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FIG. 8
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FIG. 9A
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FIG. 9B
Binding activity of MC38 cell and
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FIG. 10

IFN-y secretion in T-cell stimulation assay
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FIG. 11A
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FIG. 11B
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FIG. 12

Hinge sequence of Human IgG1:
EPKSCDKTHTCPPCPAPELLGGP

Hinge sequence of Human IgG2:
ERKCCVECPPCPAPPVAGP

Hinge sequence of Human IgG3:

ELKTPLGDTTHTCPRCPEPKSCDTPPPCPRCPEPKSCDTPPPCPRCPEPKSCDTPPPCPRCP
APEFLGGP

Hinge sequence of Human IgG4:
ESKYGPPCPSCPAPEFLGGP
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FIG. 17A

1-WT (SEQ ID NO: 11)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPK AQIKESLRAELRVTERR AEVPTAHPSPSPRPAG
QFQTLV

2-7 mutations (SEQ ID NO:12)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

3-1 mutation (SEQ ID NO:13)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPK AQIKESLRAELRVTERR AEVPTAHPSPSPRPA
GQFQTLV

4-1 mutation (SEQ ID NO:14)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

5-1 mutation (SEQ ID NO:15)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

6-1 mutation (SEQ ID NO:16)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

7-1 mutation (SEQ ID NO:17)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLA AFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

8-1 mutation (SEQ ID NO:18)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAGQ
FQTLV

9-1 mutation (SEQ ID NO:19)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD

CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPK AQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV
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FIG.17B

10-2 mutations (SEQ ID NO:20)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDR GQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPK AQIKESLRAELRVTERR AEVPTAHPSPSPRPA
GQFQTLV

11-2 mutations (SEQ ID NO:21)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

12-2 mutations (SEQ ID NO:22)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

13-2 mutations (SEQ ID NO:23)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

14-2 mutations (SEQ ID NO:24)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRAFLRVTERRAEVPTAHPSPSPRPAG
QFQTLV

15-2 mutations (SEQ ID NO:25)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

16-2 mutations (SEQ ID NO:26)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

17-2 mutations (SEQ ID NO:27)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

18-2 mutations (SEQ ID NO:28)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ

DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPK AQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV
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FIG. 17C

19-2 mutations (SEQ ID NO:29)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVR ARRNDSGTYLCGAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

20-2 mutations (SEQ ID NO:30)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

21-2 mutations (SEQ ID NO:31)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

22-2 mutations (SEQ ID NO:32)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

23-2 mutations (SEQ ID NO:33)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRAFLRVTERRAEVPTAHPSPSPRPAG
QFQTLV

24-2 mutations (SEQ ID NO:34)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

25-2 mutations (SEQ ID NO:35)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

26-2 mutations (SEQ ID NO:36)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAGQ
FQTLV

27-2 mutations (SEQ ID NO:37)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD

CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV
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FIG. 17D

28-2 mutations (SEQ ID NO:38)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

29-2 mutations (SEQ ID NO:39)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

30-2 mutations (SEQ ID NO:40)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAGQ
FQTLV

31-3 mutations (SEQ ID NO:41)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

32-3 mutations (SEQ ID NO:42)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRAFLRVTERRAEVPTAHPSPSPRPA
GQFQTLV

33-3 mutations (SEQ ID NO:43)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

34-3 mutations (SEQ ID NO:44)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

35-3 mutations (SEQ ID NO:45)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

36-3 mutations (SEQ ID NO:46)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ

DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV
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FIG. 17E

37-3 mutations (SEQ ID NO:47)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPK AQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

38-3 mutations (SEQ ID NO:48)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

39-3 mutations (SEQ ID NO:49)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

40-3 mutations (SEQ ID NO:50)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

41-3 mutations (SEQ ID NO:51)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

42-3 mutations (SEQ ID NO:52)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

43-3 mutations (SEQ ID NO:53)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

44-3 mutations (SEQ ID NO:54)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

45-3 mutations (SEQ ID NO:55)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ

DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV



WO 2020/056085 27/115 PCT/US2019/050742

FIG. 17F

46-3 mutations (SEQ ID NO:56)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

47-3 mutations (SEQ ID NO:57)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

48-3 mutations (SEQ ID NO:58)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

49-3 mutations (SEQ ID NO:59)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

50-3 mutations (SEQ ID NO:60)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRAFLRVTERRAEVPTAHPSPSPRPA
GQFQTLV

51-3 mutations (SEQ ID NO:61)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

52-3 mutations (SEQ ID NO:62)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRYELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

53-3 mutations (SEQ ID NO:63)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

54-3 mutations (SEQ ID NO:64)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ

DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPK AQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV
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55-3 mutations (SEQ ID NO:65)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVR ARRNDSGTYLCGAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

56-3 mutations (SEQ ID NO:66)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

57-3 mutations (SEQ ID NO:67)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

58-3 mutations (SEQ ID NO:68)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

59-3 mutations (SEQ ID NO:69)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

60-3 mutations (SEQ ID NO:70)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

61-3 mutations (SEQ ID NO:71)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

62-3 mutations (SEQ ID NO:72)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAGQ
FQTLV

63-3 mutations (SEQ ID NO:73)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD

CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV
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64-3 mutations (SEQ ID NO:74)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRVELRVTERR AEVPTAHPSPSPRPAGQ
FQTLV

65-3 mutations (SEQ ID NO:75)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

66-4 mutations (SEQ ID NO:76)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

67-4 mutations (SEQ ID NO:77)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

68-4 mutations (SEQ ID NO:78)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

69-4 mutations (SEQ ID NO:79)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDR GQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

70-4 mutations (SEQ ID NO:80)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

71-4 mutations (SEQ ID NO:81)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDR GQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

72-4 mutations (SEQ ID NO:82)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ

DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV
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73-4 mutations (SEQ ID NO:83)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDR GQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

74-4 mutations (SEQ ID NO:84)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

75-4 mutations (SEQ ID NO:85)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

76-4 mutations (SEQ ID NO:86)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

77-4 mutations (SEQ ID NO:87)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

78-4 mutations (SEQ ID NO:88)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRYELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

79-4 mutations (SEQ ID NO:89)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

80-4 mutations (SEQ ID NO:90)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

81-4 mutations (SEQ ID NO:91)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ

DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV
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82-4 mutations (SEQ ID NO:92)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVR ARRNDSGTYLCSAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

83-4 mutations (SEQ ID NO:93)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

84-4 mutations (SEQ ID NO:94)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

85-4 mutations (SEQ ID NO:95)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

86-4 mutations (SEQ ID NO:96)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRAFLRVTERRAEVPTAHPSPSPRPA
GQFQTLV

87-4 mutations (SEQ ID NO:97)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

88-4 mutations (SEQ ID NO:98)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

89-4 mutations (SEQ ID NO:99)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

90-4 mutations (SEQ ID NO:100)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ

DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPK AQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV
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91-4 mutations (SEQ ID NO:101)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVR ARRNDSGTYLCGAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

92-4 mutations (SEQ ID NO:102)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

93-4 mutations (SEQ ID NO:103)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

94-4 mutations (SEQ ID NO:104)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRVELRVTERR AEVPTAHPSPSPRPAG
QFQTLV

95-4 mutations (SEQ ID NO:105)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

96-4 mutations (SEQ ID NO:106)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKL AAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

97-4 mutations (SEQ ID NO:107)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

98-4 mutations (SEQ ID NO:108)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

99-4 mutations (SEQ ID NO:109)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEFVLNWYRMSPSNQTDKLAAFPEDRSQLGQD

CRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV
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100-4 mutations (SEQ ID NO:110)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQPGQD
CRFRVTQLPNGRDFHMSVVR ARRNDSGTYLCSAIVL APKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAGQ
FQTLV

101-5 mutations (SEQ ID NO:111)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

102-5 mutations (SEQ ID NO:112)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDR GQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

103-5 mutations (SEQ ID NO:113)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

104-5 mutations (SEQ ID NO:114)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDR GQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

105-5 mutations (SEQ ID NO:115)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDR GQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

106-5 mutations (SEQ ID NO:116)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDR GQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

107-5 mutations (SEQ ID NO:117)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

108-5 mutations (SEQ ID NO:118)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ

DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPK AQIKESLRVELRVTERR AEVPTAHPSPSPRPA
GQFQTLV
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109-5 mutations (SEQ ID NO:119)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNW YRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVR ARRNDSGTYLCSAISL APKIQIKESLR VELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

110-5 mutations (SEQ ID NO:120)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

111-5 mutations (SEQ ID NO:121)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

112-5 mutations (SEQ ID NO:122)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLA AFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

113-5 mutations (SEQ ID NO:123)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

114-5 mutations (SEQ ID NO:124)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

115-5 mutations (SEQ ID NO:125)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRSQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

116-5 mutations (SEQ ID NO:126)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

117-5 mutations (SEQ ID NO:127)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ

DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPK AQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV
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118-5 mutations (SEQ ID NO:128)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVR ARRNDSGTYLCSAISL APKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

119-5 mutations (SEQ ID NO:129)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

120-5 mutations (SEQ ID NO:130)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

121-5 mutations (SEQ ID NO:131)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

122-6 mutations (SEQ ID NO:132)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDR GQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRAELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

123-6 mutations (SEQ ID NO:133)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDR GQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKAQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

124-6 mutations (SEQ ID NO:134)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAISLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

125-6 mutations (SEQ ID NO:135)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GQFQTLV

126-6 mutations (SEQ ID NO:136)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFPEDRGQPGQ

DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV
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127-6 mutations (SEQ ID NO:137)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNW YRMSPSNQTDKLAAFPEDRSQLGQ
DCRFRVTQLPNGRDFHMSVVR ARRNDSGTYLCSAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

128-6 mutations (SEQ ID NO:138)

PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG
QFQTLV

129-8 mutations (SEQ ID NO:139)

PGWFLD SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNW YRMSPSNQTDKLAAFPEDRGQLGQ
DCRFRVTQLPNGRDFHMSVVRARRSDSGTYLCSAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAG

QFQTLV
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FIG. 19C
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FIG. 20B
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FIG. 20C
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FIG. 24D
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FIG. 38A
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FIG. 39D
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FIG. 40A
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FIG. 40B
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FIG. 42A

Refined clones to test in the binding assay for PDL2
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FIG. 42B
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