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449

PRT
Artificial Sequence

an artificially synthesized seqguence

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Yal Lys Lys Pro Gly Ala

1

5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr

20 25 30



Tyr Met His Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly 1le Ile Asn Pro Ser Gly Gly Ser Thr Ser Tyr Ala Gin Lys Phe
50 55 60

Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ata Val Tyr Tyr Cys
85 ) 90 95

Ala Arg Asp Asp Pro Gly Gly Gly Glu Tyr Tyr Phe Asp Tyr Trp G{y
100 105 110

Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala
130 135 140

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
145 150 155 160

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
165 170 175



Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val.
180 185 180

Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lle Cys Asn Val Asn His
195 200 205

Lvs Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys
210 215 220

Asp Lys Thr His Thr Cys Pro Pro Gys Pro Ala Pro Glu Leu Leu Gly
225 230 235 240

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
245 250 255

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
260 265 270

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
275 280 285

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
290 295 300

Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly
305 310 315 320



Lys Glu Tyr Lys Gys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle
325 330 335

Glu Lys Thr [le Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val
340 - 345 350

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser
355 360 365

Leu Thr Oys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu
370 375 380

Trp Giu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
385 390 395 400

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val
405 410 415

Asp Lys Ser Arg Trp Gln Gin Gly Asn Val Phe Ser Cys Ser Val Met
420 425 ’ 430

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser
435 440 445

Pro



Q1 2

211> 216

212> PRT

213> Artificial Sequence

<220%
<223> an artificially synthesized sequence

400> 2
Gin Ser Val Leu Thr Gin Pro Pro Ser Val Ser Gly Ala Pro Gly Glin

1 5 10 15

Arg Val Thr [le Ser Cys Thr Gly Ser Arg Ser Asn Met Gly Ala Gly
20 25 30

Tyr Asp Val His Trp Tyr Gin Leu Leu Pro Gly Ala Ala Pro Lys Leu
35 40 45

Leu Ile Ser His Asn Thr His Arg Pro Ser Gly Val Pro Asp Arg Phe
50 55 60 ‘

Ser Gly Ser Lys Ser Gly Ala Ser Ala Ser Leu Ala Iie Thr Gly Leu
65 70 75 80

GIn Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gin Ser His Asp Ser Ser
85 90 95

Leu Ser Ala Val Val Phe Giy Gly Gly Thr Lys Leu Thr Val Leu Ser



100 105 110

Gin Pro Lys Ala Afa Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Giu
115 120 125

Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu lle Ser Asp Phe
130 135 140

Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val
145 150 155 160

Lys Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gin Ser Asn Asn Lys
165 170 175

Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser
180 185 190

His Arg Ser Tyr Ser Cys Gin Val Thr His Glu Gly Ser Thr Val Glu
195 200 205

Lys Thr Val Ala Pro Thr Glu Cys
210 215

Q210> 3

211> 453

212> PRT

<213> Artificial Sequence



(220>
223> an artificially synthesized sequence

<400> 3
GIn Val GIn Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 6] 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Tle Ser Trp Val Arg Gin Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Gly lie Ile Pro Iie Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe
50 55 60

Gln Giy Arg Val Thr 1le Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 ‘ g5

Ala Arg Glu Arg Asp Tyr Tyr Asp Ser Ser Gly Tyr Tyr Asp Ala Phe
100 105 110

Asp Ile Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr
115 120 125



Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser
130 135 140

Giy Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu
145 150 155 160

Pro Yal Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His
165 170 175

Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser
180 185 190

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr Ile Cys
195 200 205

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu
210 215 220

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro
225 230 235 240

Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys
245 250 255

Asp Thr Leu Wet lle Ser Arg Thr Pro Giu Val Thr Cys Val Val Val
260 265 270



Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp
275 280 285

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr
290 295 300

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp
305 310 315 320

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu
325 330 335

Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg
340 345 350

Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys
355 360 365

Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp
370 375 380

[te Ala Val Giu Trp Glu Ser Asn Gly GlIn Pro Giu Asn Asn Tyr Lys
385 390 395 400

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
405 410 415



10

Lys Leu Thr Val Asp Lys Ser Arg Trp Gin GIn Gly Asn Val Phe Ser
420 425 430

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser
435 440 445

Leu Ser Leu Ser Pro
450

<2105 4
Q11> 214
212> PRT
<213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 4

Glu Thr Thr Val Thr GiIn Ser Pro Ser Phe Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Iie Thr Thr Thr Asp lle Asp Asp Asp
20 25 30

Met Asn Trp Phe Gln Gin Glu Pro Gly Lys Ata Pro Lys Leu Leu Ile
35 40 45

Ser Glu Gly Asn [le Leu Arg Pro Gly Val Pro Ser Arg Phe Ser Ser



1

50 EH] 60

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Ser Lys Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gin Ser Asp Ash Leu Pro Phe
85 90 95

Thr Phe Gly Gin Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 165 . 160

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 | 180

Ala Cys Glu Val Thr His Gin Gly Lsu Ser Ser Pro Val Thr Lys Ser



i2

195 200 205

Phe Asn Arg Gly Glu Cys
210

210> 5

21> 447

212> PRT

213> Artificial Sequence

£220>
<223> an artificially synthesized sequence

400> 5

Gin Vaf GIn Leu GIn Glu Ser Gly Pro Giy Leu Val Lys Pro Ser Glu
T 5 10 15

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Tyr Ser lle Ser Asp Asp
20 25 30

Gin Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Glu Gly Leu Glu Trp
35 40 45

Ie Gly Tyr [le Ser Tyr Ser Gly lie Thr Asn Tyr Asn Pro Ser Leu
50 55 60

Lys Gly Arg Val Thr [le Ser Arg Asp Thr Ser Lys Asn Gin Phe Ser
65 70 75 80



Leu Lys Leu Ser Ser Val Thr
85

Ala Arg Ser Leu Ala Arg Thr
100

Thr Leu Val Thr Val Ser Ser
115

Pro Leu Ala Pro Ser Ser Lys
130 135

Gly Cys Leu Val Lys Asp Tyr
145 150

Asn Ser Gly Ata Leu Thr Ser
165

Gin Ser Ser Gly Leu Tyr Ser
180

Ser Ser Leu Gly Thr Gln Thr
195

Ser Asn Thr Lys Val Asp Lys
210 215

13

Ala Ala Asp Thr Alfa Ala Tyr Tyr Oys
90 95

Thr Ala Met Asp Tyr Trp Gly Glu Gly
105 110

Afa Ser Thr Lys Gly Pro Ser Val Phe
120 125

Ser Thr Ser Gly Gly Thr Ala Ala Leu
140

Phe Pro Glu Pro Val Thr Val Ser Trp
155 160

Gly Val His Thr Phe Pro Ala Val Leu
170 175

feu Ser Ser Val Val Thr Val Pro Ser
185 190.

Tyr lle Cys Asn Val Asn His Lys Pro
200 205

Lys Val Giu Pro Lys Ser Cys Asp Lys
220



14

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
225 230 235 240

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Iie Ser
245 250 255

Arg Thr Pro Giu Va! Thr Cys Val Val Val Asp Val Ser His Glu Asp
260 265 270

Pro Gi& Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val
290 295 300

Val Ser Val Leu Thr Val Leu His GlIn Asp Trp Leu Asn Gly Lys Giu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
325 330 335

Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr
340 345 350

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr
355 360 365
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~ Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400

| Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 ' - 430

Ala Leu His Asn His Tyr Thr Gin Lys Ser lLeu Ser Leu Ser Pro
435 440 445 '

210> 6

211> 214

{212> PRT

213> Artificial Sequence

{2200 ‘
223> .an artificiatly synthesized sequence

400> 6

Asp Ile Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Ser Val Thr Iie Thr Cys Gin Ala Ser Gin Asp lle Ser Ser Tyr



16

20 25 30

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Glu Leu Leuy Ile
35 ’ 40 45

Tyr Tyr Gly Ser Glu Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Giy Thr Asp Phe Thr Phe Thr lle Ser Ser Leu Giu Ala
65 70 75 80

Glu Asp Ala Ala Thr Tyr Tyr Gys Gin Gin Gly Asn Ser Leu Pro Tyr
85 . 90 95

Thr Phe Gly Gin Gly Thr Lys Val Glu lle Glu Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe 1le Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ata Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val GIn Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser



17

165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 © 185 190

Ala Cys Glu Val Thr His Gin Giy Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

Q10> 7

Q211> 453

<212y PRT

213> Artificial Sequence

<220
223> an artificially synthesized sequence

<400> 7

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser.
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 45



18

Gly Gly 1le Ile Pro lle Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 15 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 80 85

Ala Arg Glu Arg Asp Tyr Tyr Asp Ser Ser Gly Tyr Tyr Asp Ala Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr
115 120 125

Lys Giy Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser
130 135 140

Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu
145 150 155 160

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His
165 170 175

Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser
180 185 180



19

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lle Cys
195 200 205

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu
210 215 220

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro
225 230 235 240

Gilu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys
245 250 255

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val
260 265 270

Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp
275 280 285

Giy Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr
290 : 295 300

hsn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp
305 310 315 320

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu
325 330 335



20

Pro Afa Pro Ile Glu Lys Thr lle Ser Lys Ala Lys Gly Gin Pro Arg
340 345 350

Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys
355 360 365

Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp
370 375 380 ‘

ile Ala Val Giu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys
385 390 395 400

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
405 410 415

Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser
420 425 430

Cys Ser Val Met His Glu Ala Leu His Trp His Tyr Thr Gin Lys Ser
: 435 440 - 445

Leu Ser Leu Ser Pro
450

Q210> 8
Q211> 214
Q12> PRY



<213> Artificial Sequence

<220>
223>

400> 8

21

an artificially synthesized sequence

Glu Thr Thr Val Thr Gin Ser Pro Ser Phe Leu Ser Ala Ser Val Gly

1 5

Asp Arg Val Thr Ile Thr Cys lle
20

et Asn Trp Phe Gln GIn &lu Pro
35 40

Ser Giu Gly Asn Ile Leu Arg Pro
50 55

Ser Gly Tyr Gly Thr Asp Phe Thr
65 70

Giu Asp Phe Ala Thr Tyr Tyr Oys
-85

Thr Phe Gly Gin Gly Thr Lys Leu
100

Pro Ser Val Phe [ie Phe Pro Pro

10 15

Thr Thr Thr Asp lle Asp Asp Asp
25 30

Gly Lys Ala Pro Lys Leu Leu lie
45

Gly Val Pro Ser Arg Phe Ser Ser
60

Leu Thr Ile Ser Lys Leu Gin Pro
75 80

Leu Gin Ser Asp Asn Leu Pro Phe
90 95

Giu tle Lys Arg Thr Val Ala Ala
105 110

Ser Asp Giu Gin Leu Lys Ser Gly



22

115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
- 180 185 190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser.
195 200 205

Phe Asn Arg Gly Glu Cys
210

216> 9

211> 449

212> PRY

<213> Artificial Sequence

<220>
<223> ean artificially synthesized seguence

<400> 9



23

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
i 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met
- 35 40 45

Gly lle Ile Asn Pro Ser Gly Gly Ser Thr Ser Tyr Ala Gin Lys Phe
50 55 60

Gin Gly Arg Val Thr Bet Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 . 10 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 80 - 95

Ala Arg Asp Asp Pro Gly Gly Gly Giu Tyr Tyr Phe Asp Tyr Trp Gly
100 105 110

Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 8y Thr Ala
130 135 140



24

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
145 150 155 160

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
165 170 175

Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
180 185 190

Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr Ile Cys Asn Val Asn His
195 200 205

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys
210 215 220

Asp Lys Thr His Thr Cys Pro Pro Gys Pro Ala Pro Glu Leu Leu Gly
225 230 235 240

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
245 250 255

lle Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
260 265 270

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
278 280 285



25

His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tvr Asn Ser Thr Tyr
290 295 300

Arg Val Va¥.Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly
305 310 315 320

Lys Giu Tyr Lys Cys Lys Vai Ser Asn Lys Ala Leu Pro Ala Pro lle
325 330 335

Glu Lys Thr Iie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val
340 345 350

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser
355 360 365

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu
370 375 380

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
385 390 395 400

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val
405 410 415

Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met
420 425 430



26

His Glu Ala Leu His Trp His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
435 440 445

Pro

Q210> 10
211> 216
<212> PRT
213> Artificial Sequence

220>
<223> an artificially synthesized sequence

<400> 10

Gin Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gin
1 5 10 15

Arg Val Thr Iie Ser Cys Thr Gly Ser Arg Ser Asn Met Gly Ala Gly
20 25 30

Tyr Asp Val His Trp Tyr GIn Leu Leu Pro Gly Ala Ala Pro Lys Leu
35 40 45

Leu lle Ser His Asn Thr His Arg Pro Ser Gly Val Pro Asp Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Ala Ser Ala Ser Leu Ala lie Thr Gly Leu



27

65 10 15 80

GIn Afa Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser His Asp Ser Ser
85 50 85

Leu Ser Ala Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser
100 105 110

GIn Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu
115 120 125

Glu Leu Gin Ala Asn Lys Ala Thr Leu Val Cys Leu lle Ser Asp Phe
130 . 135 140

Tyr Pro Gly Ala Yal Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val
145 150 155 160

Lys Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gin Ser Asn Asn Lys
165 170 ' 175

Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gin Trp Lys Ser
180 185 190

His Arg Ser Tyr Ser Oys Gin Val Thr His Glu Gly Ser Thr Val Giu
195 200 205

Lys Thr Val Ala Pro Thr Glu Cys



28

210 215

Q210> 1

211> 447

212> PRT

<213> MArtificial Sequence

<220>
223> an artificiaily synthesized sequence

400> 1

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Tyr Ser Ile Ser Asp Asp
20 25 30

Gin Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu Glu Trp
35 40 45

Ile Gly Tyr Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu
50 55 60

Lys Gly Arg Val Thr Ile Ser Arg Asp Thr Ser Lys Asn Gin Phe Ser
65 70 75 80

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ala Tyr Tyr Cys
85 90 g5



29

Ala Arg Ser Leu Ala Arg Thr Thr Ala Wet Asp Tyr Trp Gly Glu Gly
108 ' . 105 - ' 110

Thr Leu Yal Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Giy Val His Thr Phe Pro Ala Yal Leu
165 170 175

Gin Ser Ser Gly Leu Tyr Ser lLeu Ser Ser Val Val Thr Val Pro Ser
180 185 190

Ser Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His Lys Pro
195 200 205

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys
210 215 220

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
225 230 235 240



30

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser
245 . 250 255

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
260 265 210

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ata Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val
290 295 300

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys &lu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu Lys
325 330 335

Thr 1le Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr
340 345 350

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr
355 360 365

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
370 375 380



31

Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu“--zgh,.
e 00" w o ae

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 ' 410 415

Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu
' 420 425 430

- Ala Leu His Trp His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro

435 440 445

210> 12

Q211> 214

<212> PRT

213> Artificial Sequence

{2200
223> an artificially synthesized sequence

<400> 12

Asp 1le GIn Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Ser Val Thr Ile Thr Gys Gin Ala Ser Gin Asp Ile Ser Ser Tyr
20 25 30

Leu Ash Trp Tyr Gin Gln Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile



32

35 40 45

Tyr Tyr Gy Ser Glu'Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr lle Ser Ser Leu Giu Ala
65 70 75 80

Glu Asp Ala Ala Thr Tyr Tyr Cys Gin Gin Gly Asn Ser Leu Pro Tyr
85 %0 95

Thr Phe Gly Gin &ly Thr Lys Val Glu [{e Glu Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Oys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gln
145 150 165 160

Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp‘Tyr Glu Lys His Lys Val Tyr



33

180 185 190

Ata Cys Glu Val Thr His Gin Gly Leu Ser 8er Pro Val Thr Lys Ser

195 200 205

Phe Asn Arg Gly Glu Cys
210

Q10
Q211>
Q212>
Q213>

<2207
223

<400>

13
449
PRT
Artificial Sequence

an artificially synthesized sequence

13

Gln Val Gln Leu Gin Glu Ser Giy Pro Gly Leu Val Arg Pro Ser Gin

1

5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser Ile Thr Ser Asp

20 25 30

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Arg Gly Leu Glu Trp

35 40 45

Ile Gly Tyr Ile Ser Tyr Ser Giy Ile Thr Thr Tyr Asn Pro Ser Leu

50

55 60



Lys Ser Arg Val Thr Met Leu
6. .. 0 .

Leu Arg Leu Ser Ser Val Thr
85

Ala Arg Ser Leu Ala Arg Thr
160

Ser Leu Val Thr Val Ser Ser
115

Pro Leu Ala Pro Ser Ser Lys
130 135

.Gly Cys.Leu Val Lys Asp Tyr
145 150

Asn Ser Gly Ala Leu Thr Ser
165

Arg Asp Thr Ser Lys Asn Gln Phe Ser

15 80

Ala Ala Asp Thr Ala Val Tyr Tyr Cys

90 95

Thr Ala Met Asp Tyr Trp Gly Gin Gly

110

Kla Ser Thr Lys Gly Pro Ser Va! Phe

125

Ser Thr Ser Gly Gly Thr Ala Ala Leu

140

Phe Pro Glu Pro Val Thr Val Ser Trp

155 160

Gly Val His Thr Phe Pro Ala Val Leu

170 175

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser

180

190

Ser Ser Leu Gly Thr Gin Thr Tyr lle Cys Asn Val Asn His Lys Pro

195

205



35

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys
210, o 215 - . 220

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
225 230 235 240

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
245 250 255

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
260 265 270

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val
290 295 300

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
325 330 335

Thr 1le Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro GIn Val Tyr Thr
340 345 350
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Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr
355 360 365

Cys Leu Val Lys Giy Phe Tyr Pro Ser Asp lle Ala Val Giu Trp Glu
370 375 380

Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp Gin Gin Glv Asn Val Phe Ser COys Ser Val Met His Glu
420 : 425 430

Ala Leu His Asn His Tyr Thr Gin Lys Ser Lsu Ser Lsu Ser Pro Giy
435 440 445

Lys

<210> 14

Q11> 214

212> PRT

213> Artificial Sequence

220> )
223> an artificially synthesized seqguence
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<400> 14

Asp 1le GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Arg Ala Ser Gin Asp Ile Ser Ser Tyr
20 25 30

Leu Asn Trp Tvr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gin Pro
65 70 75 80

Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gin Gly Asn Thr Leu Pro Tyr
85 90 95

Thr Phe Gly Gin 6ly Thr Lys Val Glu lle Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Giu Ala
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130 135 140

145 150 1565 160

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 180

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

210> 15

211> 468

<212> PRT

<213> Homo sapiens

<400> 15
Mlet Leu Ala Val Gly Cys Ala Leu Leu Ala Ala Leu Leu Ala Ala Pro

1 5 10 15

Gly Ala Ala Leu Ala Pro Arg Arg Cys Pro Ala Gin Giu Val Ala Arg
20 25 30
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Giy Val Leu Thr Ser Leu Pro Gly Asp Ser Val Thr Leu Thr Cys Pro
35 40 45

Gly Val Glu Pro Glu Asp Asn Ala Thr Val His Trp Val Leu Arg Lys
50 55 60

Pro Ala Ala Gly Ser His Pro Ser Arg Trp Ala Gly Met Gly Arg Arg
65 10 75 80

Leu Leu Leu Arg Ser Val Gin Leu His Asp Ser Gly Asn Tyr Ser Cys
85 90 95

Tyr Arg Ala Gly Arg Pro Ala Gly Thr Val His Leu Leu Val Asp Val
100 105 110

Pro Pro Glu Glu Pro GIn Leu Ser Cys Phe Arg Lys Ser Pro Leu Ser
115 120 125

Asn Val Val Cys Glu Trp Gly Pro Arg Ser Thr Pro Ser Leu Thr Thr
130 135 140

Lys Ala Val Leu Leu Vai Arg Lys Phe Gin Asn Ser Pro Ala G[é Asp
145 150 155 160

Phe Gin Glu Pro Oys Gin Tyr Ser Gin Glu Ser GIn Lys Phe Ser Cys
165 170 175
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Gin Leu Ata Val Pro Giu Gly Asp Ser Ser Phe Tyr lle Val Ser Met
180 185 190

Cys Val Ala Ser Ser Val Gly Ser Lys Phe Ser Lys Thr Gin Thr Phe
195 200 205

Gin Gly Cys Gly Ife Leu Gin Pro Asp Pro Pro Ala Asn Ile Thr Val
210 215 220

Thr Ala Val Ala Arg Asn Pro Arg Trp Leu Ser Val Thr Trp Gin Asp
225 230 235 240

Pro His Ser Trp Asn Ser Ser Phe Tyr Arg Leu Arg Phe Glu Leu Arg
245 250 255

Tyr Arg Ala Glu Arg Ser Lys Thr Phe Thr Thr Trp Net Val Lys Asp
260 265 270

Leu GIn His His Cys Val Ile His Asp Ala Trp Ser Gly Leu Arg His
275 280 285

Val Val GlIn Leu Arg Ala Gin Glu Glu Phe Gly Gin Gly Glu Trp Ser
200 295 300

Giu Trp Ser Pro Glu Ala Met Gly Thr Pro Trp Thr Glu Ser Arg Ser
305 310 315 320
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Pro Pro Ala Glu Asn Glu Val Ser Thr Pro Met Gln Ala Leu Thr Thr
325 330 335

Asn Lys Asp Asp Asp Asn lie Leu Phe Arg Asp Ser Ala Asn Ala Thr
340 345 350

Ser Leu Pro Val GlIn Asp Ser Ser Ser Val Pro Leu Pro Thr Phe Leu
355 360 365

Val Ala Gly Gly Ser Leu Ala Phe Gly Thr Leu Leu Cys Ile Ala Ile
370 375 380

Val Leu Arg Phe Lys Lys Thr Trp Lys Leu Arg Ala Leu Lys Glu Gly
385 390 395 400

Lys Thr Ser Met His Pro Pro Tyr Ser Leu Gly GIn Leu Val Pro Glu
405 410 415

Arg Pro Arg Pro Thr Pro Val Leu Val Pro Leu Ile Ser Pro Pro Val
420 425 430

Ser Pro Ser Ser Leu Gly Ser Asp Asn Thr Ser Ser His Asn Arg Pro
435 440 445

Asp Ala Arg Asp Pro Arg Ser Pro Tyr Asp lle Ser Asn Thr Asp Tyr
450 455 460
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Phe Phe Pro Arg
465

210> 16

211> 1407

<212> DNA

213> Homo sapiens

400> 16
atgeteggoce toggetgege goetgotesot gocotgctag cegegocggg ageggogcty

gocccaagee getgeootes goaggagety gogagaggee teoteaccag totgocagea
gacagogiga ctotgaccte cocgggggta gagooggaag acaatgccac teticacteg
gtgcteagga ageegegotge agectoccac cecageagat gggotggcat gegaaggagsg
ctgetgotea geteggteca gotecacgac totggaaact attca;cgcta CCEEECCLET
cgeccagetg ggactgtgea cttgetgete gatgttocee cogaggagoe coageteotes
tecttccogga agagecooct cagoaatgtt gtttgteagt geggtocteg gagoacecea
tocotgacea caaaggetgl getettegte aggaagtitc agaacagtoe ggocgaagac
ticcaggage cgtgocagtia ttcccaggag toccagaagt tetoctgoca gttageagtc
coggaggeag acagetottt ctacatagieg tocatgtgog togecagtag tetogggage
aagttcagea aaactcaaac ctitoagggt tgtggaatet tgeagoctga tocgoctgce

aacatocacag tcactgoegt geocagasac cocogctgge teagtgtoac cliggoaagac

60

120

180

240

300

360

420

480

540

600

660

120
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cocoacteot ggaactoatc tttotacaga ctacggtiis agotoagata toggeotpaa
cggtcaaaga cattcacaac atggatgete aaggacctoc ageatoactg tgteatocac
gacgoctgga goggoctgag goacgtggty cagettogty ceocaggagga gttegggcaa
ggogagtega gegggtggag coceggagece atgggoacgs cttggacaga atccaggagt
cotecagetg agaacgaggt gtecacccce atgeaggoac ttactactaa taaagacgat
gataatattc totteagaga tictgrasat gegacaagee toccagtgea agattetict
tecagltaccac tgcocacatt cotggtisct ggaggeagece tggocticge aacegcicots
tgcattgeoa ttgttctrag sticaagaag acgtggaage tecgegetet gaaggaagge
aagacaagea tgcateegee gtactettty gggcagetag toccggagag goctegacoe
accccagtige ttgttectet catctéccca soggtgtece coagoagect gggetetgac
aatacctega gecacaaccg accagatgoc agggacceac ggageccita tgacatcage
aatacagact acttettoce

1407

AT Y

211> 365

<212> PRT

<213> Homo sapiens

400> 17

Met Gly Val Pro Arg Pro Gin Pro Trp Ala Leu Gly Leu Leu Leu Phe
1 5 10 15

780

840

500

960

1020

1080

1140

1200

1260

1320

1380

cagatag
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Leu Leu Pro Gly Ser Leu Gly Ala Glu Ser His Leu Ser Leu Leu Tyr
20 25 30

His Leu Thr Ala Val Ser Ser Pro Ala Pro Gly Thr Pro Ala Phe Trp
35 40 45

Val Ser Gly Trp Leu Gly Pro Gln Gln Tyr Leu Ser Tyr Asn Ser Leu
50 55 60

Arg Gly Glu Ala Glu Pro Cys Gly Ala Trp Val Trp Glu Asn Gin Val
65 70 75 80

Ser Trp Tyr Trp Glu Lys Glu Thr Thr Asp Leu Arg Ile Lys Glu Lys
85 90 95

Leu Phe Leu Giu Ala Phe Lys Ala Leu Gly Gly Lys Gly Pro Tyr Thr
100 105 110

Leu Gin Gly Leu Leu Gly Cys Giu Leu Gly Pro Asp Asn Thr Ser Val
115 120 125

Pro Thr Ala Lys Phe Ala Leu Asn Gly Glu Glu Phe Met Asn Phe Asp
130 135 140

Leu Lys Gin Gly Thr Trp Gly Gly Asp Trp Pro Glu Ala Leu Ala [le
145 150 155 160
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Ser GIn Arg Trp GIn GIn Gin Asp Lys Ala Ala Asn Lys Glu Leu Thr
165 170 175

Phe Leu Leu Phe Ser Cys Pro His Arg Leu Arg Glu His Leu Glu Arg
180 185 190

Gly Arg Gly Asn Leu Glu Trp Lys Glu Pro Pro Ser Met Arg Leu Lys
195 200 205

Ala Arg Pro Ser Ser Pro Gly Phe Ser Val Leu Thr Cys Ser Ala Phe
210 215 220

Ser Phe Tyr Pro Pro Glu Leu Gin Leu Arg Phe Leu Arg Asn Gly Leu
225 230 : 235 240

Ala Ala Giy_fb{_ﬁly Gin Gly Asp Phe Gly Pro Asn Ser Asp Gly Ser
245 250 255

Phe His Ala Ser Ser Ser Leu Thr Val Lys Ser Gly Asp Giu His His
260 265 270

Tyr Cys Oys 1le Val Gin His Ala Gly Leu Ala Gln Pro Leu Arg Val
275 280 285

Glu Leu Glu Ser Pro Ala Lys Ser Ser Val Leu Val Val Gly lle Val
290 295 300
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Ile Gly Val Leu Leu Leu Thr Ala Ala Ala Val Gly Gly Ala Leu Leu
305 310 315 320

Trp Arg Arg Met Arg Ser Gly Leu Pro Ala Pro Trp lle Ser Leu Arg
325 330 335

Gly Asp Asp Thr Gly Val Leu Leu Pro Thr Pro Gly Glu Ala Gin Asp
' 340 345 350

Ala Asp Leu Lys Asp Val Asn Val! lle Pro Ala Thr Ala
355 360 365

210> 18
Q1> 119
212> PRT
{213> Homo sapiens

400> 18
Met Ser Arg Ser Val Ala Leu Ala Val Leu Ala Leu Leu Ser Leu Ser

1 5 10 15

Gly Leu Glu Ala Ile Gin Arg Thr Pro Lys Ile Gln Val Tyr Ser Arg
20 25 30

His Pro Ala Glu Asn Gly Lys Ser Asn Phe Leu Asn Cys Tyr Val Ser
35 40 45
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Gly Phe His Pro Ser Asp 1le Glu Val Asp Leu Leu Lys Asn Gly Glu
50 55 60

Arg lle Glu Lys Val Glu His Ser Asp Leu Ser Phe Ser Lys Asp Trp
65 70 75 80

Ser Phe Tyr Leu Leu Tyr Tyr Thr Glu Phe Thr Pro Thr Glu Lys Asp
85 90 85

Glu Tyr Ala Cys Arg Val Asn His Val Thr Leu Ser Glin Pro Lys lle
100 105 110

Val Lys Trp Asp Arg Asp Met
115

210> 19

Q11> 447

212> PRT

<213> Homo sapiens

<400> 19
Gin Yal Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu

1 5 10 15

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Iie Ser His Asp
20 25 30

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Glu Gly Leu Glu Trp
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35 40 45

fle Giy Phe lle Ser Tyr Ser Gly ile Thr Asn Tyr Asn Pro Ser Leu
50 55 60

Gin Gly Arg Val Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly
100 105 110

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Giy Giy Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
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180 185 190

Ser Ser Leu Gly Thr Gin Thr Tyr Ile Cys Asn Val Asn His Lys Pro
195 200 205

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys
210 215 - 220

Thr His Thr Cys Pro Pro Gys Pro Ala Pro Giu Leu Leu Gly Giy Pro
225 230 235 240

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
245 250 255

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val 3er His Glu Asp
260 265 270

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val
290 295 300

Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
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325 330 335

Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr
240 345 350

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr
' 355 360 365

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400

hsp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp Gin &in Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 430

hla Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
435 440 445

210> 20
211 214
212> PRY
213> Homo sapiens
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400> 20

Asp Ile Gin Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
i 5 10 15

Asp Ser Val Thr Ile Thr Cys Gln Ala Ser Thr Asp [le Ser Ser His
20 25 30

Leu Asn Trp Tyr Gin GlIn Lys Pro Gly Lys Ala Pro Glu Leu Leu lle
35 40 45

Tyr Tyr Gly Ser His Leu Leu Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Glu Ala
65 70 75 80

Glu Asp Ala Ala Thr Tyf Tyr Cys Gly Gin Gly Asn Arg Leu Pro Tyr
85 90 95

Thr Phe Gly Gin Gly Thr Lys Val Glu Ile Glu Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140
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Lys Val GIn Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys VYal Tyr
180 185 190

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

{2100 21

<211> 447

<212> PRT

<213> Artificial Sequence

<220>
{223> an artificially synthesized sequence

<400> 21

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
1 5 10 15
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Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Iie Ser His Asp
20 25 30

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Glu Gly Leu Glu Trp
35 40 45

[le Gly Phe Tle Ser Tyr Ser Gly lle Thr Asn Tyr Asn Pro Ser Leu
50 55 60

GIn Gly Arg Val Thr lle Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 , 70 75 80

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Gys
85 80 95

Ala Arg Sér Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly
100 105 110

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 . 120 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 , 140

';;Gtgfcys~Leu:Vaf;Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160



54

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 160

Ser Ser Leu Gly Thr Gin Thr Tyr {le Cys Asn Val Asn His Lys Pro
195 200 208

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys
210 215 220

Thr His Thr Gys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
225 230 235 740

Ser Yal Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr
245 250 . 255

Arg Glu Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
260 265 270

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val
200 295 300
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Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Iie Glu Lys
325 330 335

Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr
340 345 35G

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr
355 360 365

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 380 395 400

Asp Ser Asp-Gty Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp GIn Gin @ly Asn Val Phe Ser Cys Ser Val Wet His Glu
420 425 430

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro
435 440 445
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210> 22
211> 447
212> PRT
213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 22

Gin Val Gin Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Giu
i 5 10 15

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Ile Ser His Asp
20 25 _ 30

His Ala Trp Ser Trp Val Arg Gln Pro Pro Gly Glu Gly Leu G!u'Irp
35 40 45

[le Gly Phe Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser lLeu
50 55 60

Gin Gly Arg Val Thr [le Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 g5

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly
100 106 110
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Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 - 120 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Giy Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190

Ser Ser Leu Gly Thr GIn Thr Tyr Ile Cys Asn Val Asn Hés Lys Pro
195 200 205

Ser Asn Thr Lys Val Asp Lvs Lys Val Glu Pro Lys Ser Cys Asp Lys
210 215 220

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Giy Gly Pro
225 230 235 240

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
245 250 255
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Arg Thr Pro Giu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
260 265 270

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val
280 295 300

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu
305 310 - 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
: 325 330 335

Thr Iie Ser Lys Ata Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr
340 345 350

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr
355 360 365

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 ‘ 300 385 400
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Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp Gin.Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 430

Ata Leu His Trp His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro
435 440 445

210> 23
Q11> 447
<212> PRT
213> Artificial Sequence

<2202
223> an artificially synthesized sequsence

<400> 23
Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu

1 5 10 15

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly His Ser Ile Ser His Asp
20 25 30

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Glu Gly Leu Glu Trp
35 40 45
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Ile Gly Phe Ile Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu
50 55 60

Gin Gly Arg Val Thr lle Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 80 g5

Ahla Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly
100 ‘ 105 110

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
' 180 185 190



Ser Ser Leu
195

Ser Asn Thr
210

Thr His Thr

225

Ser Val Phe

Arg Thr Pro

61

Gly Thr Gin Thr Tyr Ile Cys Asn Val Asn His Lys Pro
200 205

Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys
215 220

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
230 235 240

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser
245 250 255

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp

. 260 265 270

Pro Glu Val
275

Ala Lys Thr
290 -

Val Ser Val
305

Tyr Lys Oys

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
280 . 285

Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val
295 300

Leu Thr Phe Leu His Gin Asp Trp Leu Asn Gly Lys Glu
310 315 320

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
325 330 335
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Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr
340 345 350

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr
355 360 365

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val WMet His Glu
420 425 43¢

Ala Leu His Tyr His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro
435 440 445

Q210> 24
211> 443
Q12> PRT
<213> Artificial Sequence

220>
223> an artificially synthesized seguence
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<400> 24

Gin Val Gin Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
i 5 10 15

Thr Leu Ser Leu Thr Cys Ala VYal Ser Gly His Ser Ile Ser His Asp
20 25 30

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Glu Gly Leu Glu Trp
35 40 45

Ile Gly Phe 1le Ser Tyr Ser Gly Ile Thr Asn Tyr Asn Pro Ser Leu
50 55 60

Gin Gly Arg Yal Thr lle Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
85 0 75 80

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 85

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Glu Gly
100 105 110

Thr Leu Yal Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 140
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Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190

Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp His Lys Pro
195 200 205

Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Ser Cys Val Glu
210 215 220

Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu
225 230 235 240

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu
245 250 255

Val Thr Cys Val Val Val Asp Val Ser Gin Glu Asp Pro Glu Val Gin
260 265 270

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
275 280 285
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Pro Arg Glu Giu GIn Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu
290 295 300 -

Thr Val Val His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 . 315 320

Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Giu Lys Thr lle Ser Lys
325 330 335

Thr Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser
340 345 350

Gin Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly Gin
370 375 380

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin
405 410 415

Glu Gly Asn Val Phe Ser Cys Ser Vai Met His Glu Ala Leu His Ala
420 425 430
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His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro
435 440

Q21> 25

C<L211> 126

212> PRT

<213> Artificial Sequence

220>
223> an artificially synthesized seguence

400> 25
Glu Val Gln Leu Val Glu Ser Giy Gly Gly Leu Val Gin Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Giu Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val
35 ' 40 45

Ser Tyr Iie Ser Ser Ser Gly Ser Tﬁf Ite Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser leu Tyr
65 70 75 80
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Leu Gin Met Asn Ser leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 - 80 95

Ala Arg Asp Ala Pro Tyr Tyr Tyr Asp Ser Ser Gly Tyr Thr Asp Ala
100 105 110

Phe Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser
115 120 125

210> 26

211> 108

<212> PRT.

213> Artificial Seguence

220>
223> an artificially synthesized sequence

400> 26
Gfu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly

1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Tyr
20 25 30

Leu Ala Trp Tyr GiIn Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lle
35 A ‘ 45

Phe Asp Ala Ser Asn Arg Ala Ala Gly Ile Pro Ala Arg Phe Ser Gly
50 55 60



68

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gln Phe Asp Lys Trp Val Thr
85 90 95

Phe Gly Giy Gly Thr Thr Val Glu lle Arg
100 105

Q6> 27

211> 454

<212> PRT

213> Artificial Sequence

2200
<223> an artificially synthesized sequence

<460> 27
Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly

i 5 10 5

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Glu Met Asn Trp Yal Arg Gln Ala Pro Gly Lys Gly Leu Gluy Trp Val
35 40 45
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Ser Tyr 1le Ser Ser Ser Gly Ser Thr Ile Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gin Met Asn Ser Leu Arz Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Ala Pro Tyr Tyr Tyr Asp Ser Ser Gly Tyr Thr Asp Ala
100 105 110

Phe Asp Ile Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser Ala Ser
115 120 125

Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr
130 135 140

Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro
145 150 155 160

@lu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val
165 170 175

His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser lLeu Ser
180 . 185 180
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Ser Val Val Thr Val Pro Ser Ser Ser Leu Giy Thr Gln Thr Tyr lle
195 200 205

Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val
210 215 220 '

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala
225 230 _ 235 240

Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
245 250 255

Lvs Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val
260 265 270

Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val
275 280 285

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin
290 AL 300

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin
305 310 315 320

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala
325 330 335
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Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro
340 345 350

Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr
355 360 365

Lys Asn Gln Val Ser Leu Thr Oys Leu Val Lvs Glv Phe Tyr Pro Ser
370 3B 380

Asp lle Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asnh Asn Tyr
385 390 395 400

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tvr
: 405 410 415

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gin Gly Asn Val Phe
420 425 430

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr GlIn Lys
435 440 ’ 445

Ser Leu Ser Leu Ser Pro
: 450

210> 28

211> 107

212> PRT

213> Artificial Seguence
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{2200
<{223> an artificially synthesized sequence

<460> 28

Arg Thr Val Ala Ala Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu
1 5 10 15

Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe
20 25 30

Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin
35 40 45

Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser
50 55 80

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
65 70 15 80

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser
85 90 85

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
100 105

210> 29
211> 213
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212> PRT
<213> Artificial Sequence

<2205
<223> an artificially synthesized sequence

<400> 28
Glu i!é Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Glv

1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr
20 25 30

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lle
35 40 45

Phe Asp Ala Ser Asn Arg Ala Ala Gly Ile Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Phe Asp Lys Trp Val Thr
85 90 85

Phe Gly Gly Gly Thr Thr Val Glu ILle Arg Arg Thr Val Ala Ala Pro
100 105 110
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Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly Thr
115 120 125

Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin Glu
145 150 155 160

Ser Vai Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
180 185 160

Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys
210

210> 30
Q211> 454
<212> PRT
213> Artificial Sequencs

220>
223> an artificially synthesized sequence
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<400> 30

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Glu Wet Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val
35 49 45

Ser Tyr lie Ser Ser Ser Gly Ser Thr lie Tyr Tyr Ala Ala Ser Val
50 55 60

Lys Gly Arg Phe Thr 1le Ser Arg Asp Asn Als Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 80 95

hla Arg Asp Ala Pro Tyr Tyr Tyr Asp Ser Ser Gly Tyr Thr Asp Ala
1060 105 110

Phe Asp Ile Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser Ala Ser
115 120 125

Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr
130 135 140



7

Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro
145 150 155 160

Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val
165 170 175

His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser leu Ser
180 185 160

Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr lie
185 200 205

Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp.Lys Lys Val
210 215 220

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala
225 230 235 240

Pro Gly Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
245 250 255

Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val
260 265 270

Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val
275 280 285
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Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin
290 295 300

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin
306 310 315 320

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala
325 330 1335

Leu Pro Ala Pro Ile Giu Lys Thr [le Ser Lys Ala Lys Gly Gln Pro
340 345 350

Arg Giu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr
355 ‘ 360 365

Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
370 375 380

Asp lle Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr
385 390 395 400

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
405 410 415

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe
420 425 430



78

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
435 440 445

Ser Leu Ser Leu Ser Pro
450

210> 31

211> 4b4

212> PRT

213> Artificial Seguence

220>
223> an artificially synthesized sequence

<400> 3t
Giu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly

i 5 10 ' 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Glu Wet Ash Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val
35 490 45

Ser Tyr lle Ser Ser Ser Gly Ser Thr Ile Tyr Tyr Ala Asp Ser Val
50 55 60
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Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Ala Pro Tyr Tyr Tyr Asp Ser Ser Gly Tyr Thr Asp Ala
100 105 110

Phe Asp lle Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser Ala Ser
115 120 125

Thr Lys Giy Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr
130 135 140

Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro
145 150 155 160

Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val
165 170 175

His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser
180 185 190

Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lle
185 200 205
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Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val
210 215 220

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala
225 230 235 240

Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
245 250 255

Lys Asp Thr Leu Met [le Ser Arg Thr Pro Glu Val Thr Cys Val Val
260 265 270

Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val
275 280 285

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin
280 295 300

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin
305 310 315 320

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala
325 330 335

Leu Pro Ala Pro Ile Glu Lys Thr lle Ser Lys Ala Lys Gly Gin Pro
340 345 350
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Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr
355 360 365

Lys Asn Gin Va! Ser Leu Thr Oys Leu Val Lys Gly Phe Tyr Pro Ser
370 375 380

Asp lle Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr
385 380 395 400

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
405 410 415

Ser Lvs Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe
420 425 . 430

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
435 440 445

Ser Leu Ser Leu Ser Pro
450 .

210> 32

211> 454

<212> PRT

213> Artificial Sequence

Q20>
223> an artificially synthesized sequence
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<400> 32

Glu Val Gin Leu Val Glu Ser Giy Giy Giy Leu
1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
20 25

Glu Met Asn Trp Val Arg Gin Ala Pro Gly Lys
35 40

Ser Tyr Ile Ser Ser Ser Gly Ser Thr Ile Tyr
50 55

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala
65 70 75

Leu Gin Met Asn Ser Lsu Arg Ala Glu Asp Thr
85 %0

Ala Arg Asp Ala Pro Tyr Tyr Tyr Ala Ser Ser
100 105

Phe Asp 1le Trp Gly Gin Gly Thr Met Val Thr
115 120

Thr Lys Giy Pro Ser Val Phe Pro Leu Ala Pro
130 135

Val Gin Pro Gly Giy
15

Thr Phe Ser Ser Tyr
30

Gly Leu Glu Trp Val
45

Tyr Ala Asp Ser Val
60

Lvs Asn Ser Leu Tyr
80

Ala Val Tyr Tyr Cys
95

Giy Tyr Thr Asp Ala
110

Val Ser Ser Ala Ser
125

Ser Ser Lys Ser Thr
140
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Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro
145 150 ~ 1586 160

Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val
165 170 175

His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser
180 185 180

Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lle
195 200 205

Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val
210 215 220

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala
225 230 235 240

Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
245 250 255

Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu Val Thr Cys Val Val
260 265 270

Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val
275 280 285
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Asp Gly Val @lu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin
250 295 300

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin
305 310 315 320

hsp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala
325 330 335

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro
340 345 350

Arg Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr
355 360 365

Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
370 375 380

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr
385 390 395 400

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
405 410 415

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe
420 425 430
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Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys
435 440 445

Ser Leu Ser Leu Ser Pro
450

210> 33
211> 454
<212> PRT
<213> Artificial Sequence

<220>
<223> an artificially synthesized sequence

<400> 33
Giu Val Gin Leu Val Glu Ser Giy Gly Gly Leu Val Gin Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Glu Met Asn Trp Val Arg Gln Ala Pro Giy Lys Gly Leu Glu Trp Val
35 40 45

Ser Tyr 1le Ser Ser Ser Gly Ser Thr Ile Tyr Tyr Ala Asp Ser Val
50 55 60



86

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Ash Ser Leu Tyr
65 70 75 80

Leu Gln Met Ash Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 50 95

Ala Arg Asp Ala Pro Tyr Tyr Tyr Asp Ser Seér Gly Tyr Thr Ala Ala
. 100 ‘ 105 110

Phe Asp Ile Trp Gly GlIn Gly Thr Met Val Thr Vail Ser Ser Ala Ser
115 120 125

Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr
130 135 140 :

Ser Gly Gly Thr Ala Ala Leu Gly Cys Lsu Val Lys Asp Tyr Phe Pro
145 150 155 160

Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val
165 170 175

His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser
180 185 190

Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr @ln Thr Tyr lle
195 200 205
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Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val
210 215 220

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala
225 230 235 240

Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
245 250 255

Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cvs Val Val
260 265 270

Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val
275 280 285

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln
290 285 300

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val leu Thr Val Leu His GIn
305 310 315 320

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala
325 330 335

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lvys Gly Gin Pro
340 345 - 350



88

Arg Glu Pro Glin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr
355 360 365

Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
370 375 380

Asp lle Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr
385 390 ‘ 3985 400

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
405 410 415

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe
420 425 430

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys
435 440 445

Ser Leu Ser Leu Ser Pro
450

Q210> 34

Q211> 454

212> PRT .

<213> Artificial Sequence

{22062
223> an artificially synthesized seguence
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<400> 34

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Glu Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Tyr Ile Ser Ser Ser Gly Ser Thr lle Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr lle Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

hla Arg Asp Ala Pro Tyr Tyr Tyr Asp Ser Ser Gly Tyr Thr Asp Ala
100 105 110

Phe Ala Ile Trp Gly Gln Giy Thr Met Val Thr Val Ser Ser Ala Ser
115 120 125

Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr
130 135 140



90

Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro

145 ' 150 155

Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly
165 170 175

His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu
180 185 190

Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr
195 200 205

Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys
210 215 220

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro
225 230 235

Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys
245 250 255

Lys Asp Thr Leu Met [le Ser Arg Thr Pro Glu Val Thr Cys Val
260 265 210

Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr
275 280 285

160

Val

Ser

Iie

Val

Ala

240

Pro

Val

Val
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Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn
290 295 300

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin
305 310 . 315 320

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala
325 330 335

Leu Pro Ala Pro lie Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro
340 345 350

Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr
355 360 365

Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
370 315 380

hsp lle Ala Val Glu Trp Giu Ser Asn Gly Gin Pro Glu Asn Asn Tyr
385 390 395 400

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
405 410 415

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp-Gln Gin Gly Asn Val Phe
420 425 430
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Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys"
435 440 445

Ser Leu Ser Leu Ser Pro
450

210> 35
Q211> 213
212> PRY
213> Artificial Sequence

220>
223> an artificially synthesized sequence

400> 35
Glu Ile Val Leu Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly

1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr
20 : 25 30

Leu Ala Trp Tyr Gln Gin Lys Pro Gly GlIn Ala Pro Arg Leu Leu lle
35 40 45

Phe Ala Ala Ser Asn Arg Ala Ala Gly Ile Pro Ala Arg Phe Ser Gly
50 , 55 60
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Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala Val Tyr Tvr Cys Gin Gin Phe Asp Lys Trp Val Thr
85 80 85

Phe Gly Gly Gly Thr Thr Val Glu Ile Arg Arg Thr Val Ala Ala Pro
100 - 105 110

Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly Thr
115 120 125

Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130.. 135 140

Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin Glu
145 150 - 155 160

Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
180 185 180

Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
195 200 205
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Asn Arg Gly Glu Cys
210

<210> 36
<> 213
<212> PRT
213> Artificial Sequence

220>
<223> an artificially synthesized sequence

<400> 36
Glu Ile Val Leu Thr Gin Ser Pro Afa Thr Leu Ser Leu Ser Pro Gly

i 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr
20 25 30

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lle
35 40 45

Phe Asp Ala Ser Asn Arg Ala Ala Gly Ile Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu Pro
85 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Phe Ala Lys Trp Vai Thr
85 90 95



95

Phe Gly Gly Gly Thr Thr Val Glu Ile Arg Arg Thr Val Ala Ala Pro
100 105 110

Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly Thr
115 120 125

Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

Val GIn Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gln Glu
145 150 155 160

Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
180 185 190

Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys
210

210> 37
211> 167
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212> PRT
213> Artificial Seguence

220>
223> an artificially synthesized sequence’

<400> 37

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Lsu Ser Ala Ser Val Gly
i ' 5 10 15

hsp Arg Val Thr lle Thr Cys Arg Ala Ser Gln Ser lle Ser Ser Tyr
20 25 30

Leu Asn Trp Tyr @in Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Tyr Ala Afa Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Thr Pro Phe
85 90 ' 85

Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys
100 105
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<210> 38

Q1> 112

212> PRT

213> Artificial Sequence

<2207 A
223> an artificially synthesized sequence

<400> 38
Asp Ile Val Met Thr GIn Ser Pro Leu Ser Leu Pro Val Thr Pro Gly

1 5 10 15

Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gin Ser Leu Leu His Ser
20 25 30

Asn Gly Asp Asn Tyr Leu Asp Trp Tyr Leu Gin Lvs Pro Gly GIn Ser
35 40 45

Pro Gin Leu Leu Ile Tyr Leu Gly Ser Asn Arg Ala Ser Gly Val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lls
65 70 ' 75 80

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin Val
85 90 95

Leu Arg Ash Pro Leu Thr Phe Gly Gly Gly Thr Lys Val Glu lle Gln
100 105 110
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210> 39
Q211> 107
212> PRT
213> Artificial Seguence

220>
223> an artificially synthesized sequence

<400> 39
Giu Ile Val WMet Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly

1 5 10 15

Glu Arg Ala Thr Leu Ser Oys Arg Ala Ser Gin Ser Val Ser Ser Tyr
20 25 30

Leu Ala Trp Tyr Gln GIn Lys Pro Gly Gin Ala Pro Arg Leu Leu lle
35 40 45

Tyr Asp Ala Ser Asn Arg Ala Thr Gly lle Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys Glnlsin Arg Ser Asn Trp Pro Pro
85 - 90 95
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Thr Phe Gly GIn Gly Thr Lys Val Glu Ile Lys
100 105

<2105 40
Q211> 112
212> PRT
213> Artificial Sequence

<2200
223> an artificially synthesized sequence

<400> 40

hsp 1le Val Met Thr Gin Ser Pro Glu Ser Leu Val Leu Ser Leu Gly
1 5 10 15

Gly Thr Ala Thr Ile Asn Cys Arg Ser Ser Gin Ser Val Leu Tyr Ser
20 25 30

Ser Asn Asn Lys Asn Tyr Leu Thr Trp Tyr GIn Gln Lys Pro Gly Gln
35 49 45

- Pro Pro Thr Leu Leu Phe Ser Trp Ala Ser Ile Arg Asp Ser Gly Val
50 55 _ 60

Pro Asp Arg Phe Ser Ala Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr
85 70 75 80

[le Ser Asp Leu Gin Ala Glu Asp Ala Ala Val Tyr Tyr Cys Gin Gin
85 90 95



100

Tyr Tyr Arg Ala Pro Ser Phe Gly Gin Gly Thr Lys Leu GIn Ile Lys
100 105 110

210> 41

211> 107

<212> PRT

213> Artificial Sequence

<220>
223> an artificially synthesized sequence

<400> 41

Giu Thr Thr Leu Thr GIn Ser Pro Ala Phe Met Ser Ala Thr Pro Gly
1 5 10 15

Asp Lys Val Asn Ile Ser Cys Lys Ala Ser Gin Asp lle Asp Asp Asp
20 25 30

Met Asn Trp Tyr Gin Gin Lys Pro Gly Glu Ala Ala [le Phe lie Ile
35 40 45

Gin Glu Ala Thr Thr Leu Val Pro Gly Ille Ser Pro Arg Phe Ser Gly
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Asn Asn Ile Glu Ser
65 70 75 80



101

Giu Asp Ala Ala Tyr Tyr Phe Cys Leu Gin His Asp Asn Phe Pro Tyr
85 90 95

Thr.Phe Gly Gin Gly Thr Lys Leu Glu Ife Lys
100 105

Q210> 42

211> 128

<212> PRT

213> Artificial Seguence

{2200
<223> an artificially synthesized sequence

400> 42
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

i 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Het
35 40 45

Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Ser Tyr Ala Gin Lys Phe
50 55 60

Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80



102

Met Glu Leu Ser Ser Leu Arg Ser Giu Asp Thr Ala Vai Tyr Tyr Cys
85 90 95

Ala Arg Asp Gly Thr Leu Tyr Asp Phe Trp Ser Gly Tyr Tyr Ser Tyr
100 105 110

Asp Ala Phe Asp [le Trp Gly Gin Gly Thr HMet Val Thr Val Ser Ser
115 120 125

<210> 43
211> 122
212> PRT
213> Artificial Sequence

<2207
<223> an artificially synthesized seguence

<400> 43
Gin Met Gin Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

5 10 15

Ser Val Lys Val Ser Gys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Akla 1ie Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 45
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Gly Gly Hle Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe
50 55 60

Gin Gly Arg Val Thr lle Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Leu Asp Thr Gly Pro Tyr Tyr Tyr Gly Met Asp Val Trp
100 105 110

Gly Gin Gly Thr Wet Val Thr Val Ser Ser
115 120

210> 44
Q21> 124
<212> PRT
213> Artificial Sequence

<2207
<223> an artificially synthesized sequence

<4007 44
Gin Yal Gin Leu Véi Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30
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Ala lle Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro lie Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe
50 55 60

Gin Gly Arg Val Thr [le Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
85 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Ser Pro Val Pro Gly Val Tyr Tyr Tyr Tyr Gly Met Asp
100 105 110

Val Trp Gly Gin Gly Thr Wet Val Thr Val Ser Ser
115 120

210> 45

Q211> 119

<Z12> PRT

213> Artificial Sequence

220>
223> an artificially synthesized sesquence

400> 45
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Gin Val Gln Leu Val Gin Ser Giy Ala Glu Val Lys Lys Pro Gly Glu
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30

Trp 1le Gly Trb Val Arg Gln Met Pro Gly Lvs Gly Leu Glu Trp Met
35 40 45

Gly 1le Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

Gin Gly Gin Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 5 80

Leu Gin Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
N 85 90 95

Ala Arg His Arg Ala Gly Asp Leu Gly Gly Asp Tyr Trp Gly Gin Gly
100 105 110

Thr Leu Val Thr Val Ser Ser
115

210> 46

21 121

212> PRT

213> Artificial Sequence
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220>
223> an artificially synthesized sequence

<400> 46

Gin Val Gin Leu Val Gln Ser Gly Ala Giu Val Lys Lys Pro Gly Ala
1 5 10 A 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

Ile Met Asn Trp Val Arg Gin Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Leu Ile Asn Pro Tyr Asn Gly Gly Thr Asp Tyr Asn Pro Gin Phe
50 55 60 :

Gin Asp Arg Val Thr fie Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 85

Ala Arg Asp Giy Tyr Asp Asp Gly Pro Tyr Thr Leu Gtu Thr Trp Gly
100 105 110

Gin Gly Thr Leu Val Thr Val Ser Ser
115 120
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210> 47

Q211> 214

<212> PRT

213> Artificial Sequence

<220>
<223> an artificially synthesized sequence

400> 47
Giu Thr Thr Leu Thr Gin Ser Pro Ala Phe Met Ser Alg Thr Pro Gly

1 5 10 15

Asp Lys Val Thr Ile Ser Cys Lys Ala Ser Gin Asp lie Asp Asp Asp
20 25 30

Met Asn Trp Tyr Gin Gin Lys Pro Gly Glu Ala Ala Ile Phe lle lle
35 40 45

Gin Giu Ala Thr Thr Leu Val Pro Gly [le Ser Pro Arg Phe Ser Gly
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Asn Asn [le Glu Ser
85 70 75 80

Glu Asp Ala Ala Tyr Tyr Phe Cys Leu Gin His Asp Asn Phe Pro Tyr
85 90 85
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Thr Phe Gly 6ln Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Va! Asp Asn Ala Leu Gin Ser Gly Asn Ser &in
145 150 155 160

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 . 190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly &lu Cys
210

210> 48

211> 445

<212> PRT

213> Artificial Seguence
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<220
223> an artificially synthesized sequence

<400> 48
Gin Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

[le Met Asn Trp Val Arg Gin Ala Pro Gly Gin Giy Leu Glu Trp Het
35 40 45

Gly Leu Iie Asn Pro Tyr Asn Giy Gly Thr Asp Tyr Asn Pro Gin Phe
50 55 60

Gin Asp Arg Val Thr Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 80 g5

Ala Arg Asp Gly Tyr Asp Asp Gly Pro Tyr Thr Leu Glu Thr Trp Gly
100 105 110

Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125



Val Phe Pro Lsu
130

Ala Leu Gly Cys
145

Ser Trp Asn Ser

Val Leu Gin Ser
180

Pro Ser Ser Asn
195

Lys Pro Ser Asn
210

Val Glu Cys Pro
225

Phe Leu Phe Pro

Pro Glu Val Thr
260

110

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala
135 140

Leu Val Lys Asp Tyr Phe Pro Giu Pro Val Thr Vai
150 155 160

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
165 170 175

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
185 190

Phe Gly Thr Gin Thr Tyr Thr Cys Asn Val Asp His
200 205

Thr Lys Val Asp Lys Thr Val Glu Arg Lys éer Cys
215 220

Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val
230 235 240

Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr
245 250 255

Cys Val Val Val Asp Val Ser Glin Glu Asp Pro Glu
265 270



11

Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys
275 280 285

Thr Lys Pro Arg Glu Glu Gin Phe Asn Ser Thr Phe Arg Val Val Ser
290 285 300

Val Leu Thr Val Val His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys
305 310 315 320

Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr lle
325 330 335

Ser Lys Thr Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro
340 345 350

Pro Ser Gin Glu Glu Met Thr Lys Asn Gin Val Ser Leu Thr Cys Leu
355 360 365

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn
370 375 380

Gly GiIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser
385 360 3985 400

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lvs Ser Arg
405 410 415
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Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
420 425 430

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

210> 49

211> 107 .

{212> PRT

<213> Artificial Sequence

220>
<223> an artificially synthesized seguence

400> 49
Asp Ile Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 .10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gin Asp Ile Asp Asp Asp
20 25 30

Met Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Glu Ala Thr Thr Leu Val Pro Gly Val Pro Ser Arg Phe Ser Gly
80 55 60
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Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln His Asp Asn Phe Pro Tyr
85 90 95

Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys
100 105

210> 50
Q211> 107
212> PRY
<213> Artificial Seguence

220>
223> an artificially synthesized sequence

<400> 50
Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly

1 5 10 15

Glu Pro Ala Ser lle Ser Cys Lys Ala Ser Gin Asp Ile Asp Asp Asp
20 25 30

Met Asn Trp Tyr Leu Gin Lys Pro Gly Gin Ser Pro GIn Leu Leu lle
35 40 45

Tyr Glu Ala Thr Thr Leu Val Pro Gly Val Pro Asp Arg Phe Ser Gly
50 55 60
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Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lle Ser Arg Val Glu Ala
65 70 75 .80

Giu Asp Val Gly Val Tyr Tyr Cys Leu Gln His Asp Asn Phe Pro Tyr
85 80 85

Thr Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys
100 105

210> 51

211> 107

212> PRT

213> Artificial Sequence

<220>
223> an artificially synthesized sequence

400> 51
Glu Ile Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Lys Ala Ser Gin Asp lle Asp Asp Asp
20 25 30

Met Asn Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie
35 40 45 '
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Tyr Glu Ala Thr Thr Leu Val - Pro Gly Ile Pro Asp Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Arg Leu Glu Pro
65 _ 70 75 80

Giu Asp Phe Ala Val Tyr Tyr Cys Leu GIn His Asp Asn Phe Pro Tyr
85 90 85

Thr Phe Gly Gin Gly Thr Lys Val Glu Ile Lys
100 105

210> 52

Q211> 107

<212> PRT

213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 52
Asp lle Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly

1 5 10 15

Glu Arg Ala Thr [le Asn Cys Lys Ala Ser Gin Asp Ile Asp Asp Asp
20 25 _ 30

Met Asn Trp Tyr GIn Gin Lys Pro Gly Gin Pro Pro Lys Leu Leu lle
35 40 45
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Tyr Glu Ala Thr Thr Leu Val Pro Gly Val Pro Asp Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Ala
65 70 75 80

Glu Asp Val Ala Val Tyr Tyr Cvs Leu Gin His Asp Asn Phe Pro Tyr
85 , 90 85

Thr Phe Gly Gin Gly Thr Lys Leu Glu Ile Lys
100 105

<210> 53

Q211> 214

212> PRT

<213> Artificial Sequence

220>
223> an-artificially synthesized sequence

<400> 53

Glu Thr Thr Leu Thr Gin Ser Pro Ala Phe Met Ser Ala Thr Pro Gly
1 5 10 15

ksp Lys Val Thr [le Ser Cys Lys Ala Ser Gin Asp lle Ala Asp Asp
20 25 30
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Met Asn Trp Tyr Gin Gin Lys Pro Gly Glu Ala Ala Tle Phe Ile Ile
35 40 45

Gjn Glu Ata Thr Thr Leu Val Pro Gty Iie Ser Pro Arg Phe Ser Gly
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Asn Asn [le Glu Ser
65 _ 10 75 : 80

Glu Asp Ala Ala Tyr Tyr Phe Cys Leu Gin His Asp Asn Phe Pro Tyr
85 80 g5

Thr Phe Gly Gln Gly Thr Lys Leu Giu lie Lys Arg Thr Val Ala Ala
100 105 : 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160

Giu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175
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Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Afa Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

210> 54
Q211> 214
212> PRT
213> Artificial Sequence

220>
<223> an artificially synthesized sequence

400> 54
Giu Thr Thr Leu Thr Gln Ser Pro Ala Phe Mst Ser Ala Thr Pro Gly

1 5 10 15

Asp Lys Val Thr Ile Ser Cys Lys Ala Ser Gin Asp [ie Asp Ala Asp
20 25 30

Met Asn Trp Tyr Gin Gln Lys Pro Gly Glu Ala Ala Ile Phe 1lle lle
35 40 45

Gin Glu Ala Thr Thr Leu Val Pro Gly lle Ser Pro Arg Phe Ser Gly
50 55 60
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Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Asn Asn [le Glu Ser
65 70 15 30

Glu Asp Ala Ala Tyr Tyr Phe Cys Leu Gin His Asp Asn Phe Pro Tyr
85 90 95

Thr Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Vat Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser Gin
145 150 185 160

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Giu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205
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Phe Asn Arg Gly Glu Cys
210

<210> 55

211> 214

212> PRT

<213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 55

Glu Thr Thr Leu Thr Gln Ser Pro Ala Phe Met Ser Ala Thr Pro Gly
1 5 10 15

Asp Lys Val Thr'[le~3er Cys Lys Ala Ser &ln Asp lle Asp Asp Als
20 N 25 30

Met Asn Trp Tyr Gin Gin Lys Pro Gly Glu Ala Ala lle Phe Ile lle
35 40 45

Gln Glu Ala Thr Thr Leu Val Pro Gly Ile Ser Pro Arg Phe Ser Gly
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Asn Asn Ile Giu Ser
85 70 15 80
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Glu Asp Ala Ala Tyr Tyr Phe Cys Leu Gln His Asp Asn Phe Pro Tyr
85 90 95

Thr Phe Gly Gin Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe [le Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Oys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys VYal Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 180

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210
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210> 56

Q211> 214

<212> PRT

<213> Artificial Sequence

{2200
<223> an artificially synthesized sequence

<400> 56

Glu Thr Thr Leu Thr GIn Ser Pro Ala Phe Met Ser Ala Thr Pro Gly
1 5 10 15

Asp Lys Va! Thr Ile Ser Cys Lys Ala Ser Gin Asp Ile Asp Asp Asp
20 25 30

Met Asn Trp Tyr Gin Gin Lys Pro Gly Glu Ala Ala Ile Phe Ile Ile
35 40 45

Gin Ala Ala Thr Thr Leu Val Pro Gly lle Ser Pro Arg Phe Ser Gly
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Asn Asn iie Glu Ser
65 70 75 80

Glu Asp Ata Afa Tyr Tyr Phe Cys Leu Gin His Asp Asn Phe Pro Tyr
85 80 95

Thr Phe Gly Gin Gly Thr Lys Leu Glu Ile Lys Arg Thr Vgi Ala Ala
100 105 110
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Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
15 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu GIn Ser Glvy Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His GiIn Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

Q10> 57

Q211> 214

212> PRT

213> Artificial Seguence

<2205
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<223> an artificially synthesized sequence

<400> 57

Giu Thr Thr Leu Thr Gin Ser Pro Ala Phe Met Ser Ala Thr Pro Gly
1 5 10 15

Asp Lys Val Thr lle Ser Cys Lys Ala Ser Gln Asp lle Ala Asp Ala
20 25 30

Met Asn Trp Tyr Gin Gin Lys Pro Gly Glu Ala Ala [le Phe tle Ile
35 40 45

GIn Glu Ala Thr Thr Leu Val Pro Gly Ile Ser Pro Arg Phe Ser Gly
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Asn Asn Ile Glu Ser
65 0 75 80

Glu Asp Ala Ala Tyr Tyr Phe Cys Leu Gln His Asp Asn Phe Pro Tyr
85 90 95

Thr Phe Gly Gin Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe [le Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125
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Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 , 150 155 160

Glu Ser Val Thr Gfu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 180

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

210> 58

Q11> 214

<212> PRT

213> Artificial Sequence

220>
223> an artificially synthesized seguence

<400> 58

Glu Thr Thr Leu Thr Gln Ser Pro Ala Phe Met Ser Ala Thr Pro Gly
1 5 10 15



Asp Lys Val Thr Ile Ser Cys Lys Ala Ser Gln Asp Ile Ala Asp Asp
20 25 30

Met Asn Trp Tyr Gin GIn Lys Pro Gly Glu Ala Ala Ile Phe Ile lle
35 40 45

Gin Ala Ata Thr Thr Leu Val Pro Gly lle Ser Pro Arg Phe Ser Gly
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Asn Asn lle Glu Ser
65 70 75 80

Giu Asp Ala Ala Tyr Tyr Phe Cys Leu GIn His Asp Asn Phe Pro Tyr
85 90 85

Thr Phe Gly Gin Giy Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Oys Leu Leu Ash Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val GIn Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160
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Giu Ser Val Thr Glu Gin Asp Ser Lys A§p Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Giu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly 6lu Cys
210

210> 59

211> 214

212> PRT

213> Artificial Sequence

<2207
<223> an artificially synthesized sequence

<400> 59
Glu Thr Thr Leu Thr Gin Ser Pro Ala Phe Met Ser Ala Thr Pro Gly

1 5 10 15

Asp Lys Val Thr Ile Ser Cys Lys Ala Ser Gin Asp lle Ala Asp Ala
20 25 30
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Met Asn Trp Tyr Gin Gln Lys Pro Gly Glu Ala Ala lle Phe lle Ile
35 40 45

Gln Ata Ala Thr Thr Leu Val Pro Gly lle Ser Pro Arg Phe Ser Gly
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Asn Asn Ile Glu Ser
65 70 75 80

Glu Asp Ala Ala Tyr Tyr Phe Cys Leu Gin His Asp Asn Phe Pro Tyr
85 80 95

Thr Phe Gly Gin Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala
100 : 105 110

Pro Ser Val Phe [le Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Afa Leu GIn Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 ‘ 175
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Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser.
195 200 205

Phe Asn Arg Gly Glu Cys
210 -

210> 60
Q211> 214
<212> PRI
213> Artificial Sequence

220>
<223> an artificially synthesized sequence

<400> 60
Giu Thr Thr Leu Thr Gin Ser Pro Ala Phe Met Ser Afa Thr Pro Gily

1 5 10 15

Asp Lys Val Thr [ie Ser Cys Lys Ala Ser Gin Asp lle Asp Asp Asp
20 25 30

Met Asn Trp Tyr GIn Gin Lys Pro Gly Glu Ala Ala 1le Phe Ile Ile
35 40 45

Gin Glu Ala Thr Thr Leu Val Pro Gly lle Ser Pro Arg Phe Ser Gly
50 55 60
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Ser Gly Tyr Gly Thr Asp Phe Thr Leu
65 70

Glu Asp Afa Ala Tyr Tyr Phe Cys Leu
85

Thr Phe Gly Gin Gly Thr Lys Leu Glu
100 105

Pro Ser Val Phe [!e Phe Pro Pro Ser
115 120

Thr Ala Ser Val Val Cys Leu Leu Asn
130 135

Lys Val Gin Trp Lys Val Asp Asn Ala
145 150

Giu Ser Val Thr Glu Gin Asp Ser Lys
165

Ser Thr Leu Thr Leu Ser Lys Ala Asp
180 185

Thr 1le Asn Asn lle Glu Ser
75 80

Gin His Ala Asn Phe Pro Tyr
80 85

Iie Lys Arg Thr Val Ala Ala
110

Asp Glu Gin Leu Lys Ser Gly
125

Asn Phe Tyr Pro Arg Glu Ala
140

Léu-Gin Ser Gly Asn Ser €ln
155 160

Asp Ser Thr Tyr Ser Leu Ser
170 175

Tyr Glu Lys His Lys Val Tyr
190

Ala Oys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser

195 200

205
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Phe Asn Arg Gly Glu Cys
210

210> 61

211> 214

212> PRT

213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 61
Asp Ile Gin Wet Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Ser lle Asp Asp Asp
20 25 30

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Glu Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ssr Ser Leu Gin Pro
85 70 75 80
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Giu Asp Phe Ala Thr Tyr Tyr Gys Gin Gln Ser Asp Ser Thr Pro Tyr
85 80 g5

Thr Phe Gly Gln Gly Thr Lys Val Glu fle Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Giu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 1?51_W

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 180

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Giu Cys
210
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210> 62

211> 214

<212> PRT

213> Artificial Sequence

{220>
<223> an artificially synthesized sequence

<400> 62

Asp Ile Gln Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr [le Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
20 25 : 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Ser Leu Gin Pro
65 70 ‘ 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin GIn Ser Tyr Ser Thr Pro Tyr
85 80 95

Thr Phe Gly &In Gly Thr Lys Val Glu lle Lys Arg Thr Val Ala Ala
100 105 110
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Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Giu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160

Giu Ser Yal Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Gys Glu Val Thr His Gin Gly Leﬁ Ser Ser Pro Val ¥hrllys Ser
185 200 205

Phe Asn Arg Gly Glu Cys
210

210> 63

Q211> 214

212> PRT

213> MArtificial Sequence

220>
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223> an artificially synthesized sequence
400> 63
Glu Thr Thr Leu Thr Gin Ser Pro Ala Phe Met Ser Ala Thr Pro Gly

1 5 10 15

Asp Lys Val Asn Ile Ser Cys Lys Ala Ser Gin Asp lle Asp Asp Asp
20 25 30

Met Asn Trp Tyr Gin Gin Lys Pro Gly Glu Ala Ala Ile Phe lle lle
35 40 45

Gin Glu Ala Thr Thr Leu Val Pro Gly Ile Pro Pro Arg Phe Ser Gly
50 55 80

Ser Giy Tyr Gly Thr Asp Phe Thr Leu Thr lle Asn Asn Ile Giu Ser
65 70 75 80

Glu Asp Ala Ala Tyr Tyr Phe Cys Leu Gin His Asp Asn Phe Pro Leu
85 90 95

Thr Phe Gly Gin Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125
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Thr Ala Ser Val Val Gys Leu Leu Asn Asn'Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val GIn Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 165 160

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

210> 64

Q211> 214

212> "PRT

213> Artificial Sequence

226>
223> an artificially synthesized sequence

<400> 64

Giu Thr Thr Leu Thr Gin Ser Pro Ala Phe Met Ser Ala Thr Pro Gly
1 5 10 15



Asp Lys Val Asn Ile Ser Cys Lys
20

Met Asn Trp Tyr GIn Gin Lys Pro
35 40

GIn Glu Ala Thr Thr Leu Val Pro
50 55

Ser Gly Tyr Gly Thr Asp Phe Thr
65 70

Glu Asp Ala Ala Tyr Tyr Phe Cys
85

Thr Phe Gly Gin Gly Thr Lys Val
100

Pro Ser Val Phe Ile Phe Pro Pro
115 120

Thr Ala Ser Val Val Cys Leu Leu
130 135

Lys Val Gin Trp Lys Val Asp Asn
145 150

137

Ala Ser GIn Asp lie Glu Asp Asp
25 30

Gly @lu Ala Ala Ile Phe [le lle
45

Gly Ile Ser Pro Arg Phe Ser Gly
60

Leu Thr Ile Asn Asn lle Glu Ser
75 80

Leu Gin His Asp Asn Phe Pro Leu
90 95

Giu Ile Lys Arg Thr Val Ala Ala
105 110

Ser Asp Glu Gin Leu Lys Ser Gly
125

Asn Asn Phe Tyr Pro Arg Glu Als
140

Ala Leu Gin Ser Gly Asn Ser Gin
155 160
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Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 180

Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 65

Q211> 328

<212> PRT

Q13> Artificial Sequence

220>
<223> an artificially synthesized seguence

<400> 65

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys
1 5 10 15

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30



Phe Pro Glu Pro Val
35

Gly Vai His Thr Phe
50

Leu Ser Ser Val Val
65

Tyr 1le Cys Asn Val
8

Lys Val Glu Pro Lys
100

Pro Ala Pro Giu Leu
115

Lys Pro Lys Asp Thr
130

Val Val Val Asp Val
145

Tyr Val Asp Gly Val
165

139

Thr Val Ser Trp Asn Ser
40

Pro Ala Val Leu Gin Ser
55

Thr Val Pro Ser Ser Ser
70 a 75

Asn His Lys Pro Ser Asn
90

Ser Cys Asp Lys Thr His
105

Leu Gly Gly Pro Ser Val
120

Leu Met 1le Ser Arg Thr
135

Gly Ala Leu Thr Ser
45

Ser Gly Leu Tyr Ser
60

Leu Gly Thr Gin Thr
80

Thr Lys Val Asp Lys
95

Thr Cys Pro Pro Cys
110

Phe Lsu Phe Pro Pro
125

Pro Glu Val Thr Oys
140

Ser His Glu Asp Pro &lu Val Lys Phe Asn Trp

150

155

160

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu

170

175



140

Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
180 185 | 190

His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
195 200 205

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
210 215 220 ‘

Gin Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu
225 230 235 240

Leu Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr
245 : 250 255

Pro Ser Asp ile Ala Val Giu Trp Glu Ser Asn Gly Gln Pro Glu Asn
260 265 270

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
275 280 285

Leu Tyr Ser Lys Leu Thr Vaf Asp Lys Ser Arg Trp Gin Gin Gly Asn
290 295 300

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
305 310 315 320
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Gin LyslSer Leu Ser Leu Ser Pro
325

210> 66

211> 462

212> PRT

213> Artificial Sequence

<220>
<223> an artificially synthesized sequence

400> 66
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Oys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 3¢

Ala Ile Ser Trp Val Arg Gin Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile [ie Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe
50 55 60

Gin Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95



Ala Arg Asp Leu Gly Asp
10D

Pro Lys Gly Tyr Tyr Tyr
i15

flet Val Thr Val Ser Ser
130

Leu Ala Pro Ser Ser Lys
145 - 150

Cys Leu Val Lys Asp Tyr
165

Ser Gly Ala Ley Thr Ser
180

Ser Ser Gly Leu Tyr Ser
195

Ser Leu Gly Thr Gin Thr
210

Asn Thr Lys Val Asp Lys
225 230

142

Ite Val Val Val Pro Ala Ala Pro Asp Met
105

110

Tyr Gly Met Asp Val Trp Gly Gin Gly Thr

125

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro

140

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly

155 160

Phe Pro Glu Pro Val Thr Val Ser Trp Asn
170

175

Gly Val His Thr Phe Pro Ala Val Leu Gin
185

190

Leu Ser Ser Val Val Thr Val Pro Ser Ser

205

Tyr Ile Cys Asn Val Asn His Lys Pro Ser

220

Lys Val Glu Pro Lys Ser Cys Asp Lys Thr

235 240
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His Thr Gys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
245 250 255

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
260 265 270

Thr Pro Giu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
275 280 285

Giu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Giu Val His Asn Ala
240 295 300

Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val
305 310 315 320

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
325 330 335

Lys Oys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 1le Glu Lys Thr
340 345 350

Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu
355 360 365

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys
370 375 380
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Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Giu Trp Glu Ser
385 390 395 400

~ Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
405 ‘ 410 415

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
: 420 425 430

Arg Trp Gln Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
435 440 445

 Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro
450 455 460

210> 67

Q1> 215

{212> PRT

213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 67

Glu Ile Val Met Thr Gin Ser Pro Ala Thr Leu Ser Val Ser Pro Giy
1 5 10 19



145

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Asn Asp Asn
20 25 30

Leu Ala Trp Tyr Gln GIn Lys Pro Giy Gin-Ala Pro Arg Leu Leu lle
35 40 45

Tyr Gly Ala Ser Thr Arg Ala Thr Gly lle Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gin Ser
65 70 75 80

Giu Asp Phe Ala Val Tyr Phe Cys Gin Gin Tyr Gin Tyr Trp Pro Pro
85 80 95

Iie Thr Phe Gly Gin Gly Thr Arg Leu Asp [le Lys Arg Thr Val Ala
100 105 110

Ala Pro Ser Val Phe [le Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser
115 120 125

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140

Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser
145 150 155 160
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Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu
165 170 175

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val
180 185 190

Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys
165 200 205

Ser Phe Asn Arg Gly Glu Cys
210 215

210> 68

211> 446

212> PRT

213> Artificial Sequence

(220>
223> an artificially synthesized sequence

<400> 68
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Thr Val Lys Ile Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Tyr Met His Trp Val Glin Gin Afa Pro Gly Lys Gly Leu Glu Trp Het
35 40 45



Gly Leu Val Asp Pro Glu
50

Gin Gly Arg Val Thr lle
65 70

Met Gfu Leu Ser Ser Leu
85

Ala Thr Ala Gly Ser Ser
100

Leu Yal Thr Val Ser Ser
115

Leu Ala Pro Ser Ser Lys
130

Cys Leu Val Lys Asp Tyr
145 150

Ser Gly Ala Leu Thr Ser
165

Ser Ser Gly Leu Tyr Ser
180

147

Asp Gly Glu Thr 1lle Tyr Ala Glu Lys Phe
55 60

Thr Ala Asp Thr Ser Thr Asp Thr Ala Tyr
75 80

Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
30 95

Ser Asn Phe Asp Tyr Trp Gly Gin Gly Thr
105 110

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
120 125

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
135 140

Phe Pro Glu Pro Val Thr Val Ser Trp Asn
155 160

Gly Val His Thr Phe Pro Ala Val Leu GIn
170 175

Leu Ser Ser Val Val Thr Val Pro Ser Ser
185 180



148

Ser Leu Gly Thr GIn Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr
210 215 : 220

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
225 230 235 240

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu HMet 1le Ser Arg
245 250 255

Thr Pro Glu Val Thr Cys VYal Val Val Asp Val Ser His Giu Asp Pro
260 265 270

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
275 280 285

Lys Thr Lys Pro Arg Giu Giu Gin Tyr Asn Ser Thr Tyr Arg Val Val
290 . 285 300

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lvs Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Giu Lys Thr
325 330 335
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[fe Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gin Val Tyr Thr Leu
340 345 350

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys
- 355 360 365

Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser
370 375 380

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
405 410 415

Arg Trp Gin Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
420 425 430

Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro
435 440 445 |

210> 69
Q11> 216
212> PRT
<213> Artificial Sequence

220>
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<223> an artificially synthesized sequence

<400> 69

Gin Ser Ala Leu Thr GIn Pro Arg Ser Val Ser Gly Ser Pro Gly Gln
i 5 10 15

Ser Val Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
' 20 25 30

Asn Tyr Val Ser Tfp Tyr Gin Gin His Pro Gly Lys Ala Pro Lys Leu
35 | 40 45

Met Ile Tyr Asp Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe
50 55 6C

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
65 70 15 80

Gin Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Cys Ser Tyr Ala Gly Ser
85 90 85

Tyr Thr Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gin
100 105 110

Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu
115 120 125
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Leu Gin Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr
130 135 140

Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys
145 150 155 160

Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gin Ser Asn Asn Lys Tyr
165 170 175

Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gin Trp Lys Ser His
180 185 190

Arg Ser Tyr Ser Cys Gin Val Thr His Glu Gly Ser Thr Val Glu Lys
195 200 205

Thr Val Ala Pro Thr Giu Cys Ser
210 215

210> 70
211> 452
212> PRT
213> Artificial Sequence

2200
223> an artificially synthesized sequence

<400> 70

Gin Val GIn Leu Gin Gln Ser Gly Pro Gly Leu Val Lys Pfo Ser Gin
1 5 10 15
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Thr Leu Ser Leu Thr Cys Afa [ie Ser Gly Asp Ser Val Ser Ser Asn
20 25 30

Ser Ala Ala Trp Asn Trp lle Arg Gln Ser Pro Ser Arg Gly Leu Glu
3B 49 45

Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Tyr Asn Asp Tyr Ala
50 55 60

Val Ser Val Lys Ser Arg Ile Thr lle Asn Pro Asp Thr Ser Lys Asn
65 70 75 80

Gin Phe Ser Leu Gin Leu Asn Ser VYal Thr Pro Glu Asp Thr Ala Val
g 80 85

Tyr Tyr Gys Ala Arg Asp Leu Ile Ala Ala Ala Gly Gly Asp Phe Asp
100 105 110

Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys
115 120 125

Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly
130 135 140

Gly Thr Ala Ata Leu Gly Cys Leu Val Lvs Asp Tyr Phe Pro Glu Pro
145 150 155 160



Val Thr Val Ser Trp Asn Ser Gly
165

Phe Pro Ala Val Leu Gln Ser Ser
180

Val Thr Val Pro Ser Ser Ser Leu
185 200

Val Asn His Lys Pro Ser Asn Thr
2101 ’ 215

*Lys Ser Cys Asp Lys Thr His Thr
225 230

Leu Leu Gly Gly Pro Ser Val Phe
245

Thr Leu Met Ile Ser Arg Thr Pro
280

Val Ser His Giu Asp Pro Glu Val
275 280

Val Glu Val His Asn Ala Lys Thr
280 295

153

Ata Leu Thr Ser Gly Val His Thr
170 175

Gly Leu Tyr Ser Leu Ser Ser Val
185 180

Gty Thr Gin Thr Tyr lle Cys Asn
205

Lys Val Asp Lys Lys Val Glu Pro
220

Cys Pro Fro Cys Pro Ala Pro Glu
235 240

Leu Phe Pro Pro Lys Pro Lys Asp
250 255

Giu Val Thr Cys Val Val Val Asp
265 270

Lys Phe Asn Trp Tyr Val Asp Gly
285

Lys Pro Arg Glu Glu Gin Tyr Asn
300
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Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp
305 310 315 320

Leu Asn Giy Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro
325 330 335

Ala Pro Ile Glu Lys Thr [le Ser Lys Ala Lys Gly Gln Pro Arg Glu
340 345 350

Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn
355 360 365

Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle
370 _ 375 380

Ala Val Gliu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr
385 390 385 400

Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys
405 410 415

Leu Thr Val Asp Lys Ser Arg Trp Gin GIn Gly Asn Val Phe Ser Cys
420 425 430

Ser Va! Met His &lu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu
435 440 445
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Ser Leu Ser Pro
450

Q21> N

21> 217

212> PRT

213> Artificial Sequence

220>
<223> ean artificially synthesized sequence

400> T
Gln Ser Val Leu Thr Gin Pro Pro Ser Val Ser Gly Ala Pro Gly Gin

1 5 10 15

Arg Val Thr Ile Ser Cys Thr Gly Ser Arg Ser Asn Ile Gly Ala Gly
20 25 30

Phe Asp Val His Trp Tyr Arg Gin Leu Pro Gly Thr Ala Pro Lys Leu
35 40 45

Leu Ile Tyr Gly Ile Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe
50 55 60

Ser Gly Ser Lys Ser Asp Thr Ser Val Ser Leu Ala Ile Thr Gly Leu
65 70 75 80
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Gin Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser
85 90 95

Leu Ser Gly Tyr Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu Gly
100 ' 105 110

Gin Pro Lys Ala Asn Pro Tﬁr Val Thr Leu Phe Pro Pro Ser Ser Glu
115 120 125 '

Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu lle Ser Asp Phe
130 135 140

Tyr Pro Gly Ala Val Thr Va! Ala Trp Lys Ala Asp Gly Ser Pro Val
145 150 155 166

Lys Ala Gly Val Giu Thr Thr Lys Pro Ser Lys Gin Ser Asn Asn Lys
165 170 175

Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gin Trp Lys Ser
180 185 190

His Arg Ser Tyr Ser Cys Gin Yal Thr His Glu Gly Ser Thy Val Glu
195 200 205

Lys Thr Val Ala Pro Thr Glu Cys Ser
210 215
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21 72
211> 214
212> "PRT
<213> Artificial Sequence

<220>
<223> an artificially synthesized sequence

400> 72
Asp lle Gin Met Thr GIn Ser Pro Ser'Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Ser Ile Ala Asp Asp
20 25 30

© Leu Asn Trp Tyr Gin 6ln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Glu Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly
50 b5 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 1le Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys GlIn Gin Ser Asp Ser Thr Pro Tyr
85 90 95

Thr Phe Gly Gin Gly Thr Lys Val Glu ile Lys Arg Thr Val Ala Ala
100 105 110
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Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Giu GIn Leu Lys Ser Gly
116 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 | 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 160

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 ‘ 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gin Giy'Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

Q210> 713
Q1> 214
Q212> PRT
{213> Artificial Sequence

<2207
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223> an artificially synthesized seguence

<400> 73

Asp lle Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
i ) 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Ser lle Asp Ala Asp
20 25 30

Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Tyr Glu Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 ‘ 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro
65 70 5 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Asp Ser Thr Pro Tyr
85 90 95

Thr Phe Gly GIn Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125



160

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 180

Ata Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

210> 74

21 214

212> PRI

<213> Artificial Sequence

220>
<223> an artificially synthesized sequence

<400> 74

Asp lle Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15
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hsp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Ser lle Asp Asp Ala
20 25 30

Leu Asn Trp Tyr Gin GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Glu Ala Ser Ser Leu GIn Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Ser Leu Gin Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Asp Ser Thr Pro Tyr
85 80 85

Thr Phe Gly Gin Gly Thr Lys Val Gilu lle Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu GlIn Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160



Glu Ser VYal Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 115

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

Q210> 75

211> 214

212> PRT

213> Artificial Sequence

220>
223> an artificially synthesized sequence

400> 75
Asp ile Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr [le Thr Cys Arg Ala Ser Gin Ser I{e Ser Asp Asp
20 25 30
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leu Asn Trp Tyr Gln GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu 1le
35 40 45

Tyr Glu Ala Ser Ser Leu GlIn Ser Gly Yal Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Asp Ser Thr Pro.Tyr
' 85 30 85

Thr Phe Gly GIn Giy Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe [le Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175
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Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 180

Afa Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

Q10> 78

Q211> 383

212> PRT

213> Artificial Sequence

<2200
223> an artificially synthesized sequence

400> 76
Lys Lys Val Val Leu Giy Lys Lys Gly Asp Thr Val Giu Leu Thr Cys

1 5 ‘ 10 15

Thr Ala Ser Gin Lys Lys Ser lle Gln Phe His Trp Lys Asn Ser Asn
20 25 30

Gin Ile Lys Ile Leu Gly Asn Gin Gly Ser Phe Leuy Thr Lys Gly Pro
35 49 45

Ser Lys Leu Asn Asp Arg Ala Asp Ser Arg Arg Ser’Leu Trp Asp Gin
50 55 60
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Gly Asn Phe Pro Leu Ile Ile Lys Asn Leu Lys Ile Glu Asp Ser Asp
65 70 75 ‘ 80

Thr Tyr e Cys Glu Val Giu Asp Gin Lys Glu Giu Val Gln Leu Leu
85 90 95

Val Phe Giy Leu Thr Ala Asn Ser Asp Thr His Leu Leu Gln Gly Gln
100 105 110

Ser Leu Thr Leu Thr Leu Glu Ser Pro Pro Gly Ser Ser Pro Ser Val
115 120 125

Gin Cys Arg Ser Pro Arg Gly Lys Asn lle Gin Gly Gly Lys Thr Leu
130 135 140

'Ser'Vai Ser Gin Leu Glu-Leu Glin Asp Ser Gly Thr Trp Thr Cys Thr
145 150 155 160

Val Leu GIn Asn Gin Lys Lys Val Giu Phe Lys Ile Asp lle Val Vgl
165 170 175

Leu Ala Phe GIn Lys Ala Ser Ser lle Val Tyr Lys Lys Glu Gly Glu
180 185 190

GIn Val Glu Phe Ser Phe Pro Leu Ala Phe Thr Val Glu Lys Leu Thr
195 200 205
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Gly Ser Gly Glu Leu Trp Trp Gin Ala Glu Arg Ala Ser Ser Ser Lys
210 215 220

Ser Trp lle Thr Phe Asp Leu Lys Asn Lys Glu Val Ser Val Lys Arg
225 230 235 240

Val Thr Gin Asp Pro Lys Leu Gin Met Gly Lys Lys Leu Pro Leu His
245 250 255

Leu Thr Leu Pro @in Ala Leu Pro Gln Tyr Ala Gly Ser Gly Asn lLeu
260 265 270

Thr Leu Ala Leu Glu Ala Lys Thr Gly Lys Leu His Gin Glu Val Asn
215 280 285

Leu VYal Val Met Arg Ala Thr Gln Leu Gin Lys Asn Leu Thr Cys Glu
290 295 300

Val Trp Gly Pro Thr Ser Pro Lys Leu Met Leu Ser Leu Lys Leu Glu
305 310 315 320

Asn Lys Glu Ala Lys Val Ser Lys Arg Glu Lys Ala Val Trp Val Leu
325 330 335

Asn Pro Giu Ala Gly Met Trp Gin Cys Leu Leu Ser Asp Ser Giy Gin
340 345 350
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Val Leu Leu Glu Ser Asn !le Lys Val Leu Pro Thr Trp Glu Gln Lys
355 360 365

Leu Ile Ser Glu Glu Asp Leu Asp Tyr Lys Asp Asp Asp Asp Lys
370 375 380

WAL Y]
<211> 450
<212> PRT
213> Artificial Sequence

220>
<223> an artificially synthesized sequence

400> 77
Gin Val Gin Leu Gin GIn Ser Gly Pro Glu Val Val Lys Pro Gly Ala

1 5 10 -

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Val [le His Trp Val Arg Gln Lys Pro Gly Gin Gly Leu Asp Trp lle
35 40 45

Gly Tyr Ile Asn Pro Tyr Asn Asp Gly Thr Asp Tyr Asp Glu Lys Phe
50 55 60
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Lys Gly Lys Ala Thr Leu Thr Ser Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Lys Aép Asn Tyr Ala Thr Gly Ala Trp Phe Ala Tyr Trp
100 105 110

Gly Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro
115 120 125

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys-Ser Thr Ser Gly Gly Thr
130 135 140

Ala Ala Lau Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Vail Thr
145 150 155 160

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro
165 170 175

Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr
180 185 190

Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr lie Cys Asn Val Asn
185 200 205
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His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser
210 215 220

Cys Asp Lys Thr His Thr CGys Pro Pro Cys Pro Ala Pro Glu Leu Leu
225 230 235 240

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
245 - 250 255

Met ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser
260 265 270

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu
275 280 285

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr .
280 295 300

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn
305 310 315 320

Gly Lys Glu Tyr Lys Oys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro
325 330 335

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln
340 345 350
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Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val
355 360 365

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val
370 375 380

Glu Trp Glu Ser Asn Gly Gin Pro Giu Asn Asn Tyr Lys Thr Thr Pro
385 390 395 400

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr
405 410 415

Val Asp Lys Ser Arg Trp Gin &ln Gly Asn Val Phe Ser Cys Ser Val
: 420 425 430

Met His Giu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu
: 435 ,, 440 445

Ser Pro
450

210> 78
Ci> 219
212> PRT
<213> Artificial Sequence

<220>
<223> an artificially synthesized sequence



™

<400> 78

Asp lle Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
i 5 10 15

Giu Arg Va! Thr Het Asn Cys Lys Ser Ser Gin Ser Leu Leu Tyr Ser
20 25 30

Thr Asn Gin Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gln
35 40 45

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Sef Ser Val Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gln
85 90 95

Tyr Tyr Ser Tyr Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105 110

Arg Thr VYal Ala Ala Pro Ser Val Phe [le Phe Pro Pro Ser Asp Glu
115 120 125

Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe
130 135 140
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Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gln
145 150 155 160

Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser
165 170 175

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
180 185 180

Lys His Lys Val Tyr Ala Cys Glu Val Thr His GlIn Giy Leu Ser Ser
195 200 205

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215

210> 79

211> 448

<212> PRT

<213> Artificial Sequence

220>
(223> an artificially synthesized sequence

<400> 79

Glu Val Gln Leu Val Glu Ser Gly Gly Asp Leu Val Lys Pro Gly Gly
i 5 ‘ 10 15
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Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met Ser Trp Val Arg Gin Thr Pro Asp Lys Gly Leu Giu Trp Val
35 40 45

Ala Thr Ile Ser Ser Gly Gly Ser Tyr Thr Tyr Tyr Pro Asp Asn Val
50 - 55 - 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Ser Ser fLeu Lys Ser Glu Asp Thr Ala WMet Tvr Tyr Cys
85 80 85

Ala Arg His Glu Asp Gly Asn Trp Asn Tyr Phe Asp Tyr Trp Gly Gin
100 105 110

Gly Thr Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125

Phe Pro Leu Ata Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala
130 135 140

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
145 150 155 160
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Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
165 170 175

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro
180 ' 185 190

Ser Ser Ser Leu Gly Thr Gin Thr Tyr Ile Cys Asn Val Asn His Lys
195 - 200 205

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp
210 215 220

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
225 230 235 240

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
245 250 255

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu
260 265 270

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
275 280 285

Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg
290 235 ' 300
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Val Val Ser Val Leu Thr Val Leu His Gin
305 310

Giu Tyr Lys Cys Lys Val Ser Asn Lys Ala
325 330

Lys Thr 1le Ser Lys Ala Lys Gly Gin Pro
340 345

Thr Leu Pro Pro Ser Arg Asp Giu Leu Thr
355 360

Thr Cvs Leu Val Lys Gly Phe Tyr Pro Ser
370 375

Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr
385 390

Leu Asp Ser Asp Giy Ser Phe Phe Leu Tyr
405 410

Lys Ser Arg Trp Gin Gin Gly Asn Val Phe
420 425

Glu Ala Leu His Asn His Tyr Thr Gin Lys
435 440

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Trp Leu Asn Gly Lys
320

Pro Ala Pro Ile Glu
335

Giu Pro Gin Val Tyr
350

Asn Gin Val Ser Leu
365

Ile Ala Val Giu Trp
380

Thr Thr Pro Pro Val
400

Lys Leu Thr Val Asp
415

CGvs Ser Val Net His
430

Leu Ser Leu Ser Pro
445
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210> 80
Q211> 214
212> PRT
213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 80
Glu Thr Thr Val Thr Gin Ser Pro Ala Ser Leu Ser Val Ala lle Gly

1 5 10 15

Glu Lys Val Thr Ite Arg Cys lle Thr Ser Thr Asp lie Asp Asp Asp
20 25 30

Met Asn Trp Tyr Gin Gin Lys Pro Gly Glu Pro Pro Lys Phe Phe Ile
35 40 45

Ser Glu Gly Asn Thr Leu Arg Pro Gly Val Pro Ser Arg Phe Ser Ser
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Val Phe Thr lle Glu Asn Met Leu Ser
65 70 75 80

Glu Asp Val Ala Asp Tyr Tyr Cys Leu Glin Ser Asp Thr Leu Pro Leu
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu ile Lys Arg Thr Val Ala Ala
100 106 110
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Pro Ser Val Phe 1le Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Giu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Giy Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu GlIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His &In Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

210> 8t

211> 448

212> PRT

213> Artificial Sequence

<220>



178

223> an artificially synthesized sequence

<400> 81

Glu Val Gln Leu Val Glu Ser Gly Gly Asp Leu Val Lys Pro Gly Gly
1 5 10 15

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gliy Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met Ser Trp Val Arg Gin Thr‘Pro Asp Lys Gly Leu Glu Trp Val
35 40 45

Ala Thr lle Ser Ser Gly Gly Ser Tyr Thr Tyr Tyr Pro Asp Asn Val
50 - 55 . 80

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gin Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 80 95

Ala Arg His Glu Asp Gly Asn Trp Asn Tyr Phe Asp Tyr Trp Gly Gin
100 105 110

Gly Thr Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125
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Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala
130 135 140

Leu Gly Oys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser @ly VYal His Thr Phe Pro Ala Val
165 170 175

Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro
180 185 190

Ser Ser Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His Lys
195 200 205

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp
210 215 220

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
225 230 235 240

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle
245 250 255

Ser Arg Thr Pro Glu Val Thr Cys Yal Val Val Asp Val Ser His &lu
260 265 270



180

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
275 280 285

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg
280 295 300

Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys
305 310 315 ' 320

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu
325 330 335

Lys Thr lle Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln Val Tyr
340 345 350

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu
355 360 365

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
370 375 380

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 385 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415
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Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro
435 440 445

<210> 82
211> 214
212> PRY
213> Artificial Sequence

<220>
<223> an artificially synthesized sequence

<400> 82

Glu Thr Thr Val Thr Gin Ser Pro Ala Ser Leu Ser Val Ala lle Gly
1 5 10 15

Giu Lys Val Thr Ile Arg Cys Ile Thr Ser Thr Asp lle Asp Asp Asp
20 25 30

Met Asn Trp Tyr Gin GIn Lys Pro Gly Glu Pro Pro Lys Phe Phe lle
35 40 45

Ser Asn Gly Asn Thr Leu Arg Pro Gly Val Pro Ser Arg Phe Ser Ser
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Val Phe Thr Ile Glu Asn Met Leu Ser
65 70 75 80
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Glu Asp Val Ala Asp Tyr Tyr Cys Leu GIn Ser Asp Thr Leu Pro Leu
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu lle Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210
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210> 83

211> 464

212> PRT

213> Artificial Sequence

- <2205
<223> an artificially synthesized sequence

<400> 83
Gin Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Arg Pro Ser GIn

1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser lle Thr Ser Asp
20 25 30

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Arg Gly Leu Glu Trp
35 40 45

Ife Gly Tyr Ile Ser Tyr Ser Gly lle Thr Thr Tyr Asn Pro Ser Leu
50 55 60

Lys Ser Arg Val Thr Met Leu Arg Asp Thr Ser Lys Asn Gin Phe Ser
65 70 75 80

Leu Arg Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys
85 80 95



Ala Arg Ser Leu Ala Arg Thr
100

Ser Leu Val Thr Val Ser Ser
115

Pro Leu Ser Lsu Cys Ser Thr
130 135

Cys Leu Val Gin Gly Phe Phe
145 150

Ser Gluy Ser Gly Gin Gly Val
165

Asp Ala Ser Gly Asp Leu Tyr
180

Ala Thr Gin Cys Leu Ala Gly
195

Tyr Thr Asn Pro Ser Gin Asp
210 215

Thr Pro Pro Thr Pro Ser Pro
225 230

184

Thr Ala Met Asp Tyr Trp Gly Gln Gly
105 110

Ala Ser Pro Thr Ser Pro Lys Val Phe
120 125

Gin Pro Asp Gly Asn Val Val [le Ala
140

Pro GlIn Glu Pro Leu Ser Val Thr Trp
155 160

Thr Ala Arg Asn Phe Pro Pro Ser Gin
170 175

Thr Thr Ser Ser Gin Leu Thr Leu Pro
185 190

Lys Ser Val Thr Cys His Val Lys His
200 205

Val Thr Val Pro Cvys Pro Val Pro Ser
220

Ser Thr Pro Pro Thr Pro Ser Pro Ser
235 240
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Cys Cys His Pro Arg Leu Ser Leu His Arg Pro Ala Leu Giu Asp Leu
245 250 255

Leu Leu Gly Ser Giu Ala Asn Leu Thr Cys Thr Leu Thr Gly Leu Arg
260 265 270

Asp Ala Ser Giy Val Thr Phe Thr Trp Thr Pro Ser Ser Gly Lys Ser
275 280 285

Ala Val Gin Gly Pro Pro Glu Arg Asp Leu Cys Gly Cys Tyr Ser Val
290 295 300

Ser Ser Val Leu Pro Glv Cys Ala Glu Pro Trp Asn His Gly Lys Thr
305 310 315 320

Phe Thr Cys Thr Ala Ala Tyr Pro Glu Ser Lys Thr Pro Leu Thr Ala
325 330 335

Thr Leu Ser Lys Ser Gly Asn Thr Phe Arg Pro Glu Val His Leu Leu
340 345 350

Pro Pro Pro Ser Glu Glu Ley Ala Leu Asn Glu Leu Val Thr Leu Thr
355 360 365

Cys Leu Ala Arg Gly Phe Ser Pro Lys Asp Val Leu Val Arg Trp Leu
370 375 380
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Gin Gly Ser Gin Glu Leu Pro Arg Glu Lys Tyr Leu Thr Trp Ala Ser
385 390 385 400

Arg Gln Glu Pro Ser Gln Gly Thr Thr Thr Phe Ala Val Thr Ser Ile
405 410 415

Leu Arg Val Ala Afla Glu Asp Trp Lys Lys Gly Asp Thr Phe Ser Cys
420 425 430

Met Val Gly His Glu Ala Leu Pro Leu Ala Phe Thr Gin Lys Thr lle
435 440 445

Asp Arg Leu Ala Gly Lys Glu Gln Lys Leu [le Ser Giu Giu Asp Leu
450 455 460

210> 84
211> 450
<212> PRT
213> Artificial Sequence

<220 -
<223> an artificially synthesized sequence

<400> 84
Giu Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30
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Ala lle Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp-llet
35 40 45

Gly Gly Iie Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe
50 55 50

Gin Gly Arg Val Thr Iie Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 10 15 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 g5

Ala Arg Val Ala Pro Gly Asn Trp Gly Ser Pro Tyr Phe Asp Tyr Trp
100 105 110

Gly GIn Gly Thr Leu val Thr Val Ser Ser Ala Ser Thr lLys Gly Pro
115 120 125

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser &ly Gly Thr
130 135 140

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr
145 150 155 160

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro
165 170 175
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Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr
180 185 190

Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr Ile Cys Asn Val Asn
195 200 205

His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Giu Pro Lys Ser
210 215 220

Cys Asp Lys Thr His Thr Cys Pro Prd Cys Pro Ala Pro Giu Leu Leu
225 230 235 240

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
‘ 245 250 255

Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser
260 265 270

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu
275 280 285

Val His Asn Ala Lys Thr Lys Pro Arg Glu &lu Gin Tyr Asn Ser Thr
290 285 300

Tyr Arg Va] Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn
305 310 315 320
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Giy Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Afa Pro
325 330 335

Ife Glu Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gin
340 345 350

Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val
355 360 365

Ser Leu Thr Gys Leu Val Lys Gly Phe Tyr Pro Ser Asp ile Ala Val
370 375 ‘ 380

Gly Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro
385 390 395 400

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr
405 410 415

Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val
420 425 430

Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu
435 440 445

Ser Pro
450
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<210> 85

Q11> 214

<212> PRY

<213> Artificial Sequence

{2200
223> an artificially synthesized seguence

<400> 85

Asp Ile Gin Met Thr GlIn Ser Pro Ser Ser leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr [le Thr Cys Arg Ala Ser Gin Ser lle Giu Asp Asp
20 25 30

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Tyr Glu Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Giy Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cvs Gln Gin Arg Asp Ser Ser Pro Leu
85 80 95
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Thr Phe Gly Gin Gly Thr Lys Val 6lu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe [le Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Yal Thr Glu GlIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

Q210> 86
211> 451
212> PRY
213> Artificial Seguence
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220>
223> an artificially synthesized seguence

<400> 86

Gin Val Gin Leu Val GlIn Ser Gly Afa Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala lle Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 - 80

Met Glu Leu Ser Ser Leu Afg Ser Glu Asp Thr Ala VYal Tyr Tyr Gys
85 90 95

Ala Arg Pro Arg Trp Glu Thr Ala lle Ser Ser Asp Ala Phe Asp lle
100 105 110

Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly
115 120 125
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Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
130 135 140

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
145 150 155 160

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
165 170 175

Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
180 185 190

Thr Val Pro Ser Ser Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val
195 200 205

hsn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys
210 215 220

Ser Cys Asp Lys Thr His Thr Oys Pro Pro Cys Pro Ala Pro Glu Leu
225 230 235 . 240

Leu Gly Gly Pro Ser Val Phe lLeu Phe Pro Pro Lys Pro Lys Asp Thr
245 250 255

Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val
260 265 270
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Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val
275 280 285

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser
290 , 295 300

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu
305 310 315 320

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala
325 330 335

Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Giu Pro
340 345 350

Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin
355 360 365

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala
370 375 380

Val Glu Trp Giu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr
385 S 390 395 400

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu
405 410 418



195

Thr Val Asp Lys Ser Arg Trp GIn Gin Gly Asn Val Phe Ser Cys Ser
420 425 430

Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser
435 440 445

Leu Ser Pro
450

210> 87

211> 214

212> PRT

<213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 87
Asp Iie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr [le Thr Cys Arg Ala Ser Gin Ser lie Ser Asp Asp
‘ 20 25 30

Leu Asn Trp Tyr Gln Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45
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Tyr Glu Ala Ser Asn Leu Gln Ser Gly Val Pro Ser
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser
65 70 75

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin His Ser
85 90

Thr Phe Gly @In Gly Thr Lys Val Glu Ile Lys Arg
100 105

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
115 120

Thr Ala Ser Val Vai Oys Leu Leu Asn Asn Phe Tyr
130 135 140

Lys Yal GIn Trp Lys Val Asp Asn Ala Leu Gin Ser
145 150 155

Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr
165 170

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Giu Lys
180 ‘ 185

Arg Phe Ser Gly

Ser Leu Gin Pro
80

Ser Ser Pro Leu
95

Thr Val Ala Ala
110

leu Lys Ser Gly
125

Pro Arg Giu Ala

Gly Asn Ser Gin
160

Tyr Ser Leu Ser
175

His Lys Val Tyr
190
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Ala Cys Giu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 88
211> 448
<212> PRT
Q213> Artificial Sequence

220>
<223> an artificially synthesized sequence

<400> 88

Gin Val GIn Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gin Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ] 40 45

Gly Gly lle 1le Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe
50 55 60

Gin Gly Arg Val Thr [le Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80



Met Glu Leu Ser Ser Leu Arg Ser
85

Ala Arg Gly Asn Gly Asp Tyr Leu
100

Giy Thr Leu Val Thr Val Ser Ser
115 120

Phe Pro Leu Ala Pro Ser Ser Lys
130 135

Ley Gly Cys Leu Val Lys Asp Tyr
145 150

Trp Asn Ser Gly Ala Leu Thr Ser
165

Leu Gin Ser Ser Gly Leu Tyr Ser
180

Ser Ser Ser Leu Gly Thr Gin Thr
185 200

Pro Ser Asn Thr Lys Val Asp Lys
210 215

198

Glu Asp Thr
80

Glu Tyr Phe
105

Ala Ser Thr

Ser Thr Ser

Phe Pro Glu
155

Gly Val His
170

lLeu Ser Ser
185

Tyr lle Cys

Lys Val Glﬁ

Ala Val Tyr Tyr Cys
95

Gin His Trp Gly Gin
110

Lys Gly Pro Ser Vai
125

Gly Gly Thr Ala Ala
140

Pro Val Thr Val Ser
160

Thr Phe Pro Ala Val
175

Val Val Thr Val Pro
190

Asn Val Asn His Lys
205

Pro Lys Sar Cys Asp
220 ‘



Lys Thr His Thr Cys
225

Pro Ser Val Phe Leu
245

Ser Arg Thr Pro Glu
260

Asp Pro Glu Val Lys
275

Asn Ala Lys Thr Lys
290

Val Val Ser Val Leu
305

Glu Tyr Lys Cys Lys
325

Lys Thr lle Ser Lys
340

Thr Leu Pro Pro Ser
355

199

Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
230 235 240

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
250 | 255

Val Thr Cys Val Val Val Asp Val Ser His Glu
: 265 270

Phe Asn Trp Tyr Val Asp Gly Val Glu VYal His
280 285

Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg
295 300

Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys
310 315 320

Val Ser Asn Lys Ala Leu Pro Ala Pro [le Glu
330 335

Ala Lys Gly Gin Pro Arg Glu Pro Gln Val Tyr
345 350

Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu
360 365
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Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Giu Trp
370 375 380

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 305 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415

Lys Ser Arg Trp Gln Gin Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
435 440 445

210> 89

Qi 214

212> PRT

213> Artificial Seguence

<220>
223> an artificially synthesized sequence

<400> 89

~Asp Ile GlIn Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15



201

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Ser Ile Ser Asp Asp
20 25 30

Leu Ala Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu [le
35 40 ) 45

Tyr Giu Ala Ser Asn Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 : 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Ser Leu Gin Pro
65 ) 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Arg Asp Ser Ser Pro Leu
85 90 95

Thr Phe Gly &in Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 ‘ 135 140

Lys Val GIn Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 ‘ 160



202

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

210> 90

211> 452

212> PRT

213> Artificial Sequence

220>
<223> an artificially synthesized sequence

<400> 90

Gin Val Gin Leu Gin Gin Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr lie Leu Gly Gly Ser Ile Ser Gly His
20 25 30

Tyr Trp Ser Trp Ile Arg Gin Thr Pro Gly Lys Gly Leu Glu Trp lle
35 40 45



203

Gly Tyr lle Asp Tyr Ser Gly Ser Thr His Tyr Asn Pro Ser lLeu Lys
50 55 60

Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gin Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Met Tyr Tyr Cys Ala
85 90 95

Arg Asp Asn Trp Asp Phe Gly Ser Gly Ser Tyr Tyr Asn Trp Phe Asp
100 105 110

Pro Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys
115 120 125

Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly
130 135 . 140

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro
145 150 155 160

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr
165 170 175

Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val
180 185 190



204

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn
185 200 205

Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro
210 215 22G

Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu
225 230 235 240

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp
245 250 255

Thr Leu Met [le Ser Arg Thr Pro Glu Val Thr CGys Val Val Val Asp
260 265 270

"Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly
275 280 : 285

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn
250 295 300

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp
305 310 315 320

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lvs Ala Leu Pro
325 330 335



Ala Pro lle

Pro GlIn Val
355

Gin Val Ser
370

Ala Val Glu
385

Thr Pro Pro

teu Thr Val

Ser Val Met
435

Ser Leu Ser
450

<210> 91
Q211> 214

205

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu

340

345

350

Tyr Thr Leu Pro Pro Ser Arg Asp Giu Leu Thr Lys Asn

360

365

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle

375

380

Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr

390

395

400

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys

420

405

425

410

430

415

Asp Lys Ser Arg Trp GIn Gin Gly Asn Val Phe Ser Cys

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu

Pro

440

445



206

212> PRT
<213> Artificial Sequence

<220
223> an artificially synthesized sequence

<400> 91

Asp Ile Gin Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
i 5 10 15

Asp Arg Val Thr lle Thr Cys Arg Ala Ser Gin Ser Ile Glu Asp Asp
20 25 30

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu 1le
35 40 45

Tyr His Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 : 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr [ie Ser Ser Leu Gin Pro
65 70 ' 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Asp Asn Ser Pro Leu
85 90 95

Thr Phe Gly Gin Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
100 105 110



207

Pro Ser Val Phe [le Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 - 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 149

Lys_?ai Gin Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gin
145 150 155 ' 160

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 ' 200 205

Phe Asn Arg Gly Glu Cys
210

Q10> 92

211> 451

212> PRT

213> Artificial Sequence

{2200
<223> an artificially synthesized seguence



208

<400> 92

Gin Val GIn Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 - 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Giy Thr Phe Ser Ser Tyr
.20 25 30

Ala Tle Ser Trp Val Arg Gln Ala Pro Gly G!n‘Gly Leu Glu Trp Met
35 40 45

Gly Gly lie 1le Pro lie Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe
50 55 60

Gin Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Afa Arg Pro Arg Trp Glu Thr Ala [le Ser Ser Asp Ala Phe Asp lle
100 105 110

Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly
115 120 125

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
130 135 140



209

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
145 150 155 160

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
165 170 1715

Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
180 185 180

Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr Ile Cys Asn Val
195 200 205

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys
210 215 220

Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu
225 230 235 240

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
245 250 255

Leu Met lle Ser Arg Thr Pro Giu Yal Thr Cys Val Val Val Asp Val
260 265 270

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Vali
275 280 285



210

Giu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser
290 295 300

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu
305 310 315 320

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala
325 330 335

Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro
340 345 350

Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin
' 355 360 365

| Vaf Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
370 375 380

Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr
385 390 395 400

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys feu
405 410 415

Thr Val Asp Lys Ser Arg Trp GIn Gin Gly Asn Val Phe Ser Cys Ser
420 425 430



211

Val Met His Giu Ala Leu His Irp His Tyr Thr Gin Lys Ser Leu Ser
435 440 445

Leu Ser Pro
450

210> 93

<211> 545

<212> PRT

<213> Artificial Sequence

{2200
<223> an artificially synthesized sequence

<400> 93
Gin Pro Pro Pro Pro Pro Pro Asp Ala Thr Cys His Gin Val Arg Ser

1 5 10 15

Phe Phe Gin Arg Leu GIn Pro Gly Leu Lys Trp Val Pro Glu Thr Pro
20 25 30

Val Pro Gly Ser Asp Leu Gin Val Cys Leu Pro Lys Gly Pro Thr Cys
35 40 45

Oys Ser Arg Lys Met Glu Glu Lys Tyr Gln Leu Thr Ala Arg Leu Asn
50 55 60



212

Met Glu GIn Leu Leu GIn Ser Ala Ser Met Glu Leu Lys Phe Leu Ile
65 70 ' 75 80

fle Gin Asn Ala Ala Val Phe Gin Gfu Ala Phe Giu Iie Val Val Arg
85 80 85

His Ala Lys Asn Tyr Thr Asn Ala Wet Phe Lys Asn Asn Tyr Pro Ser
100 105 110

Leu Thr Pro Gin Ala Phe Glu Phe Val Gly Glu Phe Phe Thr Asp Val
115 120 ' 125

Ser Leu Tyr [le Leu Gly Ser Asp Ile Asn Val Asp Asp Met Val Asn
130 135 140

Glu Leu Phe Asp Ser Leu Phe Pro Val lle Tyr Thr Gin Leu Met Asn

145 150 155 160

Pro Gly Leu Pro Asp Ser Ala Leu Asp lle Asn Glu Cys Leu Arg Gly
165 170 175

Afa Arg Arg Asp Leu Lys Val Phe Gly Asn Phe Pro Lys Leu [le Met
180 185 190

Thr Gin Val Ser Lys Ser Leu Glin Val Thr Arg Ile Phe Leu Gln Ala
195 200 205



213

Leu Asn Leu Gly Ile Glu Val Ile Asn Thr Thr Asp His Leu Lys Phe
210 215 220

Ser Lys Asp Cys Gly Arg Met Leu Thr Arg Met Trp Tyr Cys Ser Tyr
225 230 235 240

Cys Gln Gly Leu Met Met Val Lys Pro Cys Gly Gly Tyr Cys Asn Val
245 250 955

Val Met Gin Gly Cys Met Ala Gly Val Val Glu Iie Asp Lys Tyr Trp
260 265 270

Arg Glu Tyr Ile Leu Ser Leu Glu Glu Leu Val Asn Gly Wet Tyr Arg
275 280 . 285

Ile Tyr Asp Met Glu Asn Val Leu Leu Giy Leu Phe Ser Thr lie His
290 295 300

Asp Ser lle GIn Tyr Val Gin Lys Ash Ala Gly Lys Leu Thr Thr Thr
305 310 315 320

Iie Gly Lys Leu Oys Ala His Ser Gin GIn Arg Gln Tyr Arg Ser Ala
325 330 335

Tyr Tyr Pro Glu Asp Leu Phe Ile Asp Lys Lys Val Leu Lys Val Ala
340 345 - 350



214

His Val Glu His Glu Glu Thr Leu Ser Ser Arg Arg Arg Glu Leu lle
355 360 365

Gin Lys Leu Lys Ser Phe Ile Ser Phe Tyr Ser Ala Leu Pro Gly Tyr
370 375 380

Ite Cys Ser His Ser Pro Val Ala Glu Asn Asp Thr Leu Cys Trp Asn
385 360 395 400

Gly Gin Glu Leu Val Glu Arg Tyr Ser Gin Lys Ala Ala Arg Asn Gly
405 410 - 415

Met Lvs Asn Gin Phe Asn Leu His Glu Leu Lys Met Lys Gly Pro Glu
420 425 430

Pro Val Val Ser Gin Ile Ile Asp Lys Leu Lys His Ile Asn GIn Leu
435 ‘ 440 A L 445

Leu Arg Thr Met Ser Met Pro Lys Gly Arg Val Leu Asp Lys Asn Leu
450 455 460

Asp Glu Glu Gly Phe Glu Ala Gly Asp Cys Gly Asp Asp Glu Asp Glu
465 470 475 480

Cys Ite Gly Gly Ala Gly Asp Gly Met Ile Lys Val Lys Asn Gin Leu
485 490 495



215

Arg Phe Leu Ala Glu Leu Ala Tyr Asp Leu Asp Val Asp Asp Ala Pro
500 505 510

Gly Asn Ser Gin Gin Ala Thr Pro Lys Asp Asn Glu Ile Ser Thr Phe
515 520 525

His Asn Leu Gly Asn Val His Ser Pro Leu Lys His His His His His
530 535 540

His
545

210> 94
Q211> 443
<212> PRT
213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 94
Glu Val Gin Leu Val Giu Thr Gly Gly Gly Val Val Gin Pro Gly Arg

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Wet His Trp Val Arg GlIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45



216

Ala Val lle Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr [le Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Ala Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr
100 105 110

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Afa Pro
115 120 125

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val
130 135 140

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala
145 150 155 160

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly
165 170 175

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly
180 185 190



217

Thr Gin Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys
195 200 205

Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys
210 : 215 220

Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu
225 230 235 : 240

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu
245 250 255

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys
260 265 270

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
275 280 285

Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val Yal Ser Val Leu
290 . 295 300

Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320

Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys
325 330 335



218

Ala Lys Giy Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser
340 345 350

Arg Asp Giu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin
370 375 380

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin
405 410 415

GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro
435 4490

210> 95

Q1> 214

212> PRT

213> Artificial Sequence

<2207
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<223> an artificially synthesized sequence
<400> 95
Asp Ile Gin Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 . 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Ser Ile Glu Asp Asp
20 .. 25 30

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Tyr Glu Ala Ser Asn Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 80

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro
65 70 _ 75 80

Glu‘Asp Phe Ala Thr Tyr Tyr Cys Gin Gin His Asp Ser Tyr Pro Leu
85 90 95

Thr Phe Gly Gin Gly Thr Lys Val Glu lle Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe [le Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125



220

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Glin Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Lsu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Gluy Val Thr His 6ln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Oys
210

210> 96
211> 459
<212> PRT
<213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 96

Gin Yal Gin Leu Val Gin Ser Gly Gly Giy Val Val Gin Pro Giy Arg
1 5 10 15



22

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ata Yal lle Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr [le Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Pro Ala Gly Arg His Tyr Tyr Asp Ser Ser Gly Tyr Tyr
100 105 110

Asp Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gin Gly Thr Met Val Thr
115 120 ‘ 125

Vai Ser Ser Ala Ser Thr Lys Giy Pro Ser Va! Phe Pro Leu Ala Pro
130 135 140

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val
145 150 155 160



222

Lys Asp Tyr Phe Pro Giu Pro Vai Thr Val Ser Trp Asn Ser Gly Ala
165 170 175

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly
180 185 190

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly
195 200 205

Thr Gin Thr Tyr Iie Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys
210 215 220

Val Asp Lys Lys Val Gfu Pro Lys Ser CGys Asp Lys Thr His Thr Cys
225 ' 230 235 240

Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu
245 250 255

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu
260 265 270

Val Thr Cys Val Val Val Asp Val Ser His Gilu Asp Pro Glu Val Lys
275 280 285

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
290 295 300



223

Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu
305 310 315 320

Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
325 330 335

Val Ser Asn Lvs Ala Leu Pro Ala Pro Ile Glu Lys Thr 1le Ser Lys
340 345 350

Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser
355 360 365

Arg Asp Glu LeulThr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys
370 375 380

Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp @lu Ser Asn Gly Gin
385 380 395 400

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
405 410 415

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin
420 425 430

Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
435 440 445



224

His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro
450 455

210> 97

Q11> 214

<212> PRT

213> Artificial Sequence

{2200
223> an artificially synthesized sequence

400> 97
Asp lle Gln Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

i oo 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Ser Ile Ser Asp Asp
20 25 30

Leu Asn Trp Tyr GlIn Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lle
35 40 45

Tyr Glu Ala Ser Asn Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro
65 70 75 80



225

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gin Tyr Asn Ser Leu Pro Leu
85 90 95

Thr Phe Gly Gin Gly Thr Lys Val Glu lle Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser'Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210



226

<210> 98
211> 451
212> PRT
<213> Artificial Sequence

220>
<223> an artificially synthesized sequence

<400> 98

GIn Val Gin Leu VYal Glu Thr Gly Gly Gly Leu Val Gin Pro &ly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Giy Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 80

Lys Gly Arg Phe Thr lle Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Oys
85 90 95

Ala Lys Asp Arg Thr Pro Tyr Asp Phe Trp Ser Gly Tyr Leu Asp Tyr
100 105 110



221

Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
115 ‘ 120 125

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
130 135 140

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
145 150 155 160

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
165 170 175

Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu-Ser Ser Val Vai
180 185 180

Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr ile Cys Asn Val
195 200 205

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys
210 215 220

Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu
225 230 235 240

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
245 250 255



228

Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val
- 260 265 270

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val
275 280 285

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser
290 295 300

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu
305 310 315 320

Asn Giy Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala
325 330 ' 335

Pro Ile Giu Lys Thr 1le Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
340 345 350

Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln
355 360 365

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala
370 375 380

Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr
385 390 395 400



228

Pro Pro VYal Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu
405 410 415

Thr Val Asp Lys Ser Arg Trp Gin Gln Gly Asn Val Phe Ser Cys Ser
420 425 430

Val Met His Glu Ala Leu His Asn His Tyr Thr GlIn Lys Ser Leu Ser
435 440 445

Leu Ser Pro
450

<210> 99

Q211> 214

<212> PRT

213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 99
Asp Ile Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 9 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Ser Ile Glu Asp Asp
20 25 30



230

Leu Ala Trp Tyr GIn GlIn Lys Pro Gly Lys Ala Pro Lys Leu Leu [le
35 40 45

Tyr Giu Ala Ser Asnh Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gin Arg Asp Ser Ser Pro Leu
85 90 85

Tht Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe 1le Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 : 140

Lvs Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu GlIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175



231

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ata Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

210> 100
Q11> 451
<212> PRY
213> Artificial Sequence

220>
<223> an artificially synthesized sequence

<400> 100

Gin Val GIn Leu Val Gin Ser Giy Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 _ 25 30

Gly Tle Ser Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 45

Gly Trp tle Ser Ala Tyr Asn Giy Asn Thr Asn Tyr Ala Gin Lys Leu
50 55 60



232

Gin Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 80 95

Ala Arg Asp Ser Pro Leu Leu Trp Phe Gly Glu Pro Phe Phe Asp Tyr
100 105 110

Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
115 120 125

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
130 135 140

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
145 150 155 160

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
165 170 175

Pro Ala Val Leu Gin Ser Ser Gly Leau Tyr Ser Leu Ser Ser Val Val
180 185 190

Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lle Cys Asn Val
195 200 205



233

Asn His Lys Pro Ser Asn Thr Lys Val Aép Lys Lys Val Giu Pro Lys .
210 ' 215 220

Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu
225 230 235 240

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
245 250 255

Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val
260 265 270

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val
275 280 285

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser
280 295 300

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
305 310 315 320

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala
325 330 335

Pro Ile Glu Lys Thr Iie Ser Lys Ala Lys Gly Gin Pro Arg Giu Pro
‘ 340 345 350



234

Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin
355 360 365

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala
370 375 380

Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr
385 390 3985 400

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys lLeu
405 410 415

Thr Val Asp Lys Ser Arg Trp Gin GIn Gly Asn Val Phe Ser Cys Ser
420 425 » 430

Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser
435 440 445

Leu Ser Pro
450

210> 101
Q11> 214
212> PRT
213> Artificial Sequence

<220>



235

(223> an artificially synthesized sequence

400> 101
Asp lle Gin Met Thr Gin Ser
1 5

Asp Arg Val Thr Ile Thr Cys
20

Leu Ala Trp Tyr Gin GlIn Lys
35

Tyr His Ala Ser Thr Leu Gin
50 55

Ser Gly Ser Gly Thr Asp Phe
65 10

Giu Asp Phe Ala Thr Tyr Tyr
85

Thr Phe Giy Gin Gly Thr Lys
100

Pro Ser Val Phe Ile Phe Pro
115

Pro Ser Ser Leu Ser Ala Ser Val Gly
10 15

Arg Ala Ser Gin Ser Ile Glu Asp Asp
25 30

Pro Gly Lys Ala Pro Lys Leu Leu lle
40 45

Ser Gly Val Pro Ser Arg Phe Ser Gly
60

Thr Leu Thr lle Ser Ser Leu Gln Pro
75 80

Cys Gln Gin Ser Asp Ser Tyr Pro Leu-
90 85

Val Glu Ile Lys Arg Thr Val Ala Ala
105 110

Pro Ser Asp Glu GIn Leu Lys Ser Gly
120 125



236

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 146

Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser Gin
145 150 155 160

Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

210> 102
211> 443
212> PRT
213> Artificial Seguence

220>
223> an artificially synthesized sequence

<400> 102

Gin Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15



237

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 , 25 30

Glu Met His Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 45

Gly Ala Leu Asp Pro Lys Thr Gly Asp Thr Ala Tyr Ser Gin Lys Phe
50 55 60

Lys Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

 Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 80 95

Thr Arg Phe Tyr Ser Tyr Thr Tyr Trp Gly Gin Gly Thr Leu Val Thr
100 105 110

Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro
115 120 125

Ser Ser Lys Ser Thr Ser Giy Gly Thr Ala Ala Leu Gly Cys Leu Val
130 135 140

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala
145 150 155 160



238

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly
165 170 175

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly
180 185 190

Thr Gin Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys
195 200 205

Val Asp Lys Lys Val Glu Pro Lys Ser Oys Asp Lys Thr His Thr Cys
210 215 220

Pro Pro Cys Pro Ala Pro Glu Leu Leu Gy Gly Pro Ser Val Phe Leu
225 230 235 240

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu
245 250 255

© Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Giu Val Lys
260 265 276

Phe Asn Trp Tyr Val Asp Gly Vai Glu Val His Asn Ala Lys Thr Lys
275 280 285

Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Lsu
290 295 300




239

Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320

Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu Lys Thr Ile Ser Lys
325 330 335

Atz Lys Gly Gin Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser
340 345 350

Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln
370 375 380

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin
405 410 415

GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro
435 440



240

210> 103
Q211> 219
212> PRT
213> Artificial Sequence

220>
<223> an artificially synthesized sequence

C400> 103
Asp Val Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly

1 5 10 15

Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser GIn Ser Leu Val His Ser
20 25 30

Asn Arg Asn Thr Tyr Leu His Trp Tyr Leu Gln Lys Pro Gly Gin Ser
35 40 _ 45

Pro Gin Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lle
65 70 75 80

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ser Gln Asn
85 80 ' 95
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Thr His Val Pro Pro Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys
100 105 110

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu
115 120 125

GIn Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe
130 135 140

Tyr Pro Arg Glu Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu Gin
145 150 . 155 160

Ser Gly Asn Ser GIn Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser
165 170 175

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Giu
180 185 190

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser
195 200 205

Pro Val Thr Lys Ser Phe Asn Arg Gly Giu Qys
210 215

210> 104
<Z11> 567
<212> PRY
<218> Artificial Seguence
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<220>
<223> an artificially synthesized seguence

<400> 104

Gin Val Gin Leu Gln Glu Ser Gly Pro Gly Leu Val Arg Pro Ser Gin
1 _ 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser I[le Thr Ser Asp
20 25 30

His Ala Trp Ser Trp Val Arg Gin Pro Pro Gly Arg Gly Leu Glu Trp
35 40 45

Ile Gly Tyr [le Ser Tyr Ser Gly Ile Thr Thr Tyr Asn Pro Ser Leu
50 55 60

Lys Ser Arg Val Thr Met Leu Arg Asp Thr Ser Lys Asn GIn Phe Ser
65 70 75 80

Leu Arg Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Leu Ala Arg Thr Thr Ala Met Asp Tyr Trp Gly Gin Gly
100 105 110

Ser Leu Val Thr Val Ser Ser Ala Ser Thr Gin Ser Pro Ser Val Phe
115 120 125



Pro Leu Thr Arg
130

Thr Leu Gly Cys
145

Thr Trp Asp Thr

Thr Thr Leu Thr
180

Val Ser Gly Ala
195

Thr Pro Ser Ser
210

Ser Arg Asp Phe
225

Asp Gly Gly Gly

Ser Gly Tyr Thr
260

243

Cys Oys Lys Asn Ile Pro Ser Asn Ala Thr Ser Vai

135

140

Leu Ala Thr Gly Tyr Phe Pro Glu Pro Val Met Val

150

158

160

Gly Ser Leu Asn 8ly Thr Thr Met Thr Leu Pro Ala

165

170

175

Leu Ser Gly His Tyr Ala Thr Ile Ser Leu Leu Thr

185

190

Trp Ala Lys GIn Met Phe Thr Cys Arg Val Ala His

200

205

Thr Asp Trp Val Asp Asn Lys Thr Phe Ser Val Cys

215

220

Thr Pro Pro Thr Val Lys lle Leu Gln Ser Ser Cys

230

235

240

His Phe Pro Pro Thr lle Gin Leu'Leu Cys Leu Val

245

260

255

Pro Gly Thr Iie Asn Ile Thr Trp Leu Glu Asp Giy

265

210
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Gin Val Met Asp Val Asp Leu Ser Thr Ala Ser Thr Thr Gin Glu Gly
275 280 285

Glu Leu Ala Ser Thr Gln Ser Glu Leu Thr Leu Ser Gin Lys His Trp
290 295 . ' 300

Leu Ser Asp Arg Thr Tyr Thr Cys Gin Val Thr Tyr Gin Gly His Thr
305 310 315 : 320

Phe Glu Asp Ser Thr Lys Lys Cys Ala Asp Ser Asn Pro Arg Gly Val
325 330 335

Ser Ala Tyr Leu Ser Arg Pro Ser Pro Phe Asp Leu Phe Ile Arg Lys
340 345 350

Ser Pro Thr Ile Thr Cys Leu Val Val Asp Leu Ala Pro Ser Lys Gly
355 360 365

Thr Val Asn Lsu Thr Trp Ser Arg Ala Ser Gly Lys Pro Val Asn His
370 375 380

Ser Thr Arg Lys Glu Glu Lys Gin Arg Asn Gly Thr Leu Thr Val Thr
385 390 395 400

Ser Thr Leu Pro Val Gly Thr Arg Asp Trp lle Glu Gly Glu Thr Tyr
405 410 415
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Gln Cys Arg Yal Thr His Pro His Leu Pro Arg Ala Leu Net Arg Ser
420 425 430

Thr Thr Lys Thr Ser Gly Pro Arg Ala Ala Pro Glu Val Tyr Ala Phe
435 440 445

Ala Thr Pro Glu Trp Pro Gly Ser Arg Asp Lys Arg Thr Leu Ala Cys
450 455 460

beu [ie GIn Asn Phe WMet Pro Glu Asp lle Ser Val Gin Trp Leu His
465 470 475 480

Asn Glu Val Gin Leu Pro Asp Ala Arg His Ser Thr Thr Gln Pro Arg
485 490 495

Lys Thr Lys Gly Ser Gly Phe Phe Val Phe Ser Arg Leu Glu Val Thr
500 505 510

Arg Ala Glu Trp Glu Gin Lys Asp Glu Phe lle Cys Arg Ala Val His
515 520 525

Glu Ala Ala Ser Pro Ser Gin Thr Val Gin Arg Ala Val Ser Val Asn
530 535 : 540

Pro Gly Lys Gly Gly Gly Gly Ser Gly Leu Asn Asp [le Phe Glu Ala
545 550 555 560
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Gin Lys Ile Glu Trp His Glu
565

<210> 105
211> 438
212> PRT
<213> Artificial Sequence

{2207
223> an artificially synthesized sequence

<400> 105

Gin Ser Leu Glu Glu Ser Gly Gly Asp Leu Val Lys Pro Gly Gly Thr
1 5 10 15

Leu Thr Leu Thr Cys Thr Ala Ser Gly Tyr Asp Phe Ser Ser Ala Tyr
20 25 30

Asp Met Cys Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Ala Cys lle Tyr Thr Gly Asp Gly Val Thr Tyr Tyr Ala Ser Trp Ala
50 55 60

Lys Giy Arg Phe Thr lle Ser Lys Thr Ser Ser Thr Thr Vai Thr Leu
65 70 75 80
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Gln Met Thr Ser Leu Thr Ala Ala Asp Thr Ala Thr Tyr Phe Cys Ala
85 90 95

Arg Gly Gly Asp Tyr Tyr Asp Leu Trp Gly Pro Gly Thr Leu Val Thr
100 105 110

Val Ser Ser Giy GlIn Pro Lys Ala Pro Ser Val Phe Pro Leu Ala Pro
115 120 125

Cys Cys Gly Asp Thr Pro Ser Ser Thr Val Thr Leu Gly Cys Leu Val
130 135 140

Lys Gly Tyr Leu Pro Glu Pro Val Thr Val Thr Trp Asn Ser Gly Thr
145 150 155 160

Leu Thr Asn Gly VYal Arg Thr Phe Pro Ser Val Arg Gin Ser Ser Gly
165 170 175

Leu Tyr Ser Leu Ser Ser Val VYal Ser Val Thr Ser Ser Ser Gin Pro
180 185 190

Val Thr Cys Asn Val Ala His Pro Ala Thr Asn Thr Lys Val Asp Lys
185 200 205

Thr Val Ala Pro Ser Thr Cys Ser Lys Pro Met Cys Pro Pro Pro Glu
210 215 220
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Leu Leu Gly Gly Pro Ser Val Phe Ile Phe Pro Pro Lys Pro Lys Asp
225 230 235 240

Thr Leu Met [ie Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp
245 250 255

Val Ser GIn Asp Asp Pro Glu Val Gin Phe Thr Trp Tyr Ile Asn Asn .
260 265 270

Giu Gin Val Arg Thr Ala Arg Pro Pro Leu Arg Glu Gin Gln Phe Asn
275 280 285

Ser Thr lle Arg Val Val Ser Thr Leu Pro Ile Ala His Gln Asp Trp
290 295 300 '

Leu Arg Gly Lys Glu Phe Lys Cys Lys Val His Asn Lys Ala Leu Pro
305 310 315 320

Ala Pro Ile Glu Lys Thr lle Ser Lys Ala Arg Gly Gin Pro Leu Glu
25 330 335

Pro Lys Val Tyr Thr Met Gly Pro Pro Arg Glu Glu Leu Ser Ser Arg
340 345 350

Ser Val Ser Leu Thr Cys Met Ile Asn Gly Phe Tyr Pro Ser Asp lle
355 360 365
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Ser Val Glu Trp Glu Lys Asn Gly Lys Ala Giu Asp Asn Tyr Lys Thr
370 375 380

Thr Pro Thr VaE'Leu Asp Ser Asp Gly Ser Tyr Phe Leu Tyr Ser Lys
385 390 - 395 400

Leu Ser Val Pro Thr Ser Giu Trp Gin Arg Gly Asp Val Phe Thr Cys
405 410 415

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Ile
420 425 430

Ser Arg Ser Pro Gly Lys
435

210> 108
211> 215
212> PRT
213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 106
Ala tle Val Met Thr Gin Thr Pro Ser Ser Lys Ser Val Pro Val Gly

1 5 10 15

ksp Thr Val Thr Iie Asn Cys Gin Ala Ser Glu Ser Val Tyr Ser Asn
20 25 30
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Tyr Leu Ala Trp Phe Gin Gin Lys Pro Gly GIn Pro Pro Lys Arg Leu
35 40 45

Ile Tyr Gly Ala Ser Thr Leu Asp Ser Gly Val Ser Ser Arg Phe Lys
50 55 60 .

Gly Ser Gly Ser Gly Thr Gin Phe Thr Leu Thr Ile Asn Asp Val Gin
85 70 75 ' 80

Cys Asp Asp Ala Ala Thr Tyr Tyr Cys Ala Gly Tyr Lys Ser Asp Asn
85 90 95

Thr Asp Gly [le Ala Phe Gly Gly Gly Thr Glu Val Val Val Lys Gly -
100 105 110

Asp Pro Val Ala Pro Thr Val Leu [le Phe Pro Pro AlaVAié Asp Gln
115 120 125

Val Ala Thr Gly Thr Val Thr Ile Val Cys Val Ala Asn Lys Tyr Phe
130 135 140

Pro Asp Val Thr Val Thr Trp Glu Val Asp Gly Thr Thr Gin Thr Thr
145 150 155 160

Gly Tle Glu Asn Ser Lys Thr Pro Gin Asn Ser Ala Asp Cys Thr Tyr
165 170 175
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Asn Leu Ser Ser Thr Leu Thr Leu Thr Ser Thr Gin Tyr Asn Ser His
180 185 190

Lys Glu Tyr Thr Cys Lys Val Thr GIn Gly Thr Thr Ser Val Val GIn
195 200 205

Ser Phe Asn Arg Gly Asp Oys
210 215

210> 107
Q11> 448
<212> PRT
213> Artificial Sequence

220>
223> an artificially synthesized sequence

<400> 107
Gin Ser Val Glu Glu Ser Gly Giy Arg Leu Val Thr Pro Gly Thr Pro

1 5 10 15

Leu Thr Leu Thr Cys Thr Val Ser Gly Phe Ser Leu Ser Ser Tyr Asp
20 25 30

Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Ile Gly
35 40 45
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Asp Ile Asp Thr Thr Thr Gly Thr Thr Ile Tyr

50

55

Ala Thr Trp Ala Lys

- 60

Gly Arg Phe Thr Ile Ser Lys Thr Ser Thr Thr

65

Thr Ser Pro Thr

70

75

Thr Glu Asp Thr Ala Thr Tyr

85

90

Ala Gly Gly Thr Gly Tyr Cys Glu Asp Gly Leu

100

105

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr

116

120

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser

130

135

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu

145

150

155

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His

165

170

Let Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser

180

185

Val Asp Leu Lys lle
80

Phe Cys Ala Arg Cys
95

Asp Pro Trp Gly Pro
110

Lys Gly Pro Ser Yal
125

Gly Gly Thr Ala Ala
140

Pro Val Thr Val Ser
160

Thr Phe Pro Ala Val
175

Val Val Thr Val Pro
190



Ser Ser Ser Leu Gly
195

Pro Ser Asn Thr Lys
210

Lys Thr His Thr Cys
225

Pro Ser Val Phe Lsu
245

Ser Arg Thr Pro Glu
260

Asp Pro Glu Val Lys
275

Asn Ala Lys Thr Lys
290

Val Val Ser Val Leu
305

Glu Tyr Lys Cys Lys
325

253

Thr Gin Thr Tyr lle Cys Asn Val Asn His Lys
200 205

Val Asp Lys Lys Val Glu Pro Lys Ser Oys Asp
215 220

Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
230 5 235 240

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle
250 255

Val Thr Cys Val Val Val Asp Val Ser His Glu
265 270

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
280 285

Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg
295 300

Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
310 315 320

Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu
330 335
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Lys Thr lle Ser Lys Ala Lys Gly GIn Pro Arg Giu Pro Gin Val Tyr
340 345 350 :

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gin Val Ser Leu
355 360 365

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
370 375 380

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415

Lys Ser Arg Trp Gin GIn Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 | 430

Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
435 440 445

210> 108
Q211> 217
212> PRT
213> Artificial Sequence

{2206>
© 223> an artificially synthesized sequence
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<4060> 108

Ala Phe Asp Met Thr Gln Thr Pro Ala Ser Val Glu Val Ala Val Gly
1 5 10 15

Gly Thr Val Thr Ile Asn Cys Gin Ala Ser GlIn Ser lle Gly Ser Tyr
20 25 30

Leu Thr Trp Tyr Gin GIn Lys Pro Gly Gin Pro Pro Lys Leu Leu lle
35 - 40 45

Tyr Arg Ala Ser Thr Leu Ala Ser Gly Val Ser Ser Arg Phe Lys Gly
50 55 60

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lie Ser Asp Leu Glu Cys
65 70 75 80

Ata Asp Ala Ala Thr Tyr Tyr COys Gin Gin Asp Tyr Ser Gly Ser Asn
85 80 95

Val Asp Asn Ile Phe Gly Gly Gly Thr Glu Val Val Val Lys Arg Thr
100 105 110

Val Ala Ala Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu Gin Leu
115 120 125

Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro
130 135 140
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Arg Glu Ala Lys Va%hﬁln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly
145 150 155 160

Asn Ser Gin Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Ty?
165 170 175

Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lvs His
180 185 190

Lvs Val Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Vai
195 200 205

Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215

<210> 109
<211> 448
212> PRY
<213> Artificial Sequence

<2200
£223> an artificially synthesized sequence

<400> 109

Gin Ser Val Glu Glu Ser Gly Gly Arg Lsu Val Thr Pro Gly Thr Pro
1 5 10 . 15
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Leu Thr Leu Thr Cys Thr Val Ser Gly Phe Ser Leu Ser Ser Tyr Asp
20 25 30

Met Ser Trp Val Arg Glin Ala Pro Gly Lys Gly Leu Glu Trp lle Gly
35 40 45

Asp lle Asp Thr Ala Ser Gly Thr Thr Ile Tyr Ala Ser Trp Ala Lys
50 55 60

Gly Arg Phe Thr Ile Ser Lys Thr Ser Thr Thr Val Asp Leu Lys Ile
65 70 75 80

Thr Ser Pro Thr Thr Giu Asp Thr Ala Thr Tyr Phe Cys Ala Arg Cys
85 90 95

Ata Gly Ser Ser Gly Tyr Cys Glu Asn Gly Leu Asp Pro Trp Gly Pro
100 105 | 110

Gly Thr Leu Vail Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala
130 135 140

Leu Gly CYS Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
145 150 155 160
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Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
165 170 175

Leu GlIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro
180 185 190

Ser Ser Ser Leu Gly Thr Gin Thr Tyr lle Cys Asn Val Asn His Lys
195 200 205

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp
210 215 220

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
225 230 235 240

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
245 250 255

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu
260 265 270

Asp Pro Glu Vat Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
275 280 285

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg
290 295 300
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Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys
305 310 , 315 320

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro [le Glu
325 330 335

Lvs Thr lle Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr
340 345 350

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn GlIn Val Ser Leu
355 360 365

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Gilu Trp
370 375 380 :

Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 A 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415

Lvs Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Giu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro
435 440 445
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210> 110
Q> 217
212> PRT
Q13> Artificial Sequence

220>
223> an artificially synthesized sequence

400> 110
Ala lle Glu Met Thr GIn Thr Pro Phe Ser Val Ser Ala Thr Val Gly

1 5 10 : 15

Gly Thr Val Thr 1le Asn Cys Gin Ala Ser Gin Asn Ile Asn Asp Tyr
20 25 30

Leu Ser Trp Tyr Gln Gin Lys Pro Gly Gin Pro Pro Lys Leu Leu Ile
35 40 45

Tyr Lys Ala Ser Thr Leu Ala Ser Gly Val Ser Ser Arg Phe Lys Gly
50 55 60

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Asp Leu Glu Cys
65 70 75 80

Ala Asp Ala Ala Thr Tyr Tyr Cys Gin Gin Asp Tyr Ser Gly Ser Asp
85 90 95

Val Asp Asn Ile Phe Gly Gly Gly Thr Glu Val Val Val Lys Arg Thr
100 105 110
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Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin Leu
115 120 125

Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro
130 135 140

Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu GiIn Ser Gly
145 150 155 160

Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr
165 170 175

Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His
180 185 190

Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val
195 200 205

Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215

1 11

Q211> 449

212> PRT

213> Artificial Sequence

<220>
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223> an artificially synthesized sequence
<400> 111
Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Tyr Ser Ile Thr Ser Gly
20 25 30

Tyr Ser Trp Asn Trp Ile Arg Gin Ala Pro Gly Lys &ly Leu Glu Trp
35 40 45 ‘

Val Ala Ser Ile Thr Tyr Asp Gly Ser Thr Asn Tyr Asn Pro Ser Val
50 55 60

Lys Gly Arg [le Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Phe Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala VaibTyr Tyr Cys
85 90 95

Ata Arg Gly Ser His Tyr Phe Gly His Trp His Phe Afa Val Trp Gly
100 105 110

Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125
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Val Phe Pro Leu Ala Pro Ser Ser Lys
130 135

Ala Leu Gly Cys Leu Val Lys Asp Tyr
145 150

Ser Trp Asn Ser Gly Ala Leu Thr Ser
165

Val Leu Gin Ser Ser Gly Lteu Tyr Ser
180 185

Pro Ser Ser Ser Leu Gly Thr Gin Thr
195 200

Lys Pro Ser Asn Thr Lys Val Asp Lys
210 215

Asp Lys Thr His Thr Cys Pro Pro Cys
225 230

Gly Pro Ser Val Phe Leu Phe Pro Pro
245

[{e Ser Arg Thr Pro Glu Val Thr Cys
260 265

Ser Thr Ser Gly Gly Thr Ala
140

Phe Pro Glu Pro Val Thr Val
155 160

Gly Val His Thr Phe Pro Ala
170 175

Leu Ser Ser Val Val Thr Val
180

Tyr lle Cys Asn Val Asn His
205

Lys Val Glu Pro Lys Ser Cys
220

Pro Afa Pro Glu Leu Leu Gly
235 240

Lys Pro Lys Asp Thr Leu Wet
250 255

Val Vaj Val Asp Val Ser His
270
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Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
275 280 285

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr
290 295 300

Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly
305 310 315 320

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie
325 330 335 '

Giu Lys Thr [le Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val
340 345 350

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser
355 360 365

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
370 375 380

Trp Glu Ser Asp Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
385 390 395 400

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Va!
405 410 415
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Asp Lys Ser Arg Trp Gln Gin Gly Asn Val Phe Ser Cys Ser Val Het
420 425 430

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser
435 440 445

Pro

Qi1 112
211> 218
212> PRT
<213> Artificial Sequence

{2200
223> an artificially synthesized sequence

<400> 112
Asp lle Gin Leu Thr Gin Ser Pro Ser Ser leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg VYal Thr Ile Thr Cys Arg Ala Ser GIn Ser Val Asp Tyr Asp
20 25 30

Gly Asp Ser Tyr Met Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro
35 40 45

Lvs Leu Leu lie Tyr Ala Ala Ser Tyr Leu Glu Ser Gly Val Pro Ser
50 55 60
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Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr [fe Ser
65 70 % 30

Ser Leu GIn Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gln Ser His
85 90 95

Glu Asp Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu Ile Lys Arg
100 105 110

Thr Val Ala Ala Pro Ser Val Phe Ilé Phe Pro Pro Ser Asp Glu Gin
115 120 125

Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
130 135 140

Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser
145 150 155 160

Gly Asn Ser Gln Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr
165 170 175

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
180 185 : 190

His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro
195 200 205
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Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215

210> 113
Q> 198
<212> PRT
213> Artificial sequence

220>
<223> an artificially synthesized sequence

<400> 113

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly
1 5 10 15

Val His Ser



