Abstract The present invention sinply, rapidly and accurately
detects, quantitatively determ nes and types genes of protein groups [which
refer to TDH (Thernostabl e direct henmplysin), TRH (TDH-rel at ed henol ysin)

and ot her anal ogous henol ysin proteins, hereinafter ref em M

TDH-rel ated toxins] of thernostable henolysin . groups p m m;mnmmmm

pat hogeni ¢ bacteria of the genus Vibro Present |nventjiQgn,provi des a
net hod GkFéEdctenabl es det ecti on and guantitative determ nation ot actual
TDH-rel ated toxi n-produci ng, bacteria, which are inportant in food hygi ene
control . The nysseng 1BVEHIGer sialy, {aR@n sheasnstee mstensuerradisatortodi ng

common ami no, aci d sequences Qf TDH and TRH A TDH-rel ated toxin genes are
conpr eh&HETNEy agd 1 ¥ee5cREn5R Q! @Eviemercdns [Whishasfertor PH| @hermostable direct

;[jgi(iep ;nplaegdg]%lisﬂg, bﬁ{CIEI e{"ljlfl-lfrg ated lh\él%%ly%llrn gne(} eo(tzlgeerdax?a ggcﬂysa%l%gﬁftsgnv ?)roteins,
hereinafter referred to as TDH-related toxins] of thermostable hemolysin groups
produced by pathogenic bacteria of the genus Vibrio.

Present Invention provides a method which enables detection and quantitative
determination of actual TDH-related toxin-pr(-)ducing bacteria, which are important in
food hygiene control.

Using a primer pair which contains gene sequences encoding common amino
acid sequences of TDH and TRH, TDH-related toxin genes are comprehensively

detected and determined, thereby TDH-related toxin-producing bacteria themselves are

detected and quantitative determined.
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