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FIGURE 1A

Cuter Domain
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FIGURE 2

Dark(it: )-(sidechain): Disulfide bridged structure

light (ribbyon)- (sidechain): Native structure
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FIGURE 3
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FIGURE 4
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FIGURE 6

Single-Site mutants  Cell lysate Media
Wi V59C  V59C  S109C W4e5C Wi
NR R NR R NR R NR R NR R R

gp120

NR: nonreducing R: Reducing Wt Wild type
1° -antibody- 2G12 2° -antibody- goat-anti-human

PCT/EP2013/062553



WO 2013/189901 PCT/EP2013/062553

7/12

Double-Site mutants lysate Media
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FIGURE 7
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FIGURE 9
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FIGURE 10
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FIGURE 11



