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Fig 2E: SDS-PAGE analysis of truncated MFG-E8, HSA fusions and MFG-E8/EDIL-3 chimeric proteins

St

Line 1,12:  Molecular weight marker (Biorad, Precision plus protein)

Line 2: His6 EGF[MFG-E8] C1[MFG-ES] 23.87kDa
Line 3: EGFIMFG-E8]_C1[MFG-ES8] His6 SEQID 115 23.87kDa
Line 4: EGF[MFG-E8] HSA C1[MFG-E8] SEQID 117 90.38kDa
Line 5: EGFIMFG-E8] HSA C1[MFG-E8] SEQID74 89.27kDa
Line 6: EGFIMFG-E8] HSA C1[MFG-E8] SEQID73  88.72kDa
Line 7: EGF[EDIL3] HSA C1[EDIL3] SEQID71  98.22kDa
Line 8: EGF[EDIL3]_HSA C2[EDIL3] SEQID 135 98.20kDa
Line 9: EGF[MFG-E8] HSA C2[MFG-ES8] SEQID 137 88.45kDa
Line 10: EGF[EDIL3] HSA Ci1 C2[MFG-ES] SEQID80  115.67kDa
Line 11: EGFIMFG-E8] HSA C1_C2[EDIL3] SEQID82  107.32kDa
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Figure 3
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Figure 4
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Fig 5C

Fig 5D
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Figure 6
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Fig 8B
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Efferocytosis Index %

Fig 11A
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Fig 11B
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Fig 11D

FP050
2500 (EDIL3 based EGF-EGF-EGF-HSA-C1-C2)

2000
1500
1000;

5001

Efferocytosis [ MFI ]

0 . . . .
102 10' 10° 107" 102

[nM]

14 /30



WO 2021/044361

Fig 11E
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Fusion protein comprising domains of GAS6/PROS1

EGF repeats

LG repeatls

LG repeats ¢ EGF repeats

Fusion protein comprising domains of Factor VIl (Modified Turoctocog alfa)
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Schematic representation of a recombinant fusion protein example comprising domains of
thrombomodulin (CD141)
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Figure 12
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Fig 13A
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Fig 13C
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Fig 13E
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Figure 14
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Fig 17A
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Fig 17B
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Figure 19
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Fig 21A
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Fig 21C
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Figure 22
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Figure 23 Hydrodynamic radius of EGF-C1 and EGF-HSA-C1 measured at 3mg/mL in

PBS, pH7.4 upon thermal stress
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