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Figure 1: Comparison of the ability of 17415, 17552 and 4133 monoclonal
antibodies to kill PBMC cells expressing CD45
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Figure 5A: Lymphocyte cell depletion - comparison of the 17415 IgG1 LALA
heavy chain graft variant H1 paired with different light chain graft variants
(L1-5).
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Figure 5B: Lymphocyte cell depletion - comparison of 17415 light chain L1
graft variant paired with different heavy chain grafts variants (H1-4).
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Figure 6A: Lymphocyte cell depletion - comparison of 17415 light chain graft
variants L1-5 paired with chimeric 17415 heavy chain versus chimeric 1715
light and heavy chains paired together.
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Figure 6B: Lymphocyte cell depletion - comparison of 17415 heavy chain graft
variants H1-4 paired with chimeric 17415 light chain versus chimeric 17415
light and heavy chains paired together.

100+
c -8 17415cLcH IgG1 LALA
2 80+ - 17415cLgH1 IgG1 LALA
(]
§ 60 - 17415cLgH2 IgG1 LALA
= -8 17415cLgH3 IgG1 LALA
- 40
> B 17415cLgH4 IgG1 LALA
]
£ 20+
Q.
g
ki
2
-20-
1 1 | 1 1 1
N N LS LN Q QO O
O Q N Q )
Q.Q Q- ° N \?

Concentration (nM)



WO 2025/120171 PCT/EP2024/085100
7/47

Figure 7A: T cell depletion - 17415 heavy chain graft variant H5 paired with
further 17415 light chain graft variants L6, 7, 13, 14, 15 and 16.
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Figure 7B: T cell depletion - 17415 heavy chain graft variant H6 paired with
further 17415 light chain graft variants L6, 7, 13, 14, 15 and 16.
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Figure 8A: Jurkat cell depletion - 17415 heavy chain graft variant H1 paired
with different light chain graft variants (L1-5).
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Figure 8B: Jurkat cell depletion - 17415 heavy chain graft variants H1-4 paired
with light chain graft variant L1.
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Figure 8C: Jurkat cell depletion - 17415 heavy chain graft variant H1-4 paired
with chimeric 17415 light chain.
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Figure 8D: Jurkat cell depletion - 17415 heavy chain graft variants H1-4 paired
with chimeric light chain graft variant.
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Figure 9: T cell depletion - comparison of 17415 light chain variants 7, 15 and
16 paired with heavy chain variant H6 and 17552 light chain variant L1 paired
with heavy chain variants H1 and H4 for purified antibodies.
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Figure 10: Jurkat cell depletion - comparison of 17415 light chain variants 7,
15 and 16 paired with heavy chain variant H6 for purified antibodies.
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Figure 11: Binding of humanised 17415 IgG1 LALA grafts containing 17415
light chain variants 7, 15 and 16 paired with heavy chain variant H6 to human
CDA45.
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Figure 12A: Human CD45 binding of various biparatopic 17415/17552,
17415/5604 and 5604/17552 variants and monospecific 5604 antibody
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Figure 12B: Human CD45 binding of various biparatopic 17415/17552,
17415/5604 and 5604/17552 variants and monospecific 5604 antibody.
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Figure 12C: Human CD45 binding of various biparatopic 17415/17552,
17415/5604 and 5604/17552 variants and monospecific 5604 antibody.
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Figure 13A: Cyno CD45 binding of various biparatopic 17415/17552,
17415/5604 and 5604/17552 variants and monospecific 5604 antibody
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Figure 13B: Cyno CD45 binding of various biparatopic 17415/17552,
17415/5604 and 5604/17552 variants and monospecific 5604 antibody.
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Figure 13C: Cyno CD45 binding of various biparatopic 17415/17552,
17415/5604 and 5604/17552 variants and monospecific 5604 antibody.
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Figure 14A: T cell depletion of various biparatopic 17415/17552, 17415/5604
and 5604/17552 variants.
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Figure 14B: T cell depletion of various biparatopic 17415/17552, 17415/5604
and 5604/17552 variants.
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Figure 14C: T cell depletion of various biparatopic 17415/17552, 17415/5604
and 5604/17552 variants.
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Figure 15A: Jurkat cell depletion of various biparatopic 17415/17552,
17415/5604 and 5604/17552 variants.
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Figure 15B: Jurkat cell depletion of various biparatopic 17415/17552,
17415/5604 and 5604/17552 variants.
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Figure 15C: Jurkat cell depletion of various biparatopic 17415/17552,
17415/5604 and 5604/17552 variants.
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Figure 16: Cynomolgus T cell depletion in a PBMC population by 17415
18G1,17415-17552 IgG1 and 4133-6294 IgG1
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Figure 17: Comparison of the ability of 17415-17552 IgG1 and 4133-6294 IgG1
biparatopic antibodies to kill PBMC cells expressing CD45
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Figure 18: Comparison of the ability of 17415-17552 IgG1 and YTH24.5-
YTH54.12 IgG1 antibodies to kill PBMC cells expressing CD45
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Figure 19: Comparison of the ability of 17415-17552 IgG1 and 4133-6294 IgG1
biparatopic antibodies to kill Jurkat cells expressing CD45
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Figure 20A: Levels of IFNy release in whole blood following 24-hour
treatment with purified 17415gL15gH6-17552gL1gH4 biparatopic IgG1 LALA
antibody, 17415gL15gH6 monoclonal IgG1 LALA antibody
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Figure 20B: Levels of IL-6 release in whole blood following 24-hour treatment
with purified 17415gL15gH6-17552gL1gH4 biparatopic IgG1 LALA antibody,
and 17415gL15gH6 monoclonal IgG1 LALA antibody
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Figure 20C: Levels of TNFa release in whole blood following 24-hour
treatment with purified 17415gL15gH6-17552gL1gH4 biparatopic and
17415gL15gH6 monoclonal IgG1 LALA antibodies
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Figure 21: Comparison of the ability of 17415-17552 1gG1 and YTH24.5-
YTH54.12 IgG1 antibodies to kill Jurkat cells expressing CD45
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Figure 22: Leukaemic T cell line depletion - comparison between selected
17415gL15gH6-17552gL1gH4 biparatopic and 17415gL15gH6 monoclonal IgG1
LALA antibodies
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Figure 23: Leukaemic B cell line depletion - comparison between selected
17415gL15gH6-17552gL1gH4 biparatopic and 17415gL15gH6 monoclonal IgG1
LALA antibodies
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Figure 24: T-cell depletion in PBMC derived from healthy volunteers and a T-
cell leukaemia patient — purified 17415gL15gH6-17552gL1gH4 biparatopic
and 17415gL15gH6 monoclonal IgG1 LALA antibodies
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Figure 25: B-cell depletion in PBMC derived from healthy volunteers and a B-
cell leukaemia patient — purified 17415gL15gH6-17552gL1gH4 biparatopic
and 17415gL15gH6 monoclonal IgG1 LALA antibodies
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Figure 28 — Sequence of human CD45 SEQ ID NO: 127 (SEQ ID NO: 41 of WO
2022/079199)

Met
1
Thr
Leu
Pro
Asn
65
Thr
Thr
Ser
Ala
Asp
145
Val
Ala
Asp
Ser
Thr
225
Lys
Glu
Glu
Pro
Gln
305
Leu
Thr
Lys
Ile
Thr
385
Glu
Phe
Leu
Pro
Val

465
Ala

Asn

Ser
545

Tyr
Glu
Thr
Thr
50

Asp
Gln
Gly
Gln
Ala
130
Val
Ser
Leu
Ala
Ala
210
Cys
Glu
Cys
Cys
Asp
290
Leu
Lys
Tyr
Leu
Leu
370
Asp
Ala
His
Asn
Tyr
450
Gln
Pro
Ser
Glu
Glu

530
Thr

Leu
Val
Thr
35

His
Phe
Val
Val
Thr
115
Asn
Pro
Pro
Pro
Tyr
195
Val
Asp
Thr
Gly
Lys
275
Lys
His
Trp
Arg
Glu
355
Tyr
Phe
Ala
Asn
Leu
435
Thr
Arg
Pro
Met
Arg
515

Ser

Asp

Trp
Phe
20

Ala
Thr
Ser
Ser
Ser
100
Pro
Ala
Gly
Leu
Ala
180
Leu
Ile
Glu
Lys
Asn
260
Asn
Thr
Asp
Lys
Phe
340
Asn
Asn
Gly
His
Phe
420
Asp
Lys
Asn
Ser
His
500
Tyr
His

Tyr

Leu
Val
Lys
Thr
Glu
Pro
Ser
Ser
Lys
Glu
Thr
165
Arg
Asn
Ser
Lys
Leu
245
Asn
Ala
Leu
Cys
Asn
325
Gln
Leu
Asn
Ser
Gln
405
Thr
Lys
Tyr
Gly
Gln
485
Val
His
Lys

Thr

Lys
Thr
Met
Ala
Thr
70

Asp
Val
Ala
Leu
Arg
150
Thr
Thr
Ala
Thr
Tyr
230
Phe
Thr
Ser
Ile
Thr
310
Ile
Cys
Glu
His
Pro
390
Gly
Leu
Asn
Val
Ser
470
Val
Lys
Leu

Asn

Phe
550

Leu
Gly
Pro
Phe
55

Thr
Ser
Gln
Gly
Asn
135
Ser

Thr

Ser

Thr
215
Ala
Thr
Cys
Val
Leu
295
Gln
Glu
Gly
Pro
Lys
375
Gly
Val
Cys
Leu
Leu
455
Ala
Trp
Cys
Glu
Cys

535
Lys

Leu
Gln
Ser
40

Ser
Thr
Leu
Thr
Thr
120
Pro
Thr
Leu
Asn
Glu
200
Thr
Asn
Ala
Thr
Ser
280
Asp
Val
Thr
Asn
Glu
360
Phe
Glu
Ile
Tyr
Ile
440
Ser
Ala
Asn
Arg
Val
520

Asp

Ala

Ala
Ser
25

Val
Pro
Ser
Asp
Pro
105
Asp
Thr
Ala
Ser
Thr
185
Thr
Ile
Ile
Lys
Asn
265
Ile
Val
Glu
Phe
Met
345
His
Thr
Pro
Thr
Ile
425
Lys
Leu
Met
Met
Pro
505
Glu

Phe

Tyr

Phe
10

Pro
Pro
Ala
Leu
Asn
His
Thr
Pro
Ser
Leu
170
Thr
Thr
Ala
Thr
Leu
250
Asn
Ser
Pro
Lys
Thr
330
Ile
Glu
Asn
Gln
Trp
410
Lys
Tyr
His
Cys
Thr
490
Pro
Ala

Arg

Phe

Gly
Thr
Leu
Ser
Ser
75

Ala
Leu
Gln
Gly
Thr
155
Ala
Ile
Thr
Thr
Val
235
Asn
Glu
His
Pro
Ala
315
Cys
Phe
Tyr
Ala
Ile
395
Asn
Glu
Asp
Ala
His
475
Val
Arg
Gly

Val

His
555

Phe
Pro
Ser
Thr
60

Pro
Ser
Pro
Thr
Ser
140
Phe
His
Thr
Leu
Thr
220
Asp
Val
Val
Asn
Gly
300
Asp
Asp
Asp
Lys
Ser
380
Ile
Pro
Thr
Leu
Tyr
460
Phe
Ser
Asp
Asn
Lys

540
Asn

Ala
Ser
Ser
45

Phe
Asp
Ala
Thr
Phe
125
Asn
Pro
His
Ala
Ser
205
Pro
Tyr
Asn
His
Ser
285
Val
Thr
Thr
Asn
Cys
365
Lys
Phe
Pro
Glu
Gln
445
Ile
Thr
Met
Arg
Thr
525

Asp

Gly

Phe
Pro
30

Asp
Glu
Asn
Phe
His
110
Ser
Ala
Thr
Ser
Asn
190
Pro
Ser
Leu
Glu
Asn
270
Cys
Glu
Thr
Gln
Lys
350
Asp
Ile
Cys
Gln
Lys
430
Asn
Ile
Thr
Thr
Asn
510
Leu

Leu

Asp

Leu
15

Thr
Pro
Arg
Thr
Asn
Ala
Gly
Ile
Asp
Ser

175
Thr

Lys
Tyr
Asn
255
Leu
Thr
Lys
Ile
Asn
335
Glu
Ser
Ile
Arg
Arg
415
Asp
Leu
Ala
Lys
Ser
495
Gly
Val

Gln

Tyr

Asp
Gly
Leu
Glu
Ser
80

Thr
Asp
Ser
Ser
Pro
160
Ala
Ser
Gly
Pro
Asn
240
Val
Thr
Ala
Phe
Cys
320
Ile
Ile
Glu
Lys
Ser
400
Ser
Cys
Lys
Lys
Ser
480
Asp
Pro
Arg
Tyr

Pro
560
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Figure 28 (continued) — Sequence of human CD45 SEQ ID NO: 127 (SEQ ID NO: 41 of
WO 2022/079199)

Gly
Leu
Leu
Asn
Leu
625
Lys
Ser
Pro
Tyr
Tyr
705
Ile
Met
Glu
Glu
Lys
785
Lys
Trp
Arg
Val
Asp
865
Gly

Glu

Phe

Glu
945
Gly
Pro
Lys
Ser
Tyr
Glu
Lys
Ile
Ile

Leu

Thr

Glu
Ile
Val

Leu
610
Met

Arg
Ile
Phe

Asn
690
Ile

Ala
Ile
Glu

Gly
770
Arg

Glu
Pro
Arg

His
850
Ala

Tyr
Ala
Gly

Met
930
Phe

Asn
Tyr
Glu

Glu
1010
Trp
1025
Thr
1040
Val
1055
Cys
1070
Glu
1085
Arg
1100
Val
1115

Pro
Ala
Val
595
Asp
Asn
Lys
Pro
Asn
675
Arg
Asn
Ala
Trp
Gly
755
Thr
Cys
Lys
Asp
Arg
835
Cys
Met
Val
Gln
Glu
915
Lys
Gln
Gln

Asp

Ser
995

Glu Pro

Lys
Ile
Ile
Ala
Val
Val

Tyr

Phe
Phe
580
Leu
Glu
Val
Ile
Arg
660
Gln
Val
Ala
Gln
Glu
740
Asn
Arg
Pro
Ala
His
820
Val
Ser
Leu
Val
Tyr
900
Thr
Lys
Arg
Glu
Tyr

980
Glu

Pro

Ile
565
Leu
Tyr
Gln
Glu
Ala
645
Val
Asn
Glu
Ser
Gly
725
Gln
Arg
Ala
Asp
Thr
805
Gly
Asn
Ala
Glu
Lys
885
Ile
Glu
Arg
Leu
Glu
965
Asn
His
Ser

Glu

Gly Asp

Val
Gln
Asp
Phe

Gln

Met
Tyr
Leu
Glu

Tyr

Leu
Ala
Lys
Gln
Pro
630
Asp
Phe
Lys
Leu
Tyr
710
Pro
Lys
Asn
Phe
Tyr
790
Gly
Val
Ala
Gly
Gly
870
Leu
Leu
Val
Asp
Pro
950
Asn
Arg
Asp
Lys
Val
Phe
Leu
Trp
Lys
Leu

Gln

His
Phe
Ile
Glu
615
Ile
Glu
Ser
Asn
Ser
695
Ile
Arg
Ala
Lys
Gly
775
Ile
Arg
Pro
Phe
Val
855
Leu
Arg
Ile
Asn
Pro
935
Ser
Lys

Val

Ser

Tyr

His S

Leu I
5

er Thr

570
le Ile
85

Tyr Asp Leu

600

Leu Val Glu

His Ala Asp

Gly Arg Leu

Lys P
6
Arg T
680
Glu I

Asp G

Asp G

650
he Pro
65
yr Val

le Asn
ly Phe

lu Thr
730

Thr Val Ile

7

45

Cys Ala Glu

760

Asp Val Val

Ile G

1n Lys

Glu Val Thr

810

Glu Asp Pro

8

25

Ser Asn Phe

840

Gly Arg Thr

Glu Ala Glu

Arg G

His G
9
Leu S
920
Pro 8

1In Arg
890

1n Ala

05

er Glu

er Glu

Tyr Arg Ser

Ser L

Pro L
9

Asp

1000

Ile Asn Ala

1015

Met

Ile

1030

Trp

Gln

1045

Thr

Glu

1060
Gly Glu
1075

Asp

Thr

1090

Arg

His

1105

Tyr

Thr

1120
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vs Asn

970
eu Lys
85

Glu Ser Ser Asp Asp Asp Ser Asp

Ala Ala
Met Ile
Leu Lys
Gly Lys
Asp Lys
Ser Lys

Asn Trp

Ser
Val
His
Arg
Ile
635
Phe
Ile
Asp
Gly
Lys
715
Val
Val
Tyr
Val
Leu
795
His
His
Phe
Gly
Asn
875
Cys
Leu
Leu
Pro
Trp
955

Arg

His

Gln
Phe
His
Gln
Ser
Arg

Ser

Tyr
Thr
Lys
Asp
620
Leu
Leu
Lys
Ile
Asp
700
Glu
Asp
Met
Trp
Lys
780
Asn
Ile
Leu
Ser
Thr
860
Lys
Leu
Val
His
Ser
940
Arg

Asn

Glu

Ser Phe

Asn Ser

Ser Ile
590

Lys Arg

605

Asp Glu

Leu Glu
Ala Glu

Glu Ala
670

Leu Pro

685

Ala Gly

Pro Arg
Asp Phe
Val Thr
750
Pro Ser
765
Ile Asn
Ile Val
Gln Phe

Leu Leu
830

Gly Pro

845

Tyr Ile

Val Asp
Met Val
Glu Tyr
910
Pro Tyr
925
Pro Leu
Thr Gln

Ser Asn

Leu Glu
990

1005

1020

Gly Pro

1035

Gln Arg

1050

Gly Asp

1065

Thr Tyr

1080

Ser Thr

1095

Lys Asp

1110

Val Glu

1125

Lys
575
Ala
Ser
Lys
Thr
Phe
655
Arg
Tyr
Ser
Lys
Trp
735
Arg
Met
Gln
Asn
Thr
815
Lys
Ile
Gly
Val
Gln
895
Asn
Leu
Glu
His
Val

975
Met

Leu
Lys
Gln
Gly

Tyr

Ala
Leu
Cys
Gln
Tyr
640
Gln
Lys
Asp
Asn
Tyr
720
Arg
Cys
Glu
His
Lys
800
Ser
Leu
Val
Ile
Tyr
880
Val
Gln
His
Ala
Ile
960

Ile

Ser

Ile Met Ser

Lys

Val

Glu

Asp

Thr

Ser Arg

Gln

Leu
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Figure 28 (continued) — Sequence of human CD45 SEQ ID NO: 127 (SEQ ID NO: 41 of
WO 2022/079199)

Pro Ala Glu Pro Lys Glu Leu Ile Ser Met Ile Gln Val Val Lys
1130 1135 1140

Gln Lys Leu Pro Gln Lys Asn Ser Ser Glu Gly Asn Lys His His
1145 1150 1155

Lys Ser Thr Pro Leu Leu Ile His Cys Arg Asp Gly Ser Gln Gln
1160 1165 1170

Thr Gly Ile Phe Cys Ala Leu Leu Asn Leu Leu Glu Ser Ala Glu
1175 1180 1185

Thr Glu Glu Val Val Asp Ile Phe Gln Val Val Lys Ala Leu Arg
1190 1195 1200

Lys Ala Arg Pro Gly Met Val Ser Thr Phe Glu Gln Tyr Gln Phe
1205 1210 1215

Leu Tyr Asp Val Ile Ala Ser Thr Tyr Pro Ala Gln Asn Gly Gln
1220 1225 1230

Val Lys Lys Asn Asn His Gln Glu Asp Lys Ile Glu Phe Asp Asn
1235 1240 1245

Glu Val Asp Lys Val Lys Gln Asp Ala Asn Cys Val Asn Pro Leu
1250 1255 1260

Gly Ala Pro Glu Lys Leu Pro Glu Ala Lys Glu Gln Ala Glu Gly
1265 1270 1275

Ser Glu Pro Thr Ser Gly Thr Glu Gly Pro Glu His Ser Val Asn
1280 1285 1290

Gly Pro Ala Ser Pro Ala Leu Asn Gln Gly Ser
1295 1300

SUBSTITUTE SHEET (RULE 26)
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Figure 29 — Sequence of human CD45 extracellular domains 1 to - SEQ ID NO: 128
(SEQ ID NO: 113 of WO 2022/079199)

Asp Ala Val Val Thr Gln Glu Ser Ala Leu Thr Ser Ser Pro Gly Glu

Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser
20 25 30
Asn Tyr Ala Ser Trp Val Gln Glu Lys Pro Asp His Leu Phe Thr Gly
35 40 45
Leu Ile Gly Gly Thr Asn Asn Arg Ala Pro Gly Val Pro Ala Arg Phe
50 55 60
Ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile Thr Gly Ala

Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Val Leu Trp Tyr Ser Asp

His Trp Val Phe Gly Cys Gly Thr Lys Leu Thr Val Leu Gly Gly Gly
100 105 110

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly

115 120 125
Gly Ser Asp Val Gln Leu Gln Gln Ser Gly Pro Gly Leu Val Ala Pro
130 135 140

Ser Gln Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Leu Leu Thr

145 150 155 160

Asp Tyr Gly Val Asn Trp Val Arg Gln Ser Pro Gly Lys Cys Leu Glu

165 170 175

Trp Leu Gly Val Ile Trp Gly Asp Gly Ile Thr Asp Tyr Asn Ser Ala
180 185 190

Leu Lys Ser Arg Leu Ser Val Thr Lys Asp Asn Ser Lys Ser Gln Val

195 200 205
Phe Leu Lys Met Asn Ser Leu Gln Ser Gly Asp Ser Ala Arg Tyr Tyr
210 215 220

Cys Val Thr Gly Leu Phe Asp Tyr Trp Gly Gln Gly Thr Thr Leu Thr

225 230 235 240

Val Ser Ser Ala Ala Ala His His His His His His Glu Gln Lys Leu

245 250 255

Ile Ser Glu Glu Asp Leu

260
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Figure 30 - Sequence of cynomolgus monkey CD45 - SEQ ID NO: 129

MTMCLWLKLLAFVFAFLDTEVEVTGQGSTPSPTGVSSALTPHLPTHADSQTPSTGTDTQTPSGSAANTTL
SPTPRSNDISVSYLNASETTTPSPSGSTVISTPTIATTTSKPTCAEKYATIPVDY LYNNKTKLEFTAKLNV
NENVECTNNNHTHNICTNNEVLNLPECKEMNVEVSHNSCTDRHKELKLDVPPEVEKFQLDDCTPDVEANT
TICLKWKITETFACDKSKITYRFQCGNKTYNKEGIYLENLEPEYEYKCDSEILYNNHKYINITKLIKTDF
GIPGOQPONVVCRHEDAHQGVITWNPPORSFHNFTLCYVSKTAKKCLSLDKHLTTYHLONLKPYTNYSLSL
HAYITAKVQRNGTAATCNEFTTESAPPSQVONMIVSTSDNSMRVKCEAPRDVNGPTELY LLEVEAGNTLVR
NLSQSECDESVNNLQYSTYYNLKAYYHNGKYSGEPVILRESTSYNSKALIAFLAFLITIVTSIALLVVLYK
IYDLHKKRSCNLDEQQELVERDDEKQLMNVEPIHADILLETYKRKIADEGRLFLAEFQSIPRVESKEFPIK
EARKPFNONKNRYVDILPYDYNRVELSEINGDAGSNYINASYIDGFKEPRKYIAAQGPRDETVDDFWRMI
WEQKATVIVMVTRCEEGNRNKCAEYWPSMEEGTRAFGDVVVKINQHKRCPDYIIQKLNIVNKKEKATGRE
VITHIQFTSWPDHGVPEDPHLLLKLRRRVNAFSNFFSGPIVVHCSAGVGRTGTYIGIDAMLEGLEAENKVD
VYGYVVKLRRQRCLMVQVEAQYTILIHQALVEYNQFGETEVNLSELHPY LHNMKKRDPPSEPSPLEAEFQR
LPSYRSWRTQHIGNQEENKNKNRNSNVIPYDYNRVPLKHELEMSKESDHDSDESSDDDSDSEEPSKYINA
SFIMSYWKPEVMIAAQGPLKETIGDFWOMIFQRKVKVIVMLTELKHGDQEICAQYWGEGKQTYGDIEVDM
KDTNKSSTYTLRVFELRHSKRKDSRTIVYQYQYTNWSVEQLPAEPKELVSLIQVLKEKLPQKNSSEGNKHH
KSTPLLIHCRDGSQQTGIFCALLNLLESAETEEVVDIFQVVKALRKARPGMVSTFEQYQFLYDITIASTYP
AQNGQVKKNNHQEDKIEFDNEVDKVKQODANCVNPLGATEKLPEAKEQATGSEPTSGTEGPEHSVNGPASP
ALNQGS
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