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<160> 13
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<210> 1

<211> 11

<212> PRT

<213> Homo sapiens

<400> 1

?rg Ala Ser GIn Ser val Ser Ser Asn ieu Ala
5

<210> 2

<211> 7

<212> PRT

<213> Homo sapiens

<400> 2
ésp Ala ser Thr grg Ala Thr

<210> 3

<211> 9

<212> PRT

<213> Homo sapiens

<400> 3

§1n GIn Tyr Asp ésn Trp Pro Leu Thr

<210> 4

<211> 5

<212> PRT

<213> Homo sapiens

<400> 4
Arg Tyr Gly Ile Ser
1 5

<210> 5
<211> 17
<212> PRT
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<213> Homo
<400> 5

Trp Ile Ser
1
Gly

<210> 6
<211> 7
<212> PRT
<213> Homo

<400> 6

Arg GIn Leu
1

<210> 7
<211> 107
<212> PRT
<213> Homo
<400> 7

Glu Ile val
1
Glu Arg Ala

Leu Ala Trp
35

Tyr Asp Ala
50

Ser Gly Ser
65

Glu Asp Phe
Thr Phe Gly

<210> 8

<211> 116
<212> PRT
<213> Homo

<400> 8

Gln val Gln
1

sapiens

Thr

Tyr
5

sapiens

Tyr

Phe
5

sapiens

Met

Thr

20

Phe

Ser

Gly

Ala

Thr
5
Leu
Gln
Thr
Thr
val
85

Gly

sapiens

Leu

val
5
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Ser Gly Asn Thr Asn Tyr Ala GIn Lys Leu GIn
10 15

Asp

Gln

Ser

Gln

Arg

Asp

70

Tyr

Thr

Gln

Tyr

Ser

Cys

Lys

Ala

55

Phe

Tyr

Lys

Ser

Pro

Arg

Pro

40

Thr

Thr

Cys

val

Gly

Ala

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Ala

Thr Leu
10

Ser Gln

Gln Ala

val Pro

Thr Ile
75

Gln Tyr
90

Ile Lys

10

Page 2

sSer

ser

Pro

Ala

60

Ser

Asp

val

val

Arg

45

Arg

ser

Asn

ser

ser

30

Pro

Phe

Leu

Trp

Pro

15

Ser

Leu

ser

Gln

Pro
95

Gly

Asn

Ile

Gly

ser

80

Leu

Glu val Lys Lys Pro g}y Ala



Ser

Gly

Gly

Gln

65

Met

Ala

Thr

val

Ile

Trp

50

Gly

Glu

Arg

val

<210>
<211>
<212>
<213>

<400>

Lys

Ser

35

Ile

Arg

Leu

Arg

Ser
115

214
PRT
Homo

9

Glu Ile val
1

Glu

Leu

Tyr

ser

65

Glu

Thr

Pro

Arg

Ala

Asp

50

Gly

Asp

Phe

ser

Ala

Trp

35

Ala

Ser

Phe

Gly

val
115

val

20

Trp

Ser

val

Arg

Gln

100

Ser

Ser

val

Thr

Thr

Ser

85

Leu

sapiens

Met

Thr

20

Phe

Ser

Gly

Ala

Thr
5
Leu
Gln
Thr
Thr
val
85

Gly

Ile

Cys

Arg

Tyr

Met

70

Leu

Tyr

Gln

Ser

Gln

Arg

Asp

70

TYyr

Thr

Phe

Lys

Gln

ser

55

Thr

Arg

Phe

Ser

Cys

Lys

Ala

55

Phe

Tyr

Lys

Pro
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Ala ggr Gly Tyr Thr Phe

Ala

40

Gly

Thr

Ser

Asp

Pro

Arg

Pro

40

Thr

Thr

Cys

val

Pro
120

Pro

Asn

Asp

Asp

Tyr
105

Ala

Ala

25

Gly

Gly

Leu

Gln

Glu

105

Ser

Gly GIn

Thr Asn

Thr Ser
75

Asp Thr
90

Trp Gly

Thr Leu
10

Ser Gln

Gln Ala

val Pro

Thr Ile

75

Gln Tyr
90
Ile Lys

Asp Glu
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Gly

Tyr

60

Thr

Ala

Gln

sSer

Ser

Pro

Ala

60

ser

Asp

Arg

Gln

Leu

45

Ala

Ser

val

Gly

val

val

Arg

45

Arg

ser

Asn

Thr

Leu
125

Thr

30

Glu

Gln

Thr

Tyr

Thr
110

ser

ser

30

Pro

Phe

Leu

Trp

val

110

Lys

Arg

Trp

Lys

Ala

Tyr

95

Leu

Pro

15

Ser

Leu

Ser

Gln

Pro

95

Ala

Ser

Tyr

Met

Leu

Tyr

80

Cys

val

Gly

Asn

Ile

Gly

ser

80

Leu

Ala

Gly
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Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys val GIn Trp Lys val Asp Asn Ala Leu GIn Ser Gly Asn Ser Gln
145 150 155 160

Glu Ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
180 185 190

Ala Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 10

<211> 461

<212> PRT

<213> Homo sapiens

<400> 10
Met Glu Trp Thr Trp Arg val Leu Phe Leu val Ala Ala Ala Thr Gly
1 5 10 15

Ala His Ser ggn val GIn Leu val g}n Ser Gly Ala Glu g81 Lys Lys

Pro Gly é}a Ser val Lys val igr Cys Lys Ala Ser g}y Tyr Thr Phe

Thr ggg Tyr Gly Ile Ser Egp val Arg Gln Ala 250 Gly GIn Gly Leu

Glu Trp Met Gly Trp Ile Ser Thr Tyr Ser Gly Asn Thr Asn Tyr Ala
65 70 75 80

GIn Lys Leu GIn g}y Arg val Thr Met ggr Thr Asp Thr Ser ggr ser

Thr Ala Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val
100 105 110

Tyr Tyr Cys Ala Arg Arg GIn Leu Tyr Phe Asp Tyr Trp Gly Gln Gly
115 120 125

Thr Leu val Thr val Ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe
130 135 140

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu
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145 150 155 160

Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser Trp
165 170 175

Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala val Leu
180 185 190

GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr val Pro Ser
195 200 205

Ser Asn Phe Gly Thr GIn Thr Tyr Thr Cys Asn Vval Asp His Lys Pro
210 215 220

Ser Asn Thr Lys val Asp Lys Thr val Glu Arg Lys Cys Cys val Glu
225 230 235 240

Cys Pro Pro Cys Pro Ala Pro Pro val Ala Gly Pro Ser val Phe Leu
245 250 255

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu
260 265 270

val Thr Cys val val val Asp val Ser His Glu Asp Pro Glu val Gln
275 280 285

Phe Asn Trp Tyr Vval Asp Gly val Glu val His Asn Ala Lys Thr Lys
290 295 300

Pro Arg Glu Glu GIn Phe Asn Ser Thr Phe Arg val val Ser val Leu
305 310 315 320

Thr val val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
325 330 335

val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys
340 345 350

Thr Lys Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser
355 360 365

Arg Glu Glu Met Thr Lys Asn Gln val Ser Leu Thr Cys Leu Vval Lys
370 375 380

Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn
385 390 395 400

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly
405 410 415

Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln
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420
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425

430

GIn Gly Asn val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn
435 440

His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
450 455

<210> 11
<211> 741
<212> DNA
<213>

<400> 11
gtcgacgttt

tctggctccc
tgtctcctgg
tagcctggtt
ccagggccac
tcaccatcag
actggccgct
catctgtctt
tgtgcctgcet
ccctccaatc
acagcctcag
cctgcgaagt
agtgttagga
S0 14

<212>
<213>

<400> 12
gtcgacgccg

DNA

ggtgcccact
tcagtgaagg
gtgcgacagg
aacacaaact
agcacagcct
gcgagacggc
gctagcacca

agcacagcgg

1409

Homo sapiens

aaacgccgcc
agataccact
ggaaagagcc
ccagcagaaa
tggtgtccca
cagcctgcag
cactttcggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg
cacccatcag

tccgcggecg

Homo sapiens

ccaccatgga
cccaggttca
tctcctgcaa
cccctggaca
atgcacagaa
acatggagct
agctttactt
agggcccatc

ccctgggcetg

accatggaag
ggagaaatag
accctctcct
cctggccagg
gccaggttca
tctgaagatt
ggagggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca
ggcctgagcet

C

gtggacctgg
gctggtgcag
ggcttctggt
agggcttgag
gctccagggc
gaggagcctg
tgactactgg
ggtcttcccc
cctggtcaag

cgccggegea
tgatgacgca
gcagggccag
ctcccaggcec
gtggcagtgg
ttgcagttta
aggtggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcac

agggtccttt
tctggagctg
tacaccttta
tggatgggat
agagtcacca
agatctgacg
ggccagggaa
ctggcgccct

gactacttcc
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445

Gly Lys
460

gcttctcttc
gtctccagcc
tcagagtgtt
cctcatctat
gtctgggaca
ttactgtcag
caaacgtacg
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

tcttggtggc
aggtgaagaa
ccagatatgg
ggatcagcac
tgaccacaga
acacggccgt
ccctggtcac
gctccaggag

ccgaaccggt

ctcctgctac
accctgtctg
agcagcaact
gatgcatcca
gacttcactc
cagtatgata
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

agcagcaaca
gcctggggcec
tatcagctgg
ttacagtggt
cacatccacg
gtattactgt
cgtctcctca

cacctccgag

gacggtgtcg

60
120
180
240
300
360
420
480
540
600
660
720
741

60
120
180
240
300
360
420
480
540



tggaactcag
ggactctact
tacacctgca
aaatgttgtg
ctcttccccc
gtggtggtgg
gtggaggtgc
gtggtcagcg
aaggtctcca
cagccccgag
caggtcagcc
gagagcaatg
ggctccttct
gtcttctcat
tccctgtctce
<210>
<211>
<212>
<213>
<400>

13
866
PRT
Homo

13
Met Gly Ala
1

Gly

Leu Leu

Leu
35

Leu Arg

Asn Thr

Pro Asn

65

Arg

His Phe Ala

Glu Trp Thr

Glu Ser

115

Leu

gcgctctgac
ccctcagcag
acgtagatca
tcgagtgcecc
caaaacccaa
acgtgagcca
ataatgccaa
tcctcaccgt
acaaaggcct
aaccacaggt
tgacctgcct
ggcagccgga
tcctctacag
gctccgtgat
cgggtaaatg

sapiens

Ala érg Se

Leu Leu Le

20

Leu Asp Hi

val Lys As

Thr Pr

70

Leu

Thr Gl

85

His

Leu GIn Th

100

val Leu G]
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cagcggcgtg cacaccttcc cagctgtcct

cgtggtgacc
caagcccagc
accgtgccca
ggacaccctc
cgaagacccc
gacaaagcca
tgtgcaccag
cccagccccc
gtacaccctg
ggtcaaaggc
gaacaactac
caagctcacc
gcatgaggct
agcggcecgce

r Pro Pro

u Leu

Gly

Ala
40

s Arg

n Ser Thr

55

o Ser Ser

n Gln Gly
r Asp Ala

Asn
120

n Leu

gtgccctcca
aacaccaagg
gcaccacctg
atgatctccc
gaggtccagt
cgggaggagc
gactggctga
atcgagaaaa
cccccatcecc
ttctacccca
aagaccacac
gtggacaaga

ctgcacaacc

Ala val

10

Ser

val Ala

25

Leu

Leu val Cys

Cys Leu Asp

Pro Lys Asp

75

Leu Phe

90

Asp

Ser Ile Leu

105

Thr Asn Glu
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gcaacttcgg
tggacaagac
tggcaggacc
ggacccctga
tcaactggta
agttcaacag
acggcaagga
ccatctccaa
gggaggagat
gcgacatcgc
ctcccatgct
gcaggtggca

actacacgca

Pro Gly Pro

Gly Gly

30

Pro

Gln
45

ser Pro

Asp Ser

60

Trp

Leu GIn Ile

Pro val Ala

Glu
110

Tyr Leu

Leu

Arg
125

Cys

acagtcctca
cacccagacc
agttgagcgc
gtcagtcttc
ggtcacgtgc
cgtggacggc
cacgttccgt
gtacaagtgc
aaccaaaggg
gaccaagaac
cgtggagtgg
ggactccgac

gcaggggaac

gaagagcctc

Leu Leu

15

Ala Ser

Gly Leu

Ile

Gln Leu

80

His Ile

95

Gly Ala

val Arg

600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1409
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Phe Glu Phe Leu Ser Lys Leu Arg His His His Arg Arg Trp Arg Phe
130 135 140

Thr Phe Ser His Phe val val Asp Pro Asp Gln Glu Tyr Glu val Thr
145 150 155 160

val His His Leu Pro Lys Pro Ile Pro Asp Gly Asp Pro Asn His Gln
165 170 175

Ser Lys Asn Phe Leu val Pro Asp Cys Glu His Ala Arg Met Lys Vval
180 185 190

Thr Thr Pro Cys Met Ser Ser Gly Ser Leu Trp Asp Pro Asn Ile Thr
195 200 205

val Glu Thr Leu Glu Ala His Gln Leu Arg val Ser Phe Thr Leu Trp
210 215 220

Asn Glu Ser Thr His Tyr Gln Ile Leu Leu Thr Ser Phe Pro His Met
225 230 235 240

Glu Asn His Ser Cys Phe Glu His Met His His Ile Pro Ala Pro Arg
245 250 255

Pro Glu Glu Phe His Gln Arg Ser Asn Vval Thr Leu Thr Leu Arg Asn
260 265 270

Leu Lys Gly Cys Cys Arg His Gln val Gln Ile Gln Pro Phe Phe Ser
275 280 285

Ser Cys Leu Asn Asp Cys Leu Arg His Ser Ala Thr val Ser Cys Pro
290 295 300

Glu Met Pro Asp Thr Pro Glu Pro Ile Pro Asp Tyr Met Pro Leu Trp
305 310 315 320

val Tyr Trp Phe Ile Thr Gly Ile Ser Ile Leu Leu VvVal Gly Ser val
325 330 335

Ile Leu Leu Ile val Cys Met Thr Trp Arg Leu Ala Gly Pro Gly Ser
340 345 350

Glu Lys Tyr Ser Asp Asp Thr Lys Tyr Thr Asp Gly Leu Pro Ala Ala
355 360 365

Asp Leu Ile Pro Pro Pro Leu Lys Pro Arg Lys val Trp Ile Ile Tyr
370 375 380

Ser Ala Asp His Pro Leu Tyr val Asp val val Leu Lys Phe Ala Gln
385 390 395 400
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Phe Leu Leu Thr Ala Cys Gly Thr Glu val Ala Leu Asp Leu Leu Glu
405 410 415

Glu GIn Ala Ile Ser Glu Ala Gly val Met Thr Trp val Gly Arg Gln
420 425 430

Lys GIn Glu Met val Glu Ser Asn Ser Lys Ile Ile val Leu Cys Ser
435 440 445

Arg Gly Thr Arg Ala Lys Trp Gln Ala Leu Leu Gly Arg Gly Ala Pro

val Arg Leu Arg Cys Asp His Gly Lys Pro val Gly Asp Leu Phe Thr
465 470 475 480

Ala Ala Met Asn Met Ile Leu Pro Asp Phe Lys Arg Pro Ala Cys Phe
485 490 495

Gly Thr Tyr val val Cys Tyr Phe Ser Glu val Ser Cys Asp Gly Asp
500 505 510

val Pro Asp Leu Phe Gly Ala Ala Pro Arg Tyr Pro Leu Met Asp Arg
515 520 525

Phe Glu Glu val Tyr Phe Arg Ile Gln Asp Leu Glu Met Phe Gln Pro
530 535 540

Gly Arg Met His Arg val Gly Glu Leu Ser Gly Asp Asn Tyr Leu Arg
545 550 555 560

Ser Pro Gly Gly Arg GIn Leu Arg Ala Ala Leu Asp Arg Phe Arg Asp
565 570 575

Trp Gln val Arg Cys Pro Asp Trp Phe Glu Cys Glu Asn Leu Tyr Ser
580 585 590

Ala Asp Asp GIn Asp Ala Pro Ser Leu Asp Glu Glu val Phe Glu Glu
595 600 605

Pro Leu Leu Pro Pro Gly Thr Gly Ile val Lys Arg Ala Pro Leu val
610 615 620

Arg Glu Pro Gly Ser Gln Ala Cys Leu Ala Ile Asp Pro Leu Val Gly
625 630 635 640

Glu Glu Gly Gly Ala Ala val Ala Lys Leu Glu Pro His Leu Gln Pro
645 650 655

Arg Gly GIn Pro Ala Pro GIn Pro Leu His Thr Leu val Leu Ala Ala
660 665 670
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Glu

Gly

Leu

705

val

Pro

Leu

ser

Glu

785

ser

Glu

Leu

Gln

ser
865

Glu

Ala

690

Leu

Asp

Asp

ser

Pro

Glu

Glu

Gly

Ala

Gly

Pro

Leu

Leu

755

Pro

Arg

Gln

Gln

ser

835

Asn

Ala

val

Ser

Glu

Leu

740

Phe

Ala

Gln

Pro

ser

Leu

Arg

Pro

725

Pro

Glu

Met

Ser

Pro

805

Pro

Arg

Gly

val

Leu

Glu

Gln

val

val

790

Glu

Gly

Ser

Trp

Ala

Ala

695

Ala

Pro

Asp

Ser

Leu

775

Gln

Gly

Lys

Leu

855
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Ala val Glu Pro Gly Pro

680

Leu

Gly

Leu

val

Leu

760

Thr

Ser

Leu

Pro

Gln

840

Thr

Ala

Arg

Gly

Arg

Ser

Asp

Asp

Thr

Ala

825

Arg

Met

Gly

Asn

Ser

730

Glu

Cys

Pro

Gln

Glu

810

Leu

Gln

Gly

Glu

ser

715

ser

His

Gln

His

Gly

Met

Pro

Leu

Ser
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Thr

Leu

Ala

Thr

780

TYyr

Glu

Leu

Leu

Glu
860

685

Glu

Leu

Pro

Glu

Gln

765

Pro

Ile

Glu

ser

Phe

845

ser

Leu

Ala

Phe

Met

Gly

Gly

Tyr

ser

Glu

Pro

830

Arg

Glu

Ala

Cys

Leu

Ala

735

Leu

Gly

Glu

Arg

Glu

815

Glu

Gln

Gly

Asp

Pro

Pro

720

Ser

Met

Cys

Glu

ser

800

Glu

Asp

Leu

Pro



