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<210> 1 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> primer 

<400> 1 
agttctggct aacctgtaga gcca 24 

<210> 2 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> primer 

<400> 2 
agttcgggct aacctgtcga gcca 24 

<210> 3 
<211> 24 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<223> primer 

<400> 3 
agttccggct aacctgtcga gcca 24 

<210> 4 
<211> 22 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> primer 
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<221> misc_feature 
<222> (1)..(22) 
<223> n is a, c, g, or t 
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nnnnnnnnnn nnnnnnnnnn nn 22 

<210> 5 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> primer 

<400> 5 
tgcctctgtc tgtgcctgcc tgcc 24 
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<211> 11 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> primer 
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tgctgcctgc c 11 
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<212> DNA 
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<223> primer 
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tgcctctgtg cctgcctgcc tgtgcctgcc tgcctgctgc ctgcctgccc tgcc 54 
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