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<ApplicantFileReference>77899PCT</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>

<IPOfficeCode>SG</IPOfficeCode>
<ApplicationNumberText>10202110245U</ApplicationNumberText>
<FilingDate>2021-09-16</FilingDate>

</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">Agency for Science, Technology and 

Research</ApplicantName>
<InventionTitle languageCode="en">MODULATION OF TJP1 EXPRESSION TO TREAT

LIVER DISEASES</InventionTitle>
<SequenceTotalQuantity>115</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">

<INSDSeq>
<INSDSeq_length>58</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>misc_binding</INSDFeature_key>

<INSDFeature_location>5..25</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q2">

<INSDQualifier_name>bound_moiety</INSDQualifier_name>

<INSDQualifier_value>Tjp1</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..58</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>



</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ccggcgtggattgaacttactaaatctcgagatttagtaagttcaatccacgtttttg</IN
SDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">

<INSDSeq>
<INSDSeq_length>58</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>misc_binding</INSDFeature_key>

<INSDFeature_location>5..25</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q4">

<INSDQualifier_name>bound_moiety</INSDQualifier_name>

<INSDQualifier_value>Tjp1</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..58</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q3">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ccggccgcgaagttatgagcaagttctcgagaacttgctcataacttcgcggtttttg</IN
SDSeq_sequence>

</INSDSeq>



</SequenceData>
<SequenceData sequenceIDNumber="3">

<INSDSeq>
<INSDSeq_length>58</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..58</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q5">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_binding</INSDFeature_key>

<INSDFeature_location>5..25</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q6">

<INSDQualifier_name>bound_moiety</INSDQualifier_name>

<INSDQualifier_value>Tjp1</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ccggcggccatttgaacgcaaatttctcgagaaatttgcgttcaaatggccgtttttg</IN
SDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q14">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>cgtggattgaacttactaaat</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="5">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q15">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ccgcgaagttatgagcaagtt</INSDSeq_sequence>
</INSDSeq>



</SequenceData>
<SequenceData sequenceIDNumber="6">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q16">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>cggccatttgaacgcaaattt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="7">

<INSDSeq>
<INSDSeq_length>8024</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..8024</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q20">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>211..5796</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q22">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Open reading frame</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gccgccgggccacggcctgcaggggtggaaggggcggcggcggcgggagctgcgggccacgc
acggcggcggcggcgggagcggccgggcacgcacggcgacggcggcggcgggagcgggagcccgggccacgcacggccgc
agctgcgggtgcggcgggcgcgggagcggtgggagctgtggtggcggcggatggcccagagctgatctatgcggcgcctg
gaggggctgtgtctgcggcggcggcggaggcggcggggccctgcccgcgagcggagcggggacaagatgaagtaccagaa
atacctgacggtgctgcagatggccatcggcgtcaccccctccaaccgcggcagcctcctgccgctcaagaggaagctgt
gggtaacgccatcctctgaaaatcctaatggtgctacttctagtgtcagccaaggaaaaccctctttaagacgaattaaa
gggagattacacagaagcaaaagccttgatagcatggatttctgtgagctcactagcacagcaatggaggaaacagctat
atgggaacaacatacagtgacgcttcacagggctcctggatttggatttggaattgcaatatctggtggacgagataatc
ctcattttcagagtggggaaacgtcaatagtgatttcagatgtgctgaaaggaggaccagctgaaggacagctacaggaa
aatgaccgagttgcaatggttaacggagtttcaatggataatgttgaacatgcttttgctgttcagcaactaaggaaaag
tgggaaaaatgcaaaaattacaattagaaggaagaagaaagttcaaataccagtaagtcgtcctgatcctgaaccagtat
ctgataatgaagaagatagttatgatgaggaaatacatgatccaagaagtggccggagtggtgtggttaacagaaggagt
gagaagatttggccgagggatagaagtgcaagtagagagaggagcttgtccccgcggtcagacaggcggtcagtggcttc
cagccagcctgctaaacctactaaagtcacactggtgaaatcccggaaaaatgaagaatatggtcttcgattggcaagcc
atatatttgttaaggaaatttcacaagatagtttggcagcaagagatggcaatattcaagaaggtgatgttgtattgaag
ataaatggtactgtgacagaaaatatgtcattgacagatgcaaagacattgatagaaaggtctaaaggcaaattaaaaat
ggtagttcaaagagatgaacgggctacgctattgaatgtccctgatctttctgacagcatccactctgctaatgcctctg
agagagacgacatttcagaaattcagtcactggcatcagatcattctggtcgatcacacgataggcctccccgccgcagc
cggtcacgatctcctgaccagcggtcagagccttctgatcattccaggcactcgccgcagcagccaagcaatggcagtct
ccggagtagagatgaagagagaatttctaaacctggggctgtctcaactcctgtaaagcatgctgatgatcacacaccta
aaacagtggaagaagttacagttgaaagaaatgagaaacaaacaccttctcttccagaaccaaagcctgtgtatgcccaa
gttgggcaaccagatgtggatttacctgtcagtccatctgatggtgtcctacctaattcaactcatgaagatgggattct
tcggcccagcatgaaattggtaaaattcagaaaaggagatagtgtgggtttgcggctggctggtggaaatgatgttggaa
tatttgtagctggcgttctagaagatagccctgcagccaaggaaggcttagaggaaggtgatcaaattctcagggtaaac
aacgtagattttacaaatatcataagagaagaagccgtccttttcctgcttgacctccctaaaggagaagaagtgaccat
attggctcagaagaagaaggatgtttatcgtcgcattgtagaatcagatgtaggagattctttctatattagaacccatt
ttgaatatgaaaaggaatctccctatggacttagttttaacaaaggagaggtgttccgtgttgtggataccttgtacaat
ggaaaactgggctcttggcttgctattcgaattggtaaaaatcataaggaggtagaacgaggcatcatccctaataagaa
cagagctgagcagctagccagtgtacagtatacacttccaaaaacagcaggcggagaccgtgctgacttctggagattca
gaggtcttcgcagctccaagagaaatcttcgaaaaagcagagaggatttgtccgctcagcctgttcaaacaaagtttcca
gcttatgaaagagtggttcttcgagaagctggatttctgaggcctgtaaccatttttggaccaatagctgatgttgccag
agaaaagctggcaagagaagaaccagatatttatcaaattgcaaagagtgaaccacgagacgctggaactgaccaacgta
gctctggcattattcgcctgcatacaataaagcaaatcatagatcaagacaaacatgctttattagatgtaacaccaaat
gcagttgatcgtcttaactatgcccagtggtatccaattgttgtatttcttaaccctgattctaagcaaggagtaaaaac



aatgagaatgaggttatgtccagaatctcggaaaagtgccaggaagttatacgagcgatctcataaacttcgtaaaaata
atcaccatctttttacaactacaattaacttaaattcaatgaatgatggttggtatggtgcgctgaaagaagcaattcaa
caacagcaaaaccagctggtatgggtttccgagggaaaggcggatggtgctacaagtgatgaccttgatttgcatgatga
tcgtctgtcctacctgtcagctccaggtagtgaatactcaatgtatagcacggacagtagacacacttctgactatgaag
acacagacacagaaggcggggcctacactgatcaagaactagatgaaactcttaatgatgaggttgggactccaccggag
tctgccattacacggtcctctgagcctgtaagagaggactcctctggaatgcatcatgaaaaccaaacatatcctcctta
ctcaccacaagcgcagccacaaccaattcatagaatagactcccctggatttaagccagcctctcaacagaaagcagaag
cttcatctccagtcccttacctttcgcctgaaacaaacccagcatcatcaacctctgctgttaatcataatgtaaattta
actaatgtcagactggaggagcccaccccagctccttccacctcttactcaccacaagctgattctttaagaacaccaag
tactgaggcagctcacataatgctaagagatcaagaaccatcattgtcgtcgcatgtagatccaacaaaggtgtatagaa
aggatccatatcccgaggaaatgatgaggcagaaccatgttttgaaacagccagccgttagtcacccagggcacaggcca
gacaaagagcctaatctgacctatgaaccccaactcccatacgtagagaaacaagccagcagagacctcgagcagcccac
atacagatacgagtcctcaagctatacggaccagttttctcgaaactatgaacatcgtctgcgatacgaagatcgcgtcc
ccatgtatgaagaacagtggtcatattatgatgacaaacagccctacccatctcggccaccttttgataatcagcactct
caagaccttgactccagacagcatcccgaagagtcctcagaacgagggtactttccacgttttgaagagccagcccctct
gtcttacgacagcagaccacgttacgaacaggcacctagagcatccgccctgcggcacgaagagcagccagctcctgggt
atgacacacatggtagactcagaccggaagcccagccccacccttcagcagggcccaagcctgcagagtccaagcagtat
tttgagcaatattcacgcagttacgagcaagtaccaccccaaggatttacctctagagcaggtcattttgagcctctcca
tggtgctgcagctgtccctccgctgataccttcatctcagcataagccagaagctctgccttcaaacaccaaaccactgc
ctccacccccaactcaaaccgaagaagaggaagatccagcaatgaagccacagtctgtactcaccagagttaagatgttt
gaaaacaaaagatctgcatccttagagaccaagaaggatgtaaatgacactggcagttttaagcctccagaagtagcatc
taaaccttcaggtgctcccatcattggtcccaaacccacttctcagaatcaattcagtgaacatgacaaaactctgtaca
ggatcccagaacctcaaaaacctcaactgaagccacctgaagatattgttcggtccaatcattatgaccctgaagaagat
gaagaatattatcgaaaacagctgtcatactttgaccgaagaagttttgagaataagcctcctgcacacattgccgccag
ccatctctccgagcctgcaaagccagcgcattctcagaatcaatcaaatttttctagttattcttcaaagggaaagcctc
ctgaagctgatggtgtggatagatcatttggcgagaaacgctatgaacccatccaggccactccccctcctcctccattg
ccctcgcagtatgcccagccatctcagcctgtcaccagcgcgtctctccacatacattctaagggagcacatggtgaagg
taattcagtgtcattggattttcagaattccttagtgtccaaaccagacccacctccatctcagaataagccagcaactt
tcagaccaccaaaccgagaagatactgctcaggcagctttctatccccagaaaagttttccagataaagccccagttaat
ggaactgaacagactcagaaaacagtcactccagcatacaatcgattcacaccaaaaccatatacaagttctgcccgacc
atttgaacgcaagtttgaaagtcctaaattcaatcacaatcttctgccaagtgaaactgcacataaacctgacttgtctt
caaaaactcccacttctccaaaaactcttgtgaaatcgcacagtttggcacagcctcctgagtttgacagtggagttgaa
actttctctatccatgcagagaagcctaaatatcaaataaataatatcagcacagtgcctaaagctattcctgtgagtcc
ttcagctgtggaagaggatgaagatgaagatggtcatactgtggtggccacagcccgaggcatatttaacagcaatgggg
gcgtgctgagttccatagaaactggtgttagtataattatccctcaaggagccattcccgaaggagttgagcaggaaatc
tatttcaaggtctgccgggacaacagcatccttccacctttagataaagagaaaggtgaaacactgctgagtcctttggt
gatgtgtggtccccatggcctcaagttcctgaagcctgtggagctgcgcttaccacactgtgcgtccatgactcctgacg
gttggtcttttgctctaaaatcatccgactcctcgtcgggtgatcctaaaacctggcaaaacaagtgtcttcccggagat
ccaaattatctcgttggagcaaactgtgtttctgtccttattgaccacttttaactcttgaaatataggaacttaaataa
tgtgaaactggattaaacttaatctaaatggaaccactctatcaagtattataccttttttagagttgatactacagttt
gttagtatgaggcatttgtttgaactgataaagatgagtgagcatgcccctgaaccatggtcggaaaacatgctacacac
tgcatgtttgtgattgacgggactgttggtattggctagaggttcaaagatattttgctttgtgatttttgtaatttttt
tatcgtcactgcttaacttcacatattgatttccgttaaaataccagccagtaaatgggggtgcatttgaggtctgttct
ttccaaagtacactgtttcaaactttactatggccctggcctagcatacgtacacattttattttattatgcatgaagta
atatgcacacattttttaaatgcacctggaatatataaccagtgttgtggatttaacagaaatgtacagcaaggagattt
acaactgggggagggtgaagtgaagacaatgacttactgtacatgaaaacacatttttcttagggaaggatacaaaagca
tgtgagactggttccatggcctcttcagatctctaacttcaccatattaccacagacatactaaccagcagaaatgcctt
accctcatgttcttaattcttagctcattctccttgtgttactaagtttttatggcttttgtgcattatctagatactgt
atcatgacaaagactgagtacgttgtgcatttggtggtttcagaaatgtgttatcacccagaagaaaatagtggtgtgat
ttggggatatttttttcttttcttttcttttctttttttttttttttgacaaggggcagtggtggttttctgttctttct
ggctatgcatttgaaaattttgatgttttaaggatgcttgtacataatgcgtgcataccacttttgttcttggtttgtaa
attaacttttataaactttaccttttttatacataaacaagaccacgtttctaaaggctacctttgtattctctcctgta
cctcttgagccttgaactttgacctctgcagcaataaagcagcgtttctatgacacatgcaaggtcattttttttaagaa
aaaggatgcacagagttgttacatttttaagtgctgcatttaaaagatacagttactcagaattctctagtttgattaaa



ttcttgcaaagtatccctactgtaatttgtgatacaatgctgtgccctaaagtgtatttttttactaatagacaatttat
tatggcacatcagcacgatttctgtttagataatacaccactacattctgttaatcattaggtgtgactgaatttctttt
gccgttattaaaaatctcaaatttctaaatctccaaaataaaactttttaaaataaagtgctggcttggtctgtttgccc
actgttttctagtttcatgcagctttataatcctgttttaaaatcctgcacacaaatccctatcacccagcgtcacctac
cacctcgtcgtctggtgttgcatgcagaatttctccccttggccagcatgtacagatgggtgggcagtgctcatctgaag
ggctcagactgaagtggggcagaaggacctggagacagagtgggagaaggcagcaggccgacttccccctgtgggtaaac
acacacccctgcgtggagaaacacccctgcatggggacacacgtgcgtttgtgtgtgtgcgtgtaaccatttgtatatgg
ttttattccccagataaatagcacgggcattgtttaatgtcacccacatttgggggaagaaaatgggtttagtgagcata
aatattccattgtggacatcctacttacttaactgccacccctgttgacatttggattattgctatagtgtttcagtaaa
cacctttgtggactgaatccatctatgtggattttatttttttcatctttgttaaggtataatttacatagagtaagtta
ctgtttttaaaatgtatagttcaaattttgacaaacacatactgtttatttaccacggttaatacatacaacagtttctt
tatcttctctaatcatttgtacccctttatactcaacccttcttccagcccctggcaggatgatctcttctgtttctata
gttgcctttttgacagtgtcatataaatggaatcatacaata</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">

<INSDSeq>
<INSDSeq_length>5586</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..5586</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q21">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgcggcgcctggaggggctgtgtctgcggcggcggcggaggcggcggggccctgcccgcga
gcggagcggggacaagatgaagtaccagaaatacctgacggtgctgcagatggccatcggcgtcaccccctccaaccgcg
gcagcctcctgccgctcaagaggaagctgtgggtaacgccatcctctgaaaatcctaatggtgctacttctagtgtcagc
caaggaaaaccctctttaagacgaattaaagggagattacacagaagcaaaagccttgatagcatggatttctgtgagct
cactagcacagcaatggaggaaacagctatatgggaacaacatacagtgacgcttcacagggctcctggatttggatttg
gaattgcaatatctggtggacgagataatcctcattttcagagtggggaaacgtcaatagtgatttcagatgtgctgaaa
ggaggaccagctgaaggacagctacaggaaaatgaccgagttgcaatggttaacggagtttcaatggataatgttgaaca
tgcttttgctgttcagcaactaaggaaaagtgggaaaaatgcaaaaattacaattagaaggaagaagaaagttcaaatac
cagtaagtcgtcctgatcctgaaccagtatctgataatgaagaagatagttatgatgaggaaatacatgatccaagaagt
ggccggagtggtgtggttaacagaaggagtgagaagatttggccgagggatagaagtgcaagtagagagaggagcttgtc
cccgcggtcagacaggcggtcagtggcttccagccagcctgctaaacctactaaagtcacactggtgaaatcccggaaaa



atgaagaatatggtcttcgattggcaagccatatatttgttaaggaaatttcacaagatagtttggcagcaagagatggc
aatattcaagaaggtgatgttgtattgaagataaatggtactgtgacagaaaatatgtcattgacagatgcaaagacatt
gatagaaaggtctaaaggcaaattaaaaatggtagttcaaagagatgaacgggctacgctattgaatgtccctgatcttt
ctgacagcatccactctgctaatgcctctgagagagacgacatttcagaaattcagtcactggcatcagatcattctggt
cgatcacacgataggcctccccgccgcagccggtcacgatctcctgaccagcggtcagagccttctgatcattccaggca
ctcgccgcagcagccaagcaatggcagtctccggagtagagatgaagagagaatttctaaacctggggctgtctcaactc
ctgtaaagcatgctgatgatcacacacctaaaacagtggaagaagttacagttgaaagaaatgagaaacaaacaccttct
cttccagaaccaaagcctgtgtatgcccaagttgggcaaccagatgtggatttacctgtcagtccatctgatggtgtcct
acctaattcaactcatgaagatgggattcttcggcccagcatgaaattggtaaaattcagaaaaggagatagtgtgggtt
tgcggctggctggtggaaatgatgttggaatatttgtagctggcgttctagaagatagccctgcagccaaggaaggctta
gaggaaggtgatcaaattctcagggtaaacaacgtagattttacaaatatcataagagaagaagccgtccttttcctgct
tgacctccctaaaggagaagaagtgaccatattggctcagaagaagaaggatgtttatcgtcgcattgtagaatcagatg
taggagattctttctatattagaacccattttgaatatgaaaaggaatctccctatggacttagttttaacaaaggagag
gtgttccgtgttgtggataccttgtacaatggaaaactgggctcttggcttgctattcgaattggtaaaaatcataagga
ggtagaacgaggcatcatccctaataagaacagagctgagcagctagccagtgtacagtatacacttccaaaaacagcag
gcggagaccgtgctgacttctggagattcagaggtcttcgcagctccaagagaaatcttcgaaaaagcagagaggatttg
tccgctcagcctgttcaaacaaagtttccagcttatgaaagagtggttcttcgagaagctggatttctgaggcctgtaac
catttttggaccaatagctgatgttgccagagaaaagctggcaagagaagaaccagatatttatcaaattgcaaagagtg
aaccacgagacgctggaactgaccaacgtagctctggcattattcgcctgcatacaataaagcaaatcatagatcaagac
aaacatgctttattagatgtaacaccaaatgcagttgatcgtcttaactatgcccagtggtatccaattgttgtatttct
taaccctgattctaagcaaggagtaaaaacaatgagaatgaggttatgtccagaatctcggaaaagtgccaggaagttat
acgagcgatctcataaacttcgtaaaaataatcaccatctttttacaactacaattaacttaaattcaatgaatgatggt
tggtatggtgcgctgaaagaagcaattcaacaacagcaaaaccagctggtatgggtttccgagggaaaggcggatggtgc
tacaagtgatgaccttgatttgcatgatgatcgtctgtcctacctgtcagctccaggtagtgaatactcaatgtatagca
cggacagtagacacacttctgactatgaagacacagacacagaaggcggggcctacactgatcaagaactagatgaaact
cttaatgatgaggttgggactccaccggagtctgccattacacggtcctctgagcctgtaagagaggactcctctggaat
gcatcatgaaaaccaaacatatcctccttactcaccacaagcgcagccacaaccaattcatagaatagactcccctggat
ttaagccagcctctcaacagaaagcagaagcttcatctccagtcccttacctttcgcctgaaacaaacccagcatcatca
acctctgctgttaatcataatgtaaatttaactaatgtcagactggaggagcccaccccagctccttccacctcttactc
accacaagctgattctttaagaacaccaagtactgaggcagctcacataatgctaagagatcaagaaccatcattgtcgt
cgcatgtagatccaacaaaggtgtatagaaaggatccatatcccgaggaaatgatgaggcagaaccatgttttgaaacag
ccagccgttagtcacccagggcacaggccagacaaagagcctaatctgacctatgaaccccaactcccatacgtagagaa
acaagccagcagagacctcgagcagcccacatacagatacgagtcctcaagctatacggaccagttttctcgaaactatg
aacatcgtctgcgatacgaagatcgcgtccccatgtatgaagaacagtggtcatattatgatgacaaacagccctaccca
tctcggccaccttttgataatcagcactctcaagaccttgactccagacagcatcccgaagagtcctcagaacgagggta
ctttccacgttttgaagagccagcccctctgtcttacgacagcagaccacgttacgaacaggcacctagagcatccgccc
tgcggcacgaagagcagccagctcctgggtatgacacacatggtagactcagaccggaagcccagccccacccttcagca
gggcccaagcctgcagagtccaagcagtattttgagcaatattcacgcagttacgagcaagtaccaccccaaggatttac
ctctagagcaggtcattttgagcctctccatggtgctgcagctgtccctccgctgataccttcatctcagcataagccag
aagctctgccttcaaacaccaaaccactgcctccacccccaactcaaaccgaagaagaggaagatccagcaatgaagcca
cagtctgtactcaccagagttaagatgtttgaaaacaaaagatctgcatccttagagaccaagaaggatgtaaatgacac
tggcagttttaagcctccagaagtagcatctaaaccttcaggtgctcccatcattggtcccaaacccacttctcagaatc
aattcagtgaacatgacaaaactctgtacaggatcccagaacctcaaaaacctcaactgaagccacctgaagatattgtt
cggtccaatcattatgaccctgaagaagatgaagaatattatcgaaaacagctgtcatactttgaccgaagaagttttga
gaataagcctcctgcacacattgccgccagccatctctccgagcctgcaaagccagcgcattctcagaatcaatcaaatt
tttctagttattcttcaaagggaaagcctcctgaagctgatggtgtggatagatcatttggcgagaaacgctatgaaccc
atccaggccactccccctcctcctccattgccctcgcagtatgcccagccatctcagcctgtcaccagcgcgtctctcca
catacattctaagggagcacatggtgaaggtaattcagtgtcattggattttcagaattccttagtgtccaaaccagacc
cacctccatctcagaataagccagcaactttcagaccaccaaaccgagaagatactgctcaggcagctttctatccccag
aaaagttttccagataaagccccagttaatggaactgaacagactcagaaaacagtcactccagcatacaatcgattcac
accaaaaccatatacaagttctgcccgaccatttgaacgcaagtttgaaagtcctaaattcaatcacaatcttctgccaa
gtgaaactgcacataaacctgacttgtcttcaaaaactcccacttctccaaaaactcttgtgaaatcgcacagtttggca
cagcctcctgagtttgacagtggagttgaaactttctctatccatgcagagaagcctaaatatcaaataaataatatcag
cacagtgcctaaagctattcctgtgagtccttcagctgtggaagaggatgaagatgaagatggtcatactgtggtggcca



cagcccgaggcatatttaacagcaatgggggcgtgctgagttccatagaaactggtgttagtataattatccctcaagga
gccattcccgaaggagttgagcaggaaatctatttcaaggtctgccgggacaacagcatccttccacctttagataaaga
gaaaggtgaaacactgctgagtcctttggtgatgtgtggtccccatggcctcaagttcctgaagcctgtggagctgcgct
taccacactgtgcgtccatgactcctgacggttggtcttttgctctaaaatcatccgactcctcgtcgggtgatcctaaa
acctggcaaaacaagtgtcttcccggagatccaaattatctcgttggagcaaactgtgtttctgtccttattgaccactt
ttaa</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="9">

<INSDSeq>
<INSDSeq_length>1803</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1803</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q23">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MRRLEGLCLRRRRRRRGPARERSGDKMKYQKYLTVLQMAIGVTPSTAMEETAIWEQHTVTLH
RAPGFGFGIAISGGRDNPHFQSGETSIVISDVLKGGPAEGQLQENDRVAMVNGVSMDNVEHAFAVQQLRKSGKNAKITIR
RKKKVQIPVSRPDPEPVSDNEEDSYDEEIHDPRSGRSGVVNRRSEKIWPRDRSASRERSLSPRSDRRSVASSQPAKPTKV
TLVKSRKNEEYGLRLASHIFVKEISQDSLAARDGNIQEGDVVLKINGTVTENMSLTDAKTLIERSKGKLKMVVQRDERAT
LLNVPDLSDSIHSANASERDDISEIQSLASDHSGRSHDRPPRRSRSRSPDQRSEPSDHSRHSPQQPSNGSLRSRDEERIS
KPGAVSTPVKHADDHTPKTVEEVTVERNEKQTPSLPEPKPVYAQVGQPDVDLPVSPSDGVLPNSTHEDGILRPSMKLVKF
RKGDSVGLRLAGGNDVGIFVAGVLEDSPAAKEGLEEGDQILRVNNVDFTNIIREEAVLFLLDLPKGEEVTILAQKKKDVY
RRIVESDVGDSFYIRTHFEYEKESPYGLSFNKGEVFRVVDTLYNGKLGSWLAIRIGKNHKEVERGIIPNKNRAEQLASVQ
YTLPKTAGGDRADFWRFRGLRSSKRNLRKSREDLSAQPVQTKFPAYERVVLREAGFLRPVTIFGPIADVAREKLAREEPD
IYQIAKSEPRDAGTDQRSSGIIRLHTIKQIIDQDKHALLDVTPNAVDRLNYAQWYPIVVFLNPDSKQGVKTMRMRLCPES
RKSARKLYERSHKLRKNNHHLFTTTINLNSMNDGWYGALKEAIQQQQNQLVWVSEGKADGATSDDLDLHDDRLSYLSAPG
SEYSMYSTDSRHTSDYEDTDTEGGAYTDQELDETLNDEVGTPPESAITRSSEPVREDSSGMHHENQTYPPYSPQAQPQPI
HRIDSPGFKPASQQKAEASSPVPYLSPETNPASSTSAVNHNVNLTNVRLEEPTPAPSTSYSPQADSLRTPSTEAAHIMLR
DQEPSLSSHVDPTKVYRKDPYPEEMMRQNHVLKQPAVSHPGHRPDKEPNLTYEPQLPYVEKQASRDLEQPTYRYESSSYT
DQFSRNYEHRLRYEDRVPMYEEQWSYYDDKQPYPSRPPFDNQHSQDLDSRQHPEESSERGYFPRFEEPAPLSYDSRPRYE
QAPRASALRHEEQPAPGYDTHGRLRPEAQPHPSAGPKPAESKQYFEQYSRSYEQVPPQGFTSRAGHFEPLHGAAAVPPLI
PSSQHKPEALPSNTKPLPPPPTQTEEEEDPAMKPQSVLTRVKMFENKRSASLETKKDVNDTGSFKPPEVASKPSGAPIIG
PKPTSQNQFSEHDKTLYRIPEPQKPQLKPPEDIVRSNHYDPEEDEEYYRKQLSYFDRRSFENKPPAHIAASHLSEPAKPA



HSQNQSNFSSYSSKGKPPEADGVDRSFGEKRYEPIQATPPPPPLPSQYAQPSQPVTSASLHIHSKGAHGEGNSVSLDFQN
SLVSKPDPPPSQNKPATFRPPNREDTAQAAFYPQKSFPDKAPVNGTEQTQKTVTPAYNRFTPKPYTSSARPFERKFESPK
FNHNLLPSETAHKPDLSSKTPTSPKTLVKSHSLAQPPEFDSGVETFSIHAEKPKYQINNISTVPKAIPVSPSAVEEDEDE
DGHTVVATARGIFNSNGGVLSSIETGVSIIIPQGAIPEGVEQEIYFKVCRDNSILPPLDKEKGETLLSPLVMCGPHGLKF
LKPVELRLPHCASMTPDGWSFALKSSDSSSGDPKTWQNKCLPGDPNYLVGANCVSVLIDHF</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="10">

<INSDSeq>
<INSDSeq_length>7046</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..7046</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q24">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus

musculus</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>404..5641</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q25">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Open reading frame</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>cgcctgagttgcccgcgacggctctgcccgccgacggcacgtctctcggcggccgcgcgttc
cggggaagttacgtgcgggagcaggctttggaggagacgcccgagggtgtaggggacagccggaggcccgggtactgcgg
agcggcgagccggcggagggcggcggaggccgagcaggcggccgggtgtgccccgcggagaagcccgggcggggcggacg
cttcccggacttttgtcccacttgaatcccctccccgtgggccgggcctttccggcctcccccgcccctgccccgctcgt
ccccgggagatgtttatgcggacggtggcgtgaggagcgggcgggccggcggcgcggagtttcgggtccgaggagcttcg



cgcggcgcggagagagacaagatgtccgccagggccgcggccgctaagagcacagcaatggaggaaacagctatatggga
acagcacacagtgacgcttcacagggctcctgggtttggatttggaattgcaatctctggtggaagagataatcctcatt
ttcagagtggggaaacctccatagtgatttctgatgtgttaaaaggagggccagctgaaggacagctacaggaaaatgac
cgagttgcaatggttaacggagtttcaatggataacgttgaacatgcttttgctgttcagcagctaaggaagagtgggaa
aaacgcaaaaattactatccgaaggaagaagaaagttcagatccctgtaagtcacccagatcctgagccggtgtctgata
atgaagacgatagttatgacgaagaagtgcatgacccaagagctggccgcggtgctttagcgaacagaaggagcgagaag
agctgggcaagggataggagtgcaagcagggagaggagcctgtcccctcgctcggacaggcggtccgtggcctccagtca
gcccgcaaagcccaccaaggtcacactggtgaagtctcggaaaaatgaagaatatggtcttcgaccggccagccacatat
ttgtaaaggaaatttcacaagatagtttggcagcaagagatggtgacattcaagaaggggatgttgtcttgaagataaat
ggtactgtgacagaaaatatgtcattgacagatgcaaaaacactgatagaaaggtctaaaggcaagttaaaaatggtagt
gcaaagagatgagcgggctaccttactgaacgtccctgacctttcggatagtatccattctgctaatgcctcggaaagag
atgacatttcagaaattcagtcactagcgtcagaccattcaggtcgctcgcatgacaggccaccccgccgcagccagtca
cgatctcctgaccaacgttcagagccctccgatcattccacgcagtctccacagcagcccagcaatggcagtctccggag
cagagaggaagagcgaatgtctaaacctggggccatctcaactcctgtaaaacatgtagacgatcatccacccaaagcag
tggaagaagttacagttgagaaaaatgagaagcagacgcccactcttccagaaccgaaacctgtgtatgctcaagttgga
caaccagatgtggatttacccgtcagcccttctgatggtgctctgcctaattcagctcatgaagacgggatacttaggcc
cagcatgaaactggtaaaattcagaaaaggagatagtgtgggtttgcgactagctggtggaaatgatgtcggaatatttg
tagctggcgttctagaagatagccctgcagccaaagaaggcttagaggaaggtgatcaaattctcagggtgaacaatgta
gatttcacaaatatcataagggaagaggccgtccttttcctccttgacctccctaaaggtgaagaagtgaccatactggc
tcagaagaagaaggacgtttatcgccgcattgtagaatcagatgtaggagattcattctatattagaacgcattttgaat
atgaaaaagaatctccttacggacttagttttaacaaaggagaggtgttccgggtcgtggatactttatacaatggaaag
ctgggctcttggcttgccattcgaattggcaaaaatcataaggaggtagaacgaggcatcatcccaaataagaacagagc
tgaacagttagccagtgtacagtacacacttccaaagacagcgggtggtgatcgggcagacttctggaggtttcgaggtc
ttcgcagctccaagagaaatcttcgaaaaagcagagaggacttgtcagctcagccagttcaaactaagttcccagcttat
gaaagggttgttcttcgagaagctggattcctaagacctgtaaccatctttggaccaatagctgatgttgccagagaaaa
gttggcaagagaggagccagatatctatcagattgcaaaaagtgaactacgagacgctgggactgaccatcgtagctctg
gcatcattcgccttcatacaataaagcaaatcatagatcaggataaacatgctttattagatgtaacgccaaatgcggtt
gatcgtcttaattatgcgcagtggtatccaattgttgtgttccttaaccctgactctaagcaaggtgtaaaaacaatgag
gatgaggttgtgtccggagtctcggaaaagcgccaggaagctatatgaacgctctcataagcttcgtaagaacaatcacc
atctcttcacaactacaattaacttaaactcaatgaatgatggttggtacggtgccctgaaagaagcgattcagcagcaa
cagaaccagctggtgtgggtctctgaggggaaggcggatggtgctacaagtgatgaccttgatttgcatgacgatcgtct
gtcctacctgtcagccccaggtagtgagtactcaatgtatagcacggacagtagacacacttctgactatgaagacacag
atacagaaggcggggcctacactgatcaagaactagatgaaactcttaatgatgaggtggggactcccccggagtctgcc
attacacggtcctctgagcctgtaagagaggattcctctggaatgcatcatgaaaaccagacataccctccttactcacc
acaagcgcagccacaagctattcatagaatagactcccctggacttaagccagcctctcaacagaaagcagaagcctcat
ctccagtcccttacctttcgcctgaaacaaccccagcatcatcagcctctgcagttaatcataatgtcagtgtaactaat
gtcagcctggaggagcctgccccagcccctcccacctcgcacgcatcacagcctggttgtttaggagcaccaagtgctga
ggcagctcacgtaggtctcagaggtgaaggaccaccattgccgccgcatgcagacccagcaaaggtgtacaggaaggagc
catattctgaagaaatgatgagacaaaaccatattttaaaacaaccagctcttggtcacccagggcagaggccagataaa
gagccaaatctagcctatgaaccccaacttccatatatagaaaaacaagccagcagagaccttgagcagccgtcatacag
gtatgaggtctcaagctacacagaccagttttctcggaactatgaccatcgcctacggtttgaagatcgaatccctacct
atgaagaccagtggtcatattatgatgacaaacagccctaccaacctcggccttttgagaatcagcatccccgagacctg
gactccagacaacatcccgaagaggcttcagaacgaggttatttccagcgttttgaagagccagcccctctgtcgtacga
cagtagaacacgctatgagcagctgcctcgaacctctactctacgacatgaagagcagccagcccctgcatatgaggtgc
acaacaggtacaggccagaggcacagccctattcttcaacaggccctaagtcatctgagcccaagcagtactttgaccag
tacccgcgaagttatgagcaagttccaccaccaggctttacctccaaaacaggccattacgagcctctccatggtgctgc
agttgtccctcctctgataccttcctctcaacaaaagccagaagtcctgcgctcggctaccaaaccacagcctccacccc
caaccctaactgaggaggaggaggatccagcaatgaaaccacagtctgtgctcaccagagtcaaaatgtttgaaaacaaa
agatctgcgtctttggagaacaagaaagatgtgaatgacactgccagcttcaagcctccggaagtagcatctaaacctcc
aggtgcttctcttgctggccctaaacctgtccctcagagtcagtttagtgagcacgacaaaacgctctacaggctcccag
agcctcagaaacctcaagtgaagccacccgaagatattgttcgatcaaatcattacgaccctgaagaggatgaagaatat
taccggaaacagctctcctactttgaccgaagaagttttgagagcaagccttctgcacatcttcctgctggccatcactc
agagcctgctaagccagtccattctcagagccagcccaacttccctagttactcttcaaagggaaaacccgaaactgatg
ctgtggatagatcattcagtgagaaacgttatgatccagcccaggccacgcctcctcctcctccgttgccctcacagtac



agccagccagctccacctctgtccagctcttctctccacatacattccaagggcgcccagggtgaaggcaactcagtatc
attggattttcagaactcatatatgtccaaaccagacccacccccatctcagagtaaaccagcaactttcagaccaccaa
ctcgagaagacccccctcagactttctatccgcagaaaagtttcccagacaaagctccagttaacggagctgagcagact
cagaaaaccatcactccggtgtacaatcgattcacaccaaagccgtacacaagttctgcccggccatttgaacgcaaatt
tgaaagtccgaagttcaaccataatcttctgccaagtgaaactgtacataaacctgaattgtcttcaaaaactcccactt
ccccaaaaactcttatgaaagctcatagttcaacacagcctccagagtttggcagtggagttgaaactttctctgttcac
acagataagcctaaatatcaaatgaataatatcagcaccatgcctaaagctgtccctgtgagtccttcagctgtggaaga
agatgaagatgaggatggtcatactgtagtggctacagctcgtggcatttttaacagcaatggtggtgtgttgagttcca
tagaaaccggtgttagtataattatcccacaaggagccattcctgaaggaattgagcaagaaatctatttcaaagtctgc
agagacaatagcattctcccacctttagataaagagaaaggtgaaactctgctgagccccctagtgatgtgtgggcccca
tggcctcaagttcctgaagcccgtggagctacgcttgccacactgtgaccctaaaacctggcaaaacaagtgtcttcctg
gagatccgaattaccttgttggagccaactgtgtttctgtcctgattgaccacttttaattcttagtgtataggaactgg
actaagcaatgtgaacgtggattgaacttactaaatctaaatggaaccactctaatgagtattatattttcttagaattt
atactgcaattggtagtattaagcatttgttggaactgatgaaggttagcgagcatgcccctgagccacggtcagaaagc
atgctacaagctatgtgttattgagtgaagaactgtcaggcattggctagaggttcaaagatatttttgctttgtaatga
tttttgtacttttttatggtcactgcttaacttcacatactgatttccgttaaaaataccagccagtaaatgggggtgca
tttgagttctgttctttccaaagtacactcaaagtttattatggccttggcctagcatacacattttattttattataca
tgaggtaatgtgcacacattttttacaaatgcacctggaatatataaccagtatagtggatttaacagaaatgtacagca
gggggatttataacttggggagggagggtcaaatgaagacaattacttattgtatatgaaaacacatttcttttagggaa
ggacaccaaagcatgtgagcccggttcatggcctctgaatctataaattaacatatcaccacagacatgtaaccagcagg
aatgccttaccctagtgggtttaattcttccatcatttcgctgtgtattactaagtttttatgagttctgtgcatatcta
gatactgtaccatggaaaagactgagtagattgtggacttgatggtttcagaaatgtgcaaattacctggaagaaaataa
tggtgtgacttaaaatatttttttgacagggggagtggcagtcttctgttctttgggctgtgcatctgagatgtttgatg
ctttcaggacgcatgtacataatgcgtgcataccacttttgttcttggtttgtaaattaacttttataaactttaccttt
ttatacataaacagaaccaagtttctaaggctacctttgtattctctcctgtacctcttgagccttgaactttgacctct
gcagcaataaagcagcatttctacacatacaaggtcatttttctaagaaaaagaatgcacagagttgttacatttttaag
tgctgcatttaaaagatacagttactctagtttgattaaattcttgcaaagtatcccttctgtaaaatttgtgatacaat
actgtgccctaaagtgtatttttttactaatagacagtttattatggcacatcagcacgatttctgtttagataatacac
cactacattctgttaataatcagtaggtgtgaaaggatttcttttgtggttattaaaaaaaaatctcaaatttctaaatc
tgcaagaataaaactttttaaaat</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="11">

<INSDSeq>
<INSDSeq_length>5238</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..5238</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q26">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus



musculus</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgtccgccagggccgcggccgctaagagcacagcaatggaggaaacagctatatgggaaca
gcacacagtgacgcttcacagggctcctgggtttggatttggaattgcaatctctggtggaagagataatcctcattttc
agagtggggaaacctccatagtgatttctgatgtgttaaaaggagggccagctgaaggacagctacaggaaaatgaccga
gttgcaatggttaacggagtttcaatggataacgttgaacatgcttttgctgttcagcagctaaggaagagtgggaaaaa
cgcaaaaattactatccgaaggaagaagaaagttcagatccctgtaagtcacccagatcctgagccggtgtctgataatg
aagacgatagttatgacgaagaagtgcatgacccaagagctggccgcggtgctttagcgaacagaaggagcgagaagagc
tgggcaagggataggagtgcaagcagggagaggagcctgtcccctcgctcggacaggcggtccgtggcctccagtcagcc
cgcaaagcccaccaaggtcacactggtgaagtctcggaaaaatgaagaatatggtcttcgaccggccagccacatatttg
taaaggaaatttcacaagatagtttggcagcaagagatggtgacattcaagaaggggatgttgtcttgaagataaatggt
actgtgacagaaaatatgtcattgacagatgcaaaaacactgatagaaaggtctaaaggcaagttaaaaatggtagtgca
aagagatgagcgggctaccttactgaacgtccctgacctttcggatagtatccattctgctaatgcctcggaaagagatg
acatttcagaaattcagtcactagcgtcagaccattcaggtcgctcgcatgacaggccaccccgccgcagccagtcacga
tctcctgaccaacgttcagagccctccgatcattccacgcagtctccacagcagcccagcaatggcagtctccggagcag
agaggaagagcgaatgtctaaacctggggccatctcaactcctgtaaaacatgtagacgatcatccacccaaagcagtgg
aagaagttacagttgagaaaaatgagaagcagacgcccactcttccagaaccgaaacctgtgtatgctcaagttggacaa
ccagatgtggatttacccgtcagcccttctgatggtgctctgcctaattcagctcatgaagacgggatacttaggcccag
catgaaactggtaaaattcagaaaaggagatagtgtgggtttgcgactagctggtggaaatgatgtcggaatatttgtag
ctggcgttctagaagatagccctgcagccaaagaaggcttagaggaaggtgatcaaattctcagggtgaacaatgtagat
ttcacaaatatcataagggaagaggccgtccttttcctccttgacctccctaaaggtgaagaagtgaccatactggctca
gaagaagaaggacgtttatcgccgcattgtagaatcagatgtaggagattcattctatattagaacgcattttgaatatg
aaaaagaatctccttacggacttagttttaacaaaggagaggtgttccgggtcgtggatactttatacaatggaaagctg
ggctcttggcttgccattcgaattggcaaaaatcataaggaggtagaacgaggcatcatcccaaataagaacagagctga
acagttagccagtgtacagtacacacttccaaagacagcgggtggtgatcgggcagacttctggaggtttcgaggtcttc
gcagctccaagagaaatcttcgaaaaagcagagaggacttgtcagctcagccagttcaaactaagttcccagcttatgaa
agggttgttcttcgagaagctggattcctaagacctgtaaccatctttggaccaatagctgatgttgccagagaaaagtt
ggcaagagaggagccagatatctatcagattgcaaaaagtgaactacgagacgctgggactgaccatcgtagctctggca
tcattcgccttcatacaataaagcaaatcatagatcaggataaacatgctttattagatgtaacgccaaatgcggttgat
cgtcttaattatgcgcagtggtatccaattgttgtgttccttaaccctgactctaagcaaggtgtaaaaacaatgaggat
gaggttgtgtccggagtctcggaaaagcgccaggaagctatatgaacgctctcataagcttcgtaagaacaatcaccatc
tcttcacaactacaattaacttaaactcaatgaatgatggttggtacggtgccctgaaagaagcgattcagcagcaacag
aaccagctggtgtgggtctctgaggggaaggcggatggtgctacaagtgatgaccttgatttgcatgacgatcgtctgtc
ctacctgtcagccccaggtagtgagtactcaatgtatagcacggacagtagacacacttctgactatgaagacacagata
cagaaggcggggcctacactgatcaagaactagatgaaactcttaatgatgaggtggggactcccccggagtctgccatt
acacggtcctctgagcctgtaagagaggattcctctggaatgcatcatgaaaaccagacataccctccttactcaccaca
agcgcagccacaagctattcatagaatagactcccctggacttaagccagcctctcaacagaaagcagaagcctcatctc
cagtcccttacctttcgcctgaaacaaccccagcatcatcagcctctgcagttaatcataatgtcagtgtaactaatgtc
agcctggaggagcctgccccagcccctcccacctcgcacgcatcacagcctggttgtttaggagcaccaagtgctgaggc
agctcacgtaggtctcagaggtgaaggaccaccattgccgccgcatgcagacccagcaaaggtgtacaggaaggagccat
attctgaagaaatgatgagacaaaaccatattttaaaacaaccagctcttggtcacccagggcagaggccagataaagag
ccaaatctagcctatgaaccccaacttccatatatagaaaaacaagccagcagagaccttgagcagccgtcatacaggta
tgaggtctcaagctacacagaccagttttctcggaactatgaccatcgcctacggtttgaagatcgaatccctacctatg
aagaccagtggtcatattatgatgacaaacagccctaccaacctcggccttttgagaatcagcatccccgagacctggac
tccagacaacatcccgaagaggcttcagaacgaggttatttccagcgttttgaagagccagcccctctgtcgtacgacag
tagaacacgctatgagcagctgcctcgaacctctactctacgacatgaagagcagccagcccctgcatatgaggtgcaca
acaggtacaggccagaggcacagccctattcttcaacaggccctaagtcatctgagcccaagcagtactttgaccagtac
ccgcgaagttatgagcaagttccaccaccaggctttacctccaaaacaggccattacgagcctctccatggtgctgcagt
tgtccctcctctgataccttcctctcaacaaaagccagaagtcctgcgctcggctaccaaaccacagcctccacccccaa
ccctaactgaggaggaggaggatccagcaatgaaaccacagtctgtgctcaccagagtcaaaatgtttgaaaacaaaaga



tctgcgtctttggagaacaagaaagatgtgaatgacactgccagcttcaagcctccggaagtagcatctaaacctccagg
tgcttctcttgctggccctaaacctgtccctcagagtcagtttagtgagcacgacaaaacgctctacaggctcccagagc
ctcagaaacctcaagtgaagccacccgaagatattgttcgatcaaatcattacgaccctgaagaggatgaagaatattac
cggaaacagctctcctactttgaccgaagaagttttgagagcaagccttctgcacatcttcctgctggccatcactcaga
gcctgctaagccagtccattctcagagccagcccaacttccctagttactcttcaaagggaaaacccgaaactgatgctg
tggatagatcattcagtgagaaacgttatgatccagcccaggccacgcctcctcctcctccgttgccctcacagtacagc
cagccagctccacctctgtccagctcttctctccacatacattccaagggcgcccagggtgaaggcaactcagtatcatt
ggattttcagaactcatatatgtccaaaccagacccacccccatctcagagtaaaccagcaactttcagaccaccaactc
gagaagacccccctcagactttctatccgcagaaaagtttcccagacaaagctccagttaacggagctgagcagactcag
aaaaccatcactccggtgtacaatcgattcacaccaaagccgtacacaagttctgcccggccatttgaacgcaaatttga
aagtccgaagttcaaccataatcttctgccaagtgaaactgtacataaacctgaattgtcttcaaaaactcccacttccc
caaaaactcttatgaaagctcatagttcaacacagcctccagagtttggcagtggagttgaaactttctctgttcacaca
gataagcctaaatatcaaatgaataatatcagcaccatgcctaaagctgtccctgtgagtccttcagctgtggaagaaga
tgaagatgaggatggtcatactgtagtggctacagctcgtggcatttttaacagcaatggtggtgtgttgagttccatag
aaaccggtgttagtataattatcccacaaggagccattcctgaaggaattgagcaagaaatctatttcaaagtctgcaga
gacaatagcattctcccacctttagataaagagaaaggtgaaactctgctgagccccctagtgatgtgtgggccccatgg
cctcaagttcctgaagcccgtggagctacgcttgccacactgtgaccctaaaacctggcaaaacaagtgtcttcctggag
atccgaattaccttgttggagccaactgtgtttctgtcctgattgaccacttttaa</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="12">

<INSDSeq>
<INSDSeq_length>1745</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1745</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q27">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus

musculus</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MSARAAAAKSTAMEETAIWEQHTVTLHRAPGFGFGIAISGGRDNPHFQSGETSIVISDVLKG
GPAEGQLQENDRVAMVNGVSMDNVEHAFAVQQLRKSGKNAKITIRRKKKVQIPVSHPDPEPVSDNEDDSYDEEVHDPRAG
RGALANRRSEKSWARDRSASRERSLSPRSDRRSVASSQPAKPTKVTLVKSRKNEEYGLRPASHIFVKEISQDSLAARDGD
IQEGDVVLKINGTVTENMSLTDAKTLIERSKGKLKMVVQRDERATLLNVPDLSDSIHSANASERDDISEIQSLASDHSGR
SHDRPPRRSQSRSPDQRSEPSDHSTQSPQQPSNGSLRSREEERMSKPGAISTPVKHVDDHPPKAVEEVTVEKNEKQTPTL
PEPKPVYAQVGQPDVDLPVSPSDGALPNSAHEDGILRPSMKLVKFRKGDSVGLRLAGGNDVGIFVAGVLEDSPAAKEGLE



EGDQILRVNNVDFTNIIREEAVLFLLDLPKGEEVTILAQKKKDVYRRIVESDVGDSFYIRTHFEYEKESPYGLSFNKGEV
FRVVDTLYNGKLGSWLAIRIGKNHKEVERGIIPNKNRAEQLASVQYTLPKTAGGDRADFWRFRGLRSSKRNLRKSREDLS
AQPVQTKFPAYERVVLREAGFLRPVTIFGPIADVAREKLAREEPDIYQIAKSELRDAGTDHRSSGIIRLHTIKQIIDQDK
HALLDVTPNAVDRLNYAQWYPIVVFLNPDSKQGVKTMRMRLCPESRKSARKLYERSHKLRKNNHHLFTTTINLNSMNDGW
YGALKEAIQQQQNQLVWVSEGKADGATSDDLDLHDDRLSYLSAPGSEYSMYSTDSRHTSDYEDTDTEGGAYTDQELDETL
NDEVGTPPESAITRSSEPVREDSSGMHHENQTYPPYSPQAQPQAIHRIDSPGLKPASQQKAEASSPVPYLSPETTPASSA
SAVNHNVSVTNVSLEEPAPAPPTSHASQPGCLGAPSAEAAHVGLRGEGPPLPPHADPAKVYRKEPYSEEMMRQNHILKQP
ALGHPGQRPDKEPNLAYEPQLPYIEKQASRDLEQPSYRYEVSSYTDQFSRNYDHRLRFEDRIPTYEDQWSYYDDKQPYQP
RPFENQHPRDLDSRQHPEEASERGYFQRFEEPAPLSYDSRTRYEQLPRTSTLRHEEQPAPAYEVHNRYRPEAQPYSSTGP
KSSEPKQYFDQYPRSYEQVPPPGFTSKTGHYEPLHGAAVVPPLIPSSQQKPEVLRSATKPQPPPPTLTEEEEDPAMKPQS
VLTRVKMFENKRSASLENKKDVNDTASFKPPEVASKPPGASLAGPKPVPQSQFSEHDKTLYRLPEPQKPQVKPPEDIVRS
NHYDPEEDEEYYRKQLSYFDRRSFESKPSAHLPAGHHSEPAKPVHSQSQPNFPSYSSKGKPETDAVDRSFSEKRYDPAQA
TPPPPPLPSQYSQPAPPLSSSSLHIHSKGAQGEGNSVSLDFQNSYMSKPDPPPSQSKPATFRPPTREDPPQTFYPQKSFP
DKAPVNGAEQTQKTITPVYNRFTPKPYTSSARPFERKFESPKFNHNLLPSETVHKPELSSKTPTSPKTLMKAHSSTQPPE
FGSGVETFSVHTDKPKYQMNNISTMPKAVPVSPSAVEEDEDEDGHTVVATARGIFNSNGGVLSSIETGVSIIIPQGAIPE
GIEQEIYFKVCRDNSILPPLDKEKGETLLSPLVMCGPHGLKFLKPVELRLPHCDPKTWQNKCLPGDPNYLVGANCVSVLI
DHF</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="13">

<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..24</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q28">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>cttctctgaccctacacagctacc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="14">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q29">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atcgtgtgggaaagacaagc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="15">

<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q30">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>ccatttgtcctcatctcttactaac</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="16">

<INSDSeq>
<INSDSeq_length>27</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..27</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q31">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gattgggcactgtcaattaatgggctt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="17">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q32">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ggcccagagcaagagaggtatcc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="18">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q33">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>acgcacgatttccctctcagc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="19">

<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..24</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q34">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>agcacagcaatggaggaaacagct</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="20">

<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..24</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q35">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ctgggtgacttacagggatctgaa</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="21">

<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>



<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q36">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>agcgtgatcagcggttttg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="22">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q37">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>cctggttctggcgctctatg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="23">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q38">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gtcatttgctccaaactggcg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="24">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q39">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>agcccatcgttgttctggat</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="25">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q40">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gactggaagagcggagagtactg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="26">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q41">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>caggtctgacctgtctccatgtt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="27">

<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q42">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>gcagtggctgaaccaagg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="28">

<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q43">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>agcagtgagcgctgaatc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="29">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q44">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>ggcatctggcatcctcttgt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="30">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q45">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tagcccttatgaccaggtccg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="31">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q46">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gcggtcctcaccatgagtcc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="32">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q47">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tagcggtacaagtatgcctctgc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="33">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q48">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ccttcgtgactactgccgagc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="34">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q49">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ttcgtggatgcccgctgact</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="35">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q50">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gcagaagaagccacgctatg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="36">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q51">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>caggtggagtcgtaaggcaa</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="37">

<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q52">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>gagtcggcatgaatcgctg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="38">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q53">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tcaaaggagcggatggagtg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="39">

<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..24</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q54">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>acattaagaagggcaaaaagtgca</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="40">

<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..24</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q55">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>aacttagccctgtatgtcttcaca</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="41">

<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q56">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>cacgtcgtagcaaaccacc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="42">

<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q57">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>ggtgaggagcacgtagtc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="43">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q58">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>cctctggtcttctggagtacc</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="44">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q59">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>actccttctgtgactccagc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="45">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q60">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tgccaccttttgacagtgatg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="46">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q61">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgtgctgctgcgagatttg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="47">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q62">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>aacatgcaacctgccacaac</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="48">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q63">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ttcacaggattcgtccaggc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="49">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q64">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>acactttcactccaatcgtcc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="50">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q65">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>tgccctttccgttgttgtcc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="51">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q66">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gcagccagattggctcttatttt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="52">

<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q67">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>gccctcgaggcaaggga</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="53">

<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q68">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ggtggtgagagcttgaaaatga</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="54">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q69">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gtggttcttggaggtgccttt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="55">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q70">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ctatggaagccctgcgtgac</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="56">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q71">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gagcacagcctcagaacctc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="57">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q72">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>ttgcaaatgctgcctcaacc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="58">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q73">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>taacagttcgcacacatggct</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="59">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q74">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gagacaggagggcaagtacc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="60">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q75">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>taaggcatccgtgtagagcg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="61">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q76">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gcattaccaagaacgccgtg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="62">

<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..24</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q77">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ctggatttcagttaacaaacctgt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="63">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q78">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ccaggccagtagagtggtagc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="64">

<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q79">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>ggcaggcacgtacaaactc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="65">

<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..24</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q80">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tacgtcctcaaggcaggcatgatc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="66">

<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..24</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q81">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gtagccagtaagtgtggtgtcatg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="67">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q82">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>acgcaagatccaacagagtgt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="68">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q83">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gggccaacaatcttccccat</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="69">

<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q84">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tgagttcaggacaccaagactg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="70">

<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q85">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>accgcctaccctatgcctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="71">

<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q86">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>catctgtagggttgttgagtga</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="72">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q87">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>caaagaagccaactcgagcg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="73">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q88">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>acggcgactttgaactaggc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="74">

<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q89">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ccagtcagagtatcggaacagt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="75">

<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..24</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q90">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gcaactctactttttggaatctct</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="76">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q91">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ccaagagccaaagaaagccc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="77">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q92">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tgaggatgcggtcctactga</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="78">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q93">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>ggccgtggggtcagaaataa</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="79">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q94">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gaccatgaagccttgcaaaa</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="80">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q95">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ttgggcatagtccggttctg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="81">

<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q96">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>acctgggtgctcctagcaa</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="82">

<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q97">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>aaatggcagaggtttgggc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="83">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q98">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>cagacccggagttacccaaag</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="84">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q99">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>aaaccgactttggagccgag</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="85">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q100">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>ggcctgaccttggctcatag</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="86">

<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q101">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>acatctgtgtgtcctagactgt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="87">

<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q102">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>tgtgtgtgttcggtccctc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="88">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q103">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gcttcaggtgctatgaccac</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="89">

<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q104">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>cctcaaaggaaatgttctattcgga</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="90">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q105">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tccagctcatctggccctaa</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="91">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q106">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atttagtaagttcaatccacg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="92">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q107">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>aacttgctcataacttcgcgg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="93">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q108">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>aaatttgcgttcaaatggccg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="94">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q109">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tgaaactccgttaaccattgc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="95">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q110">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>attgaaactccgttaaccatt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="96">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q111">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>actatcttgtgaaatttcctt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="97">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q112">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>aaatcaaggtcatcacttgta</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="98">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q113">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ttcatctagttcttgatcagt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="99">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q114">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>taagagtttcatctagttctt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="100">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q129">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ttctctttatctaaaggtggg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="101">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q116">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atctaaacagaaatcgtgctg</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="102">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q117">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tatctaaacagaaatcgtgct</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="103">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q118">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>aatgtagtggtgtattatcta</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="104">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q119">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gcaatggttaacggagtttca</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="105">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>



<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q120">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>aatggttaacggagtttcaat</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="106">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q121">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>aaggaaatttcacaagatagt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="107">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q122">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tacaagtgatgaccttgattt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="108">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q123">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>actgatcaagaactagatgaa</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="109">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q124">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>aagaactagatgaaactctta</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="110">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q125">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>cccacctttagataaagagaa</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="111">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q126">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>cagcacgatttctgtttagat</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="112">

<INSDSeq>



<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q127">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>agcacgatttctgtttagata</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="113">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q128">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tagataatacaccactacatt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="114">

<INSDSeq>
<INSDSeq_length>7054</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..7054</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q134">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus

musculus</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gtggccgcctgagttgcccgcgacggctctgcccgccgacggcacgtctctcggcggccgcg
cgttccggggaagttacgtgcgggagcaggctttggaggagacgcccgagggtgtaggggacagccggaggcccgggtac
tgcggagcggcgagccggcggagggcggcggaggccgagcaggcggccgggtgtgccccgcggagaagcccgggcggggc
ggacgcttcccggacttttgtcccacttgaatcccctccccgtgggccgggcctttccggcctcccccgcccctgccccg
ctcgtccccgggagatgtttatgcggacggtggcgtgaggagcgggcgggccggcggcgcggagtttcgggtccgaggag
cttcgcgcggcgcggagagagacaagatgtccgccagggccgcggccgctaagagcacagcaatggaggaaacagctata
tgggaacagcacacagtgacgcttcacagggctcctgggtttggatttggaattgcaatctctggtggaagagataatcc
tcattttcagagtggggaaacctccatagtgatttctgatgtgttaaaaggagggccagctgaaggacagctacaggaaa
atgaccgagttgcaatggttaacggagtttcaatggataacgttgaacatgcttttgctgttcagcagctaaggaagagt
gggaaaaacgcaaaaattactatccgaaggaagaagaaagttcagatccctgtaagtcacccagatcctgagccggtgtc
tgataatgaagacgatagttatgacgaagaagtgcatgacccaagagctggccgcggtgctttagcgaacagaaggagcg
agaagagctgggcaagggataggagtgcaagcagggagaggagcctgtcccctcgctcggacaggcggtccgtggcctcc
agtcagcccgcaaagcccaccaaggtcacactggtgaagtctcggaaaaatgaagaatatggtcttcgattggccagcca
tatatttgtaaaggaaatttcacaagatagtttggcagcaagagatggtaacattcaagaaggggatgttgtcttgaaga
taaatggtactgtgacagaaaatatgtcattgacagatgcaaaaacactgatagaaaggtctaaaggcaagttaaaaatg
gtagtgcaaagagatgagcgggctaccttactgaacgtccctgacctttcggatagtatccattctgctaatgcctcgga
aagagatgacatttcagaaattcagtcactagcatcagaccattcaggtcgctcgcatgacaggccaccccgccgcagcc
agtcacgatctcctgaccaacgttcagagccctccgatcattccacgcagtctccacagcagcccagcaatggcagtctc
cggagcagagaggaagagcgaatgtctaaacctggggccatctcaactcctgtaaaacatgtagacgatcatccacccaa
agcagtggaagaagttacagttgagaaaaatgagaagcagacgcccactcttccagaaccgaaacctgtgtatgctcaag



ttggacaaccagatgtggatttacccgtcagcccttctgatggtgctctgcctaattcagctcatgaagacgggatactt
aggcccagcatgaaactggtaaaattcagaaaaggagatagtgtgggtttgcgactagctggtggaaatgatgtcggaat
atttgtagctggcgttctagaagatagccctgcagccaaagaaggcttagaggaaggtgatcaaattctcagggtgaaca
atgtagatttcacaaatatcataagggaagaggccgtccttttcctccttgacctccctaaaggtgaagaagtgaccata
ctggctcagaagaagaaggacgtttatcgccgcattgtagaatcagatgtaggagattcattctatattagaacgcattt
tgaatatgaaaaagaatctccttacggacttagttttaacaaaggagaggtgttccgggtcgtggatactttatacaatg
gaaagctgggctcttggcttgccattcgaattggcaaaaatcataaggaggtagaacgaggcatcatccctaataagaac
agagctgaacagttagccagtgtacagtacacacttccaaagacagcgggtggtgatcgggcagacttctggaggtttcg
aggtcttcgcagctccaagagaaatcttcgaaaaagcagagaggacttgtcagctcagccagttcaaactaagttcccag
cttatgaaagggttgttcttcgagaagctggattcctaagacctgtaaccatctttggaccaatagctgatgttgccaga
gaaaagttggcaagagaggagccagatatctatcagattgcaaaaagtgaaccacgagatgctgggactgaccatcgtag
ctctggcatcattcgccttcatacaataaagcaaatcatagatcaggataaacatgctttattagatgtaacgccaaatg
cggttgatcgtcttaattatgcgcagtggtatccaattgttgtgttccttaaccctgactctaagcaaggtgtaaaaaca
atgaggatgaggttgtgtccggagtctcggaaaagcgccaggaagctatatgaacgctctcataagcttcgtaagaacaa
tcaccatctcttcacaactacaattaacttaaactcaatgaatgatggttggtacggtgccctgaaagaagcgattcagc
agcaacagaaccagctggtgtgggtctctgaggggaaggcggatggtgctacaagtgatgaccttgatttgcatgacgat
cgtctgtcctacctgtcagccccaggtagtgagtactcaatgtatagcacggacagtagacacacttctgactatgaaga
cacagatacagaaggcggggcctacactgatcaagaactagatgaaactcttaatgatgaggtggggactcccccggagt
ctgccattacacggtcctctgagcctgtaagagaggattcctctggaatgcatcatgaaaaccagacataccctccttac
tcaccacaagcgcagccacaagctattcatagaatagactcccctggacttaagccagcctctcaacagaaagcagaagc
ctcatctccagtcccttacctttcgcctgaaacaaccccagcatcatcagcctctgcagttaatcataatgtcagtgtaa
ctaatgtcagcctggaggagcctgccccagcccctcccacctcgcacgcatcacagcctggttgtttaggagcaccaagt
gctgaggcagctcacgtagtgctcagaggtgaaggaccaccattgccgccgcatgcagacccagcaaaggtgtacaggaa
ggagccgtattctgaagaaatgatgagacaaaaccatattttaaaacaaccagctcttggtcacccagggcagaggccag
ataaagagccaaatctagcctatgaaccccaacttccatatatagaaaaacaagccagcagagaccttgagcagccgtca
tacaggtatgaggtctcaagctacacagaccagttttctcggaactatgaccatcgcctacggtttgaagatcgaatccc
tacctatgaagaccagtggtcatattatgatgacaaacagccctaccaacctcggccttttgagaatcagcatccccgag
acctggactccagacaacatcccgaagaggcttcagaacgaggttatttccagcgttttgaagagccagcccctctgtcg
tacgacagtagaacacgctatgagcagctgcctcgaacctctactctacgacatgaagagcagccagcccctgcatatga
ggtgcacaacaggtacaggccagaggcacagccctattcttcaacaggccctaagtcatctgagcccaagcagtactttg
accagtacccgcgaagttatgagcaagttccaccaccaggctttacctccaaaacaggccattacgagcctctccatggt
gctgcagttgtccctcctctgataccttcctctcaacaaaagccagaagtcctgccctcggctaccaaaccacagcctcc
acccccaaccctaactgaggaggaggaggatccagcaatgaaaccacagtctgtgctcaccagagtcaaaatgtttgaaa
acaaaagatctgcgtctttggagaacaagaaagatgtgaatgacactgccagctttaagcctccggaagtagcatctaaa
cctccaggtgcttctcttgctggccctaaacctgtccctcagagtcagtttagtgagcacgacaaaacgctctacaggct
cccagagcctcagaaacctcaagtgaagccacccgaagatattgttcgatcaaatcattacgaccctgaagaggatgaag
aatattaccggaaacagctctcctactttgaccgaagaagttttgagagcaagccttctgcacatcttcctgctggccat
cactcagagcctgctaagccagtccattctcagagccagcccaacttctctagttactcttcaaagggaaaacccgaaac
tgatgctgtggatagatcattcagtgagaaacgttatgatccagcccaggccacgcctcctcctcctccgttgccctcac
agtacagccagccagctccacctctgtccagctcttctctccacatacattccaagggcgcccagggtgaaggcaactca
gtatcattggattttcagaactcatatatgtccaaaccagacccacccccatctcagagtaaaccagcaactttcagacc
accaactcgagaagacccccctcagactttctatccgcagaaaagtttcccagacaaagctccagttaacggagctgagc
agactcagaaaaccatcactccggtgtacaatcgattcacaccaaagccgtacacaagttctgcccggccatttgaacgc
aaatttgaaagtccgaagttcaaccataatcttctgccaagtgaaactgtacataaacctgaattgtcttcaaaaactcc
cacttccccaaaaactcttatgaaagctcatagttcaacacagcctccagagtttgacagtggagttgaaactttctctg
ttcacacagataagcctaaatatcaaatgaataatatcagcaccatgcctaaagctgtccctgtgagtccttcagctgtg
gaagaagatgaagatgaggatggtcatactgtagtggctacagctcgtggcatttttaacagcaatggtggtgtgttgag
ttccatagaaaccggtgttagtataattatcccacaaggagccattcctgaaggaattgagcaagaaatctatttcaaag
tctgcagagacaatagcattctcccacctttagataaagagaaaggtgaaactctgctgagccccctagtgatgtgtggg
ccccatggcctcaagttcctgaagcccgtggagctacgcttgccacactgtgaccctaaaacctggcaaaacaagtgtct
tcctggagatccgaattaccttgttggagccaactgtgtttctgtcctgattgaccacttttaattcttagtgtatagga
actggactaagcaatgtgaacgtggattgaacttactaaatctaaatggaaccactctaatgagtattatattttcttag
aatttatactgcaattggtagtattaagcatttgttggaactgatgaaggttagcgagcatgcccctgagccacggtcag
aaaacatgctacaagctatgtgttattgagtgaagaactgtcaggcattggctagaggttcaaagatatttttgctttgt



aatgatttttgtacttttttatggtcactgcttaacttcacatactgatttccgttaaaaataccagccagtaaatgggg
gtgcatttgagttctgttctttccaaagtacactcaaagtttattatggccttggcctagcatacacattttattttatt
atgcatgaggtaatgtgcacacattttttacaaatgcacctggaatatataaccagtatagtggatttaacagaaatgta
cagcagggggatttataacttggggagggagggtcaaatgaagacaattacttattgtatatgaaaacacatttctttta
gggaaggacaccaaagcatgtgagcccggttcatggcctctgaatctataaattaacatatcaccacagacatgtaacca
gcaggaatgccttaccctagtgggtttaattcttccatcatttcgctgtgtattactaagtttttatgagttctgtgcat
atctagatactgtaccatggaaaagactgagtagattgtggacttgatggtttcagaaatgtgcaaattacctggaagaa
aataatggtgtgacttaaaatatttttttgacagggggagtggcagtcttctgttctttgggctgtgcatctgagatgtt
tgatgctttcaggacgcatgtacataatgcgtgcataccacttttgttcttggtttgtaaattaacttttataaacttta
cctttttatacataaacagaaccaagtttctaaggctacctttgtattctctcctgtacctcttgagccttgaactttga
cctctgcagcaataaagcagcatttctacacatacaaggtcatttttctaagaaaaagaatgcacagagttgttacattt
ttaagtgctgcatttaaaagatacagttactctagtttgattaaattcttgcaaagtatcccttctgtaaaatttgtgat
acaatactgtgccctaaagtgtatttttttactaatagacagtttattatggcacatcagcacgatttctgtttagataa
tacaccactacattctgttaataatcagtaggtgtgaaaggatttcttttgtggttattaaaaaaaaatctcaaatttct
aaatctgcaagaataaaactttttaaaataca</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="115">

<INSDSeq>
<INSDSeq_length>7915</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..7915</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q135">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gtggccgctgagttgccggcgccggctgagccagcggacgccgcgttccttggcggccgccg
gttcccgggaagttacgtggcgaagccggcttccgaggagacgccgggaggccacgggtgctgctgacgggcgggcgacc
gggcgaggccgacgtggccgggctgcgaaagctgcgggaggccgagtgggtggccgcgctcggagggaggtgccggtcgg
gcgcgccccgtggagaagacccgggcggggcgggcgcttcccggacttttgtccgagttgaattccctccccctgggccg
ggcccttccggccgcccccgcccgtgccccgctcgctctcgggagatgtttatttgggctgtggcgtgaggagcgggcgg
gccagcgccgcggagtttcgggtccgaggagcctcgcgcggcgctggagagagacaagatgtccgccagagctgcggccg
ccaagagcacagcaatggaggaaacagctatatgggaacaacatacagtgacgcttcacagggctcctggatttggattt
ggaattgcaatatctggtggacgagataatcctcattttcagagtggggaaacgtcaatagtgatttcagatgtgctgaa
aggaggaccagctgaaggacagctacaggaaaatgaccgagttgcaatggttaacggagtttcaatggataatgttgaac



atgcttttgctgttcagcaactaaggaaaagtgggaaaaatgcaaaaattacaattagaaggaagaagaaagttcaaata
ccagtaagtcgtcctgatcctgaaccagtatctgataatgaagaagatagttatgatgaggaaatacatgatccaagaag
tggccggagtggtgtggttaacagaaggagtgagaagatttggccgagggatagaagtgcaagtagagagaggagcttgt
ccccgcggtcagacaggcggtcagtggcttccagccagcctgctaaacctactaaagtcacactggtgaaatcccggaaa
aatgaagaatatggtcttcgattggcaagccatatatttgttaaggaaatttcacaagatagtttggcagcaagagatgg
caatattcaagaaggtgatgttgtattgaagataaatggtactgtgacagaaaatatgtcattgacagatgcaaagacat
tgatagaaaggtctaaaggcaaattaaaaatggtagttcaaagagatgaacgggctacgctattgaatgtccctgatctt
tctgacagcatccactctgctaatgcctctgagagagacgacatttcagaaattcagtcactggcatcagatcattctgg
tcgatcacacgataggcctccccgccgcagccggtcacgatctcctgaccagcggtcagagccttctgatcattccaggc
actcgccgcagcagccaagcaatggcagtctccggagtagagatgaagagagaatttctaaacctggggctgtctcaact
cctgtaaagcatgctgatgatcacacacctaaaacagtggaagaagttacagttgaaagaaatgagaaacaaacaccttc
tcttccagaaccaaagcctgtgtatgcccaagttgggcaaccagatgtggatttacctgtcagtccatctgatggtgtcc
tacctaattcaactcatgaagatgggattcttcggcccagcatgaaattggtaaaattcagaaaaggagatagtgtgggt
ttgcggctggctggtggaaatgatgttggaatatttgtagctggcgttctagaagatagccctgcagccaaggaaggctt
agaggaaggtgatcaaattctcagggtaaacaacgtagattttacaaatatcataagagaagaagccgtccttttcctgc
ttgacctccctaaaggagaagaagtgaccatattggctcagaagaagaaggatgtttatcgtcgcattgtagaatcagat
gtaggagattctttctatattagaacccattttgaatatgaaaaggaatctccctatggacttagttttaacaaaggaga
ggtgttccgtgttgtggataccttgtacaatggaaaactgggctcttggcttgctattcgaattggtaaaaatcataagg
aggtagaacgaggcatcatccctaataagaacagagctgagcagctagccagtgtacagtatacacttccaaaaacagca
ggcggagaccgtgctgacttctggagattcagaggtcttcgcagctccaagagaaatcttcgaaaaagcagagaggattt
gtccgctcagcctgttcaaacaaagtttccagcttatgaaagagtggttcttcgagaagctggatttctgaggcctgtaa
ccatttttggaccaatagctgatgttgccagagaaaagctggcaagagaagaaccagatatttatcaaattgcaaagagt
gaaccacgagacgctggaactgaccaacgtagctctggcattattcgcctgcatacaataaagcaaatcatagatcaaga
caaacatgctttattagatgtaacaccaaatgcagttgatcgtcttaactatgcccagtggtatccaattgttgtatttc
ttaaccctgattctaagcaaggagtaaaaacaatgagaatgaggttatgtccagaatctcggaaaagtgccaggaagtta
tacgagcgatctcataaacttcgtaaaaataatcaccatctttttacaactacaattaacttaaattcaatgaatgatgg
ttggtatggtgcgctgaaagaagcaattcaacaacagcaaaaccagctggtatgggtttccgagggaaaggcggatggtg
ctacaagtgatgaccttgatttgcatgatgatcgtctgtcctacctgtcagctccaggtagtgaatactcaatgtatagc
acggacagtagacacacttctgactatgaagacacagacacagaaggcggggcctacactgatcaagaactagatgaaac
tcttaatgatgaggttgggactccaccggagtctgccattacacggtcctctgagcctgtaagagaggactcctctggaa
tgcatcatgaaaaccaaacatatcctccttactcaccacaagcgcagccacaaccaattcatagaatagactcccctgga
tttaagccagcctctcaacagaaagcagaagcttcatctccagtcccttacctttcgcctgaaacaaacccagcatcatc
aacctctgctgttaatcataatgtaaatttaactaatgtcagactggaggagcccaccccagctccttccacctcttact
caccacaagctgattctttaagaacaccaagtactgaggcagctcacataatgctaagagatcaagaaccatcattgtcg
tcgcatgtagatccaacaaaggtgtatagaaaggatccatatcccgaggaaatgatgaggcagaaccatgttttgaaaca
gccagccgttagtcacccagggcacaggccagacaaagagcctaatctgacctatgaaccccaactcccatacgtagaga
aacaagccagcagagacctcgagcagcccacatacagatacgagtcctcaagctatacggaccagttttctcgaaactat
gaacatcgtctgcgatacgaagatcgcgtccccatgtatgaagaacagtggtcatattatgatgacaaacagccctaccc
atctcggccaccttttgataatcagcactctcaagaccttgactccagacagcatcccgaagagtcctcagaacgagggt
actttccacgttttgaagagccagcccctctgtcttacgacagcagaccacgttacgaacaggcacctagagcatccgcc
ctgcggcacgaagagcagccagctcctgggtatgacacacatggtagactcagaccggaagcccagccccacccttcagc
agggcccaagcctgcagagtccaagcagtattttgagcaatattcacgcagttacgagcaagtaccaccccaaggattta
cctctagagcaggtcattttgagcctctccatggtgctgcagctgtccctccgctgataccttcatctcagcataagcca
gaagctctgccttcaaacaccaaaccactgcctccacccccaactcaaaccgaagaagaggaagatccagcaatgaagcc
acagtctgtactcaccagagttaagatgtttgaaaacaaaagatctgcatccttagagaccaagaaggatgtaaatgaca
ctggcagttttaagcctccagaagtagcatctaaaccttcaggtgctcccatcattggtcccaaacccacttctcagaat
caattcagtgaacatgacaaaactctgtacaggatcccagaacctcaaaaacctcaactgaagccacctgaagatattgt
tcggtccaatcattatgaccctgaagaagatgaagaatattatcgaaaacagctgtcatactttgaccgaagaagttttg
agaataagcctcctgcacacattgccgccagccatctctccgagcctgcaaagccagcgcattctcagaatcaatcaaat
ttttctagttattcttcaaagggaaagcctcctgaagctgatggtgtggatagatcatttggcgagaaacgctatgaacc
catccaggccactccccctcctcctccattgccctcgcagtatgcccagccatctcagcctgtcaccagcgcgtctctcc
acatacattctaagggagcacatggtgaaggtaattcagtgtcattggattttcagaattccttagtgtccaaaccagac
ccacctccatctcagaataagccagcaactttcagaccaccaaaccgagaagatactgctcaggcagctttctatcccca
gaaaagttttccagataaagccccagttaatggaactgaacagactcagaaaacagtcactccagcatacaatcgattca



caccaaaaccatatacaagttctgcccgaccatttgaacgcaagtttgaaagtcctaaattcaatcacaatcttctgcca
agtgaaactgcacataaacctgacttgtcttcaaaaactcccacttctccaaaaactcttgtgaaatcgcacagtttggc
acagcctcctgagtttgacagtggagttgaaactttctctatccatgcagagaagcctaaatatcaaataaataatatca
gcacagtgcctaaagctattcctgtgagtccttcagctgtggaagaggatgaagatgaagatggtcatactgtggtggcc
acagcccgaggcatatttaacagcaatgggggcgtgctgagttccatagaaactggtgttagtataattatccctcaagg
agccattcccgaaggagttgagcaggaaatctatttcaaggtctgccgggacaacagcatccttccacctttagataaag
agaaaggtgaaacactgctgagtcctttggtgatgtgtggtccccatggcctcaagttcctgaagcctgtggagctgcgc
ttaccacactgtgatcctaaaacctggcaaaacaagtgtcttcccggagatccaaattatctcgttggagcaaactgtgt
ttctgtccttattgaccacttttaactcttgaaatataggaacttaaataatgtgaaactggattaaacttaatctaaat
ggaaccactctatcaagtattataccttttttagagttgatactacagtttgttagtatgaggcatttgtttgaactgat
aaagatgagtgagcatgcccctgaaccatggtcggaaaacatgctacacactgcatgtttgtgattgacgggactgttgg
tattggctagaggttcaaagatattttgctttgtgatttttgtaatttttttatcgtcactgcttaacttcacatattga
tttccgttaaaataccagccagtaaatgggggtgcatttgaggtctgttctttccaaagtacactgtttcaaactttact
atggccctggcctagcatacgtacacattttattttattatgcatgaagtaatatgcacacattttttaaatgcacctgg
aatatataaccagtgttgtggatttaacagaaatgtacagcaaggagatttacaactgggggagggtgaagtgaagacaa
tgacttactgtacatgaaaacacatttttcttagggaaggatacaaaagcatgtgagactggttccatggcctcttcaga
tctctaacttcaccatattaccacagacatactaaccagcagaaatgccttaccctcatgttcttaattcttagctcatt
ctccttgtgttactaagtttttatggcttttgtgcattatctagatactgtatcatgacaaagactgagtacgttgtgca
tttggtggtttcagaaatgtgttatcacccagaagaaaatagtggtgtgatttggggatatttttttcttttcttttctt
ttctttttttttttttttgacaaggggcagtggtggttttctgttctttctggctatgcatttgaaaattttgatgtttt
aaggatgcttgtacataatgcgtgcataccacttttgttcttggtttgtaaattaacttttataaactttacctttttta
tacataaacaagaccacgtttctaaaggctacctttgtattctctcctgtacctcttgagccttgaactttgacctctgc
agcaataaagcagcgtttctatgacacatgcaaggtcattttttttaagaaaaaggatgcacagagttgttacattttta
agtgctgcatttaaaagatacagttactcagaattctctagtttgattaaattcttgcaaagtatccctactgtaatttg
tgatacaatgctgtgccctaaagtgtatttttttactaatagacaatttattatggcacatcagcacgatttctgtttag
ataatacaccactacattctgttaatcattaggtgtgactgaatttcttttgccgttattaaaaatctcaaatttctaaa
tctccaaaataaaactttttaaaataaagtgctggcttggtctgtttgcccactgttttctagtttcatgcagctttata
atcctgttttaaaatcctgcacacaaatccctatcacccagcgtcacctaccacctcgtcgtctggtgttgcatgcagaa
tttctccccttggccagcatgtacagatgggtgggcagtgctcatctgaagggctcagactgaagtggggcagaaggacc
tggagacagagtgggagaaggcagcaggccgacttccccctgtgggtaaacacacacccctgcgtggagaaacacccctg
catggggacacacgtgcgtttgtgtgtgtgcgtgtaaccatttgtatatggttttattccccagataaatagcacgggca
ttgtttaatgtcacccacatttgggggaagaaaatgggtttagtgagcataaatattccattgtggacatcctacttact
taactgccacccctgttgacatttggattattgctatagtgtttcagtaaacacctttgtggactgaatccatctatgtg
gattttatttttttcatctttgttaaggtataatttacatagagtaagttactgtttttaaaatgtatagttcaaatttt
gacaaacacatactgtttatttaccacggttaatacatacaacagtttctttatcttctctaatcatttgtaccccttta
tactcaacccttcttccagcccctggcaggatgatctcttctgtttctatagttgcctttttgacagtgtcatataaatg
gaatcatacaata</INSDSeq_sequence>
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