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Tyr

Leu

Arg

210

Thr

Asp

Thr

His

Asp

290

Ile

Ala

Arg

Gln

Phe

Pro

115

Asn

Leu

Ala

Leu

Ala

195

Cys

Tyr

Leu

Leu

Leu

275

Gly

Asp

Thr

val

Pro

Phe

100

Ala

Leu

Glu

val

Leu

180

Arg

Ala

Leu

val

Pro

260

Met

Leu

Ala

Ala

Arg

Asp

85

Ala

Gly

Pro

Leu

Leu

Ala

Gly

Ala

245

Gly

Arg

Met

Gly

Asp
325

Trp

70

Asn

Gly

Pro

Leu

Gly

Ala

val

Phe

Gly

His

Pro

Asp

Arg

Gly

Phe
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val Ala Glu Cys

Ala

val

Gly

Ala

135

val

Ala

Ala

Thr

val

215

Asp

val

Glu

Pro

His

295

His

Asn

Asn

Ala

Ala

120

Leu

Gly

Phe

Ile

Gln

200

Asn

Leu

Glu

Leu

Ala

280

Ala

Glu

Arg

Leu

Cys

Arg

Glu

His

185

Cys

Asp

Pro

Ala

Gly

Leu

Ala

Pro

Asn

Ala

90

val

Gln

Pro

His

Asp

170

Gly

Ile

Tyr

Glu

Leu

250

Gly

Leu

Leu

val

Asp
330
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Gln Met Thr Ala Glu
7

Leu

Glu

Ala

val

Ala

155

Arg

Asn

Thr

Ser

Glu

235

Ala

Gln

Pro

Asp

Tyr

315

Gly

Glu

Leu

Thr

Ala

140

Met

Ser

Glu

Ser

Leu

220

Cys

Gln

Ala

Pro

Arg

Leu

Pro

Trp

Phe

Ala

Tyr

His

Tyr

val

Met

Leu

Gln

Leu

285

His

Ala

Leu

His

Gly

Arg

Arg

Pro

Pro

val

190

Trp

Ser

Ala

val

Ala

270

val

Arg

Ala

Leu

Pro

95

Gly

val

Asp

Ala

Ala

175

Phe

Asn

Tyr

val

255

Glu

Trp

Asp

Cys

His
335

Gln
80

val

Thr

160

val

Cys

Asn

Tyr

240

Asp

Leu

Asp

Cys

Asn

320

Asn



Thr

Ala

Ala

val

385

Glu

Pro

Arg

His

His

Leu

Ala

Arg

Gly

Gly

Gln

Asp

Phe

370

Tyr

Glu

Ala

val

Asn

450

Ala

Ala

Thr

Phe

Leu

530

Ala

Glu

Tyr

Leu

Ala

Ala

Cys

Asn

val

435

Met

Gly

Leu

Ile

Ala

515

Arg

Asn

Ser

Phe

His
595

Arg

Thr

Pro

Leu

420

val

Ala

Ala

His

Gln

500

Gly

Asp

Tyr

Ala

Ala

val

Gly

Leu

Ser

405

val

Asp

Glu

Asn

Ala

485

Asn

Ala

Leu

Phe

Ala

565

Met

Gly

Ala

Arg

Gln

390

Asp

Ala

Gly

Arg

Thr

470

Gly

Gly

Asp

Ala

Ser

550

Gly

Ser

Phe

2253873_1-47733_SeqListing_3.TXT

Asp

His

Cys

375

Asn

Pro

Asn

Pro

Thr

455

Ala

val

Glu

His

Arg

Ser

Glu

Pro

Gly

Ala

Lys

360

Cys

Met

val

Thr

Ala

440

Thr

Ser

Leu

Tyr

val

520

Asp

Ile

Asn

val

Phe
600

345

Ile

Thr

val

Thr

val

425

Met

Ala

Thr

Leu

Phe

505

Ala

val

Arg

Ala

Ala

585

Thr

Tyr

Ala

val

Asp

Lys

Leu

Leu

Ala

Met

490

Tyr

Asn

Pro

Gln

Leu

570

Leu

Tyr

Gly

Pro

395

Pro

Arg

Thr

Leu

Asn

475

Ala

val

Ala

Leu

Pro

555

Thr

Tyr

Tyr

val

380

Glu

Ala

Met

Leu

Cys

Met

Pro

Leu

Pro

val

540

val

Tyr

His

val val Arg

Page 20

val

365

Arg

Ile

His

Phe

Gln

445

Ser

Arg

Gln

Pro

Asn

525

Pro

val

Ala

Gln

Leu

Phe

Ala

Pro

His

430

val

Ala

Ile

His

val

510

Phe

Pro

Gln

Leu

Leu
590

Ala Asp Asp Arg Pro His Arg
350

val

Asp

Pro

Leu

415

Asn

Leu

Ala

Phe

Leu

495

Pro

Ala

Met
575

Lys

Pro

Pro

Arg

Pro

Asp

Asp

Ala

Pro

Leu

Ala

560

Ala

Thr



<210> 13

<211> 683
<212> DNA
<213>

<400> 13
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Human immunodeficiency virus type 1

cctagaaaaa catggagcaa tcacaagtag caatacagca

ctggctagaa
aagaccaatg
actggaaggg
cacacaaggc
actgaccttt
caatgaagga
ggagagagaa
agagctgcat
ctctggctaa
agtagtgtgt
gtcagtgtgg
<210> 14

<211> 416
<212> DNA
<213>

<400> 14

gcacaagagg
acttacaagg
ctaattcact
tacttccctg
ggatggtgct
gagaacaccc
gtattagagt
ccggactgta
ctagggaacc
gcccgtctgt

aaaatctcta

aggaggaggt
cagctgtaga
cccaacgaag
attggcagaa
acaagctagt
gcttgttaca
ggaggtttga
ctgggtctct
cactgcttaa
tgtgtgactc

gca

gggttttcca
tcttagccac
acaagatatc
ctacacacca
accagttgag
ccctgtgagce
cagccgccta
ctggttagac
gcctcaataa

tggtaactag

Human immunodeficiency virus type 1

CCtagaaaaa catggagcaa tcacaagtag caatacagca

ctggctagaa
aagaccaatg
actggaaggg
tctctggtta
taagcctcaa
ctctggtaac
<210> 15

<211> 401
<212> DNA
<213>

<400> 15
cctagaaaaa

ctggctagaa
aagaccaatg

tcactcccaa

gcacaagagg
acttacaagg
ctaattcact
gaccagatct
taaagcttgc

tagagatccc

catggagcaa
gcacaagagg
acttacaagg

cgaagacaag

aggaggaggt
cagctgtaga
cccaacgaag
gagcctggga
cttgagtgct

tcagaccctt

tcacaagtag
aggaggaggt
cagctgtaga

atctgctttt

gggttttcca
tcttagccac
acaagatctg
gctctctggc
tcaagtagtg

ttagtcagtg

Human immunodeficiency virus type 1

caatacagca
gggttttcca
tcttagccac

tgcctgtact
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gctaccaatg
gtcacacctc
tttttaaaag
cttgatctgt
gggccaggga
caagagaagg
ctgcatggga
gcatttcatc
cagatctgag
agcttgcctt

agatccctca

gctaccaatg
gtcacacctc
tttttaaaag
ctttttgcct
taactaggga
tgtgcccgtc

tggaaaatct

gctaccaatg
gtcacacctc
tttttactgg

gggtctctct

ctgattgtgc
aggtaccttt
aaaagggggg
ggatctacca
tcagatatcc
tagaagaagc
tggatgaccc
acatggcccg
cctgggagct
gagtgcttca

gaccctttta

ctgattgtgc
aggtaccttt
aaaagggggg
gtactgggtc
acccactgct
tgttgtgtga

ctagca

ctgattgtgc
aggtaccttt
aagggctaat

ggttagacca

60
120
180
240
300
360
420
480
540
600
660
683

60
120
180
240
300
360
416

60
120
180
240
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gatctgagcc tgggagctct ctggctaact agggaaccca ctgcttaagc ctcaataaag 300
cttgccttga gtgcttcaag tagtgtgtgc ccgtctgttg tgtgactctg gtaactagag 360
atccctcaga cccttttagt cagtgtggaa aatctctagc a 401
<210> 16

<211> 4

<212> PRT

<213> HSv-2 fragment
<400> 16

Cys Ala Lys Tyr
1

<210> 17

<211> 4

<212> PRT

<213> HSv-2 modified fragment
<400> 17

Gly Leu Ala val
1
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