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Figure 3D
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Figure 7
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Figure 8A

In the absence of HA Addition of antibody brings Freed enzyme gives rise to

antibody, protease and protease and sensor into signal (red stars).
sensor are far apart. close proximity, enabling

cleavage at sub-optimal site.
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Figure 8C
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Figure 9A |
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Figure 12
Sensor Name Peptide linker sequence

HA-enterokinase Teml..KHW-GGSDDDDR-GYPYDVPDYAG-GVMT...BLIP-HA

(SEQ ID NO: 18)
Mdm2-enterokinase | Tem1-..KHW-GGSGDDDDR-GGTSFAEYWNLLSP-GSEEIGLGA-GVMT..BLIP-
(SEQ ID NO:19) HA _

HA-TEV protease Tem1-..KHW-GGSENLYFQSGYPYDVPDYA-AGVMT...BLIP-HA

(SEQ ID NO: 20) g ' :

eiF4E-enterokinase - | Tem1-...KHW-GGSGDDDDR-GKKRYSRDQLLAL-GSEEIGLGA-GVMT...BLIP-HA
(SEQ ID NO:21)




