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SEQUENCE LISTING 

<110> Medicago Inc. 
VEZINA, Louis-Philippe 
DARGIS, Michele 
COUTURE, Manon 
PAQUET, Dany 
D'AOUST, Marc-Andre 

<120> METHOD OF PREPARING PLANT-DERIVED PROTEINS 

<130> V82625WO 

<150> 61/244,786 
<151> 2009-09-22 

<160> 16 

<170> Patentln version 3.5 

<210> 1 
<211> 3067 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthesized construct 685 

<400> 1 
ttaattaaga attcgagctc caccgcggaa acctcctcgg attccattgc ccagctatct 60 

gtcactttat tgagaagata gtggaaaagg aaggtggctc ctacaaatgc catcattgcg 120 

ataaaggaaa ggccatcgtt gaagatgcct ctgccgacag tggtcccaaa gatggacccc 180 

cacccacgag gagcatcgtg gaaaaagaag acgttccaac cacgtcttca aagcaagtgg 240 

attgatgtga tatctccact gacgtaaggg atgacgcaca atcccactat ccttcgcaag 300 

acccttcctc tatataagga agttcatttc atttggagag gtattaaaat cttaataggt 360 

tttgataaaa gcgaacgtgg ggaaacccga accaaacctt cttctaaact ctctctcatc 420 

tctcttaaag caaacttctc tcttgtcttt cttgcgtgag cgatcttcaa cgttgtcaga 480 

tcgtgcttcg gcaccagtac aacgttttct ttcactgaag cgaaatcaaa gatctctttg 540 

tggacacgta gtgcggcgcc attaaataac gtgtacttgt cctattcttg tcggtgtggt 600 

cttgggaaaa gaaagcttgc tggaggctgc tgttcagccc catacattac ttgttacgat 660 

tctgctgact ttcggcgggt gcaatatctc tacttctgct tgacgaggta ttgttgcctg 720 

tacttctttc ttcttcttct tgctgattgg ttctataaga aatctagtat tttctttgaa 780 

acagagtttt cccgtggttt tcgaacttgg agaaagattg ttaagcttct gtatattctg 840 

cccaaatttg tcgggcccat ggagaaaata gtgcttcttc ttgcaatagt cagtcttgtt 900 

aaaagtgatc agatttgcat tggttaccat gcaaacaatt caacagagca ggttgacaca 960 
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atcatggaaa agaacgttac tgttacacat gcccaagaca tactggaaaa gacacacaac 1020 

gggaagctct gcgatctaga tggagtgaag cctctaattt taagagattg tagtgtagct 1080 

ggatggctcc tcgggaaccc aatgtgtgac gaattcatca atgtaccgga atggtcttac 1140 

atagtggaga aggccaatcc aaccaatgac ctctgttacc cagggagttt caacgactat 1200 

gaagaactga aacacctatt gagcagaata aaccattttg agaaaattca aatcatcccc 1260 

aaaagttctt ggtccgatca tgaagcctca tcaggagtta gctcagcatg tccatacctg 1320 

ggaagtccct ccttttttag aaatgtggta tggcttatca aaaagaacag tacataccca 1380 

acaataaaga aaagctacaa taataccaac caagaggatc ttttggtact gtggggaatt 1440 

caccatccta atgatgcggc agagcagaca aggctatatc aaaacccaac cacctatatt 1500 

tccattggga catcaacact aaaccagaga ttggtaccaa aaatagctac tagatccaaa 1560 

gtaaacgggc aaagtggaag gatggagttc ttctggacaa ttttaaaacc taatgatgca 1620 

atcaacttcg agagtaatgg aaatttcatt gctccagaat atgcatacaa aattgtcaag 1680 

aaaggggact cagcaattat gaaaagtgaa ttggaatatg gtaactgcaa caccaagtgt 1740 

caaactccaa tgggggcgat aaactctagt atgccattcc acaacataca ccctctcacc 1800 

atcggggaat gccccaaata tgtgaaatca aacagattag tccttgcaac agggctcaga 1860 

aatagccctc aaagagagag cagaagaaaa aagagaggac tatttggagc tatagcaggt 1920 

tttatagagg gaggatggca gggaatggta gatggttggt atgggtacca ccatagcaat 1980 

gagcagggga gtgggtacgc tgcagacaaa gaatccactc aaaaggcaat agatggagtc 2040 

accaataagg tcaactcaat cattgacaaa atgaacactc agtttgaggc cgttggaagg 2100 

gaatttaata acttagaaag gagaatagag aatttaaaca agaagatgga agacgggttt 2160 

ctagatgtct ggacttataa tgccgaactt ctggttctca tggaaaatga gagaactcta 2220 

gactttcatg actcaaatgt taagaacctc tacgacaagg tccgactaca gcttagggat 2280 

aatgcaaagg agctgggtaa cggttgtttc gagttctatc acaaatgtga taatgaatgt 2340 

atggaaagta taagaaacgg aacgtacaac tatccgcagt attcagaaga agcaagatta 2400 

aaaagagagg aaataagtgg ggtaaaattg gaatcaatag gaacttacca aatactgtca 2460 

atttattcaa cagtggcgag ttccctagca ctggcaatca tgatggctgg tctatcttta 2520 

tggatgtgct ccaatggatc gttacaatgc agaatttgca tttaaaggcc tattttcttt 2580 

agtttgaatt tactgttatt cggtgtgcat ttctatgttt ggtgagcggt tttctgtgct 2640 

cagagtgtgt ttattttatg taatttaatt tctttgtgag ctcctgttta gcaggtcgtc 2700 

ccttcagcaa ggacacaaaa agattttaat tttattaaaa aaaaaaaaaa aaaagaccgg 2760 

gaattcgata tcaagcttat cgacctgcag atcgttcaaa 
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taagattgaa tcctgttgcc ggtcttgcga tgattatcat ataatttctg ttgaattacg 2880 

ttaagcatgt aataattaac atgtaatgca tgacgttatt tatgagatgg gtttttatga 2940 

ttagagtccc gcaattatac atttaatacg cgatagaaaa caaaatatag cgcgcaaact 3000 

aggataaatt atcgcgcgcg gtgtcatcta tgttactaga ttctagagtc tcaagcttcg 3060 

gcgcgcc 3067 

<210> 2 
<211> 568 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthesized amino acid encoded by Seq Id No: 1 

<400> 2 

Met Glu Lys lie Val Leu Leu Leu Ala lie Val Ser Leu Val Lys Ser 
15 10 15 

Asp Gin lie Cys lie Gly Tyr His Ala Asn Asn Ser Thr Glu Gin Val 
20 25 30 

Asp Thr lie Met Glu Lys Asn Val Thr Val Thr His Ala Gin Asp lie 
35 40 45 

Leu Glu Lys Thr His Asn Gly Lys Leu Cys Asp Leu Asp Gly Val Lys 
50 55 60 

Pro Leu lie Leu Arg Asp Cys Ser Val Ala Gly Trp Leu Leu Gly Asn 
65 70 75 80 

Pro Met Cys Asp Glu Phe lie Asn Val Pro Glu Trp Ser Tyr lie Val 
85 90 95 

Glu Lys Ala Asn Pro Thr Asn Asp Leu Cys Tyr Pro Gly Ser Phe Asn 
100 105 110 

Asp Tyr Glu Glu Leu Lys His Leu Leu Ser Arg lie Asn His Phe Glu 
115 120 125 

Lys lie Gin lie lie Pro Lys Ser Ser Trp Ser Asp His Glu Ala Ser 
130 135 140 

Ser Gly Val Ser Ser Ala Cys Pro Tyr Leu Gly Ser Pro Ser Phe Phe 
145 150 155 160 

Arg Asn Val Val Trp Leu lie Lys Lys Asn Ser Thr Tyr Pro Thr lie 
165 170 175 

Lys Lys Ser Tyr Asn Asn Thr Asn Gin Glu Asp Leu Leu Val Leu Trp 
180 185 190 

Gly lie His His Pro Asn Asp Ala Ala Glu Gin Thr Arg Leu Tyr Gin 
195 200 205 

Asn Pro Thr Thr Tyr He Ser lie Gly Thr Ser Thr Leu Asn Gin Arg 

3 



PCT/CA2010/001489 

210 

Leu Val 
225 

Arg Met 

Phe Glu 

Val Lys 

Asn Cys 
290 

Met Pro 
305 

Tyr Val 

Pro Gin 

Ala Gly 

Gly Tyr 
370 

Glu Ser 
385 

lie lie 

Asn Asn 

Gly Phe 

Glu Asn 
450 

Tyr Asp 
465 

Asn Gly 

Ser lie 

Arg Leu 

Thr Tyr 
530 

Pro Lys 

Glu Phe 

Ser Asn 
260 

Lys Gly 
275 

Asn Thr 

Phe His 

Lys Ser 

Arg Glu 
340 

Phe lie 
355 

His His 

Thr Gin 

Asp Lys 

Leu Glu 
420 

Leu Asp 
435 

Glu Arg 

Lys Val 

Cys Phe 

Arg Asn 
500 

Lys Arg 
515 

Gin lie 

lie Ala 
230 

Phe Trp 
245 

Gly Asn 

Asp Ser 

Lys Cys 

Asn lie 
310 

Asn Arg 
32$ 

Set Arg 

Glu Gly 

Set Asn 

Lys Ala 
390 

Met Asn 
405 

Arg Arg 

Val Trp 

Tht Leu 

Arg Leu 
470 

Glu Phe 
485 

Gly Thr 

Glu Glu 

Leu Ser 

215 

Thr Arg 

Thr lie 

Phe lie 

Ala lie 
280 

Gin Thr 
295 

His Pro 

Leu Val 

Arg Lys 

Gly Trp 
360 

Glu Gin 
375 

lie Asp 

Thr Gin 

lie Glu 

Thr Tyr 
440 

Asp Phe 
455 

Gin Leu 

Tyr His 

Tyr Asn 

lie Ser 
520 

lie Tyr 
535 

Ser Lys 

Leu Lys 
250 

Ala Pro 
265 

Met Lys 

Pro Met 

Leu Thr 

Leu Ala 
330 

Lys Arg 
345 

Gin Gly 

Gly Ser 

Gly Val 

Phe Glu 
410 

Asn Leu 
425 

Asn Ala 

His Asp 

Arg Asp 

Lys Cys 
4 90 

Tyr Pro 
505 

Gly Val 

Ser Thr 

Val Asn 
235 

Pro Asn 

Glu Tyr 

Ser Glu 

Gly Ala 
300 

lie Gly 
315 

Thr Gly 

Gly Leu 

Met Val 

Gly Tyr 
380 

Thr Asn 
395 

Ala Val 

Asn Lys 

Glu Leu 

Ser Asn 
460 

Asn Ala 
475 

Asp Asn 

Gin Tyr 

Lys Leu 

Val Ala 
540 

Gly Gin 

Asp Ala 

Ala Tyr 
270 

Leu Glu 
285 

lie Asn 

Glu Cys 

Leu Arg 

Phe Gly 
350 

Asp Gly 
365 

Ala Ala 

Lys Val 

Gly Arg 

Lys Met 
430 

Leu Val 
445 

Val Lys 

Lys Glu 

Glu Cys 

Ser Glu 
510 

Glu Ser 
525 

Ser Ser 

Ser Gly 
240 

lie Asn 
255 

Lys lie 

Tyr Gly 

Ser Ser 

Pro Lys 
320 

Asn Ser 
335 

Ala lie 

Trp Tyr 

Asp Lys 

Asn Ser 
400 

Glu Phe 
415 

Glu Asp 

Leu Met 

Asn Leu 

Leu Gly 
480 

Met Glu 
495 

Glu Ala 

lie Gly 

Leu Ala 
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Leu Ala lie Met Met Ala Gly Leu Ser Leu Trp Met Cys Ser Asn Gly 
545 550 555 560 

Ser Leu Gin Cys Arg lie Cys He 
565 

<210> 3 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthesized oligonucleotide pBinPlus.2613c 

<400> 3 
aggaagggaa gaaagcgaaa ggag 

<210> 4 
<211> 56 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthesized oligonucleotide Mut-ATG115.r 

<400> 4 
gtgccgaagc acgatctgac aacgttgaag atcgctcacg caagaaagac aagaga 

<210> 5 
<211> 52 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthesized oligonucleotide Mut-ATG161.c 

<400> 5 
gttgtcagat cgtgcttcgg caccagtaca acgttttctt tcactgaagc ga 

<210> 6 
<211> 25 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthesized oligonucleotide LC-C5-1.110r 

<4 00> 6 
tctcctggag tcacagacag ggtgg 

<210> 7 
<211> 39 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthesized oligonucleotide Apal-H5 (A-Indo).lc 

<4 00> 7 
tgtcgggccc atggagaaaa tagtgcttct tcttgcaat 
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<210> 8 
<211> 37 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthesized oligonucleotide H5 (A-Indo)-StuI.1707r 

<400> 8 
aaataggcct ttaaatgcaa attctgcatt gtaacga 37 

<210> 9 
<211> 3111 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthesized oligonucleotide contruct 660 

<4 00> 9 
agaggtaccc cgggctggta tatttatatg ttgtcaaata actcaaaaac cataaaagtt 60 

taagttagca agtgtgtaca tttttacttg aacaaaaata ttcacctact actgttataa 120 

atcattatta aacattagag taaagaaata tggatgataa gaacaagagt agtgatattt 180 

tgacaacaat tttgttgcaa catttgagaa aattttgttg ttctctcttt tcattggtca 240 

aaaacaatag agagagaaaa aggaagaggg agaataaaaa cataatgtga gtatgagaga 300 

gaaagttgta caaaagttgt accaaaatag ttgtacaaat atcattgagg aatttgacaa 360 

aagctacaca aataagggtt aattgctgta aataaataag gatgacgcat tagagagatg 420 

taccattaga gaatttttgg caagtcatta aaaagaaaga ataaattatt tttaaaatta 480 

aaagttgagt catttgatta aacatgtgat tatttaatga attgatgaaa gagttggatt 540 

aaagttgtat tagtaattag aatttggtgt caaatttaat ttgacatttg atcttttcct 600 

atatattgcc ccatagagtc agttaactca tttttatatt tcatagatca aataagagaa 660 

ataacggtat attaatccct ccaaaaaaaa aaaacggtat atttactaaa aaatctaagc 720 

cacgtaggag gataacagga tccccgtagg aggataacat ccaatccaac caatcacaac 780 

aatcctgatg agataaccca ctttaagccc acgcatctgt ggcacatcta cattatctaa 840 

atcacacatt cttccacaca tctgagccac acaaaaacca atccacatct ttatcaccca 900 

ttctataaaa aatcacactt tgtgagtcta cactttgatt cccttcaaac acatacaaag 960 

agaagagact aattaattaa ttaatcatct tgagagaaaa tggagaaaat agtgcttctt 1020 

cttgcaatag tcagtcttgt taaaagtgat cagatttgca ttggttacca tgcaaacaat 1080 

tcaacagagc aggttgacac aatcatggaa aagaacgtta ctgttacaca tgcccaagac 1140 

atactggaaa agacacacaa cgggaagctc tgcgatctag atggagtgaa gcctctaatt 1200 

6 



PCT/CA2010/001489 

ttaagagatt gtagtgtagc tggatggctc ctcgggaacc caatgtgtga cgaattcatc 1260 

aatgtaccgg aatggtctta catagtggag aaggccaatc caaccaatga cctctgttac 1320 

ccagggagtt tcaacgacta tgaagaactg aaacacctat tgagcagaat aaaccatttt 1380 

gagaaaattc aaatcatccc caaaagttct tggtccgatc atgaagcctc atcaggagtt 1440 

agctcagcat gtccatacct gggaagtccc tcctttttta gaaatgtggt atggcttatc 1500 

aaaaagaaca gtacataccc aacaataaag aaaagctaca ataataccaa ccaagaggat 1560 

cttttggtac tgtggggaat tcaccatcct aatgatgcgg cagagcagac aaggctatat 1620 

caaaacccaa ccacctatat ttccattggg acatcaacac taaaccagag attggtacca 1680 

aaaatagcta ctagatccaa agtaaacggg caaagtggaa ggatggagtt cttctggaca 1740 

attttaaaac ctaatgatgc aatcaacttc gagagtaatg gaaatttcat tgctccagaa 1800 

tatgcataca aaattgtcaa gaaaggggac tcagcaatta tgaaaagtga attggaatat 1860 

ggtaactgca acaccaagtg tcaaactcca atgggggcga taaactctag tatgccattc 1920 

cacaacatac accctctcac catcggggaa tgccccaaat atgtgaaatc aaacagatta 1980 

gtccttgcaa cagggctcag aaatagccct caaagagaga gcagaagaaa aaagagagga 2040 

ctatttggag ctatagcagg ttttatagag ggaggatggc agggaatggt agatggttgg 2100 

tatgggtacc accatagcaa tgagcagggg agtgggtacg ctgcagacaa agaatccact 2160 

caaaaggcaa tagatggagt caccaataag gtcaactcaa tcattgacaa aatgaacact 2220 

cagtttgagg ccgttggaag ggaatttaat aacttagaaa ggagaataga gaatttaaac 2280 

aagaagatgg aagacgggtt tctagatgtc tggacttata atgccgaact tctggttctc 2340 

atggaaaatg agagaactct agactttcat gactcaaatg ttaagaacct ctacgacaag 2400 

gtccgactac agcttaggga taatgcaaag gagctgggta acggttgttt cgagttctat 2460 

cacaaatgtg ataatgaatg tatggaaagt ataagaaacg gaacgtacaa ctatccgcag 2520 

tattcagaag aagcaagatt aaaaagagag gaaataagtg gggtaaaatt ggaatcaata 2580 

ggaacttacc aaatactgtc aatttattca acagtggcga gttccctagc actggcaatc 2640 

atgatggctg gtctatcttt atggatgtgc tccaatggat cgttacaatg cagaatttgc 2700 

atttaagagc tctaagttaa aatgcttctt cgtctcctat ttataatatg gtttgttatt 2760 

gttaattttg ttcttgtaga agagcttaat taatcgttgt tgttatgaaa tactatttgt 2820 

atgagatgaa ctggtgtaat gtaattcatt tacataagtg gagtcagaat cagaatgttt 2880 

cctccataac taactagaca tgaagacctg ccgcgtacaa ttgtcttata tttgaacaac 2940 

taaaattgaa catcttttgc cacaacttta taagtggtta atatagctca aatatatggt 3000 

caagttcaat agattaataa tggaaatatc agttatcgaa attcattaac aatcaactta 3060 
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acgttattaa ctactaattt tatatcatcc cctttgataa atgatagtac a 3111 

<210> 10 
<211> 26 
< 212 > PRT 
<213> Medicago sativa 

<4Q0> 10 

Met Ala Lys Asn Val Ala lie Phe Gly Leu Leu Phe Ser Leu Leu Leu 
15 10 15 

Leu Val Pro Ser Gin lie Phe Ala Glu Glu 

<210> 11 
<211> 25 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthesized oligonucleotide Plasto-443c 

<400> 11 
gtattagtaa ttagaatttg gtgtc 25 

<210> 12 
<211> 34 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthesized oligonucleotide supP19-plasto.r 

<210> 13 
<211> 20 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthesized oligonucleotide supP19-lc 

<400> 13 
atggaacgag ctatacaagg 20 

<210> 14 
<211> 32 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthesized oligonucleotide SupP19-SacI.r 

20 25 

<400> 12 
ccttgtatag ctcgttccat tttctctcaa gatg 34 

<400> 14 
agtcgagctc ttactcgctt tctttttcca ag 32 

<210> 15 
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<211> 1214 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthesized LC fragment of C2B8 

<400> 15 
cactttgtga gtctacactt tgattccctt caaacacata caaagagaag agactaatta 60 

attaattaat catcttgaga gaaaatggat tttcaggtgc agattatcag cttcctgcta 120 

atcagtgctt cagtcataat gtccagagga caaattgttc tctcccagtc tccagcaatc 180 

ctgtctgcat ctccagggga gaaggtcaca atgacttgca gggccagctc aagtgtaagt 240 

tacatccact ggttccagca gaagccagga tcctccccca aaccctggat ttatgccaca 300 

tccaacctgg Cttctggagt ccctgttcgc ttcagtggca gtgggtctgg gacttcttac 360 

tctctcacaa tcagcagagt ggaggctgaa gatgctgcca cttattactg ccagcagtgg 420 

actagtaacc cacccacgtt cggagggggg accaagctgg aaatcaaacg tacggtggct 480 

gcaccatctg tcttcatctt cccgccatct gatgagcagt tgaaatctgg aactgcctct 540 

gttgtgtgcc tgctgaataa cttctatccc agagaggcca aagtacagtg gaaggtggat 600 

aacgccctcc aatcgggtaa ctcccaggag agtgtcacag agcaggacag caaggacagc 660 

acctacagcc tcagcagcac cctgacgctg agcaaagcag actacgagaa acacaaagtc 720 

tacgcctgcg aagtcaccca tcagggcctg agctcgcccg tcacaaagag cttcaacagg 780 

ggagagtgtt gagacgtcgt taaaatgctt cttcgtctcc tatttataat atggtttgtt 840 

attgttaatt ttgttcttgt agaagagctt aattaatcgt tgttgttatg aaatactatt 900 

tgtatgagat gaactggtgt aatgtaattc atttacataa gtggagtcag aatcagaatg 960 

tttcctccat aactaactag acatgaagac ctgccgcgta caattgtctt atatttgaac 1020 

aactaaaatt gaacatcttt tgccacaact ttataagtgg ttaatatagc tcaaatatat 1080 

ggtcaagttc aatagattaa taatggaaat atcagttatc gaaattcatt aacaatcaac 1140 

ttaacgttat taactactaa ttttatatca tcccctttga taaatgatag tacaccaatt 1200 

aggaaggaga attc 1214 

<210> 16 
<211> 1919 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthesized HC fragment of C2B8 

<4 00> 16 
cactttgtga gtctacactt tgattccctt caaacacata caaagagaag agactaatta 60 
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attaattaat catcttgaga gaaaatgggt tggagcctca tcttgctctt ccttgtcgct 120 

gttgctacgc gtgtcctgtc ccaggtacaa ctgcagcagc ctggggctga gctggtgaag 180 

cctggggcct cagtgaagat gtcctgcaag gcttctggct acacatttac cagttacaat 240 

atgcactggg taaaacagac acctggtcgg ggcctggaat ggattggagc tatttatccc 300 

ggaaatggtg atacttccta caatcagaag ttcaaaggca aggccacatt gactgcagac 360 

aaatcctcca gcacagccta catgcagctc agcagcctga catctgagga ctctgcggtc 420 

tattactgtg caagatcgac ttactacggc ggtgactggt acttcaatgt ctggggcgca 480 

gggaccacgg tcaccgtctc tgcagctagc accaagggcc catcggtctt ccccctggca 540 

ccctcctcca agagcacctc tgggggcaca gcggccctgg gctgcctggt caaggactac 600 

ttccccgaac cggtgacggt gtcgtggaac tcaggcgccc tgaccagcgg cgtgcacacc 660 

ttcccggctg tcctacagtc ctcaggactc tactccctca gcagcgtggt gaccgtgccc 720 

tccagcagct tgggcaccca gacctacatc tgcaacgtga atcacaagcc cagcaacacc 780 

aaggtggaca agaaagttga gcccaaatct tgtgacaaaa ctcacacatg cccaccgtgc 840 

ccagcacctg aactcctggg gggaccgtca gtcttcctct tccccccaaa acccaaggac 900 

accctcatga tctcccggac ccctgaggtc acatgcgtgg tggtggacgt gagccacgaa 960 

gaccctgagg tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca 1020 

aagccgcggg aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg 1080 

caccaggact ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca 1140 

gcccccatcg agaaaaccat ctccaaagcc aaagggcagc ctagggaacc acaagtgtac 1200 

actcttccac catctaggga tgagcttact aagaaccaag tttctcttac ttgtcttgtg 1260 

aagggatttt atccatctga catcgccgtg gaatgggaat ccaacggaca accagagaac 1320 

aattacaaga ctactccacc agttcttgat tctgatggat ccttctttct ttattccaag 1380 

cttactgttg ataagtccag atggcagcaa ggaaatgtgt tctcttgttc tgttatgcac 1440 

gaagctcttc ataatcatta tactcaaaag tccctttctc tttctcctgg aaagtgagac 1500 

gtcgttaaaa tgcttcttcg tctcctattt ataatatggt ttgttattgt taattttgtt 1560 

cttgtagaag agcttaatta atcgttgttg ttatgaaata ctatttgtat gagatcaact 1620 

ggtgtaatgt aattcattta cataagtgga gtcagaatca gaatgtttcc tccataacta 1680 

actagacatg aagacctgcc gcgtacaatt gtcttatatt tgaacaacta aaattgaaca 1740 

tcttttgcca caactttata agtggttaat atagctcaaa tatatggtca agttcaatag 1800 

attaataatg gaaatatcag ttatcgaaat tcattaacaa tcaacttaac gttattaact 1860 

actaatttts tatcatcccc tttgataaat gatagtacac caattaggaa ggagaattc 1919 
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