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(A) Recombinant Hemoglobin Subunit/Monomer

(1) Homo sapiens hemoglobin monomer, alpha (a) subunit, 141 aa. (SEQ. ID No. 1)

rHB a
— 14122 —

(2) Homo sapiens hemoglobin monomer, beta (B) subunit, 146 aa. (SEQ. ID No. 2)

tHB B
—  146aa —1

(3) Homo sapiens hemoglobin monomer, gamma 1 (y1) subunit, 146aa. (SEQ. ID No. 3)

rHB y1
F— 14632 —

(4) Homo sapiens hemoglobin monomer, gamma 2 (y2) subunit, 146aa. (SEQ ID No. 4)

rHB y2
i46aa |

FIG. 2
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(B) Recombinant Hemoglobin Dimer

(5) Recombinant hemoglobin dimer, aff

rHB a

rHB

— 141 as

146 aa —

(6) Recombinant hemoglobin dimer, ayl

rHB a

rHB y1

—— 141 aa

146 aa —

(7) Recombinant hemoglobin dimer, ay2

rHB a

rHB y2

— 141 a3

146 aa —

(8) Recombinant hemoglobin dimer, Byl

rHB B

rHB y1

—— 146 aa

146 aa —

(9) Recombinant hemoglobin dimer, By2

rHB B

rHB y2

— 146 aa

146 aa —

FIG. 2 (Continued)
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(C) Recombinant Hemoglohin Tetramer

(10) Recombinant Hemoglobin Tetramer, 201[32

HB o rHB a
b 28322 ———
rHB B ﬁ “

—  146aa | Q y

(11) Recombinant Hemoglobin Tetramer, 201\/12

| rHB a |—| rHB a |
|7 283aa —————
rHB y1 ﬁ- m

146aa — 1 w y

(12) Recombinant Hemoglobin Tetramer, 2ay2,

rHB a rHB «
———— 28332 ————
rHB y2

“
— 14632 — w

(13) Recombinant Hemoglobin Tetramer, 2[3\/12

rHB B N rHB B

——————293aa ————

rB y1 ﬁm
— 146 aa— wy

FIG. 2 (Continued)
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(14) Recombinant Hemoglobin Tetramer, ZBVZZ

rHB - rHB B
————293aa ——]

rHB y2 ﬁm
— 146 2a— %y

FIG. 2 (Continued)
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FIG. 6
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