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SEQUENCE LISTING 

<110> Minomic International Ltd 

<120> Therapeutic Antibodies and Uses Thereof 
<130> P142353C 
<160> 11 
<170> Patentln version 3.5 
<210> 1 
<211> 1386 
<212> DNA 
<213> Mus musculus 
<400> 1 
atggcttggg tgtggacctt gctattcctg atggctgctg cccaaagtat ccaagcacag 	60 
atccagttgg tgcagtctgg acctgagctg aagaagcctg gagagacagt caagatctcc 	120 
tgcaaggctt ctggttatgc cttcacagac tattcaatga actgggtgaa gcaggctcca 	180 
ggaaagggtt taaggtggat gggctggata aacactgaga ctggtgagcc aacatataca 	240 
gatgacttca agggacggtt tgccttctct ttggaaacct ctgccagcac tgcctttttg 	300 
cagatcaaca acctcagaaa tgaagacacg gctacatatt tctgtgctag acactatgat 	360 
tacggggggt ttccttactg gggccaaggg actctggtca ctgtctctgc agccaaaacg 	420 
acacccccat ctgtctatcc actggcccct ggatctgctg cccaaactaa ctccatggtg 	480 
accctgggat gcctggtcaa gggctatttc cctgagccag tgacagtgac ctggaactct 	540 
ggatccctgt ccagcggtgt gcacaccttc ccagctgtcc tgcagtctga cctctacact 	600 
ctgagcagct cagtgactgt cccctccagc acctggccca gcgagaccgt cacctgcaac 	660 
gttgcccacc cggccagcag caccaaggtg gacaagaaaa ttgtgcccag ggattgtggt 	720 
tgtaagcctt gcatatgtac agtcccagaa gtatcatctg tcttcatctt ccccccaaag 	780 
cccaaggatg tgctcaccat tactctgact cctaaggtca cgtgtgttgt ggtagacatc 	840 
agcaaggatg atcccgaggt ccagttcagc tggtttgtag atgatgtgga ggtgcacaca 	900 
gctcagacgc aaccccggga ggagcagttc aacagcactt tccgctcagt cagtgaactt 	960 
cccatcatgc accaggactg gctcaatggc aaggagttca aatgcagggt caacagtgca 	1020 
gctttccctg cccccatcga gaaaaccatc tccaaaacca aaggcagacc gaaggctcca 	1080 
caggtgtaca ccattccacc tcccaaggag cagatggcca aggataaagt cagtctgacc 	1140 
tgcatgataa cagacttctt ccctgaagac attactgtgg agtggcagtg gaatgggcag 	1200 
ccagcggaga actacaagaa cactcagccc atcatggaca cagatggctc ttacttcgtc 	1260 
tacagcaagc tcaatgtgca gaagagcaac tgggaggcag gaaatacttt cacctgctct 	1320 
gtgttacatg agggcctgca caaccaccat actgagaaga gcctctccca ctctcctggt 	1380 
aaatga 	 1386 

<210> 2 
<211> 705 
<212> DNA 
<213> Mus musculus 
<400> 2 
atgagtgtgc tcactcaggt cctggcgttg ctgctgctgt ggcttacagg tgccagatgt 	60 
gacatccaga tgactcagtc tccagcctcc ctatctgcat ctgtgggaga aactgtcacc 	120 
atcacatgtc gagcaagtgg gaatgttcac aattatttag catggtatca gcagaaacag 	180 
ggaaaatctc ctcaactcct ggtctatact gcaaaaacct tagcagatgg tgtgccatca 	240 
aggttcagtg gcagtggatc aggaacacaa tattctctca agatcaatag cctgcagcct 	300 
gaagattttg ggacttatta ctgtcaacat ttttggagta atccgtggac gttcggtgga 	360 
ggcaccaagc tggaaatcaa acgggctgat gctgcaccaa ctgtatccat cttcccacca 	420 
tccagtgagc agttaacatc tggaggtgcc tcagtcgtgt gcttcttgaa caacttctac 	480 
cccaaagaca tcaatgtcaa gtggaagatt gatggcagtg aacgacaaaa tggcgtcctg 	540 
aacagttgga ctgatcagga cagcaaagac agcacctaca gcatgagcag caccctcacg 	600 
ttgaccaagg acgagtatga acgacataac agctatacct gtgaggccac tcacaagaca 	660 
tcaacttcac ccattgtcaa gagcttcaac aggaatgagt gttag 	 705 

<210> 3 
<211> 461 
<212> PRT 
<213> Mus musculus 
<400> 3 
Met Ala Trp Val Trp Thr Leu Leu Phe Leu Met Ala Ala Ala Gln Ser 
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1 	 5 	 10 	 15 
Ile Gln Ala Gln Ile Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys 

20 	 25 	 30 
Pro Gly Glu Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ala Phe 

35 	 40 	 45 
Thr Asp Tyr Ser Met Asn Trp Val Lys Gln Ala Pro Gly Lys Gly Leu 

50 	 55 	 60 
Arg Trp Met Gly Trp Ile Asn Thr Glu Thr Gly Glu Pro Thr Tyr Thr 
65 	 70 	 75 	 80 
Asp Asp Phe Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser 

85 	 90 	 95 
Thr Ala Phe Leu Gln Ile Asn Asn Leu Arg Asn Glu Asp Thr Ala Thr 

100 	 105 	 110 
Tyr Phe Cys Ala Arg His Tyr Asp Tyr Gly Gly Phe Pro Tyr Trp Gly 

115 	 120 	 125 
Gln Gly Thr Leu Val Thr Val Ser Ala Ala Lys Thr Thr Pro Pro Ser 

130 	 135 	 140 
Val Tyr Pro Leu Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met Val 
145 	 150 	 155 	 160 
Thr Leu Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val 

165 	 170 	 175 
Thr Trp Asn Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala 

180 	 185 	 190 
Val Leu Gin Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro 

195 	 200 	 205 
Ser Ser Thr Trp Pro Ser Glu Thr Val Thr Cys Asn Val Ala His Pro 

210 	 215 	 220 
Ala Ser Ser Thr Lys Val Asp Lys Lys Ile Val Pro Arg Asp Cys Gly 
225 	 230 	 235 	 240 
Cys Lys Pro Cys Ile Cys Thr Val Pro Glu Val Ser Ser Val Phe Ile 

245 	 250 	 255 
Phe Pro Pro Lys Pro Lys Asp Val Leu Thr Ile Thr Leu Thr Pro Lys 

260 	 265 	 270 
Val Thr Cys Val Val Val Asp Ile Ser Lys Asp Asp Pro Glu Val Gln 

275 	 280 	 285 
Phe Ser Trp Phe Val Asp Asp Val Glu Val His Thr Ala Gln Thr Gln 

290 	 295 	 300 
Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu 
305 	 310 	 315 	 320 
Pro Ile Met His Gin Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg 

325 	 330 	 335 
Val Asn Ser Ala Ala Phe Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 

340 	 345 	 350 
Thr Lys Gly Arg Pro Lys Ala Pro Gin Val Tyr Thr Ile Pro Pro Pro 

355 	 360 	 365 
Lys Glu Gln Met Ala Lys Asp Lys Val Ser Leu Thr Cys Met Ile Thr 

370 	 375 	 380 
Asp Phe Phe Pro Glu Asp Ile Thr Val Glu Trp Gln Trp Asn Gly Gln 
385 	 390 	 395 	 400 
Pro Ala Glu Asn Tyr Lys Asn Thr Gin Pro Ile Met Asp Thr Asp Gly 

405 	 410 	 415 
Ser Tyr Phe Val Tyr Ser Lys Leu Asn Val Gln Lys Ser Asn Trp Glu 

420 	 425 	 430 
Ala Gly Asn Thr Phe Thr Cys Ser Val Leu His Glu Gly Leu His Asn 

435 	 440 	 445 
His His Thr Glu Lys Ser Leu Ser His Ser Pro Gly Lys 

450 	 455 	 460 

<210> 4 
<211> 234 
<212> PRT 
<213> Mus musculus 
<400> 4 
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Met Ser Val Leu Thr Gln Val Leu Ala Leu Leu Leu Leu Trp Leu Thr 
1 	 5 	 10 	 15 
Gly Ala Arg Cys Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser 

20 	 25 	 30 
Ala Ser Val Gly Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Gly Asn 

35 	 40 	 45 
Val His Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Gln Gly Lys Ser Pro 

50 	 55 	 60 
Gln Leu Leu Val Tyr Thr Ala Lys Thr Leu Ala Asp Gly Val Pro Ser 
65 	 70 	 75 	 80 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn 

85 	 90 	 95 
Ser Leu Gln Pro Glu Asp Phe Gly Thr Tyr Tyr Cys Gln His Phe Trp 

100 	 105 	 110 
Ser Asn Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg 

115 	 120 	 125 
Ala Asp Ala Ala Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln 

130 	 135 	 140 
Leu Thr Ser Gly Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr 
145 	 150 	 155 	 160 
Pro Lys Asp Ile Asn Val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln 

165 	 170 	 175 
Asn Gly Val Leu Asn Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr 

180 	 185 	 190 
Tyr Ser Met Ser Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg 

195 	 200 	 205 
His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro 

210 	 215 	 220 
Ile Val Lys Ser Phe Asn Arg Asn Glu Cys 
225 	 230 

<210> 5 
<211> 1404 
<212> DNA 
<213> Artificial Sequence 
<220> 
<223> Mus musculus/Homo-sapiens chimeric sequence 
<400> 5 
atggcttggg tgtggacact gctgttcctg atggctgctg cccagagtat tcaggctcag 	60 
attcagctgg tccagagcgg tcccgagctg aagaagccag gcgagaccgt gaagatctcc 	120 
tgcaaggcca gcggctacgc tttcacagac tattctatga actgggtgaa gcaggcccca 	180 
ggcaagggcc tgaggtggat gggctggatc aataccgaga caggcgagcc cacctacaca 	240 
gacgatttca agggccggtt cgctttttcc ctggagacct ctgcctccac agcttttctg 	300 
cagatcaaca atctgagaaa cgaggacacc gccacatact tctgcgctag gcactacgat 	360 
tatggcggct ttccttattg gggccagggc accctggtga cagtgtccag cgcctctacc 	420 
aagggcccat ccgtgtttcc actggctccc tcttccaaga gcacctctgg cggcacagcc 	480 
gctctgggct gtctggtgaa ggattacttc ccagagcccg tgacagtgtc ttggaactcc 	540 
ggcgccctga cctccggagt gcatacattt cccgctgtgc tgcagagctc tggcctgtac 	600 
agcctgtcca gcgtggtgac cgtgccttct tccagcctgg gcacccagac atatatctgc 	660 
aacgtgaatc acaagccatc caatacaaag gtggacaaga aggtggagcc caagagctgt 	720 
gataagaccc atacatgccc cccttgtcct gctccagagc tgctgggagg acctagcgtg 	780 
ttcctgtttc cacccaagcc taaggacacc ctgatgatct ctaggacccc cgaggtgaca 	840 
tgcgtggtgg tggacgtgtc ccacgaggat cctgaggtga agttcaactg gtacgtggat 	900 
ggcgtggagg tgcataatgc taagaccaag cctagggagg agcagtacaa cagcacctat 	960 
cgggtggtgt ctgtgctgac agtgctgcac caggactggc tgaacggcaa ggagtataag 	1020 
tgcaaggtga gcaataaggc cctgcccgct cctatcgaga agaccatctc taaggccaag 	1080 
ggccagcctc gggagccaca ggtgtacaca ctgcctccaa gcagagacga gctgaccaag 	1140 
aaccaggtgt ctctgacatg tctggtgaag ggcttctatc cttctgatat cgctgtggag 	1200 
tgggagtcca atggccagcc agagaacaat tacaagacca caccccctgt gctggacagc 	1260 
gatggctctt tctttctgta ttccaagctg accgtggata agagcaggtg gcagcagggc 	1320 
aacgtgttct cctgtagcgt gatgcacgag gcactgcaca accactacac tcagaaatcc 	1380 
ctgtccctgt cacctggcaa atga 	 1404 
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<210> 6 
<211> 705 
<212> DNA 
<213> Artificial Sequence 
<220> 
<223> Mus musculus/Homo sapiens chimeric sequence 
<400> 6 
atgagcgtgc tgacccaggt gctggccctg ctgctgctgt ggctgaccgg agcccgttgc 	60 
gacatccaga tgacccagtc ccctgcctct ctgtccgcca gcgtgggcga gaccgtgaca 	120 
atcacctgca gagcctctgg caacgtgcac aattacctgg cttggtatca gcagaagcag 	180 
ggcaagtccc cacagctgct ggtgtacaca gccaagaccc tggctgacgg cgtgcccagc 	240 
aggttctctg gctccggcag cggcacacag tatagcctga agatcaactc tctgcagcct 	300 
gaggattttg gcacctacta ttgccagcat ttctggtcta atccatggac atttggcggc 	360 
ggcaccaagc tggagatcaa gaggacagtg gccgctccct ccgtgttcat ctttccccct 	420 
agcgacgagc agctgaagtc tggcaccgct tccgtggtgt gcctgctgaa caatttctac 	480 
cctcgggagg ccaaggtgca gtggaaggtg gataacgctc tgcagtctgg caattcccag 	540 
gagagcgtga cagagcagga ctctaaggat tccacctata gcctgtccag cacactgacc 	600 
ctgtccaagg ccgactacga gaagcacaag gtgtatgctt gtgaggtcac tcaccagggg 	660 
ctgtcaagtc cagtcacaaa gtccttcaat aggggggaat gctga 	 705 

<210> 7 
<211> 467 
<212> PRT 
<213> Artificial Sequence 
<220> 
<223> Mus musculus/Homon sapiens chimeric sequence 
<400> 7 
Met Ala Trp Val Trp Thr Leu Leu Phe Leu Met Ala Ala Ala Gln Ser 
1 	 5 	 10 	 15 
Iie Gin Ala Gin Iie Gin Leu Val Gin Ser Gly Pro Glu Leu Lys Lys 

20 	 25 	 30 
Pro Gly Glu Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ala Phe 

35 	 40 	 45 
Thr Asp Tyr Ser Met Asn Trp Val Lys Gin Ala Pro Gly Lys Gly Leu 

50 	 55 	 60 
Arg Trp Met Gly Trp Ile Asn Thr Glu Thr Gly Glu Pro Thr Tyr Thr 
65 	 70 	 75 	 80 
Asp Asp Phe Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser 

85 	 90 	 95 
Thr Ala Phe Leu Gin Iie Asn Asn Leu Arg Asn Glu Asp Thr Ala Thr 

100 	 105 	 110 
Tyr Phe Cys Ala Arg His Tyr Asp Tyr Gly Gly Phe Pro Tyr Trp Gly 

115 	 120 	 125 
Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 

130 	 135 	 140 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala 
145 	 150 	 155 	 160 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 

165 	 170 	 175 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 

180 	 185 	 190 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 

195 	 200 	 205 
Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr Iie Cys Asn Val Asn His 

210 	 215 	 220 
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys 
225 	 230 	 235 	 240 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 

245 	 250 	 255 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 

260 	 265 	 270 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His 

275 	 280 	 285 
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Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val 
290 	 295 	 300 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
305 	 310 	 315 	 320 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly 

325 	 330 	 335 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile 

340 	 345 	 350 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 

355 	 360 	 365 
Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser 

370 	 375 	 380 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
385 	 390 	 395 	 400 
Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 

405 	 410 	 415 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val 

420 	 425 	 430 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met 

435 	 440 	 445 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser 

450 	 455 	 460 
Pro Gly Lys 
465 

<210> 8 
<211> 234 
<212> PRT 
<213> Artificial Sequence 
<220> 
<223> Mus musculus/Homon sapiens chimeric sequence 
<400> 8 
Met Ser Val Leu Thr Gln Val Leu Ala Leu Leu Leu Leu Trp Leu Thr 
1 	 5 	 10 	 15 
Giy Ala Arg Cys Asp Ile Gin Met Thr Gin Ser Pro Ala Ser Leu Ser 

20 	 25 	 30 
Ala Ser Val Gly Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Gly Asn 

35 	 40 	 45 
Val His Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Gin Giy Lys Ser Pro 

50 	 55 	 60 
Gln Leu Leu Val Tyr Thr Ala Lys Thr Leu Ala Asp Gly Val Pro Ser 
65 	 70 	 75 	 80 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn 

85 	 90 	 95 
Ser Leu Gin Pro Giu Asp Phe Giy Thr Tyr Tyr Cys Gin His Phe Trp 

100 	 105 	 110 
Ser Asn Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg 

115 	 120 	 125 
Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin 

130 	 135 	 140 
Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr 
145 	 150 	 155 	 160 
Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser 

165 	 170 	 175 
Giy Asn Ser Gin Giu Ser Val Thr Giu Gin Asp Ser Lys Asp Ser Thr 

180 	 185 	 190 
Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys 

195 	 200 	 205 
His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro 

210 	 215 	 220 
Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 	 230 
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<210> 9 
<211> 266 
<212> PRT 
<213> Artificial Sequence 
<220> 
<223> Mus musculus/Homo sapiens chimeric sequence 
<400> 9 
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 
1 	 5 	 10 	 15 
Val His Ser Gln Ile Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys 

20 	 25 	 30 
Pro Gly Glu Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ala Phe 

35 	 40 	 45 
Thr Asp Tyr Ser Met Asn Trp Val Lys Gln Ala Pro Gly Lys Gly Leu 

50 	 55 	 60 
Arg Trp Met Gly Trp Ile Asn Thr Glu Thr Gly Glu Pro Thr Tyr Thr 
65 	 70 	 75 	 80 
Asp Asp Phe Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser 

85 	 90 	 95 
Thr Ala Phe Leu Gln Ile Asn Asn Leu Arg Asn Glu Asp Thr Ala Thr 

100 	 105 	 110 
Tyr Phe Cys Ala Arg His Tyr Asp Tyr Gly Gly Phe Pro Tyr Trp Gly 

115 	 120 	 125 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly 

130 	 135 	 140 
Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Gln Met Thr Gln Ser Pro 
145 	 150 	 155 	 160 
Ala Ser Leu Ser Ala Ser Val Gly Glu Thr Val Thr Ile Thr Cys Arg 

165 	 170 	 175 
Ala Ser Gly Asn Val His Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Gln 

180 	 185 	 190 
Gly Lys Ser Pro Gln Leu Leu Val Tyr Thr Ala Lys Thr Leu Ala Asp 

195 	 200 	 205 
Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Gln Tyr Ser 

210 	 215 	 220 
Leu Lys Ile Asn Ser Leu Gln Pro Glu Asp Phe Gly Thr Tyr Tyr Cys 
225 	 230 	 235 	 240 
Gln His Phe Trp Ser Asn Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu 

245 	 250 	 255 
Glu Ile Lys His His His His His His Cys 

260 	 265 

<210> 10 
<211> 717 

<212> DNA 
<213> Mus musculus 
<400> 10 
atgggcatca agatggagtc acagactcag gtctttgtat acatgttgct gtggttgtct 	60 
ggtgttgatg gagacattgt gatgacccag tctcaaaagt tcatgtccac atcaatagga 	120 
gacagggtca gcgtcacctg caaggccagt cagaatgtgg gttctcatgt agcctggttt 	180 
cagcagaaac cagggcaatc tcctaaagca ctgatttact cggcatccta ccggtacagc 	240 
ggagtcactg atcgcttcac aggcagtgga tctgggacag atttcactct caccatcaac 	300 
aatgtgcagt ctgaagactt ggcagagtat ttctgtcagc aatataacag ttttccattc 	360 
acgttcggtt cggggacaaa gttggaaata aaacgggctg atgctgcacc aactgtatcc 	420 
atcttcccac catccagtga gcagttaaca tctggaggtg cctcagtcgt gtgcttcttg 	480 
aacaacttct accccaaaga catcaatgtc aagtggaaga ttgatggcag tgaacgacaa 	540 
aatggcgtcc tgaacagttg gactgatcag gacagcaaag acagcaccta cagcatgagc 	600 
agcaccctca cgttgaccaa ggacgagtat gaacgacata acagctatac ctgtgaggcc 	660 
actcacaaga catcaacttc acccattgtc aagagcttca acaggaatga gtgttag 	 717 

<210> 11 
<211> 238 
<212> PRT 
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<213> Mus musculus 
<400> 11 
Met Gly Ile Lys Met Glu Ser Gln Thr Gln Val Phe Val Tyr Met Leu 
1 	 5 	 10 	 15 
Leu Trp Leu Ser Gly Val Asp Gly Asp Ile Val Met Thr Gln Ser Gln 

20 	 25 	 30 
Lys Phe Met Ser Thr Ser Ile Gly Asp Arg Val Ser Val Thr Cys Lys 

35 	 40 	 45 
Ala Ser Gln Asn Val Gly Ser His Val Ala Trp Phe Gln Gln Lys Pro 

50 	 55 	 60 
Gly Gln Ser Pro Lys Ala Leu Ile Tyr Ser Ala Ser Tyr Arg Tyr Ser 
65 	 70 	 75 	 80 
Gly Val Thr Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr 

85 	 90 	 95 
Leu Thr Ile Asn Asn Val Gln Ser Glu Asp Leu Ala Glu Tyr Phe Cys 

100 	 105 	 110 
Gln Gln Tyr Asn Ser Phe Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu 

115 	 120 	 125 
Glu Ile Lys Arg Ala Asp Ala Ala Pro Thr Val Ser Ile Phe Pro Pro 

130 	 135 	 140 
Ser Ser Glu Gln Leu Thr Ser Gly Gly Ala Ser Val Val Cys Phe Leu 
145 	 150 	 155 	 160 
Asn Asn Phe Tyr Pro Lys Asp Ile Asn Val Lys Trp Lys Ile Asp Gly 

165 	 170 	 175 
Ser Glu Arg Gln Asn Gly Val Leu Asn Ser Trp Thr Asp Gln Asp Ser 

180 	 185 	 190 
Lys Asp Ser Thr Tyr Ser Met Ser Ser Thr Leu Thr Leu Thr Lys Asp 

195 	 200 	 205 
Glu Tyr Glu Arg His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr 

210 	 215 	 220 
Ser Thr Ser Pro Ile Val Lys Ser Phe Asn Arg Asn Glu Cys 
225 	 230 	 235 
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