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ggccgtgtcc
tctggagatg
actaatagct
atagctgcta
taccaagcct
gaaaccctgg
actcaatttt

tcagcccaaa

<120> Soluble antibodies
<130> 512188

<160> 125

<170> PatentIn version 3.5
<210> 1

<211> 456

<212> DNA

<213> Homo sapiens
<400> 1

tctttcgcac agtaatatac
agcgtgttct tggaattgtc
tatgtgctac caccactacc
tggcggaccc agctcatggc
ctcagggacc ccccaggctg
tggacacctg caaacaaaaa
tctcactctt atccattcac
agccacaaga aaaagccagc
<210> 2

<211> 296

<212> DNA

<213> Homo sapiens

<400>

gaggtgcagc tgttggagtc
tcctgtgcag cctctggatt
ccagggaagg ggctggagtg
gcagactccg tgaagggccg

ctgcaaatga acagcctgag

<210>
<211>
<212>
<213>

<400>

2

3

98

PRT

Homo sapiens

3

tgggggaggc

cacctttagc
ggtctcagct
gttcaccatc

agccgaggac

tcggctctca
gtgaaccggc
gagacccact
aaggtgaatc
cccccagact
tcagaaactg
tctatttctc

ctccat

ttggtacagc
agctatgcca
attagtggta
tccagagaca

acggccgtat

Glu val GIn Leu Leu Glu Ser Gly Gly Gly Leu
1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
20

25

Page 1

ggctgttcat
ccttcacgga
ccagcccctt
cagaggctgc
ccaacagctg
ccacacgtat

catgaattac

ctggggggtc
tgagctgggt
gtggtggtag
attccaagaa

attactgtgc

ttgcagatac
gtctgcgtag
ccctggagec
acaggagagt
cacctcacac
ccactgtttc

cttttaaaat

cctgagactc
ccgccaggcet
cacatactac
cacgctgtat

gaaaga

val GIn Pro Gly Gly
15

Thr Phe Ser Ser Tyr

30

60
120
180
240
300
360
420
456

60
120
180
240
296


divya
Rectangle


pctau2012000970-seql . txt
Ala Met Ser Trp val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
90 95

85
Ala Lys
<210> 4
<211> 481
<212> DNA
<213> Homo sapiens
<400> 4
atgaccctgc tgcaggtgga tgggctcggc ggggctgaaa tccccccaca cagtgctcat 60
gtgctcacac tgccttaggg ctctttcatc cctggatctg tgtccaggcc aggcacgtgg 120
gaagatttac ttggagttca gctcctcagt ttcaagcctt ttctctcccg ttttctctcc 180
tgtaggatcc gtggcctcct atgagctgac tcagccaccc tcagtgtccg tgtccccagg 240
acagacagcc agcatcacct gctctggaga taaattgggg gataaatatg cttgctggta 300
tcagcagaag ccaggccagt cccctgtgct ggtcatctat caagatagca agcggccctc 360
agggatccct gagcgattct ctggctccaa ctctgggaac acagccactc tgaccatcag 420
cgggacccag gctatggatg aggctgacta ttactgtcag gcgtgggaca gcagcactgc 480
a 481
<210> 5
<211> 285
<212> DNA
<213> Homo sapiens
<400> 5
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc 60
acctgctctg gagataaatt gggggataaa tatgcttgct ggtatcagca gaagccaggc 120
cagtcccctg tgctggtcat ctatcaagat agcaagcggc cctcagggat ccctgagcga 180
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg 240
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgca 285
<210> 6
<211> 95
<212> PRT

<213> Homo sapiens

<400> 6
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pctau2012000970-seql.txt

Gln Ser val Leu Thr Gln Pro Pro Ser val Ser val Ser Pro Gly Gln
1

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Ala
20 25 30

Cys Trp Tyr GIn Gln Lys Pro Gly Gln Ser Pro val Leu val Ile Tyr
35 40 45

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
50 55 60

Asn Ser Gly Asn Thr Ala Thr Leu Thr ITe Ser Gly Thr Gln Ala Met
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Ala
85 90 95

<210> 7

<211> 781

<212> DNA

<213> Homo sapiens

<400> 7

atggcctgga ccgttctcct cctcggectc ctctctcact gcacaggtga tccccccagg 60
gtctcaccaa cctgcccagc ccaagggttc tgggtccagc gtgtccttga ttctgagctc 120
aggagggccc ttcctgtggt gggcaggatg ctcatgaccc tgctgcaggg tgggaggctg 180
gtggggctga actcccccca aactgtgctc aaaggcttgt gagagcctga gggactgcac 240
ctgccaggag agagtagtga gttttcagtt caaagtctcc atacaacagg aaagtcatgg 300
gccactgggg ctggggctga ttgcagggga taccctgagg gttcacagac tctctggagc 360
ttgtctggga cagcagggca agggatttca taagaagcat ctttcacctg caagccaacc 420
tctctcttat ttatttattt atttatttat ttatttattt atttattttt atctttgcag 480
gctctgtgac ctcctatgtg ctgactcagc caccctcggt gtcagtggcc ccaggacaga 540
cggccaggat tacctgtggg ggaaacaaca ttggaagtaa aagtgtgcac tggtaccagc 600
agaagccagg ccaggcccct gtgctggtcg tctatgatga tagcgaccgg ccctcaggga 660
tccctgagcg attctctggce tccaactctg ggaacacggc caccctgacc atcagcaggg 720
tcgaagccgg ggatgaggcc gactattact gtcaggtgtg ggatagtagt agtgatcatc 780
C 781
<210> 8

<211> 290

<212> DNA

<213> Homo sapiens

<400> 8

tcctatgtgc tgactcagcc accctcggtg tcagtggccc caggacagac ggccaggatt 60
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pctau2012000970-seql.txt

acctgtgggg gaaacaacat tggaagtaaa agtgtgcact ggtaccagca gaagccaggc 120
caggcccctg tgctggtcgt ctatgatgat agcgaccggc cctcagggat ccctgagcga 180
ttctctggct ccaactctgg gaacacggcc accctgacca tcagcagggt cgaagccggg 240
gatgaggccg actattactg tcaggtgtgg gatagtagta gtgatcatcc 290
<210> 9

<211> 97

<212> PRT

<213> Homo sapiens

<400> 9

Gln Ser val Leu Thr Gln Pro Pro Ser val Ser val Ala Pro Gly Gln
1 5 10 15

Thr Ala Arg Ile Thr Cys Gly Gly Asn Asn Ile Gly Ser Lys Ser Vval
20 25 30

His Trp Tyr GIn Gln Lys Pro Gly Gln Ala Pro val Leu val val Tyr
35 40 45

Asp Asp Ser Asp Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
50 55 60

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Arg val Glu Ala Gly
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Gln val Trp Asp Ser Ser Ser Asp His
85 90 95

Pro

<210> 10

<211> 478

<212> DNA

<213> homo sapiens

<400> 10

atggcctggg ctccactact tctcaccctc ctcgctcact gcacaggtgg ctgcctgcaa 60
ggaattcagg gagcgttcct ggatgtcacc tgggctgatg atctgttcct cctgcctggg 120
aaccagtctt catctctccc cactgatctc tgtgttgctc tcttcttgca ggttcttggg 180
ccaattttat gctgactcag ccccactctg tgtcggagtc tccggggaag acggtaacca 240
tctcctgcac cggcagcagt ggcagcattg ccagcaacta tgtgcagtgg taccagcagc 300
gcccgggcag tgcccccacc actgtgatct atgaggataa ccaaagaccc tctggggtcc 360
ctgatcggtt ctctggctcc atcgacagct cctccaactc tgcctccctc accatctctg 420
gactgaagac tgaggacgag gctgactact actgtcagtc ttatgatagc agcaatca 478
<210> 11
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<211> 296
<212> DNA
<213> Homo
<400> 11

sapiens

aattttatgc tgactcagcc

tcctgcaccg gcagcagtgg

ccgggcagtg cccccaccac

gatcggttct ctggctccat

ctgaagactg aggacgaggc

<210> 12

<211> 98

<212> PRT

<213> Homo sapiens

<400> 12

Asn Phe Met Leu Thr GI

1 5

Thr val Thr Ile Ser Cy

20

Tyr val Gln Trp Tyr GI
35

Ile Tyr Glu Asp Asn GI

50

Gly Ser ITle Asp Ser Se

65 70

Leu Lys Thr Glu Asp Gl

85

Ser Asn

<210> 13

<211> 462

<212> DNA

<213> homo sapiens

<400> 13

atgacctgct cccctctcct

ggtcagggga ggggtccagg

aagaatcacc gtgtctgtgt

gcagccgccc tcagtgtctg

cagctccaac attgggaata

caaactcctc atttatgaca

pctau2012000970-seql.txt

ccactctgtg
cagcattgcc
tgtgatctat
cgacagctcc

tgactactac

n Pro His

s Thr Gly

n Gln Arg

40

n Arg
55

Pro
r ser

Asn

u Ala Asp

cctcaccctt

aagcccatga

ctctcctget
cggccccagg
attatgtatc

ataataagcg

tcggagtctc
agcaactatg
gaggataacc
tccaactctg

tgtcagtctt

val
10

Ser Ser

Ser Ser

25

Gly

Pro Gly Ser

Ser Gly val

Ala Ser

75

Ser

Tyr Tyr

90

Cys

ctcattcact
ggccctgcett
tccagggtcc
acagaaggtc
ctggtaccag

accctcaggg
Page 5

cggggaagac
tgcagtggta
aaagaccctc
cctcectceac

atgatagcag

Glu Ser Pro

Ala
30

Ser Ile

Ala Pro Thr

45

Pro
60

Asp Arg

Leu Thr Ile

Gln Sser Tyr

gcacaggtgc
tctccttctc
tgggcccagt
accatctcct
cagctcccag

attcctgacc

ggtaaccatc
ccagcagcgc
tggggtccct
catctctgga

Caatca

Gly
15

Lys

Ser Asn

Thr val

Phe Ser

Ser Gly

80

Asp Ser

95

ccagacacag
tctctagacc
ctgtgttgac
gctctggaag
gaacagcccc

gattctctgg

60
120
180
240
296

60
120
180
240
300
360



ctccaagtct ggcacgtcag

cgattattac tgcggaacat

<210>
<211>
<212>
<213>

<400>

14
296
DNA
Homo

14

pctau2012000970-seql.txt

sapiens

cagtctgtgt tgacgcagcc gccctcagtg tctgcggecc

tcctgctctg gaagcagctc caacattggg aataattatg

ccaggaacag cccccaaact cctcatttat gacaataata

gaccgattct ctggctccaa gtctggcacg tcagccaccc

actggggacg aggccgatta ttactgcgga acatgggata

<210>
<211>
<212>
<213>
<400>

Gln ser
1

Lys val
Tyr val

Ile Tyr
50

Gly Ser
65

Thr Gly
Ser Ala

<210>
<211>
<212>
<213>

<400>

atggcctggt ctcctctcct cctcactctc ctcgctcact gcacaggtga ctggatacag

gtccagggga ggggccctgg gaagcctatg gattcttgct ttctcctgtt gtctctagaa

15
99
PRT
Homo
15

val

Thr

Ser

35

Asp

Lys

Asp

Gly

16
466
DNA
homo

16

sapiens

Leu Thr Gln Pro Pro Ser
5

Ile Ser Cys Ser Gly Ser
20 25

Trp Tyr GIn Gln Leu Pro
40

Asn Asn Lys Arg Pro Ser
55

Ser Gly Tgr Ser Ala Thr
7

Glu Ala Asp Tyr Tyr Cys
85

spaiens

val

10

Ser

Gly

Gly

Leu

Gly
90

Ser

Ser

Thr

Gly
75

Thr

Page 6

gggatagcag cctgagtgct gg

ccaccctggg catcaccgga ctccagactg

caggacagaa

tatcctggta

agcgaccctc

tgggcatcac

gcagcctgag

Ala

Asn

Ala

Pro

60

Ile

Trp

Ala

Ile

Pro

45

Asp

Thr

Asp

Pro

Gly

30

Lys

Arg

Gly

Ser

gggacgaggc

ggtcaccatc
ccagcagctc
agggattcct

cggactccag

tgctgg

Gly

15

Asn

Leu

Phe

Leu

ser
95

Gln

Asn

Leu

Ser

Gln

80

Leu

420
462

60
120
180
240
296

60
120



gccgaataat
cgcagccgcec
gcagctccaa
cccccaaact
ctggctccaa
aggctgatta
<210>
<211>

<212>
<213>

17
299
DNA
Homo

<400> 17

sapiens

gatgcctgtg
ctcagtgtct
catcggggca
cctcatctat
gtctggcacc

ttactgccag

cagtctgtgc tgacgcagcc

tcctgcactg ggagcagctc

cttccaggaa cagcccccaa

cctgaccgat tctctggctc

caggctgagg atgaggctga

<210>
<211>
<212>
<213>

<400>

18
100
PRT
Homo

18
Gln Ser val
1

Thr

Arg val

val
35

Tyr Asp

Ile
50

Leu Tyr

Ser Ser

65

Gly

Gln Ala Glu

Leu Ser Gly

<210>
<211>
<212>

19
468
DNA

sapiens
Leu Thr
5

Ile
20

Ser
His Trp
Gly Asn
Ser

Lys

Glu
85

Asp

Ser
100

Gl

Cy

Ty

Se

Gl

70

Al

pctau2012000970-seql.txt
ttccagggtc ctgggcccag tctgtgctga

tctctcccac
ggggccccag
ggttatgatg
ggtaacagca
tcagcctccc

tcctatgaca

gccctcagtg
caacatcggg
actcctcatc
caagtctggc

ttattactgc

n Pro Pro

s Thr

Gly

Gln
40

r Gln

r Asn
55

Arg
Ser

y Thr

a Asp Tyr

ggcagagggt
tacactggta
atcggccctc
tggccatcac

gcagcctgag

tctggggecc
gcaggttatg
tatggtaaca
acctcagect

cagtcctatg

val
10

Ser Ser

Ser Ser Ser

25

Leu Pro Gly

Pro Ser Gly

Ala Ser Leu

75

Tyr Cys Gln

Page 7

caccatctcc
ccagcagctt
aggggtccct
tgggctccag
tggttc

cagggcagag
atgtacactg
gcaatcggcc
ccctggecat

acagcagcct

Gly Ala Pro

Asn Ile Gly

30

Ala Pro
45

Thr

val
60

Pro Asp
ITe Thr

Ala

Ser Tyr Asp

tgcactggga
ccaggaacag

gaccgattct

gctgaggatg

ggtcaccatc
gtaccagcag
ctcaggggtc
cactgggctc

gagtggttc

Gly GIn

15

Ala Gly

Lys Leu
Phe

Arg

Leu
80

Gly

Ser Ser

95

180
240
300
360
420
466

60
120
180
240
299



<213>

<400> 19
atggccagct

accaagaaag
tctcttgtca
gctgactcag
tggaagcagc
ggcccccaaa
ctctggctcc
tgaggctgat
<210> 20

<211> 296
<212> DNA
<213>

<400> 20

cagtctgtgc tgactcagcc
tcttgttctg gaagcagctc
ccaggaacgg cccccaaact
gaccgattct ctggctccaa

tctgaggatg aggctgatta

<210> 21
<211> 99
<212> PRT
<213> Homo
<400> 21

Gln ser val
1
Arg val Thr

Thr val Asn
35

Ile Tyr Ser
50

Gly Ser Lys
65

Ser Glu Asp

homo sapiens

tccctectect
gggccctggg
atcaccatgt
ccaccctcag
tccaacatcg
ctcctcatct
aagtctggca

tattactgtg

Homo sapiens

sapiens

Leu

Ile

20

Trp

Asn

Ser

Glu

Thr

5

Ser

Tyr

Asn

Gly

Ala
85

Gln

Cys

Gln

Gln

Thr

70

Asp

Pro

Ser

Gln

Arg

55

Ser

Tyr

pctau2012000970-seql.txt

cctcaccctc
aagcccatgg
ctgtgtctct
cgtctgggac
gaagtaatac
atagtaataa
cctcagcctc

cagcatggga

accctcagcg
caacatcgga
cctcatctat
gtctggcacc

ttactgtgca

Pro

Gly

Leu

40

Pro

Ala

Tyr

ctcactcact

ggccctgcett

ctcacttcca

ccccgggceag

tgtaaactgg

tcagcggccc

cctggccatc

tgacagcctg

tctgggaccc

agtaatactg

agtaataatc

tcagcctccc

gcatgggatg

Ser

Ser

25

Pro

Ser

Ser

Cys

Ala Ser
10

Ser Ser

Gly Thr

Gly val

Leu Ala
75

Ala Ala
90

Page 8

gtgcaggtga
tctcctcttg

gggtcctggg

agggtcacca

taccagcagc

tcaggggtcc

agtgggctcc

aatggtcc

ccgggcagag
taaactggta

agcggccctc

tggccatcag

acagcctgaa

Gly

Asn

Ala

Pro

60

Ile

Trp

Thr

Ile

Pro

45

Asp

Ser

Asp

Pro

Gly

30

Lys

Arg

Gly

Asp

caggatgggg
tctccttttg

cccagtctgt
tctcttgttc
tcccaggaac
ctgaccgatt

agtctgagga

ggtcaccatc
ccagcagctc
aggggtccct
tgggctccag

tggtcc

Gly

15

Ser

Leu

Phe

Leu

Ser
95

Gln

Asn

Leu

Ser

Gln

80

Leu

60
120
180
240
300
360
420
468

60
120
180
240
296



Asn Gly Pro

<210> 22
<211> 468
<212> DNA
<213> homo sapiens
<400> 22
atggccggct tccctctcct cctcaccctce
accaagagag gggccctggg aagcccatgg
tctcttgtca atcaccatgt ctgtgtctct
gctgactcag ccaccctcag cgtctgggac
tggaagcagc tccaacatcg gaagtaatta
ggcccccaaa ctcctcatct atagtaataa
ctctggctcc aagtctggca cctcagcctc
tgaggctgat tattactgtg cagcatggga
<210> 23
<211> 296
<212> DNA
<213> Homo sapiens
<400> 23
cagtctgtgc tgactcagcc accctcagcg
tcttgttctg gaagcagctc caacatcgga
ccaggaacgg cccccaaact cctcatctat
gaccgattct ctggctccaa gtctggcacc
tccgaggatg aggctgatta ttactgtgca
<210> 24
<211> 99
<212> PRT
<213> Homo sapiens
<400> 24
Gln Ser val Leu Thr Gln Pro Pro
1 5
Arg val Thr Ile Ser Cys Ser Gly
20
Tyr val Tyr Trp Tyr Gln Gln Leu
35 40
Ile Tyr Ser Asn Asn GIln Arg Pro
50 55
Gly Ser Lys Ser Gly Thr Ser Ala

pctau2012000970-seql.txt

ctcactcact

ggccctgcett

ctcacttcca

ccccgggceag

tgtatactgg

tcagcggcecc

cctggccatc

tgacagcctg

tctgggaccc

agtaattatg

agtaataatc

tcagcctccc

gcatgggatg

Ser

sSer

25

Pro

Ser

Ser

Ala Ser

10

Ser Ser

Gly Thr

Gly val

Leu Ala
Page 9

gtgcaggtga
tctcctettg

gggtcctggg

agggtcacca

taccagcagc

tcaggggtcc

agtgggctcc

agtggtcc

ccgggcagag
tatactggta

agcggecctc

tggccatcag

acagcctgag

Gly

Asn

Ala

Pro

60

Ile

Thr

Ile

Pro

45

Asp

Ser

Pro

Gly

30

Lys

Arg

Gly

caggatgggg
tctccttteg

cccagtctgt
tctcttgttc
tcccaggaac

ctgaccgatt

ggtccgagga

ggtcaccatc
ccagcagctc
aggggtccct

tgggctccgg
tggtcc

Gly GIn

15

Ser Asn

Leu Leu

Phe ser

Leu Arg

60
120
180
240
300
360
420
468

60
120
180
240
296



65

pctauZOlZOOO?;O—seq1.txt

80

Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu
85 90 95

Ser Gly Pro

<210> 25
<211> 493
<212> DNA

<213> homo sapiens

<400> 25
atggcctgga

ggctcaaccc
cagggagtag
cctcttttgc
ccttgggaca
gctggtacca
ggccctcagg
ccatcactgg
gtggtaacca
<210> 26

<211> 290
<212> DNA

<213> Homo sapiens

<400> 26

tcttctgagc tgactcagga
acatgccaag gagacagcct
caggcccctg tacttgtcat
ttctctggct ccagctcagg

gatgaggctg actattactg

<210> 27
<211> 97
<212> PRT

<213> Homo sapiens

<400> 27

Ser Ser Glu Leu Thr GIn Asp Pro Ala val Ser
1 5 1

Thr val Arg Ile Thr Cys GIn Gly Asp Ser Leu
20 25

cccctctctg gctcactctc ctcactcttt

catattatca tgctagctgt gccaacctgg
tgtagggtgt

aggttctgtg

gggactctag gcgtgaaacc

gtttcttctg agctgactca

gacagtcagg atcacatgcc aaggagacag

gcagaagcca ggacaggccc ctgtacttgt

gatcccagac cgattctctg gctccagctc

ggctcaggcg gaagatgagg ctgactatta

ccctgetgtg tctgtggect

cagaagctat tatgcaagct
ctatggtaaa aacaaccggc
aaacacagct tccttgacca

taactcccgg gacagcagtg

gcataggtgc
ccctgagett
cttatcctca
ggaccctgct
cctcagaagc
catctatggt
aggaaacaca

ctgtaactcc

tgggacagac
ggtaccagca
cctcagggat
tcactggggc

gtaaccatct

tgcctcccag
cggctcaaca
cctcttctgt
gtgtctgtgg
tattatgcaa
aaaaacaacc
gcttccttga

cgggacagca

agtcaggatc
gaagccagga
cccagaccga

tcaggcggaa

val Ala Leu Gly GIn
15

Arg Ser Tyr Tyr Ala
30

60
120
180
240
300
360
420
480
493

60
120
180
240
290



Ser Trp Tyr GIn Gln Lys Pro
35

Gly Lys Asn Asn Arg Pro Ser
50

65

Asp Glu Ala Asp Tyr Tyr Cys
85

Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser Ser Gly Asn Thr Ala Ser
7

pctau2012000970-seql.txt
40 45

Gly ITe Pro Asp Arg Phe Ser Gly Ser
55 60

Leu Thr Ile Thr Gly Ala GIn Ala Glu
75

Asn Ser Arg Asp Ser Ser Gly Asn His
90 95

28

15

PRT

Artificial Sequence

Peptide Tinker
28

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

29

8

PRT

Artificial Sequence

CDR Variant Sequence 1

VARIANT
(1D..03 _ _
X is any amino acid other than Trp, Gln, Lys, Glu, Met

VARIANT

(6)..(8) ) )
X is any amino acid other than Trp, Gln, Lys, Glu, Met

29

Xaa Xaa Xaa Gly Gly Xaa Xaa Xaa
1 5

<210>
<211>
<212>
<213>

<220>
<223>

30

7

PRT

Artificial Sequence

CDR Variant Sequence

Page 11

Gly GIn Ala Pro val Leu val Ile Tyr



pctau2012000970-seql.txt
<220>
<221> VARIANT
<222> (1)..(3
<223> X is any amino acid other than Trp, Gln, Lys, Glu, Met

<220>

<221> VARIANT

<222> (5)..(D

<223> X is any amino acid other than Trp, Gln, Lys, Glu, Met

<400> 30

Xaa Xaa Xaa Gly Xaa Xaa Xaa

1 5

<210> 31

<211> 23

<212> DNA

<213> Artificial Sequence

<220>

<223> HVKIF1

<400> 31

gacatccaga tgacccagtc tcc 23
<210> 32

<211> 23

<212> DNA

<213> Artificial Sequence

<220>

<223> HVK1l F2

<400> 32

gmcatccrgw tgacccagtc tcc 23
<210> 33

<211> 23

<212> DNA

<213> Artificial Sequence

<220>

<223> HVK2 F

<400> 33

gatrttgtga tgacycagwc tcc 23
<210> 34

<211> 23

<212> DNA

<213> Artificial Sequence

<220>

<223> HVK 3F

<400> 34

gaaatwgtgw tgacrcagtc tcc 23
<210> 35

<211> 23

<212> DNA

<213> Artificial Sequence
Page 12



<220>
<223>

<400>

pctau2012000970-seql.txt

GAC ATC GTG ATG ACC CAG TCT CC

35

gacatcgtga tgacccagtc tcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

36

23

DNA

Artificial Sequence

HVKS F
36

gaaacgacac tcacgcagtc tcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

37

23

DNA

Artificial Sequence

HVK6 F
37

gawrttgtgm tgacwcagtc tcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

38

24

DNA

Artificial Sequence

HVKCL R
38

acactctccc ctgttgaagc tctt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

39

23

DNA

Artificial Sequence

HVL1 F1
39

cagtctgtgc tgactcagcc acc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

40

23

DNA

Artificial Sequence

HVL1 F2
40

cagtctgtgy tgacgcagcc gcc

Page 13
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23

24

23

23



pctau2012000970-seql.txt
<210> 41
<211> 21
<212> DNA
<213> Artificial Sequence

<220>
<223> HVL2F

<400> 41
cagtctgccc tgactcagcc t

<210> 42

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> HVL3 F1

<400> 42
tcctatgwgc tgacwcagcc acc

<210> 43

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> HVL3 F2

<400> 43
tcttctgagc tgactcagga ccc

<210> 44

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> HVL4 F1

<400> 44
ctgcctgtgc tgactcagcc ¢

<210> 45

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> HVL4 F2

<400> 45
cagcytgtgc tgactcaatc ryc

<210> 46

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> HVLSF

Page 14
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23



<400>

46

cagsctgtgc tgactcagcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

47

23

DNA

Artificial Sequence

HVLG F
47

aattttatgc tgactcagcc cca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

48

23

DNA

Artificial Sequence

HVL7/8F
48

cagrctgtgg tgacycagga gcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

49

23

DNA

Artificial Sequence

HVL9/10F
49

cagscwgkgc tgactcagcc acc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

50

23

DNA

Artificial Sequence

01115 HVLCL R
50

tgaacattct gtaggggcca ctg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

51

23

DNA

Artificial Sequence

01116 HVLCL R2
51

tgaacattcc gtaggggcaa ctg

<210>
<211>
<212>
<213>

52

42

DNA

Artificial Sequence

pctau2012000970-seql.txt

Page 15
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23

23



<220>
<223>

<400>

pctau2012000970-seql.txt

HVK1 2F1
52

atctagaatg ggagacggtg acatccagat gacccagtct cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

53

42

DNA

Artificial Sequence

HVK1 2F2
53

atctagaatg ggagacggtg mcatccrgwt gacccagtct cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

54

42

DNA

Artificial Sequence

HVK2 2F
54

atctagaatg ggagacggtg mcatccrgwt gacccagtct cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

55

42

DNA

Artificial Sequence

HVK3 2F
55

atctagaatg ggagacggtg aaatwgtgwt gacrcagtct cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

56

42

DNA

Artificial Sequence

HVK4 2F
56

atctagaatg ggagacggtg acatcgtgat gacccagtct cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

57

42

DNA

Artificial Sequence

HVK5 2F
57

atctagaatg ggagacggtg aaacgacact cacgcagtct cc

Page 16

42

42

42

42

42

42



<210>
<211>
<212>
<213>

<220>
<223>

<400>

pctau2012000970-seql.txt

58

42

DNA

Artificial Sequence

HVK6O 2F
58

atctagaatg ggagacggtg awrttgtgmt gacwcagtct cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

gatcagggtc tgagacgatt trathtccas yykkgtccch bsgccraavg t

<210>
<211>
<212>
<213>

<220>
<223>

<400>

59

51

DNA

Artificial Sequence

HVKCL 2R
59

60

42

DNA

Artificial Sequence

HVL1 2F1
60

atctagaatg ggagacggtc agtctgtgct gactcagcca cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

61

42

DNA

Artificial Sequence

HVL1 2F2
61

atctagaatg ggagacggtc agtctgtgyt gacgcagccg cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

62

40

DNA

Artificial Sequence

HVL2 2F
62

atctagaatg ggagacggtc agtctgccct gactcagcct

<210>
<211>
<212>
<213>

<220>
<223>

63

42

DNA

Artificial Sequence

HvVL3 2F1

Page 17

42

51

42

42

40



<400>

pctau2012000970-seql.txt

63

atctagaatg ggagacggtt cctatgwgct gacwcagcca cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

64

42

DNA

Artificial Sequence

HVL3 2F2
64

atctagaatg ggagacggtt cttctgagct gactcaggac cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

65

40

DNA

Artificial Sequence

HvVL4 2F1
65

atctagaatg ggagacggtc tgcctgtgct gactcagccc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

66

42

DNA

Artificial Sequence

HVL4 2F2
66

atctagaatg ggagacggtc agcytgtgct gactcaatcr yc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

67

39

DNA

Artificial Sequence

HVLS5 2F
67

atctagaatg ggagacggtc agsctgtgct gactcagcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

68

42

DNA

Artificial Sequence

HVLGO 2F
68

atctagaatg ggagacggta attttatgct gactcagccc ca

<210>
<211>
<212>
<213>

69

42

DNA

Artificial Sequence

Page 18
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42



pctau2012000970-seql.txt

<220>
<223> HVL7/8 2F

<400> 69
atctagaatg ggagacggtc agrctgtggt gacycaggag cc

<210> 70

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> HVL9/10 2F

<400> 70
atctagaatg ggagacggtc agscwgkgct gactcagcca cc

<210> 71

<211> 48

<212> DNA

<213> Artificial Sequence

<220>
<223> HVLCL 2R

<400> 71
gatcagggtc tgagacgarr ygrtsasctb sgtbcchbyd ccraabac

<210> 72

<211> 11

<212> PRT

<213> Homo sapiens

<400> 72

val Phe Gly Thr Gly Thr Lys val Thr val Ser
1 5 10

<210> 73

<211> 11

<212> PRT

<213> Homo sapiens

<400> 73
val Phe Gly Gly Gly Thr Lys Leu Thr val Ser
1 5 1

<210> 74

<211> 11

<212> PRT

<213> Homo sapiens

<400> 74
val Phe Gly Gly Gly Thr Lys Leu Thr val Ser
1 5 1

<210> 75
<211> 11
<212> PRT

Page 19
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<213> Homo sapiens

<400> 75

val Phe Gly Gly Gly Thr GIn Leu Ile Ile Ser
1 5 10

<210> 76

<211> 11

<212> PRT

<213> Homo sapiens

<400> 76

val phe Gly Glu Gly Thr Glu Leu Thr val Ser
1 5 10

<210> 77

<211> 11

<212> PRT

<213> Homo sapiens

<400> 77

val Phe Gly Ser Gly Thr Lys val Thr V81 Ser
1 5 1

<210> 78

<211> 11

<212> PRT

<213> Homo sapiens

<400> 78

val Phe Gly Gly Gly Thr Gln Leu Thr Ala Ser
1 5 10

<210> 79

<211> 11

<212> PRT

<213> Homo sapiens

<400> 79

val Phe Gly Thr Gly Thr Lys Leu Ile Ile Ser
1 5 10

<210> 80

<211> 105

<212> DNA

<213> Artificial Sequence

<220>
<223> PCR primer

<220>

<221> misc_feature

<222> (56)..(57)

<223> nis a, ¢, g, or t

<220>
<221> misc_feature

Page 20



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

(59) .. (60)
nis a, c, g,

misc_feature
(62)..(63)
nis a, c, 9,

misc_feature
(7D ..(72)
nis a, ¢, 9,

misc_feature
(74)..(75)
nis a, ¢, 9,

misc_feature
77)..(78)
nis a, ¢, g,

80

or

or

or

or

or

pctau2012000970-seql.txt

gatcagggtc tgagacgaga ccgtcacttt cgtaccggtg ccgaacacca cagtannann

anntccgcca nhnannanngt cccacgcctg acagtaatag tcagc

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

81
31
PRT
Homo sapiens

VARTANT
(10)..(12)

X is any amino acid other than Trp, Gln, Lys, Glu, Met

VARIANT
(15)..(@7)

X is any amino acid other than Trp, Gln, Lys, Glu, Met

81

Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Xaa Xaa Xaa Gly Gly Xaa Xaa
1 5 10 15

Xaa Thr val val Phe Gly Thr Gly Thr Lys val Thr val Ser Ser

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>

20
82
105
DNA
Homo sapiens

misc_feature
(65)..(66)

nisa, c, g, or t

misc_feature

25

Page 21
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60
105



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

(68)..(69)
nis a, c, g,

misc_feature
(7D ..(72)
nis a, c, 9,

misc_feature
(77)..(78)
nis a, ¢, 9,

misc_feature
(80)..(8D)
nis a, ¢, 9,

misc_feature
(83)..(84)
nis a, ¢, g,

82

or

or

or

or

or

pctau2012000970-seql.txt

gatcagggtc tgagacccgc tgctcacggt aaccatggta ccttgacccc aaatatcaaa

cgcannanna nngccannan nanntttcgc acagtagtaa acagc

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

83

25

PRT

Homo sapiens

VARIANT
@..(9

X is any amino acid other than Trp, Gln, Lys, Glu, Met

VARIANT
(11)..(13)

X is any amino acid other than Trp, Gln, Lys, Glu, Met

83

val Tyr Tyr Cys Ala Lys Xaa Xaa Xaa Gly Xaa Xaa Xaa Ala Phe Asp
1 5

Ile Trp Gly GIn Gly Thr Met val Thr
20

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>

84

771

DNA

Homo sapiens

misc_feature
(286)..(287)

nisa, c, g, or t

misc_feature

10

25

Page 22

15

60
105



<222> (289)..(290)
<223> n is a, ¢, g,
<220>

<221> misc_feature
<222> (292)..(293)
<223> n is a, c, g,
<220>

<221> misc_feature
<222> (301)..(302)
<223> n is a, ¢, g,
<220>

<221> misc_feature
<222> (304)..(305)
<223> n is a, c, g,
<220>

<221> misc_feature
<222> (307)..(308)
<223> n is a, ¢, g,
<220>

<221> misc_feature
<222> (706)..(707)
<223> n is a, c, g,
<220>

<221> misc_feature
<222> (709)..(710)
<223> n is a, ¢, g,
<220>

<221> misc_feature
<222> (712)..(713)
<223> n is a, c, g,
<220>

<221> misc_feature
<222> (718)..(719)
<223> n is a, ¢, g,
<220>

<221> misc_feature
<222> (721)..(722)
<223> n is a, c, g,
<220>

<221> misc_feature
<222> (724)..(725)
<223> n is a, ¢, g,
<400> 84

atgggagacg gtcagtctgt
acagccagca tcacctgctc
cagaagccag gccagtcccc
atccctgagc gattctctgg
acccaggcta tggatgaggc
nntnntnnta ctgtggtgtt
ggttctggtg gtggtggttc

pctau2012000970-seql.txt

or t

or t

or t

or t

or t

or t

or t

or t

or t

or t

or t

gctgactcag

tggagataaa

tgtgctggtc

ctccaactct

tgactattac

cggcacgggc
tggcggceggc

ccaccctcag
ttgggggata
atctatcaag
gggaacacag
tgtcaggcgt
accaagctca
ggctccggtg

Page 23

tgtccgtgtc
aatatgcttg
atagcaagcg
ccactctgac
gggacnntnn

tcatttcgtc

gtggtggatc

cccaggacag
ctggtatcag
gccctcaggg
catcagcggg
tnntggaggt
tcagaccggt

cgaagtccaa

60
120
180
240
300
360
420



ctgctggagt
gcatccggtt
ggcctggagt
gtcaagggcc
aacagcttgc
nntnntgcct
<210> 85

<211> 257
<212> PRT

ccggcggtgg
ttactttcag
gggtcagcgc
gtttcaccat
gtgcggaaga
ttgatatttg

<213> Homo sapiens

<220>

<221> misc_feature
<222> (96)..(98)
<223> Xaa can be any naturally

<220>

<221> misc_feature
<222> (101)..(103)
<223> Xaa can be any naturally

<220>

<221> misc_feature
<222> (236)..(238)
<223> Xaa can be any naturally

<220>

<221> misc_feature
<222> (240)..(242)
<223> Xaa can be any naturally

<400> 85
Met Gly Asp
1

Ser Pro Gly

Asp Lys Tyr
35

Leu val Ile
50

Phe ser Gly
65

Thr GIn Ala

Xaa Xaa Gly

Gly

Gln

20

Ala

Tyr

Ser

Met

Gly

Gln

5

Thr

cys

Gln

Asn

Asp

85

Xaa

pctau2012000970-seql.txt

Ser val Leu

Ala Ser Ile

Trp Tyr Gln
40

Asp Ser Lys
55

Ser Gly Asn
70

Glu Ala Asp

Xaa Xaa Thr

catcagcggt
cagccgtgac
tacggctgtt
gggtcaaggt

cctggtgcag ccaggtggca gcctgcgect
cagctacgcg atgtcgtggg tgcgccaggc

agcggcggtt ctacgtatta

aattccaaaa acaccctgta

tactactgtg cgaaanntnn

accatggtta ccgtgagcag

occurring amino acid

occurring amino acid

occurring amino acid

occurring amino acid

Thr Gln
10

Thr Cys

25

Gln Lys

Arg Pro

Thr Ala

Tyr Tyr

val val
105

Pro Pro Ser val

Ser Gly Asp Lys

Pro Gly GIn Ser
45

Ser Gly Ile Pro
60

Thr Leu Thr ITe
75

Cys GIn Ala Trp

Phe Gly Thr Gly

Page 24

gagctgcgcc
accgggcaag
tgcggacagc
cttgcagatg

tnntggannt

C

Ser

15

Leu

Pro

Glu

Ser

Asp

95

Thr

val

Gly

val

Arg

Gly

80

Xaa

Lys

480
540
600
660
720
771



val

Gly

Ala

Ala

Gly

Arg

Ala

225

Xaa

Ser

Thr

Ser

Pro

Ser

Asp

210

Glu

Xaa

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

val

115

Gly

Gly

Gly

Gly

Thr

195

Asn

Asp

Ala

86

PRT
Homo

Ser Ser

Ser Gly

Leu val

Phe Thr

165

Lys Gly

Tyr Tyr

ser Lys

Thr Ala

Phe Asp
245

sapiens

misc_feature

..

Xaa can be any naturally occurring amino acid

(3

misc_feature

(6)..

Xaa can be any naturally occurring amino acid

86

87

7
PRT
Homo

(8

sapiens

Gln

Gly

Gln

150

Phe

Leu

Ala

Asn

val

230

Ile

Thr

Ser

Glu

Asp

Thr

215

Tyr

Trp

pctau2012000970-seql.txt

Gly Gly ser Gly Gly Gly Gly
120 125

Gly ser

Gly Gly

Ser Tyr

Trp val

185

Ser val
200
Leu Tyr

Tyr Cys

Gly GIn

Xaa Xaa Xaa Gly Gly Xaa Xaa Xaa
5

Glu

sSer

Ala

170

sSer

Lys

Leu

Ala

Page 25

val

Leu

155

Met

Ala

Gly

Gln

Lys

Thr

Gln

140

Arg

sSer

Ile

Arg

Met

220

Xaa

Met

Leu

Leu

Trp

Ser

Phe

205

Asn

Xaa

val

Leu

Ser

val

Gly

Thr

Ser

Xaa

Thr

Ser

Glu

cys

Arg

Ser

Ile

Leu

Gly

val
255

Gly

Ser

Ala

160

Gln

Gly

sSer

Arg

Xaa

240

Ser



pctau2012000970-seql.txt

<220>

<221> misc_feature

<222> (D..(3

<223> Xaa can be any naturally occurring amino acid

<220>

<221> misc_feature

<222> (5)..(7)

<223> Xaa can be any naturally occurring amino acid

<400> 87

Xaa Xaa Xaa Gly Xaa Xaa Xaa
1 5

<210> 88

<211> 361

<212> DNA

<213> Homo sapiens

<400> 88

atgggagacg gtcagtctgt gctgactcag ccaccctcag tgtccgtgtc cccaggacag 60
acagccagca tcacctgctc tggagataaa ttgggggata aatatgcttg ctggtatcag 120
cagaagccag gccagtcccc tgtgctggtc atctatcaag atagcaagcg gccctcaggg 180
atccctgagc gattctctgg ctccaactct gggaacacag ccactctgac catcagcggg 240
acccaggcta tggatgaggc tgactattac tgtcaggcgt gggactgaga cctagacggt 300
ctctgcgttt gatatttggg gtcaaggtac catggttacc gtgagcagct cgtctcagac 360
C 361
<210> 89

<211> 396

<212> DNA

<213> Homo sapiens

<400> 89

actgtggtgt tcggcaccgg tacgaaagtg actgtctcat ctcagaccgg tggttctggt 60
ggtggtggtt ctggcggcgg cggctccggt ggtggtggat ccgaagtcca actgctggag 120
tccggcggtg gecctggtgca gccaggtggc agcctgcgcc tgagctgcgc cgcatccggt 180
tttactttca gcagctacgc gatgtcgtgg gtgcgccagg caccgggcaa gggcctggag 240
tgggtcagcg ccatcagcgg tagcggcggt tctacgtatt atgcggacag cgtcaagggc 300
cgtttcacca tcagccgtga caattccaaa aacaccctgt acttgcagat gaacagcttg 360
cgtgcggaag atacggctgt ttactactgt gcgaaa 396
<210> 90

<211> 71

<212> DNA

<213> Homo sapiens

<220>
<221> misc_feature
<222> (18)..(19)
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<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (21)..(Q22)

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (24)..(025)

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (33)..03%

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (36)..(37)

<223> nisa, ¢, g, or t

<220>

<221> misc_feature

<222> (39)..040)

<223> nis a, ¢, g, or t

<400> 90

gatcagggtc tcaggacnnt nntnntggcg ganntnntnn tactgtggtg ttcggcaccg 60
gtacgaaagt g 71
<210> 91

<211> 68

<212> DNA

<213> Homo sapiens

<220>

<221> misc_feature

<222> (19)..020)

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (22)..023)

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (25)..(26)

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> ((L)..(32)

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (34)..(35)

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (37)..(38)

<223> nis a, ¢, g, or t
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<400> 91

gatcagggtc tcaacgcann annanngcca nnannanntt tcgcacagta gtaaacagcc
gtatcttc

<210> 92

<211> 8

<212> PRT

<213> Homo sapiens
<400> 92

Pro Phe Gly Gly Gly Gly Tyr val
1 5

<210> 93

<211> 7

<212> PRT

<213> Homo sapiens
<400> 93

Pro Pro His Gly Ala Pro Ala
1 5

<210> 94
<211> 8
<212> PRT

<213> Homo sapiens
<400> 94

Leu Cys Ile Gly Gly val Ala ser
1 5

<210> 95

<211> 7

<212> PRT

<213> Homo sapiens

<400> 95

His Asn Ser Gly Asn Asn Phe
1 5

<210> 96

<211> 8

<212> PRT

<213> Homo sapiens

<400> 96

Phe val ser Gly Gly Ile Ser Thr
1 5

<210> 97

<211> 7

<212> PRT

<213> Homo sapiens

<400> 97
Page 28



Phe Asn Phe
1

<210>
<211>
<212>
<213>

<400>

98

PRT
Homo

98

Ile Asn Ser
1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

99

PRT
Homo

misc_

..

pctau2012000970-seql.txt

Gly Asn Ala Tyr
5

sapiens

Gly Gly Ala Ser Phe
5

sapiens

feature
3

Xaa can be any naturally occurring amino acid

99

Xaa Xaa Xaa

1

<210>
<211>
<212>
<213>

<400>

100
8
PRT
Homo

100

Ser Arg Ala

1

<210>
<211>
<212>
<213>

<400>

101
7

PRT
Homo

101

Phe Asp Tyr
1

<210>
<211>
<212>
<213>

<400>

102
8
PRT
Homo

102

Thr Asn Arg
1

<210>
<211>

103
7

Gly Thr Asn Tyr
5

sapiens

Gly Gly Cys Asn Gly
5

sapiens

Gly His Cys Ile
5

sapiens

Gly Gly val cys Ala
5

Page 29



<212>
<213>

<400>

Thr Ala Ala

1

<210>
<211>
<212>
<213>

<400>

Phe Ser Thr

1

<210>
<211>
<212>
<213>

<400>

Ala Ile Cys
1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Phe Xaa Gly
1

<210>
<211>
<212>
<213>

<400>

Pro Tyr Arg
1

<210>
<211>
<212>
<213>

<400>

ITe I1e Pro
1

PRT .
Homo sapiens

103
5

104

8

PRT

Homo sapiens

104

105
7

PRT .
Homo sapiens

105

106

8

PRT

Homo sapiens

misc_feature

(2)..(2)

Gly val Pro Phe

Gly Ala Thr Ala
5

pctau2012000970-seql.txt

Gly Gly Cys Ala Phe
5

Xaa can be any naturally occurring amino acid

106

107

7

PRT

Homo sapiens

107

108

8

PRT

Homo sapiens

108

Gly Ser Phe Phe
5

Gly Gly Asp Gly Thr
5

Gly Gly Leu Tyr Ala
5
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<210>
<211>
<212>
<213>

<400>

1

<210>
<211>
<212>
<213>

<400>

109
7
PRT

Homo sapiens

109

110
254
PRT

Aequorea

110

Met val Ser
1

Gly

Asn

Ala

Gly

65

Lys

Glu

Asp

Asn

Glu

145

Arg

Thr

Thr

Pro

Pro

50

Asn

Gln

Asp

Cys

Lys

Leu

Tyr

val

Arg

Thr

Gln

Phe

115

Pro

Met

Leu

Lys

val

Asn

20

Glu

Pro

Ala

Phe

Gly

Phe

val

Tyr

Leu

Ala
180

Pro val Ile Gly Ser Asn Thr
5

victoria

Ile

Gly

Gly

Phe

Phe

Pro

85

Ile

Tyr

Met

val

Glu

165

Lys

Lys Pro

His Asn

Thr Gln

Ala Tyr

55

Thr Lys

70

Glu Gly

Cys Thr

Asp Ile

GIn Lys

Glu Asp

150

Gly Gly

Lys Glu

pctau2012000970-seql.txt

Glu

Phe

Ile

40

Asp

Tyr

Tyr

Ala

Arg

Lys

Gly

Gly

val

Met

val

25

Leu

Ile

Pro

His

Thr

105

Phe

Thr

val

His

Ile Glu

Asp Leu

Leu Thr

Ala Asp

75

Trp Glu

90

Ser Asn

Asp Gly

Leu Lys

Leu Lys

Tyr Arg

170

Leu Pro

Page 31

Lys
Gly
Asn
Thr
60
Ile
Arg
Ile
Thr
Trp
1
Gly

Cys

Asp

Leu

Glu

val

45

val

Gln

Ser

Ser

Asn

125

Glu

Asp

Asp

Ala

Cys

Gly

30

Thr

Phe

Asp

Met

Met

110

Phe

Pro

val

Phe

His
190

Met

15

Lys

Glu

Gln

Tyr

Thr

95

Arg

Pro

Ser

Asn

Arg

Gly

Gly

Tyr

Phe

80

Tyr

Gly

Pro

Thr

Met

160

Thr

Ile



Asp

Lys

Ala

225

Trp

His

Leu

210

Lys

His

<210>
<211>
<212>
<213>

<400>

Arg
195

Tyr

Ser

Glu

111
266
PRT
Homo

111

Met Gly Asp
1

Ser

Asp

Leu

Phe

65

Thr

Asn

val

Gly

Ala

Pro

Lys

val

50

Ser

Gln

Leu

Thr

Ser

Pro

Gly

Tyr

35

Gly

Ala

Gly

val

115

Gly

Gly

Gly

Gly

Ile

Glu

Gly

Asp

Glu

Asn

Gly

Thr
245

sapiens

Gly

Gln

20

Ala

Tyr

Ser

Met

Gly

Ser

Ser

Leu

Phe

Lys

Gln

5

Thr

cys

Gln

Asn

Asp

85

Cys

Ser

Gly

val

Thr

165

Gly

Ile

Ala

Leu

230

Gly

Ser

Ala

Trp

Asp

Ser

70

Glu

Gly

Gln

Gly

Gln

150

Phe

Leu

Leu
val
215

Asn

Gly

val

Ser

Tyr

ser

55

Gly

Ala

Asp

Thr

Ser

Glu

pctau2012000970-seql.txt

200

Ala

Asp

Ser

Leu

Ile

Gln

40

Lys

Asn

Asp

Thr

Gly

Gly

Gly

Ser

Trp

Arg

Ile

His

Thr

Thr

25

Gln

Arg

Thr

Tyr

val

105

Gly

Ser

Gly

Tyr

val

Tyr Ser

Phe Glu
235

His His
250

Gln Pro
10

Cys sSer

Lys Pro

Pro Ser

Ala Thr
75

Tyr Cys
90

val Phe

Ser Gly

Glu val

Ser Leu
155

Ala Met
170

Ser Ala
Page 32

Met
220

Ala

His

Pro

Gly

Gly

Gly

60

Leu

Gln

Gly

Gly

Gln

140

Arg

Ser

Ile

Leu

Gln

His

Ser

Asp

Gln

45

Ile

Thr

Ala

Thr

Gly

Leu

Leu

Trp

Ser

Pro

Lys

val

Lys

Ser

Pro

Ile

Trp

Gly

110

Gly

Leu

Ser

val

Gly

Lys His Asp Lys Asp Tyr Asn Lys
205

Ser

Ile

Ser

15

Leu

Pro

Glu

Ser

Asp

95

Thr

Ser

Glu

Cys

Arg

175

Ser

val

Gln

Glu
240

val

Gly

val

Arg

Gly

80

Phe

Lys

Gly

Ser

Ala

160

Gln

Gly



Ser Thr
195

Gly

Arg Asp Asn

210

Ala
225

Glu Asp

val Ala Ala

Ser Ser Ser

112
1176
DNA

<210>
<211>
<212>
<213>

<220>
<223>

<400> 112
atgacgagca

accgcaaccg
gacacctcca
attcttgcgg
ttccgttatg
gcgtttgecg
aagtctagaa
tccccaggac
tgctggtatc
cggccctcag
accatcagcg
aatcttggcg
tctcagaccg
tccgaagtcc
ctgagctgcg
gcaccgggca
tatgcggaca

tacttgcaga

180

Tyr Tyr

ser Lys

Thr Ala

Phe Asp

245

Gln Thr

260

cgcccggegg
gccgtaagct
ttgctgctga
aggatgtgct
gaacggcaat
atggcggaga
agacagccag
agcagaagcc
ggatccctga
ggacccaggc
gatgtggtga
gtggttctgg
aactgctgga
ccgcatccgg
agggcctgga

gcgtcaaggg
tgaacagctt

Ala

Asn

val

230

Ile

Ser

Fusion construct

Asp

Thr

215

Tyr

Trp

Artificial Sequence

aagaaacctt tacccattac
attgagtgcg
ggttgcgtgg
ccagaccagc
ctggccggag
cagcatcgtt
cggtcagtct
catcacctgc
aggccagtcc
gcgattctct
tatggatgag
tactgtggtg
tggcggtggt
gtccggtggt
ttttactttc
gtgggtcagc

ccgtttcacc

gcgtgcggaa

pctau2012000970-seql.txt

185

190

Ser val Lys Gly Arg Phe Thr

200

Leu Tyr

Tyr Cys

Gly GIn

Leu val
265

Leu Gln

Ala Lys
235

Gly Thr
250

Ala

cagccgcagg
aaagcgcctg
gatggcacca
accacgctga
gctgccageg
ggaggtagcg
gtgctgactc
tctggagata
cctgtgctgg
ggctccaact
gctgactatt
ttcggcaccg
tctggcggcg
ggcctggtgce
agcagctacg
gccatcagcg
atcagccgtg
gatacggctg

Page 33

205

Met Asn Ser
220

His ITe Asp

Met val Thr

gcaacagtga
caatgacccc
ccgacggtgc
cgttctacaa
acgagacgaa
gcggatcgga
agccaccctc
aattggggga
tcatctatca
ctgggaacac
actgtcaggc
gtacgaaagt
gcggctccgg
agccaggtgg
cgatgtcgtg
gtagcggcgg
acaattccaa

tttactactg

Ile Ser

Leu Arg

Gly Pro
240

val Ser
255

cccggctcat
gctgatgctg
tgccgttggc
gtccggcacg
aaaacggacc
tgacgacgat
agtgtccgtg
taaatatgct
agatagcaag
agccactctg
gtgggacttt
gactgtctca
tggtggtgga
cagcctgcgce
ggtgcgccag
ttctacgtat
aaacaccctg

tgcgaaacat

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080



pctau2012000970-seql.txt

attgatggcc ctgttgctgc gtttgatatt tggggtcaag gtaccatggt taccgtgagc 1140
aactcgagcg attacaagga cgatgatgac aaataa 1176
<210> 113

<211> 391

<212> PRT

<213> Artificial Sequence

<220>

<223> Fusion protein

<400> 113

Met Thr Ser Lys Glu Thr Phe Thr His Tyr Gln Pro Gln Gly Asn Ser
1 5 10 15

Asp Pro Ala His Thr Ala Thr Ala Pro Gly Gly Leu Ser Ala Lys Ala
20 25 30

Pro Ala Met Thr Pro Leu Met Leu Asp Thr Ser Ser Arg Lys Leu val
35 40 45

Ala Trp Asp Gly Thr Thr Asp Gly Ala Ala val Gly Ile Leu Ala val
50 55 60

Ala Ala Asp GIn Thr Ser Thr Thr Leu Thr Phe Tyr Lys Ser Gly Thr
65 70 75 80

Phe Arg Tyr Glu Asp val Leu Trp Pro Glu Ala Ala Ser Asp Glu Thr
85 90 95

Lys Lys Arg Thr Ala Phe Ala Gly Thr Ala Ile Ser Ile val Gly Gly
100 105 110

Ser Gly Gly Ser Asp Asp Asp Asp Lys Ser Arg Asn Gly Gly Asp Gly

Gln Ser val Leu Thr Gln Pro Pro Ser val Ser val Ser Pro Gly Gln
130 135 140

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Ala
145 150 155 160

Cys Trp Tyr GIn Gln Lys Pro Gly Gln Ser Pro val Leu val Ile Tyr
165 170 175

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
180 185 190

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met
195 200 205

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Phe Asn Leu Gly Gly
Page 34



225

Ser

val

Thr

Gly

Tyr

Lys

Ala

Asp

TYyr
385

210

Gly

Gln

Gly

Gln

Phe

290

Leu

Ala

Asn

val

Ile

370

Lys

<210>
<211>
<212>
<213>

<400>

Asp

Thr

Gly

Pro

275

Ser

Glu

Asp

Thr

Tyr

355

Trp

Asp

114
89
PRT
Homo

114

GIn Ser val

1

Thr Ala Ser

Cys Trp Tyr
35

Gln Asp Ser
50

Thr

Gly

Gly

Gly

Ser

Trp

Ser

Leu

340

Tyr

Gly

Asp

val

Gly

Ser

Gly

Tyr

val

val

325

Tyr

cys

Gln

Asp

sapiens

Leu

Ile

20

Gln

Lys

Thr

5

Thr

Gln

Arg

val

230

Ser

Glu

Ser

Ala

Ser

310

Lys

Leu

Ala

Gly

Gln

Cys

Lys

Pro

215

Phe

Gly

val

Leu

Met

295

Ala

Gly

Gln

Lys

Thr

375

Lys

Pro

Ser

Pro

Ser
55

pctau2012000970-seql.txt

220

Gly Thr Gly Thr Lys

Gly

Gln

Arg

Ser

Arg

Met

His

360

Met

Pro

Gly

Gly

40

Gly

Gly

Leu

265

Leu

Trp

Ser

Phe

Asn

345

Ile

val

Ser

Asp
25

Gln

235

Gly Ser Gly
Leu Glu Ser
Ser Cys Ala

val Arg Gln
300

Gly Ser Gly
315

Thr Ile Ser
330

Ser Leu Arg

Asp Gly Pro

Thr val Ser
380

val ser val
10

Lys Leu Gly

Ser Pro val

Pro Glu Arg
60

Page 35

val

Gly

Gly

Ala

285

Ala

Gly

Arg

Ala

val

365

Asn

Ser

Asp

Leu

45

Phe

Thr

Gly

Gly

Ser

Pro

Ser

Asp

Glu

350

Ala

Ser

Pro

Lys

val

Ser

val

Gly

Gly

Gly

Gly

Thr

Asn

335

Asp

Ala

Ser

Gly
15
TYyr

Ile

Gly

Ser

240

Ser

Leu

Phe

Lys

Tyr

320

Ser

Thr

Phe

Asp

Gln

Ala

Tyr

Ser



Asn Ser Gly
65

Asp Glu Ala
<210> 115
<211> 93
<212> PRT
<213> Homo
<400> 115

Met Gly Asp
1

Ser Pro Gly

AsSp Lys Tyr

35

val Ile

50

Leu

Phe
65

Ser Gly

Thr GIn Ala

<210>
<211>
<212>
<213>

116
93

PRT
Homo
<400> 116

Met Gly Asp
1

ser Pro
Asp Lys
Leu val

50

Phe Ser
65

Asn Thr

Asp Tyr
85

sapiens

Gly Gln
5

Gln Thr

20

Ala Cys

Tyr Gln

Ser Asn

Met Asp

85

sapiens

Gly Gln
5

Gln Thr
20
Ala Cys

Tyr Gln

Ser Asn

Ala
70

Tyr

Ser

Ala

Trp

Asp

Ser

70

Glu

Ser

Ala

Trp

Asp

Ser
70

Thr

Cys

val

Ser

Tyr

ser

55

Gly

Ala

val

Ser

Tyr

ser

55

Gly

pctau2012000970-seql.txt

Leu

Gln

Leu

Ile

Gln

40

Lys

Asn

Asp

Leu

Gln
40

Lys

Asn

Thr Ile Ser Gly Thr Gln Ala Met
75

Ala

Gln
10

Thr Pro

Thr
25

Cys sSer

Gln Lys Pro

Arg Pro Ser

Thr
75

Thr Ala

Tyr Tyr

90

Cys

Gln
10

Thr Pro

Thr
25

Cys Ser

Gln Lys Pro

Arg Pro Ser

Thr
75

Thr Ala

Page 36

Pro

Gly

Gly

Gly

60

Leu

Gln

Pro

Gly

Gly

Gly

60

Leu

Ser

Asp

Gln

45

Ile

Thr

Ala

Ser

Asp

Gln

45

Ile

Thr

val

Pro

Ile

val

Pro

Ile

Ser

15

Leu

Pro

Glu

Ser

Ser

15

Leu

Pro

Glu

Ser

val

Gly

val

Arg

Gly
80

val

Gly

val

Arg

Gly
80



Thr GIn Ala
<210> 117
<211> 93
<212> PRT
<213> Homo
<400> 117

Met Gly Asp
1
Ser Pro Gly

Asp Lys Phe
35

Leu val Ile
50

Phe ser Gly
65

Thr Gln val

<210> 118
<211> 87

<212> PRT
<213> Homo

<220>

Met Asp
85

sapiens
Gly Gln

5

Gln Thr

20

Ala Cys

Tyr Gln

Ser Asn

Met Asp
85

sapiens

<221> misc_feature

<222> (41).

. (41D

Glu

Ser

Ala

Trp

Asp

ser

70

Glu

Ala

val

Thr

Tyr

Tyr

55

Gly

Ala

pctau2012000970-seql.txt
His Tyr g5r Cys GIn Thr

Leu

Ile

Gln

40

Gln

Asn

Asp

<223> Xaa can be any naturally

<220>

<221> misc_feature

<222> (61).

.(61)

<223> Xaa can be any naturally

<400> 118

Met Gly Asp Gly GIn Ser val Leu
1 5

Ala Pro Glu Lys Thr Ala Thr Ile
20

Ser Lys Ser val His Trp Tyr Gln
35 40

Leu val ITle Tyr Asn Asp Asn Asp
55

50

Thr Gln Pro Pro
10

Thr Cys Ser Gly
25

Gln Lys Pro Gly

Arg Pro Ser Gly
60

Thr Ala Thr Leu
75

Tyr Tyr Cys Gln
90

occurring amino

occurring amino

Thr Gln Pro Pro
10

Ala cys Gly Gly

25

Xaa Lys Pro Gly

Arg Pro Ser Gly
60

Page 37

Ser val Ser val
15

Asp Lys Leu Gly

Gln Ser Pro val
45

Ile Pro Glu Arg

Thr ITe Ser Gly
80

Ala

acid

acid

Ala val Ser val
15

Asn Arg Ile Gly
30

Gln Ala Pro val
45

Xaa Pro Glu Arg



Phe ser Gly
65

val Glu val
<210> 119
<211> 87

<212> PRT
<213> Homo
<400> 119

Met Gly Asp
1

Ala

Ser

Leu

Phe

65

val

Pro

Lys

val

50

Ser

Glu

<210>
<211>
<212>
<213>

<400>

Gly

ser
35

Ile

Gly

val

120
83
PRT
Homo

120

Gln Ser val

1

Thr

His

Tyr

Asn

65

Asp

Ala

Trp

Asp

50

Ser

Glu

Arg
TYyr
35

Ser

Gly

Ser Asn

Gly Asp
85

sapiens

Gly Gln

5

Lys Thr

val His

Tyr Asn

Ser Asn

Gly Asp
85

sapiens

Leu Thr
5

Ile Thr
20
Gln Gln

Asp Arg

Asn Thr

Ser
70

Glu

Ser

Ala

Trp

Asp

Ser

70

Glu

Gln

cys

Lys

Pro

Ala
70

pctau2012000970-seql.txt

Gly Asn Thr Ala Thr Leu Thr Ile Ser Arg
80

Ala

val

Thr

Tyr

Asn

55

Gly

Pro

Gly

Pro

Ser

55

Thr

Leu

Ile

Gln

40

Asp

Asn

Pro

Gly

Gly

40

Gly

Leu

Thr

Ala

25

Gln

Arg

Thr

Ser

Asn

25

Gln

Ile

Thr

Gln Pro

10

Cys Gly

Lys Pro

Pro Ser

Ala Thr
75

val Ser

10

Asn Ile

Ala Pro

Pro Glu

Ile ser
75

Page 38

Pro

Gly

Gly

Gly

60

Leu

val

Gly

val

Arg

60

Arg

Ser

Asn

Gln

45

Ile

Thr

Ala

Ser

Leu

45

Phe

val

val

Arg

30

Ala

Pro

Ile

Pro

Ser

Glu

Ser

15

Ile

Pro

Glu

Ser

Gly

15

Ser

Ile

Gly

Ala

val

Gly

val

Arg

Arg
80

Lys

val

Tyr

Ser

Gly
80



<210> 121
<211> 87
<212> PRT

<213> Homo
<400> 121

Met Gly Asp
1
Ala Pro Gly

Asp Lys Ser
35

Leu val Ile
50

Phe Ser Gly
65

val Glu Ala

<210> 122
<211> 95
<212> PRT
<213> Homo
<400> 122

Asn Phe Met
1

Thr val Thr

Tyr val Gln
35

Ile Tyr Glu
50

Gly ser Ile
65

Leu Lys Thr
<210> 123
<211> 99
<212> PRT

sapiens

Gly Gln

5

Lys Thr

val His

Tyr Tyr

Ser Asn

Gly Asp
85

sapiens

Leu Thr
5

Ile Ser

20

Trp Tyr

Asp Asn

Asp Ser

Glu Asp
85

Ser

Ala

Trp

Asp

Ser

70

Glu

Gln

cys

Gln

Gln

Ser
70

val

Thr

Tyr

Thr

55

Gly

Ala

Pro

Thr

Gln

Arg

55

Ser

Ala
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Leu

Ile

Gln

40

Asp

Asn

His

Gly

Arg

40

Pro

Asn

Asp

Thr

Thr

25

Gln

Arg

Thr

Ser

Ser

25

Pro

Ser

Ser

Tyr

Gln

10

Cys

Lys

Pro

Ala

val

10

Ser

Gly

Gly

Ala

Tyr
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Pro

Gly

Pro

Ser

Thr
75

sSer

Gly

ser

val

ser

75

Cys

Pro

Gly

Gly

Gly

60

Leu

Glu

ser

Ala

Pro

60

Leu

Gln

Ser

Asn

Gln

45

Ile

Thr

Ser

Ile

Pro

45

Asp

Thr

Ser

val

Asn

30

Ala

Pro

Ile

Pro

Ala

30

Thr

Arg

Ile

Tyr

Ser

15

Ile

Pro

Glu

Asn

Gly

15

Ser

Thr

Phe

Ser

Asp
95

val

Glu

val

Arg

Arg
80

Lys

Asn

val

Ser

Gly
80



<213> Homo
<400> 123

Met Gly Asp
1
Ser Pro Gly

Ile Ala Ser
35

Pro Thr Thr
50

Asp Arg Phe
65

Thr ITe Ser

ser Tyr Asp

<210> 124
<211> 99

<212> PRT
<213> Homo
<400> 124

Met Gly Asp
1
Ser Pro Gly

ITe Ala Ser
35

Pro Thr Thr
50

Asp Arg Phe
65
Ile Ile ser

ser Tyr Asp

<210> 125

sapiens
Gly Asn
5
Lys Thr
Asn Tyr
val Ile

Ser Gly

Gly Leu
85

sapiens
Gly Asn
5
Lys Thr
Asn Ser
val Ile
Ser Gly

Gly Leu
85

Phe

val

val

Tyr

Ser

70

Lys

Phe

val

val

Tyr

ser

70

Gln

Met

Thr

Gln

Glu

55

Ile

Thr

Met

Thr

Gln

Glu

55

Ile

Thr
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Leu

Ile

Trp

40

Asp

Asp

Glu

Leu

Ile

Arg

40

Asp

Asp

Glu

Thr

Pro

25

Tyr

Lys

Ser

Asp

Thr

Ser

25

Tyr

Asn

Ser

Asp

Gln

10

Cys

Gln

Gln

Ser

Glu
90

Gln

10

Cys

Gln

Arg

Ser

Glu
90
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Pro

Thr

Gln

Lys

Ser

75

Ala

Pro

Thr

Gln

Arg

ser

75

Ala

His

Gly

Arg

Pro

60

Asn

Asp

His

Gly

Arg

Pro

60

Asn

Asp

Ser

Ser

Pro

45

Ser

Ser

Tyr

Ser

Ser

Pro

45

Ser

Ser

Tyr

val

Ser

30

Gly

Gly

Ala

Tyr

val

Ser

30

Gly

Gly

Ala

Tyr

Ser

15

Gly

Ser

val

Ser

Cys
95

Ser

15

Gly

Ser

val

Ser

Cys
95

Glu

Ser

Ala

Pro

Leu

80

Gln

Glu

Ser

Ala

Pro

Leu

80

Gln



<211>
<212>
<213>

<400>

Met Gly
1

ser Pro
Ile Ala
Pro Thr

50

Glu Arg
65

Thr Ile

ser Tyr

99
PRT
Homo

125

Asp

Gly

Asp

35

Ser

Phe

Ser

Asp

sapiens

Gly

Lys

20

Asn

val

Ser

Gly

Asn

5

Thr

Tyr

Ile

Gly

Leu
85

Phe

val

val

Phe

Ser

70

Met

Met

Thr

Gln

Glu

55

Ile

Thr
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Leu

Ile

Trp

40

Asp

Asp

Glu

Thr

Ser

25

Tyr

Asn

Ser

Asp

Gln Pro
10

Cys Thr

Gln Gln

Gln Arg

Ser Ser

75

Glu Ala
90
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His

Gly

Arg

Pro

60

Asn

Asp

Ser

Arg

Pro

45

Ser

Ser

Tyr

val

Ser

30

Gly

Gly

Ala

His

Ser

15

Gly

Ser

val

Ser

Cys
95

Glu

Ser

val

Pro

Leu

80

Gln



