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FIG. 4
EGFRVvIll specific peptide
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FIG. 6

EGFRuvlll protein
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FIG. 11
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FIG. 13

File: 20161221 analysis EGFRvIIl, EGFR (B4A3, || File: 20161221 analysis EGFRVIIl, EGFR (B4A3,
Item:  rhEGFRVIII-Fc -B4A3 ltem:  rhEGFR-Fc - BIA3
Ligand: B4A3 Sample: rhEGFRvII-Fc Ligand: B4A3 Sample: rhEGFR-Fc
Curve: Fc=2-1 Temperm: 25°C Cllﬂfe: FC=2—1 Temperm: 25 °C
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FIG. 14

Signal peptide Human EGFR Gly(G) Human EGFR Linker Sequence Human 1gG1(Fc tag)

(Met 1-Ala24) (Leu25-1ys29) Insersion (Asn298-Ser645) ( |EGRMD) (Pro100-Lys333)
N-terminus EGFRvI |1 mutant sequence C-terminus

MRPSGTAGAALLALLAALCPASRALEEKKGNYVVTDHGSCVRACGADSYEMEEDGVRKCKKCEGPCRKVCNG | G| GEFKDSLS | NATN
IKHFKNCTS1SGDLH | LPVAFRGDSFTHTPPLDOPQELD | LKTVKE | TGFLL | QAWPENRTDLHAFENLE | |RGRTKQHGQF SLAVVSL
NITSLGLRSLKEISDGDV | | SGNKNLCYANT INWKKLFGTSGQKTKI | SNRGENSCKATGQVCHALCSPEGCWGPEPRDCVSCRNVSR
GRECVDKCKLLEGEPREFVENSEC | QCHPECLPQAMN | TCTGRGPDNC | QCAHY | DGPHCVKTCPAGVMGENNTLVWKYADAGHVCHL
CHPNCTYGCTGPGLEGCPTNGPK | PS | EGRMDPKSCDKTHTCPFCPAPELLGGPSVFLFPPKPKDTLM | SRTPEVTCVVVDVSHEDPE
VKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKAL PAP | EKT | SKAKGRPREPQVYTLPPSREEMTK
NQVSLTCLVKGFYPSD | AVEWESNGQPENNYKT TPPVLDSDGSFFLYSKL TVDKSRWQQGNVF SCSVMHEAL HNHYTQKSL SLSPGK—
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FIG. 15
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