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HLA-A®11:01 Control
peptides Sequence

SHPSGPLK

SEQ ID NO: 46

RMVLASTTAK

SEQ ID NO: 47

KSMREEYRK

174

SEQID NO: 48

AVFRRESDAK influenza 11

1886

SEQ ID NO:

WYDFSVIKERV 1

BN
&%

SEQ ID NO: 39

NTLEQUTVXK {ERV 2

68

SEQ ID NO: 40

ATIGTAMYK

164

SEQID NO: 49

SSCRSCPLSK

166

SEQID NO: 50

YVNVNMGLK

SEQID NO: 51

NAIVE

Digested un-exchanged

B EBV peptide 1 {IVTDFSVIK): 166-152-154
SEQ ID NO: 39

UV exchange

010'10210210¢
SAV166 —»

0101104104 Tos
SAV1S4 ~»

Enzyme exchange

0 10 102103104

SAV166 ~»
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Figure 2 (continued)

C  EBV peptide 2 (NTLEQTVKK): 166-152-164

SEQID NO: 40

UV exchange Enzyme exchange

BT EL Rl R AT AT T ; 0 101102 10104 u "0 102 105 104
SAVIGE 3  SAVIE] i SAVIGE———>» SAVIG4—»

D influenza peptide 1 {AVFDRKSDAK): 166-164-174
SEQ ID NO: 5

UV exchange Enzyme exchange

cag

5 i 0i0r 0 40Ed0tiorIos 0 10Pi0Nior 0 407 10°10% 408
5AViEd ——»  SAVIZT4 —> SAVIGE —» SAVITE —»
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Figure 3A
PE Peptide 1 Peptide 1 Peptide 1 Peptide 1 Peptide 1 UV-exchange
APC Naive Digested Peptide 2 | peptide3 | peptide s | (2me/mi
Unexchanged
PE Peptide 1 Peptide 1 Peptide 1 Peptide 1 Peptide 1 UV-exchange
APC Naive Digested Peptide 2 | Peptide3 | Peptide 15 | (oms/mi)
Unexchanged
Enzyme exchange
PE Peptide 1 Peptide 1 Peptide 1 Paptide 1 Peptide 1 TRIS buffer PH 8
APC Maive Digested Peptide 2 Peptide 3 Peptide 15 RT 16 hours
Unexchanged
PE Peptide 1 Peptide 1 | Peptidel | Peptidel | Chzyme exchange
: - - - TRIS Buffer PH 8
APC Naive Peptide 2 Peptide 3 Peptide 15 37°C 16 hours
PE Peptide 1 Peptide 1 | Peptidel | Peptide1l | CEnZymeexchange
- - Citrate buffer PH 6.2
APC Naive Peptide 2 Peptide 3 Peptide 15 RT for 16 hours
PE Peptide 1 Peptide 1 Peptide 1 Peptide 1 Enzyme exchange
Citrate buffer PH 6.2
APC Naive Peptide 2 Peptide 3 Peptide 15 379 for 16 hours
Positive sontrol: Negaties controls:
Paptide 1: MIVPMVATY  SEQID NO: 41 Peptide 2: VIEETSVML SEQ ID NO: 52
Fephide 3: GTSGEEPIVNR SEQ ID NO: 44
Feptids 15 FLDKGTYTL SEQID NO: 53
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Figure 3B
PE  peptide 1

APC Naive

4 1053 S.3e83
1047 % |
108
0 3
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104 £
1037

105308 siug-y

105343
10%;
108

03
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105 33,30
1044
103;
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03 88 B33
-10° 0 10°10* 108

10541
10%
103
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IETIER N

-10° 0 10°10410°

REREREY]

-103EeF ‘ D4R
i N NN
2 _-10% 0 103104 10°

APC-Tetramer

6/11

Paptide 1

Digested
unexchanged

10° {103 @
1047 & :
103:

0%

108 L
-10® 010%10%10°

RN Q[0

10% 108 arse-ad
1047
1 03 <

105 .48 S0t
1043
103
03 ¢ :
100 883 LR

4603 1007008

PCT/SG2020/050264

U-exchange
{1.2mg/mi)

UV-exchange
{Smg/mi)

Enzyme exchangs
TRIS buffer PH 8
RT 16 hours

Enzyme exchange
TRIS Buffer PH 8
3I7°C 16 howrs

Enzyme exchange
Citrate buffer PH 6.2
RT for 16 hours

Enzryme exchange
Citrate buffer PH 6.2
R7°C for 16 hours

Gated onLive™CD45*CD3*CD8"
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Figure 3B (continued)
PE Peptide 1 Peptide 1 Peptide 1
APC Peptide 2 Peptide 3 Paptide 15
A —— ey .
10%{142 - 18083 10° 1038 - 1¥0R-3 1053108 233
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PE-Tetramer
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APC-Tetramer
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UV-exchange
{1.2mg/ml}

UV-exchange
{5mg/mi}

Enzyme exchange

i TRIS buffer PH R

RY 16 hours

Enzyme exchange

o TRIS Buffer PH 8

37°C 16 hours

Enzyme exchange

Citrate buffer PH 6.2

RT for 16 hours

Enzyme exchange

Citrate buffer PH 6.2

37°C for 16 hours

-
Gated onlive®CD45*CD3*CDEY
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Figure 4A

PE Peptide 1 | Peptide 1 Peptide 1 Peptide 1
APC Naive Digested 1 pontide 2 | Peptide 11

unexchanged
PE Peptide 1 Peptide 1 Peptide 1 Peptide 1
APC Naive Digested Peptide 2 Peptide 11

unexchanged
PE Peptide 1 Peptide 1 Peptide 1 Peptide 1
APC Naive Digested ' | pentide 2 | Peptide 11

unexchanged

Positive control:

Peptide 1: NLVPMVATV SEQ ID NO: 41

PCT/SG2020/050264

UV-exchange

Enzyme exchange
Cacodylate buffer PH 6.2
RT for 16 hours

Enzyme exchange
TRIS buffer PH B
RT 16 hours

Negative controls:

Peptide 2: VLEETSVML SEQ ID NO: 52

Peptide 11: FLYALALLL SEQ ID NO: 54
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Figure 5

A

No. | Peptide SAV Codes

1] NLVEMVATY {OMV) 152,154,138 | seqip NO: 41

YLEETSVML 164,166,171 | SEQID NO:52

FLDKGTYTL 166,171,175 | SEQID NO: 53

Digested-Unexchanged 184, 173, 175

2

3 ]

4 FLYALALLL 164, 166, 175 SEQID NO: 54
- _

&

Maive Protein 174, 173, 175

W
~ exchange

g
g g

0 10" 10% 10° 10
128

Enzyme
exchange

SAVIRg —> SAVISg—*
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