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Please enter the AA sequence using “<number>" to note the substitutions.

Amino acid sequence:

Please enter the DNA sequence using “<number> " for the substitution sites.

DNA sequence:

Size of the library:
Expressing system: E.Col v

Upload the expected occurence rates in excel file. EXAMPLE
ssectatie. N files selected

Calculate  Reset
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AGACCTGACGTTAACGC TAGC TCCGCTGCACCTGGLTG! A O TGGAAM TG T TGAAG TTCTGC TGAAGNNNGG TGCTGACGTGAGACCTGAC

Template . S£0 (1>144)
F10-RQ4538-_M13-47.
G10-RQ4539-_M13-47.
B10-RQ4534-_M13-47.
GO8-RQ4531-_M13-47.
C08-RQ4527-_M13-47.
E0B-RQ4521-_M13-47.
FO9-RQ4530-_M13-47.
E10-RQ4537-_M13-47.
A07-RQ4509-_M13-47.
CO7-RQ4511-_M13-47.
GO7-RQ4515-_M13-47.
HO7-RQ4516-_M13-47.
E09-RO4529-_M13-47.
HOB-RO4524-_M13-47.
DOB-RQ4520-_M13-47.
A10-RO4533-_M13-47.
GOB-RO4523-_M13-47.

abl (8>789)
abl (8>818)
abl (12>822)
abl (11>832)
abl (11>793)
abl (12>828)
abl (13>863)
abl (11>862)
abl (13>619)
abl (14>742)
abl (15>833)
abl (15>831)
abl (18>830)
abl (19>697)
abl (17>835)
abl (20>822)
abl (20>830)
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AGACCTGACGTTAACGC TAGC CCGCTGCALCTGECTGE ThnnnnnGG TCACT TR AM TOG TTGAAG TTCTGC TGAAGRNNGGTGCTGACGTGAGAC eTgae




3/5

Percentage (%)
= ] w B w1 (=)} ~
o o o o o o o

o

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25

Number of detected times

Fig.6

100%
90%

70%
60%
50%
40%
30%
20%
ANENNERERN

Actual Expected Actual Expected Actual Expected Actual Expected Actual Expected Actual Expected Actual Expected
value value value value value value value value value value value value value
X1 X2 X3 X4 X5 X6

10%

=]
X

value

WA mC D "E WMF mG WH m| WK WL ®mM ®EN WP mQ @R S mT mV mW mY mstop codon
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Fig. 8
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APPACOGAGGACACGGOCGTGTAT TAC TG TAG TAGAGA THNNNNNNNNNNNRINRNNGACGCCTGGGGCCANGGANC CCTGGT CACCGTC TCCTOG

Template - SEQ (1>96)
Bl.abl (12>836)
B5.abl (9>843)
B10.abl (10>837)
Bd.abl (11>848)
B2.abl (12>838)
Bé.abl (14>844)
Bll.abl (14>847)
B88.abl (14>857)
B12.abl(14>890)
B9.abl (15>840)
B3.abl (15>835)
B7.abl (19>925)

Lt

ARACOGAGGACACGGCOGTGTAT TAC TG TAGTAGAGA THNNNNNNNNNNRNNNNNNGACGCCTGGGGCCAAGGANC CCTGGT CACCGTC TCCTOG
ARACOGAGGACACGECOGTGTAT TAC TG TAGTAGAGATI = GACGCCTGGGGCCAAGGAACCCTGGT CACCGTCTOCTOG
ARACOGAGGACACGGCOGTGTAT TAC TG TAGTAGAGATA GACGCCTGGGGCCAAGGAACCCTGGT CACCGTCTOCTOG
ARACOGAGGACACGGOCGTGTAT TAC TG TAGTAGAGATAN GACGCCTGGGGCCAAGGAACCCTGGT CACCGTCTOCTOG
GACGCCTGGGGCCAAGGAACCCTGGTCACCGTCTOCTOG

ARCOGAGEACACGGOOGTGTAT TAC TG TAGTAGAGATC
ARACOGAGGACACGGOOGTGTAT TAC TG TAGTAGAGATA
AUACOGAGGACACGGCOGTGTAT TAC TG TAGTAGAGATGN
NUACOGAGGACACGGCOGTGTAT TAC TG TAGTAGAGATANC
NUACOGAGGACACGGCOGTGTAT TAC TG TAGTAGAGATGG

Fig. 9
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Fig. 10
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Fig. 11
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