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[Fig. 1D]
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[Fig. 1F]
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[Fig. 1G]
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[Fig. 1H]
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[Fig. 11]
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[Fig. 1J]
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[Fig. 2B]
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[Fig. 2C]
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[Fig. 2D]
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[Fig. 2E]
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[Fig. 2F]
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[Fig. 3A]
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[Fig. 3B]
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[Fig. 3C]
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[Fig. 3E]
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[Fig. 3F]

%

ﬂgmﬂw oW

Nw ._n};m\w

.x‘ r

{shep} susy

{-luw) SSEeW JeoueD

e

f—

{shep) owu)

13 o |

1!

o
&
w0

8

(AN SSBU. 180UE0)

22/41



[Fig. 3G]

@ Corol 4 shERCCI #1

CACO2

HCT 116

HTZ9

278

23/41



[Fig. 4A]
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[Fig. 4B]
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[Fig. 4C]

0.0

Brush border

o 2 ok o '
§"D-1‘ “"”\\ ......................

£ -0.2- . J
£ o3 NES:-196 S . L J

S 4. p:0.000213 ; !‘

R s b e i N <.
Rank: 0 5000 10000 15000

Apical junction complex

&) S - —— T L . j— —
ol il

e R \

.02 N

£ oa NES:-1.97 N\ [
Rank: 0 5000 10000 15000

[Fig. 4D]

)

Canteel

Tight junction

9 ; .

§_0',,, ...... \' ............................................. ] ,,,,,

E 09-

s NES:-1.92

S, 0000217 N f

W SR i Ay RS SR e wl — -

Rank: 0 5000 10000 15000
Microvillus organization

%o,o-—q*' AR —esia i o —

§  NES:-173 ™

£ T a0 ™~ \',J

5000 10006 15000

OO - —

Rank: 0

ERCC3 =~ —
KRT20 _
KLF4 & -

GAPDH il @il

26/41



[Fig. 4E]
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[Fig. 4F]
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[Fig. 4G]
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[Fig. 5A]
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[Fig. 5B]
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[Fig. 5C]
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[Fig. 5D]
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[Fig. 5F]
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[Fig. 5G]
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[Fig. 5H]
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[Fig. 571
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[Fig. 6A]
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[Fig. 6B]
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[Fig. 7A]
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[Fig. 7B]
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