val Arg Gln Ala Pro Glu Lys Gly Leu 
Glu Trp Val Ala Gly Gln Gly Tyr Ser Tyr Pro Tyr Thr 

<210> 	30 
<211> 	1962 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	The nucleotide sequence encoding the amino acid sequence 1 
polypeptide against tumor caused by EB virus 

of the 

<400> 	30 
atgtctgacc ctgtacgtat tacaaatccc gcagcagaat cgctggggta tgattcagat 60 

ggcggtgaaa ttatgggtgt tgatatttat ctcaaccctc cacgtgtcga tgtctttgat 120 

ggtaccccgc ctgcatggag ttccttcggg aacaaaacca tctggggcgg aaacgagtgg 180 

gttgatgatt ccccaacccg aagtgatatc gaaaaaaggg acaaggaaat cacagcgtac 240 

aaaaacacgc tcagcgcgca gcagaaagag aatgagaata agcgtactga agccggaaaa 300 

cgcctctctg cggcgattgc tgcaagggaa aaagatgaaa acacactgaa aacactccgt 360 

gccggaaacg cagatgccgc tgatattaca cgacaggagt tcagactcct gcaggcagag 420 

ctgagagaat acggattccg tactgaaatc gccggatatg acgccctccg gctgcataca 480 

gagagccgga tgctgtttgc tgatgctgat tctcttcgta tatctccccg ggaggccagg 540 
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006 PD116D66E6 DDDIXETETP 61=D1416 P1P6DEWPD 65DP61DAD PDPPPET6ED 

0178 PED6DP61D6 PDPPDPE6aD bEETDDPPal E061PP16DD DE6DPDEPla D6D1PP660DP 

08L 616PDal6ED aDPUPI.PUE46 DDD66u6pDa alEDD666p) p6arp66DpD p6ED6pD666 

OZL D1D610160D DMEOPEOPD 61:2611)1.16 DDE4a1DDDET D5666D651E PPPPR2661.3 

099 6p6pD16116 6Dpaepp6601 plzp1.66pEre u6ED6D6u6D Elpp61D614 Alpap61D6 

009 DDE06PEoPED P5PADPPEe D6D61P6ETP ETAEOPPPP PEaD66PDPP 6D1pp116Da 
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2-2 Amended sequence list under PCT A28 or 41 
Pro Arg val Asp val Phe Asp Gly Thr Pro Pro Ala Trp Ser Ser Phe 
Gly Asn Lys Thr Ile Trp Gly Gly Asn Glu Trp Val Asp Asp Ser Pro 
Thr Arg Ser Asp Ile Glu Lys Arg Asp Lys Glu Ile Thr Ala Tyr Lys 
Asn Thr Leu Ser Ala Gin Gln Lys Glu Asn Glu Asn Lys Arg Thr Glu 
Ala Gly Lys Arg Leu Ser Ala Ala Ile Ala Ala Arg Glu Lys Asp Glu 
Asn Thr Leu Lys Thr Leu Arg Ala Gly Asn Ala Asp Ala Ala Asp Ile 
Thr Arg Gln Glu Phe Arg Leu Leu Gln Ala Glu Leu Arg Glu Tyr Gly 
Phe Arg Thr Glu Ile Ala Gly Tyr Asp Ala Leu Arg Leu His Thr Glu 
Ser Arg Met Leu Phe Ala Asp Ala Asp Ser Leu Arg Ile Ser Pro Arg 
Glu Ala Arg Ser Leu Ile Glu Gln Ala Glu Lys Arg Gln Lys Asp Ala 
Gln Asn Ala Asp Lys Lys Ala Ala Asp met Leu Ala Glu Tyr Glu Arg 
Arg Lys Gly Ile Leu Asp Thr Arg Leu Ser Glu Leu Glu Lys Asn Gly 
Gly Ala Ala Leu Ala val Leu Asp Ala Gln Gln Ala Arg Leu Leu Gly 
Gln Gln Thr Arg Asn Asp Arg Ala Ile Ser Glu Ala Arg Asn Lys Leu 
Ser Ser Val Thr Glu Ser Leu Asn Thr Ala Arg Asn Ala Leu Thr Arg 
Ala Glu Gln Gln Leu Thr Gln Gln Lys Asn Thr Pro Asp Gly Lys Thr 
Ile Val Ser Pro Glu Lys Phe Pro Gly Arg Ser Ser Thr Asn His Ser 
Ile val Val Ser Gly Asp Pro Arg Phe Ala Gly Thr Ile Lys Ile Thr 
Thr Ser Ala Val Ile Asp Asn Arg Ala Asn Leu Asn Tyr Leu Leu Ser 
His Ser Gly Leu Asp Tyr Lys Arg Asn Ile Leu Asn Asp Arg Asn Pro 
val val Thr Glu Asp val Glu Gly Asp Lys Lys Ile Tyr Asn Ala Glu 
val Ala Glu Trp Asp Lys Leu Arg Gln Arg Leu Leu Asp Ala Arg Asn 
Lys Ile Thr Ser Ala Glu Ser Ala Val Asn Ser Ala Arg Asn Asn Leu 
Ser Ala Arg Thr Asn Glu Gln Lys His Ala Asn Asp Ala Leu Asn Ala 
Leu Leu Lys Glu Lys Glu Asn Ile Arg Asn Gln Leu Ser Gly Ile Asn 
Gln Lys Ile Ala Glu Glu Lys Arg Lys Gln Asp Glu Leu Lys Ala Thr 
Lys Asp Ala Ile Asn Phe Thr Thr Glu Phe Leu Lys Ser Val Ser Glu 
Lys Tyr Gly Ala Lys Ala Glu Gln Leu Ala Arg Glu Met Ala Gly Gln 
Ala Lys Gly Lys Lys Ile Arg Asn val Glu Glu Ala Leu Lys Thr Tyr 
Glu Lys Tyr Arg Ala Asp Ile Asn Lys Lys Ile Asn Ala Lys Asp Arg 
Ala Ala Ile Ala Ala Ala Leu Glu Ser Val Lys Leu Ser Asp Ile Ser 
Ser Asn Leu Asn Arg Phe Ser Arg Gly Leu Gly Tyr Ala Gly Lys Phe 
Thr Ser Leu Ala Asp Trp Ile Thr Glu Phe Gly Lys Ala Val Arg Thr 
Glu Asn Trp Arg Pro Leu Phe val Lys Thr Glu Thr Ile Ile Ala Gly 
Asn Ala Ala Thr Ala Leu val Ala Leu Val Phe Ser Ile Leu Thr Gly 
Ser Ala Leu Gly Ile Ile Gly Tyr Gly Leu Leu Met Ala val Thr Gly 
Ala Leu Ile Asp Glu Ser Leu Val Glu Lys Ala Asn Lys Phe Trp Gly 
Ile Ser Phe Gly Met His Trp Val Arg Gln Ala Pro Glu Lys Gly Leu 
Glu Trp Val Ala Thr Tyr Pro Tyr Ser Tyr Gly Gin Gly 

<210> 32 
<211> 1962 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> 	The nucleotide sequence encoding the amino acid sequence 2 of the novel 
polypeptide against tumor caused by EB virus 

<400> 	32 
atgtctgacc ctgtacgtat tacaaatccc gcagcagaat cgctggggta tgattcagat 60 

ggcggtgaaa ttatgggtgt tgatatttat ctcaaccctc cacgtgtcga tgtctttgat 120 

ggtaccccgc ctgcatggag ttccttcggg aacaaaacca tctggggcgg aaacgagtgg 180 

gttgatgatt ccccaacccg aagtgatatc gaaaaaaggg acaaggaaat cacagcgtac 240 

aaaaacacgc tcagcgcgca gcagaaagag aatgagaata agcgtactga agccggaaaa 300 

cgcctctctg cggcgattgc tgcaagggaa aaagatgaaa acacactgaa aacactccgt 360 

gccggaaacg cagatgccgc tgatattaca cgacaggagt tcagactcct gcaggcagag 420 
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