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SEQUENCE LISTING

<110> Ettenberg, Seth Alexander
Cong, Feng
Hartlepp, Felix
Klagge, Ingo Markus

<120> compositions and Methods of use for )
Therapeutic Low Density Lipoprotein - Related Protein 6
(LRP6) Antibodies

<130> PAT054171-WO-PCT

<150> 61/331985
<151> 2010-05-06

<160> 208
<170> FastSEQ for windows version 4.0

<210> 1

<211> 5

<212> PRT

<213> Homo Sapien

<400> 1
Asp Tyr val. Ile Asn
1 5

<210> 2

<211> 17

<212> PRT

<213> Homo Sapien

<400> 2
Gly Ile Ser Trp Ser Gly val Asn Thr His Tyr Ala Asp Ser val Lys
1 5 10 15

Gly

<210> 3

<211> 15

<212> PRT

<213> Homo Sapien

<400> 3
Leu Gly Ala Thr Ala Asn Asn Ile Arg I%r Lys Phe Met Asp Xg]
1 5

<210> 4

<211> 10

<212> PRT

<213> Homo Sapien

<400> 4

ser Gly Asp Ser Leu Arg Asn Lys val Tyr
1 5 10
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SEQLIST

<210> 5

<211> 6

<212> PRT

<213> Homo Sapien

<400> 5
Lys Asn Asn Arg Pro Ser
1 5

<210> 6

<211> 10

<212> PRT

<213> Homo Sapien

<400> 6
Gln Ser Tyr Asp Gly Gln Lys Ser Leu val
1 5 10

<210> 7

<211> 7

<212> PRT

<213> Homo Sapien

<400> 7
Gly Phe Thr Phe Ser Asp Tyr
1 5

<210> 8

<211> 6

<212> PRT

<213> Homo Sapien

<400> 8
Ser Trp Ser Gly val Asn
1 5

<210> 9

<211> 15

<212> PRT

<213> Homo Sapien

<400> 9
Leu Gly Ala Thr Ala Asn Asn Ile Arg Tyr Lys Phe Met Asp val

1 5 10 15

<210> 10

<211> 6

<212> PRT

<213> Homo Sapien

<400> 10
Asp Ser Leu Arg Ash Lys
1 5

<210> 11
<211> 2
Page 2



<212> PRT
<213> Homo Sapien

<400> 11

LysS
1

Asn

<210> 12
<211> 7

<212>
<213>

<400>

PRT .
Homo Sapien

12

Tyr Asp Gly GlIn Lys Ser
1 5

<210> 13
<211>
<212>
<213>

<400>

AsSp
1
Thr
Trp
Asn
Gly
65
Ala

Gly

<210>
<211>
<212>
<213>

<400>

Ile
Ala
Tyr
Asn
50

Asn
Asp

Gly

14

124
PRT
Homo Sapien

14

105
PRT .
Homo Sapien

13

Glu
Arg
Gln
35

Arg
Thr
Tyr

Gly

GIn val Gln

1
Ser

val
Ser
Lys
65

Leu
Ala

val

Leu
Ile
Gly
50

Gly
Gln
Arg

Trp

Arg
Asn
35

Ile
Arg
Met
Leu

Gly
115

Leu
Ile
20

Gln
Pro
Ala
Tyr

Thr
100

Leu
Leu
20

Trp
Ser
Phe
ASn
Gly

100
Gln

Thr
5
ser
LysS
Ser
Thr
cys

85
Lys

val
5
Ser
val
Trp
Thr
sSer
85
Ala

Gly

Gln
Cys
Pro
Gly
Leu
70

Gln

Leu

Glu
Cys
Arg
Ser
Ile
70

Leu
Thr

Thr

Leu

Pro
Ser
Gly
Ile
Thr
Ser

Thr

Ser
Ala
GIn
Gly
55

Ser
Arg
Ala

Leu

Pro
Gly
Gln
40

Pro
Ile
Tyr

val

Gly
Ala
Ala
40

val
Arg
Ala
Asn

val
120

Ser
Asp
25

Ala
Glu
Ser
Asp

Leu
105

Gly
Ser
25

Pro
ASn
Asp
Glu
ASn

105
Thr

SEQLIST

val
10

Ser
Pro
Arg
Gly

Gly
90

Gly
Gly
Gly
Thr
Asn
Asp
Ile
val

ser
Leu
val
Phe
Thr

75
Gln

Leu
Phe
Lys
His
Ser
75

Thr
Arg

Ser

val
Arg
Leu
Ser
60

GlIn

Lys

val
Thr
Gly
Tyr
60

Lys
Ala
Tyr

Ser

Page 3

Ala
Asn
val
Gly
Ala

Ser

Gln
Phe
Leu
Ala
Asn
val

Lys

Pro
Lys
Ile
Ser
Glu

Leu

Pro
Ser
Glu
Asp
Thr
Tyr

Phe
110

Gly
val
Tyr
Ash
Asp

val
95

Gly
15

Asp
Trp
Ser
Leu
Tyr

95
Met

Gln
Tyr
Lys
ser
Glu

Phe

Gly
Tyr
val
val
TYyr
80

cys

Asp



<210> 15
<211> 315
<212> DNA
<213> Homo

<400> 15

gatatcgaac
tcgtgtagceg
gcgccagttc
ggatccaaca
gcggattatt
aagttaaccg

<210> 16
<211> 372
<212> DNA
<213> Homo

<400> 16

caggtgcaat
agctgcgegg
cctgggaagg
gctgattctg
ctgcaaatga
gctactgcta
acggttagct

<210> 17

<211> 211
<212> PRT
<213> Homo

<400> 17
Asp Ile Glu
1

Thr Ala Arg
Gln
35

Arg

Trp Tyr

Asn
50
Asn

AsSn
Gly Thr
65

Ala

Asp Tyr

Gly Gly Gly
Thr
115

Leu

Ser val
Thr
130
Ala

Ala

val
145
Thr

Trp

Thr Pro

Leu Ser Leu
Thr
195

Ser

Gln val

Glu Cys

210

Sapien

tgacccagcc
gcgattctct
ttgtgattta
gcggcaacac
attgccagtc
tccta

Sapien

tggtggaaag
cctccggatt
gtctcgagtg
ttaagggtcg
acagcctgcg
ataatattcg
ca

Sapien

Thr G1
5

Ser

Leu

Ile
20
Gln

Cy

Lys Pr

Pro Ser GI

Thr Le
70

Gl

Ala
Tyr Cys
85
Thr Lys
100

Leu

Le

Phe Pr

val Cys Le
As
15

Gl

Lys Ala

ser Lys
165
Pro

Thr Gl

180
His Glu G1

gccttcagtg
tcgtaataag
taagaataat
cgcgaccctg
ttatgatggt

€ggcggeggc
taccttttct
ggtgagcggt
ttttaccatt
tgcggaagat
ttataagttt

n Pro Pro

s Ser Gly
Gln
40

Pro

o Gly
Ile
55

Thr

y

u Ile

n ser Tyr

u Thr val
Ser
120

ser

0 Pro

Ile
135
Ser

u

p Ser

0
n

Ser Asn

u Gln Trp
Thr

200

y ser

SEQLIST

agcgttgceac
gtttattggt
cgtccctcag
accattagcg
cagaagtctc

ctggtgcaac
gattatgtta
atttcttggt
tcacgtgata
acggccgtgt
atggatgttt

val
10
Ser

Ser ser

Asp Leu
25
Ala

Pro val

Glu Arg Phe
Thr
75

Gln

Ser Gly
Gly
90
Gly

Asp

Leu Gln

105

ser Glu Glu

Asp Phe Tyr

Pro val Lys

155
Tyr

Asn Lys

170
Lys Ser
185
val

Glu Lys

caggtcagac
accagcagaa
gcatcccgga
gcactcaggc
ttgtgtttgg

cgggcggeag
ttaattgggt
ctggtgttaa
attcgaaaaa
attattgcgc

ggggccaagg

val Ala Pro

Arg Asn Lys
30
val Ile
45

Gly

Leu

Ser Ser

Gln Ala Glu

Lys Ser Leu
Ala
110

Ala

Pro Lys
Gln
125
Gly

Leu

Pro Ala

140

Ala Gly val

Ala Ala Sser

Arg Ser Tyr
190

val Ala

205

Thr

Page 4

cgcgcgtatc
acccgggcag
acgctttagc
ggaagacgaa
cggcggeacyg

cctgegtctg
gcgccaagec
tactcattat
caccctgtat
gcgtcttggt
caccctggtg

Gly Gin

val Tyr

Tyr Lys

Asn Ser
Glu
80
Phe

Asp
val
Ala Pro
Asn Lys
val Thr
Thr

160
Tyr

Glu

Ser
175
ser Cys

Pro Thr

60

120
180
240
300
315

60

120
180
240
300
360
372



<210> 18
<211> 45

<212>
<213>

<400> 18

1
ser

val
Ser
Lys
65

Leu
Ala
val
Gly
Gly
145
val
Phe
val
val
Lys
225
Ala
Thr
val
val
ser
305
Leu
Ala
Pro
Gln
Ala
385
Thr
Leu

Ser

Leu
Ile
Gly
50

Gly
Gln
Arg
Trp
Pro
130
Thr
Thr
Pro
Thr
Asn
210
Ser
Ala
Leu
ser
Glu
290
Thr
Asn
Pro
Gln
val
370
val
Pro
Thr

val

4

PRT _
Homo Sapien

Arg
ASn
35

Ile
Arg
Met
Leu
Gly
115
Ser
Ala
val
Ala
val
195
His
Ccys
Gly
Met
His
275
val
TYFr
Gly
Ile
val
355
Ser
Glu
Pro
val

Met
435

Leu
20

Trp
Ser
Phe
Asn
Gly
100
Gln
val
Ala
Ser
val
180
Pro
Lys
Asp
Gly
Ile
260
Glu
His
Arg
Lys
Glu
340
Tyr
Leu
Trp
val
Asp

420
His

GIn val Gln Leu V§1

Ser
val
Trp
Thr
Ser
85

Ala
Gly
Phe
Leu
Trp
165
Leu
Ser
Pro
Lys
Pro
245
Ser
Asp
Asn
val
Glu
325
Lys
Thr
Thr
Glu
Leu
405
Lys
Glu

Glu
Cys
Arg
Ser
Ile
70

Leu
Thr
Thr
Pro
Gly
150
Asn
Gln
Ser
Ser
Thr
230
Ser
Arg
Pro
Ala
val
310
Tyr
Thr
Leu
Cys
Ser
390
Asp
Ser

Ala

Ser
Ala
GIn
Gly
55

Ser
Arg
Ala
Leu
Leu
135
cys
ser
Ser
Ser
Asn
215
His
val
Thr
Glu
Lys
295
ser
Lys
Ile
Pro
Leu
375
Asn
ser
Arg

Leu

Gly
Ala
Ala
val
Arg
Ala
Asn
val
120
Ala
Leu
Gly
ser
Leu
200
Thr
Thr
Phe
Pro
val
280
Thr
val
Cys
Ser
Pro
360
val
Gly
Asp
Trp

His
440

Gly
Ser
25

Pro
Asnh
Asp
Glu
Asn
105
Thr
Pro
val
Ala
Gly
185
Gly
Lys
cys
Leu
Glu
265
Lys
Lys
Leu
Lys
Lys
345
Ser
Lys
Gln
Gly
Gln

425
Asn

SEQLIST

Gly
Gly
Gly
Thr
Asn
Asp
90

Ile
val
Ser
Lys
Leu
170
Leu
Thr
val
Pro
Phe
250
val
Phe
Pro
Thr
val
330
Ala
Arg
Gly
Pro
Ser
410
Glin

His

Leu
Phe
Lys
His
ser
75

Thr
Arg
Ser
Ser
Asp
155
Thr
Tyr
GlIn
Asp
Pro
235
Pro
Thr
Asn
Arg
val
315
Ser
Lys
Glu
Phe
Glu
395
Phe
Gly

Tyr

val
Thr
Gly
TYyr
60

LysS
Ala
Tyr
ser
Lys
140
Tyr
Ser
Ser
Thr
Lys
220
cys
Pro
cys
Trp
Glu
300
Leu
Asn
Gly
Glu
Tyr
380
Asn
Phe
Asn

Thr

Page 5

Gln
Phe
Leu
Ala
Ash
val
Lys
Ala
125
Ser
Phe
Gly
l.eu
Tyr
205
Arg
Pro
Lys
val
Tyr
285
Glu
His
Lys
Gln
Met
365
Pro
Asn
Leu

val

Gln
445

Pro
Ser
Glu
ASp
Thr
Tyr
Phe
110
Ser
Thr
Pro
val
Ser
190
Ile
val
Ala
Pro
val
270
val
Gln
Gln
Ala
Pro
350
Thr
Ser
Tyr
Tyr
Phe

430
Lys

Gly
15

Asp
Trp
Ser
Leu
Tyr
95

Met
Thr
Ser
Glu
His
175
ser
Cys
Glu
Pro
Lys
255
val
Asp
Tyr
Asp
Leu
335
Arg
Lys
Asp
Lys
Ser
415
ser

ser

Gly
Tyr
val
val
Tyr
80

Cys
ASp
Lys
Gly
Pro
160
Thr
val
Asn
Pro
Glu
240
Asp
Asp
Gly
Asnh
Trp
320
Pro
Glu
Asnh
Ile
Thr
400
Lys
Ccys

Leu
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SEQLIST
<211> 16
<212> PRT
<213> Homo Sapien

<400> 22
val Ile Asp Gly Met Gly His Thr Tyr Tyr Ala Asp Ser val Lys Gly
5 10 15

1

<210> 23

<211> 11

<212> PRT

<213> Homo Sapien

<400> 23
Tyr Asp Tyr Ile Lys Tyr Gly Ala Phe Asp Pro
1 5 10

<210> 24

<211> 11

<212> PRT

<213> Homo Sapien

<400> 24
Ser Gly Asp Asn Ile Gly Ser Lys Tyr val His
1 5 10

<210> 25

<211> 7

<212> PRT

<213> Homo Sapien

<400> 25
Gly Asp Ser Asn Arg Pro Ser
1 5

<210> 26

<211> 10

<212> PRT

<213> Homo Sapien

<400> 26
Thr Arg Thr Ser Thr pPro Ile Ser Gly val
1 5 10

<210> 27

<211> 7

<212> PRT

<213> Homo Sapien

<400> 27

Gly Phe Thr Phe Ser val Asn
1 5

<210> 28

<211> 5

<212> PRT

<213> Homo Sapien
Page 7



SEQLIST

<400> 28
Aip Gly Met Gly His
5

<210> 29

<211> 11

<212> PRT

<213> Homo Sapien

<400> 29
Tyr Asp Tyr Ile Lgs Tyr Gly Ala Phe Asp Pro
1 10

<210> 30

<211> 7

<212> PRT

<213> Homo Sapien

<400> 30
Asp Asn Ile Gly Ser Lys Tyr
1 5

<210> 31

<211> 3

<212> PRT

<213> Homo Sapien

<400> 31
Gly Asp Ser
1

<210> 32

<211> 7

<212> PRT

<213> Homo Sapien

<400> 32
Thr Ser Thr Pro Ile Ser Gly
1 5

<210> 33

<211> 107

<212> PRT

<213> Homo Sapien

<400> 33

Asp Ile Glu Leu Thr Gln Pro Pro Ser val Ser val

1 5 10

Thr Ala Arg Ile Ser Cys Ser Gly Asp Asn Ile Gly

20 25

His Trp Tyr GIn GIn Lys Pro Gly GIin Ala Pro val

35 40

Gly Asp Ser Asn Arg Pro Ser Gly Ile Pro Glu Arg
50 55 60
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly

65 70 75

Asp Glu Ala Asp Tyr Tyr Cys Thr Arg Thr Ser Thr

Page 8

Ala
Ser
Leu
45

Phe
Thr

Pro

Pro
Lys
val
Ser
Gln

Ile

Gly
15

Tyr
Ile
Gly
Ala

Ser

Gln
val
Tyr
ser
Glu

80
Gly



85

val phe Gly Gly Gly
100

<210>
<211>
<212>
<213>

<400>

Gln
1
ser
Gly
Ser
Gly
65
Gln
Arg

Thr

<210>
<211>
<212>
<213>

<400>

Ser
1
Thr
His
Gly
Asn
65
Asp

val

<210>
<211>
<212>
<213>

<400>
Glu val GIn Leu V§1

1

val
Leu
Met
val
50

Arg
Met
TYyr

Leu

Tyr
Ala
Trp
Asp
50

Ser
Glu

Phe

35

107
PRT
Homo Sapien

35

36

119
PRT
Homo Sapien

36

34

119
PRT .
Homo Sapien

34

Gln Leu val

Arg
His
35

Ile
Phe
Asn
AsSp

val
115

Glu
Ser
Tyr
35

Ser
Gly
Ala

Gly

Leu
20

Trp
Asp
Thr
sSer
Tyr
100
Thr

Leu
ITe
20

Gln
Asn
Asn
Asp

Gly
100

5
Ser

val
Gly
Ile
Leu
85

Ile

val

Thr
5
Thr
Gln
Arg
Thr
Tyr

85
Gly

Ser Leu Arg Leu Ser

Gly Met His Trp val
35

Thr

Glu
cys
Arg
Met
Ser
70

Arg
Lys

Ser

Gln
Cys
Lys
Pro
Ala
70

Tyr

Thr

Glu
cys
Arg

Lys

Ser
Ala
Gln
Gly
55

Arg
Ala
Tyr

ser

Pro
ser
Pro
Ser
55

Thr
Cys

Lys

Ser
Ala

Gln

Leu

Gly
Ala
Ala
40

His
Asp
Glu

Gly

Pro
Gly
Gly
Gly
Leu
Thr

Leu

Gly
Ala

Ala
40

Thr
105

Gly
Ser
25

Pro
Thr
Asn
Asp

Ala
105

Ser
Asp
Gln
Ile
Thr
Arg

Thr
105

Gly

ser
25
Pro

SEQLIST
90
val Leu

Gly Leu val
Gly Phe Thr
Gly Lys Gly

Tyr Tyr Ala
60
Ser Lys Asn
75
Thr Ala val
90
Phe Asp Pro

val sSer val
10
Asn Ile Gly

Ser Pro val
Pro Glu Arg
60
Ile Ser Gly
75
Thr Sser Thr

val Leu

Gly Leu val
10

Gly phe Thr
Gly Lys Gly

Page 9

Gln
Phe
Leu
45

ASp
Thr
Tyr

Trp

Ser
Ser
Leu
45

Phe
Thr

Pro

GIn

Phe

Pro
Ser
30

Glu
Ser
Leu
Tyr

Gly
110

Pro
Lys
val
Ser
Gln

Ile

Pro

95

Gly
val
Trp
val
Tyr
cys
Gln

Gly
15

Tyr
Ile
Gly
Ala

Ser
95

Gly
15

Gly
Asn
val
Lys
Leu
Ala

Gly

Gln
val
Tyr
ser
Met

Gly

Gly

Ser val Asn

30

Leu Glu Trp val

45



SEQLIST

Ala Asp Ser
60
Asn Thr teu

val Tyr Tyr

Pro Trp Gly
110

caggtcagac
ggtaccagca
cctcaggcat
ttagcggcac
tttctggtgt

cgggcggceag
tgcattgggt
tgggtcatac
cgaaaaacac
attgcgcgceg
tggtgacggt

val Ala Pro

Gly Ser Lys

val Leu val

45

Arg Phe Ser

Gly Thr Gln

Thr Pro Ile

Gln Pro

110

Gly

val Lys

Tyr Leu
80

Cys Ala

95

Gln Gly

cgcgegtatc
gaaacccggg
cccggaacgc
tcaggcggaa
gtttggcggc

cctgcgtcetg
gcgccaagcc
ttattatgct
cctgtatctg
ttatgattat
tagctca

Gly Gln
15
Tyr val

Iile Tyr

Gly ser

Ala Glu

ser
95
Lys

Gly

Ala

ser val Ile Asp Gly Met Gly His Thr Tyr Tyr
50 55
Gly Arg Phe Thr Ile Ser Arg Asp Ash Ser Lys
65 70 75
GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
85 90
Arg Tyr Asp Tyr Ile Lys Tyr Gly Ala Phe Asp
100 105
Thr Leu val Thr val Ser Ser
115
<210> 37
<211> 321
<212> DNA
<213> Homo Sapien
<400> 37
gatatcgaac tgacccagcc gccttcagtg agcgttgcac
tcgtgtagcg gcgataatat tggttctaag tatgttcatt
caggcgccag ttcttgtgat ttatggtgat tctaatcgtc
tttagcggat ccaacagcgg caacaccgcg accctgacca
gacgaagcgg attattattg cactcgtact tctactccta
ggcacgaagt taaccgttct t
<210> 38
<211> 357
<212> DNA
<213> Homo Sapien
<400> 38
caggtgcaat tggtggaaag cggcggcggce ctggtgcaac
agctgcgegg cctccggatt taccttttct gttaatggta
cctgggaagg gtctcgagtg ggtgagcgtt attgatggta
gattctgtta agggtcgttt taccatttca cgtgataatt
caaatgaaca gcctgcgtgc ggaagatacg gccgtgtatt
attaagtatg gtgcttttga tccttggggc caaggcaccc
<210> 39
<211> 212
<212> PRT
<213> Homo Sapien
<400> 39
Asp Ile Glu Leu Thr Gln Pro Pro Ser val Ser
1 5 10
Thr Ala Arg Ile Ser Cys Ser Gly Asp Asn Ile
20 25
His Trp gyr Gln GIn Lys Pro Gly Gln Ala Pro
5 40
Gly Asp Ser Asn Arg Pro Ser Gly Ile Pro Glu
50 55
Asn Ser Gly Asn Thr Ala Thr Leu Thr ITe Ser
65 70 75
Asp Glu Ala Asp Tyr Tyr Cys Thr Arg Thr Ser
85 90
val phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105
Ala pro Ser val Thr Leu Phe Pro Pro Ser Ser
115 120
Asn Lys Ala Thr Leu val Cys Leu Ile Ser Asp
130 135
val Thr val Ala Trp Lys Ala Asp Ser Ser Pro

Glu

Phe
140
val

Page 10

Glu
125
Tyr

Lys

Leu
Pro

Ala

GlIn
Gly
Gly

Ala

val

60
120
180
240
300
321

60

120
180
240
300
357



145
Glu Thr Thr

Ser Tyr Leu

Gln
195
Glu

Ser Cys

Pro Thr
210

<210> 40

<211> 221
<212> PRT
<213> Homo

<400> 40

GIn val
1

Ser Leu

Gln
Arg
His
35

Ile

Gly Met

val
50
Arg

Ser
Gly Phe
65
Gln

Met Asn

Arg Tyr Asp
val
115

Ala

Thr Leu

Leu
130
Cys

Pro

Gly
145
Asn

Leu

ser Gly

Gln Ser Ser
Leu
195

Thr

ser Ser

Asn
210

Ser

<210>
<211>
<212>
<213>

41
636
DNA
Homo

<400> 41

gatatcgaac
tcgtgtagceg
caggcgccag
tttagcggat
gacgaagcgg
ggcacgaagt
ccgagcagceg
tatccgggag
gagaccacca
ctgacgcctg

150

Thr Pro
165

Ser Leu

180

val Thr

Ala

Sapien

Leu val
5
lLLeu Ser
20
Trp val

Asp Gly

Thr Ile

Leu
85
Ile

ser

Tyr
100
Thr val

Pro Ser

val Lys

Thr

His

Glu
Cys
Arg
Met
Ser
70

Arg
Lys
ser
Ser

Asp

Ser Lys Gln

Pro Glu

Glu Gly
200

Ser Gly

Ala Ala

Ala
40
His

Gln

Gly
55
Arg Asp

Ala Glu

Tyr Gly
Ala
120
Ser

Ser

Lys
135

Tyr Phe

150

Ala Leu
165
Gly Leu
180
Gly Thr

Lys val

Sapien

tgacccagcec
gcgataatat
ttcttgtgat
ccaacagcgg
attattattg
taaccgttct
aagaattgca
ccgtgacagt
caccctccaa
agcagtggaa

Thr
Tyr
Gln

Asp

Ser Gly

Ser Leu

Thr Tyr
200
Lys Lys
215

gccttcagtg
tggttctaag
ttatggtgat
caacaccgcg
cactcgtact
tggccagccg
ggcgaacaaa
ggcctggaag
acaaagcaac
gtcccacaga

SEQLIST

155

Ser Asn

170

Gln Trp
185

Ser

Lys

Thr val

Gly Leu
10

Gly

Gly

Ser Phe

25

Pro Gly Lys

Thr Tyr Tyr

Asn Ser Lys

Thr Ala
90
Phe

Asp

Ala
105
Ser

Asp

Thr Lys

Thr ser Gly

Glu Pro
155
Thr

Pro

His
170
Ser

val
Ser val
185
Ile

Cys Asn

val Glu Pro

agcgttgceac
tatgttcatt
tctaatcgtc
accctgacca
tctactccta
aaagccgcac
gcgaccctgg
gcagatagca
aacaagtacg
agctacagct

Asn Lys Tyr Ala Ala

Ser His Arg
190

Glu Lys Thr

205

val GIn Pro

Thr Phe Ser
30
Leu Glu
45

Asp

Gly
Ala Ser
60
Asn

Thr Leu

val Tyr Tyr

Pro Gly
110
Ser

Trp

Pro
125
Thr

Gly
Gly Ala
140
val

Thr val

Phe Pro Ala
val
190

His

val Thr

val Asn
205
Lys Ser
220

caggtcagac
ggtaccagca
cctcaggcat
ttagcggcac
tttctggtgt
cgagtgtgac
tgtgcctgat
gcccegtcaa
cggccagceag
gccaggtcac

Page 11

160
Ser
175
Ser Tyr

val Ala

Gly Gly

val Asn

Trp val

val Lys
Leu
80
Ala

Tyr
cys

GIn Gly

val Phe

Ala teu

Ser Trp
160
val Leu
175
Pro Ser

Lys Pro

cgcgcgtatc
gaaacccggg
cccggaacgc
tcaggcggaa
gtttggcggce
gctgtttccg
tagcgacttt
ggcgggagtyg
ctatctgagc

gcatgagggy

60

120
180
240
300
360
420
480
540
600



agcaccgtgg

<210> 42
<211> 663
<212> DNA
<213> Homo

<400> 42
caggtgcaat
agctgegegg
cctgggaagg
gattctgtta
caaatgaaca
attaagtatg
tcgaccaaag
acggctgecc
aacagcgggg
ctgtatagcc
atttgcaacg
agc

<210> 43
<211> 107
<212> PRT
<213> Homo

<400> 43
Ser Tyr Glu
1

Thr Ala Arg

His Trp Tyr

35

Gly Asp Ser
50

Asn Ser Gly

65

Asp

Glu Ala

val phe Gly

<210> 44
<211> 119
<212> PRT
<213> Homo

<400> 44

Glu val
1

Ser

Gln

Leu Arg
His
35

Ile

Gly Met
val
50
Arg

Ser

Gly Phe

65

Gln Met Asnh

Arg Tyr Asp

adaaaaccgt

Sapien

tggtggaaag
cctccggatt
gtctcgagtg
agggtcgttt
gcectgegtge
gtgcttttga
gtccaagcgt
tgggctgect
cgctgaccag
tgagcagcgt
tgaaccataa

Sapien

Leu Thr G1

5
Ile Thr
20

GIn

Cy

Gln Ly

Asn Arg Pr

Al
70
Ty

Th

Asn Thr

Asp Tyr
85
Gly Gly
100

Sapien

Leu G1
5

Ser

Leu

Leu
20
Trp

Cy

val Ar

Asp Gly Me

Thr Ile Se
70
Leu Ar
85

Ile

Ser

Tyr Ly

100

tgcgccgact

cggcggegge
taccttttct
ggtgagcgtt
taccatttca
ggaagatacg
tccttggggc
gtttccgctg
dggttaaagat
cggcgtgcat
tgtgaccgtg
accgagcaac

n Pro Leu

s Gly Gly

s Pro Gly

0 Ser Gly

a Thr Leu

r Ccys Thr

r Lys Leu

u Ser Gly

s Ala Ala
Ala
40

His

g Gln

t Gly

55

r Arg Asp

Ala Glu

g

s Tyr Gly

SEQLIST

gaggcc

ctggtgcaac
gttaatggta
attgatggta
cgtgataatt
gccgtgtatt
caaggcaccc
gctccgagca
tatttcccgg
acctttccgg
ccgagcagca
accaaagtgg

val Ser
10

Asn

Ser
ASp Ile
25
Gln

Ala Pro

ITe Pro Glu
Ser
75

Ser

Thr Ile

Arg Thr

Thr val Leu

105

Gly Gly Leu

10
Gly

sSer Phe

25

Pro Gly Lys

Thr Tyr Tyr

Asn Ser Lys
75
Thr Ala
90

Phe

Asp

Ala
105

Asp

cgggcggcag
tgcattgggt
tgggtcatac
cgaaaaacac
attgcgcgeg
tggtgacggt
gcaaaagcac
aaccagtcac
cggtgctgeca
gcttaggcac
ataaaaaagt

val Ala Leu

Gly Ser Lys

val Leu val

Arg Phe ser

60

Arg Ala Gln

Thr Pro Ile

val Gln Pro

Thr Phe Ser

Leu Glu
45

Asp

Gly
Ala ser
60
Asn

Thr Leu

val Tyr Tyr

Pro Gly

110

Trp

Page 12

cctgcgtctg
gcgccaagcec
ttattatgct
cctgtatctg
ttatgattat
tagctcagceg
cagcggceggc
cgtgagctgg
aagcagcggc
tcagacctat
ggaaccgaaa

Gly Gln
15
Tyr val

Ile Tyr

Gly ser

Ala Gly
80
Ser Gly

95

Gly Gly

val Asn

Trp val

val Lys

Tyr Leu

Cys Ala
95

GIn Gly

636

60

120
180
240
300
360
420
480
540
600
660
663



Thr Leu val Thr val Ser Ser

115

<210> 45

<211> 321
<212> DNA
<213> Homo

<400> 45

agctatgaac
acctgcggtg
caggcgcecgg
tttagcggca
gatgaagcgg
ggtacgaagt

<210> 46
<211> 357
<212> DNA
<213> Homo

<400> 46

gaggtgcaat
agctgegegy
cctgggaagg
gattctgtta
caaatgaaca
attaagtatg

<210> 47
<211> 5
<212> PRT
<213> Homo

<400> 47

Asp Tyr Ala Ile His
1

<210> 48
<211> 17
<212> PRT
<213> Homo

<400> 48

Sapien

tgacccagcc
gcgataacat
tgctggtgat
gcaacagcgg
attattattg
taaccgttct

Sapien

tgctggaaag
cctccggatt
gtctcgagtg
agggtcgttt
gcctgegtgc
gtgcttttga

Sapien

5

Sapien

gctgtctgtg
tggcagcaaa
ttatggcgat
caacaccgcg
cacccgtacc
t

cggcggeggce
taccttttct
ggtgagcgtt
taccatttca
ggaagatacg
tccttggggce

SEQLIST

agcgtggegce
tatgtgcatt
agcaaccgtc
accctgacca
agcaccccga

ctggtgcaac
gttaatggta
attgatggta
cgtgataatt
gccgtgtatt
caaggcaccc

tgggccagac
ggtatcagca
cgagcggcat
tttctcgege
ttagcggegt

cgggcggcag
tgcattgggt
tgggtcatac
cgaaaaacac
attgcgcgeg
tggtgacggt

cgcgcgtatt
gaaaccgggc
tccggaacgt
gcaggcgggt
gtttggcggc

cctgcgtctg
gcgccaagece
ttattatgct
cctgtatctg
ttatgattat
tagctca

Gly Ile ser Tyr Ser Gly Ser Ser Thr His Tyr Ala Asp Ser val Lys
1 5 10 15

Gly

<210> 49
<211> 14
<212> PRT
<213> Homo
<400> 49

1

<210> 50

Sapien

5

Page 13

Gly Ser His Gly Asn ITle Met Ala Lys Arg Tyr Phe Asp Phe
10

60

120
180
240
300
321

60

120
180
240
300
357



SEQLIST
<211> 11
<212> PRT
<213> Homo Sapien

<400> 50
Ser Gly Asp Asn Ile Arg Lys Lys Tyr val Tyr
1 5 10

<210> 51

<211> 7

<212> PRT

<213> Homo Sapien

<400> 51
Glu Asp Ser Lys Arg Pro Ser
1 5

<210> 52

<211> 11

<212> PRT

<213> Homo Sapien

<400> 52
Ser Thr Ala Asp Ser Gly Ile Asn Asn Gly val
1 5 10

<210> 53
<211> 7

<212> PRT

<213> Homo Sapien

<400> 53
Gly Phe Thr Phe Ser Asp Tyr
1 5

<210> 54

<211> 6

<212> PRT

<213> Homo Sapien

<400> 54
Ser Tyr Ser Gly Ser Ser
1 5

<210> 55

<211> 14

<212> PRT

<213> Homo Sapien

<400> 55
Gly Ser His Gly Asn Ile Met Ala Lys Arg Tyr Phe Asp Phe
1 5 10

<210> 56
<211> 7
<212> PRT
<213> Homo Sapien
Page 14



SEQLIST

<400> 56
Asp Asn Ile Arg Lys Lys Tyr
1 5
<210> 57
<211> 3
<212> PRT
<213> Homo Sapien
<400> 57
Glu Asp Ser
1
<210> 58
<211> 8
<212> PRT
<213> Homo Sapien
<400> 58
Ala Asp Ser Gly Ile Asn Asn Gly
1 5
<210> 59
<211> 108
<212> PRT
<213> Homo Sapien
<400> 59
Asp Ile Glu Leu Thr GIn Pro Pro Ser val Ser val
1 5 10
Thr Ala Arg Ige Ser Cys Ser Gly Asp Asn Ile Arg
2 25
Tyr Trp Tyr Gln Gln Lys Pro Gly GIn Ala Pro val
35 40
Glu Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg
50 55 60
Asn Ser Gly Asn Thr Ala Thr Leu Thr ITle Ser Gly
65 70 75
Asp Glu Ala Asp Tyr Tyr Cys Ser Thr Ala Asp Ser
85 20
Gly val pPhe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105
<210> 60
<211> 123
<212> PRT
<213> Homo Sapien
<400> 60
GIn val Gln Leu val Glu Ser Gly Gly Gly Leu val
1 5 10
Ser Leu Arg Eeu ser Cys Ala Ala Sser Gly Phe Thr
0 25
Ala Ile His Trp val Arg Gln Ala Pro Gly Lys Gly
35 40
ser Gly Ile Ser Tyr Ser Gly Ser Ser Thr His Tyr
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys

Page 15

Lys
Leu
45

Phe
Thr

Gly

Gln
Phe
Leu
Ala

Asn

Pro
Lys
val
ser
Gln

Ile

Pro
ser
Glu
Asp

Thr

Gly
15

Tyr
Ile
Gly
Ala

Asn
95

Gly
15

Asp
Trp
Ser

Leu

Gln
val
Tyr
Ser
Glu

80
Asn

Gly
Tyr
val
val

Tyr



SEQLIST
75

65 70 80
Leu GIn Met Asn Ser Leu Arg Ala Glu Agp Thr Ala val Tyr gyr Cys
85 9 5
Ala Arg Gly Ser His Gly Asn Ile Met Ala Lys Arg Tyr Phe Asp Phe
100 105 110
Trp Gly Gln Gly Thr Leu val Thr val Ser Ser
115 120
<210> 61
<211> 108
<212> PRT
<213> Homo Sapien
<400> o1
ser Tyr Glu Leu Thr GIn Pro Pro Ser val Ser val Ser Pro Gly GlIn
1 5 10 15
Thr Ala Ser gge Thr Cys Ser Gly Asp Asn Ile Arg Lys g%s Tyr val
25
Tyr Trp Tyr Gln Gln Lys Pro Gly Gln Ser pPro val Leu val Ile Tyr
35 40 45
Glu Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
50 55 60
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr GIn Ala Met
65 70 75 80
Asp Glu Ala Asp Tyr Tyr Cys Ser Thr Ala Asp Ser Gly Ile Asn Asn
85 90 95
Gly val phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105
<210> 62
<211> 123
<212> PRT
<213> Homo Sapien
<400> 62
Glu val GIn Leu val Glu Ser Gly Gly Gly Leu val GIn Pro Gly Gly
1 5 10 15
Ser Leu Arg Eeu Ser Cys Ala Ala Ser Gly Phe Thr Phe ggr Asp Tyr
0 25
Ala Ile His Trp val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Vval
35 40 45
ser Gly Ile Ser Tyr Ser Gly Ser Ser Thr His Tyr Ala Asp Ser Vval
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 20 95
Ala Arg Gly Ser His Gly Asn Ile Met Ala Lys Arg Tyr Phe Asp Phe
100 105 110
Trp Gly Gln Gly Thr Leu val Thr val Ser Ser
115 120
<210> 63
<211> 324
<212> DNA
<213> Homo Sapien
<400> 63

gatatcgaac tgacccagcc gccttcagtg agcgttgcac caggtcagac cgcgcgtatc 60
tcgtgtagcg gcgataatat tcgtaagaag tatgtttatt ggtaccagca gaaacccggg 120

Page 16



caggcgccag
tttagcggat
gacgaagcgg
dgcggcacga

<210> 64

<211> 369
<212> DNA
<213> Homo

<400> 64

caggtgcaat
agctgcgegg
cctgggaagg
gcggatagcg
ctgcaaatga
catggtaata
gttagctca

65
214
PRT

<210>
<211>
<212>
<213> Homo

<400> 65

Asp Ile Glu
1

Thr Ala Arg

Tyr Trp Tyr

35

Glu Asp Ser

50
Ser

Asn Gly

65
Asp

Glu Ala

Gly val Phe

Ala Pro
115

Lys

Ala
Ala Asn
130
Ala val Thr
145
val

Glu Thr

Ser Ser Tyr

Tyr Ser Cys
195
Thr

Ala Pro

210

<210> 66
<211> 453
<212> PRT
<213> Homo

<400> 66
Gln val GIn
1

ttcttgtgat
ccaacagcgg
attattattg
agttaaccgt

Sapien

tggtggaaag
cctccggatt
gtctcgagtg
tgaaaggccg
acagcctgeg
ttatggctaa

Sapien

Leu Thr G1
5
Ile
20
Gln

Ser
GIn Ly

Lys Arg Pr

Al
70

Ty
Gl
Th

Asn Thr

Asp Tyr
85

Gly Gly
100
Ser val

Ala Thr Le

val Ala Tr
15
Thr Pr
165

Ser

Thr
Leu Le
180
Gln

val Th

Glu Cys Se

Sapien

Leu val
5

cys

ttatgaggat
caacaccgcg
ctctactgcet
tctt

cggcggeggce
taccttttct
ggtgagcggt
ttttaccatt
tgcggaagat
gcgttatttt

n Pro Pro

Ser Gly

s Pro Gly
40
Ser Gly
55

Thr

0

a Leu

r Cys Ser

y Thr Lys

r Phe
120

Cys

Leu

val
135
Lys

u

p Ala

0
o

Ser Lys

u Thr Pro
Glu

200

r His

r

SEQLIST

tctaagcgtc
accctgacca
gattctggta

ctggtgcaac
gattatgcta
atctcttatt
tcacgtgata
acggcegtgt
gatttttggg

val
10
ASh

Ser Ser

Asp Ile

Gln Ala Pro

ITe Pro Glu

Thr Ile Ser
75
Ala Asp
90

Thr

Thr
Leu val
105
Pro

Pro Ser

Leu ITe Ser
Ser
155

Asn

Asp Ser

Gln ser
170
Glu Gln
185

Gly

Trp

Ser Thr

cctcaggeat
ttagcggeac
ttaataatgg

cgggcggcag
ttcattgggt
ctggtagctc
attcgaaaaa
attattgcgc
gccaaggcac

val Ala Pro

Arg Lys Lys

val Leu val

45
Phe

Arg Ser

Gly Thr Gln

ser Gly Ile
Gln
110

Glu

Leu Gly
Glu
125
Phe

Ser
Asp Tyr
140
Pro

val Lys

Asn Lys Tyr
His
190
Lys

Lys Ser

Glu
205

val

pPage 17

cccggaacgce
tcaggcggaa
tgtgtttggce

cctgegtctg
gcgccaagcec
tacccattat
caccctgtat
gcgtggttct
cctggtgacg

Gly Gln
15
Tyr val

Ile Tyr

Gly ser

Glu
80
Asn

Ala

Ash
95
Pro Lys

Leu Gln

Pro Gly

Ala Gly
160
Ala Ala
175
Arg Ser

Thr val

Glu Ser Gly Gly Gly Leu val GIn Pro Gly Gly
10 15

180
240
300
324

60

120
180
240
300
360
369



Ser
Ala
ser
Lys
65

Leu
Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asn
Ser
225
Ala
Leu
Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr
val

Leu

Leu
Ile
Gly
Gly
Gln
Arg
Gly
Ser
130
Ala
val

Ala
val

His
210
Cys
Gly
Met
His
val

290
Tyr
Gly
Ile
val

Ser
370
Glu
Pro
val

Met

ser
450

<210> 67
<211> 64
<212> DN

<213>

Arg
His
35

Ile
Arg
Met
Gly
Gln
115
val
Ala
Ser
val
Pro
195
Lys
AsSp
Gly
Ile
Glu
275
His
Arg
Lys
Glu
Tyr
355
Leu
Trp
val
Asp
His
435
Pro

2
A

Leu
20

Trp
Ser
Phe
Asn
Ser
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys
Pro
Ser
260
Asp
Asn
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys
420
Glu

Gly

Ser
val
Tyr
Thr
Ser
85

His
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser
Thr
Ser
245
Arg
Pro
Ala
val
Tyr
325
Thr
Leu
Cys
Ser
Asp
405
Ser
Ala

Lys

Homo Sapien

Cys Ala
Arg GlIn

Ser Gly
55

Ile Ser

70

Leu Arg

Gly Asn
Leu val

Leu Ala
135

Cys Leu

150

Ser Gly

Ser Ser
Ser Leu

Asn Thr
215

His Thr

230

val Phe

Thr Pro
Glu val
Lys Thr
295
Ser val
310
Lys Cys
Ile ser
Pro Pro
Leu val
375
Asn Gly
390
Ser Asp
Arg Trp

Leu His

Ala
Ala
40

Ser
Arg
Ala
Ile
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys
Leu
Glu
Lys
280
Lys
Leu
Lys
Lys
Ser
360
Lys
Gln
Gly
Gln

Asn
440

Ser
25

Pro
Ser
Asp
Glu
Met
105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro
Phe
val
265
Phe
Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln

425
His

SEQLIST

Gly
Gly
Thr
Ash
Asp
90

Ala
Ser
Ser
Asp
Thr
170
Tyr
GlIn
Asp
Pro
Pro
250
Thr
Asn
Arg
val
Ser
330
Lys
Glu
Phe
Glu
Phe
410
Gly

Tyr

Phe
Lys
His
Ser
75

Thr
Lys
Ser
Lys
Tyr
155
Ser
Ser
Thr
Lys
Cys
235
Pro
Cys
Trp
Glu
Leu
315
ASh
Gly
Glu
Tyr
Asnh
395
Phe
Ash

Thr

Thr
Gly
Tyr
60

LYyS
Ala
Arg
Ala
Ser
140
Phe
Gly
Leu
Tyr
Arg
220
Pro
Lys
val
Tyr
Glu
300
His
Lys
Gln
Met
Pro
380
ASh
Leu
val

Gln

Page 18

Phe
Leu
45

Ala
ASh
val
Tyr
Ser
125
Thr
Pro
val
Ser
ITe
205
val
Ala
Pro
val
val
285
Gln
Gln
Ala
Pro
Thr
365
Ser
Tyr
Tyr
Phe

Lys
445

Ser
30

Glu
Asp
Thr
Tyr
Phe
110
Thr
ser

Glu

Ser
190
Cys
Glu
Pro
Lys
val
270
ASp
Tyr
Asp
Leu
Arg
350
Lys
Asp
Lys
ser
Ser

430
Ser

Asp
Trp
Ser
Leu
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
Asp
255
ASp
Gly
Asn
Trp
Pro
335
Glu
Asn
Ile
Thr
Lys
415
Cys

Leu

Tyr
val
val
Tyr
80
Cys
Phe
Gly
Gly
val
160
Phe
val
val
Lys
Ala
240
Thr
val
val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser

Ser
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SEQLIST
<210> 71
<211> 9
<212> PRT
<213> Homo Sapien

<400> 71
Met His Leu Pro Leu Vval Phe Asp Ser
1 5

<210> 72

<211> 12

<212> PRT

<213> Homo Sapien

<400> 72
Arg Ala Ser GIn Phe Ile Gly Ser Arg Tyr Leu Ala
1 5 10

<210> 73

<211> 7

<212> PRT

<213> Homo Sapien

<400> 73
Gly Ala Ser Asn Arg Ala Thr
1 5

<210> 74

<211> 9

<212> PRT

<213> Homo Sapien

<400> 74
Gln GIn Tyr Tyr Asp Tyr Pro GIn Thr
1 5

<210> 75

<211> 9

<212> PRT

<213> Homo Sapien

<400> 75
Gly Phe Ser Leu Ser Asn Arg Gly Gly
1 5

<210> 76

<211> 5

<212> PRT

<213> Homo Sapien

<400> 76
Asp Trp Asp Asp Asp
1 5

<210> 77
<211> 9
<212> PRT
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<213> Homo Sapien

<400> 77

Met His Leu Pro Leu val Phe Asp Ser

1

<210> 78
<211> 8
<212> PRT

5

<213> Homo Sapien

<400> 78

Ser Gln Phe Ile Gly Ser Arg Tyr

1

<210> 79
<211> 3
<212> PRT

5

<213> Homo Sapien

<400> 79
Gly Ala Ser
1

<210> 80
<211> 6
<212> PRT

<213> Homo Sapien

<400> 80

Tyr Tyr Asp Tyr Pro
1 5

<210> 81
<211> 108
<212> PRT

<213> Homo Sapien

<400> 81

Asp Ile val
1

Glu Arg Ala

Tyr Leu Ala
35
Ile Tyr Gly
50
Gly Ser Gly
65
Pro Glu Asp

Gln Thr Phe

<210> 82
<211> 119
<212> PRT

Leu
Thr
20

Trp
Ala
ser
Phe

Gly
100

Thr
5
Leu
Tyr
Ser
Gly
Ala

85
Gln

<213> Homo Sapien

Gln
ser
Gln
Asn
Thr
Thr

Gly

Ser
Cys
Gln
Arg
55

Asp
Tyr

Thr

Pro
Arg
Lys
40

Ala
Phe
Tyr

Lys

Ala
Ala
25

Pro
Thr
Thr
Ccys

val
105

SEQLIST

Thr Leu Ser
10
Ser Gln Phe

Gly GIn Ala

Gly val Pro

Leu Thr Ile
75

GIn GIn Tyr

90
Glu Ile Lys

Page 21

Leu
Ile
Pro
Ala
ser

Tyr

Ser
Gly
30

Arg
Arg
Ser

Asp

Pro
15

Ser
Leu
Phe
Leu

Tyr
95

Gly
Arg
Leu
ser
Glu

80
Pro



<400> 82
Gln val Gln

Thr Leu Thr

Gly Gly Gly
35
Leu Ala
50

Lys

Trp

Leu Thr

val Leu Thr

Cys Ala Arg
val

115

Thr Leu

<210> 83

<211> 324
<212> DNA
<213> Homo

<400> 83

gatatcgtgc
ctgagctgca
ccaggtcaag
gcgcgtttta
cctgaagact
cagggtacga

<210> 84
<211> 357
<212> DNA
<213> Homo

<400> 84

caggtgcaat
acctgtacct
cagccgcctg
tatagcacca
gtgctgacta
catcttcctc

<210> 85
<211> 215
<212> PRT
<213> Homo

<400> 85
Aip Ile val

Glu Arg Ala
Ala
35

Gly

Tyr Leu

Ile Tyr
50
Gly Ser
65
Pro

Gly

Glu Asp

Leu Lys G1

Leu Thr
20
val

Cy

Gly Tr

Trp Ile As
Th
70

As

Arg Leu
Thr
85
His

Met
Met Le
100
Thr

val se

Sapien

tgacccagag
gagcgagcca
caccgcgtct
gcggcetctgg
ttgcgactta
aagttgaaat

Sapien

tgaaagaaag
tttccggatt
ggaaagccct
gcctgaaaac
tgaccaacat
ttgtttttga

Sapien

Thr G1
5

Leu

Leu

Thr
20
Trp

Se

Tyr GI

Ala Sser As
Th
70

Th

Ser Gly

Phe Ala

u ser Gly

s Thr Phe

ITe Arg
40

Asp

p
p

r

Trp

ITe ser

n Met Asp

u Pro Leu

r Sser

cccggegacc
gtttattggt
attaatttat
atccggcacg
ttattgccag
taaa

cggcccggec
tagcctgtct
cgagtggctg
gcgtctgacc

ggacccggtg
ttcttggggc

n Ser Pro

r Cys Arg

n Gln Lys

n Arg Ala

55

r Asp Phe

r Tyr Tyr

SEQLIST

Ala
10
Gly

Pro Leu

Ser Phe
25
Gln

Pro Pro

Asp Asp Lys
Thr
75

Asp

Lys Asp
val
90
Phe

Pro

val
105

Asp

ctgagcctgt
tctcgttatc
ggtgcttcta
gattttaccc
cagtattatg

ctggtgaaac
aatcgtggtg
gcttggatcg
attagcaaag
gatacggcca
caaggcaccc

Thr
10
Ser

Ala Leu

Ala Gln
25
Pro

Gly Gln

Thr Gly val
Thr
75

Gln

Thr Leu

Cys Gln

val Lys Pro

Ser Leu Ser

Gly Lys Ala

45
Tyr

Ser Ser

60
Ser

Lys Asn

Thr Ala Thr
Gly

110

Ser Trp

ctccgggcga
tggcttggta
atcgtgcaac
tgaccattag
attatcctca

cgacccaaac
gtggtgtggy
attgggatga
atacttcgaa
cctattattg

tggtgacggt

Ser Leu Ser

Phe ITe Gly

30

Ala Pro Arg
45

Pro Ala
60

Ile

Arg

Ser Ser

Tyr Tyr Asp

Page 22

Thr Gln
15
Asn Arg

Leu Glu

Thr Ser

val
80
Tyr

Gln

Tyr
95

Gln Gly

acgtgcgacc
ccagcagaaa
tggggtcccg
cagcctggaa
gacctttggc

cctgaccctyg
ttggattcgc
tgataagtct
aaatcaggtg
cgcgcgtatg
tagctca

Pro
15
ser

Gly
Arg
Leu Leu
Phe ser
Glu

80
Pro

Leu

Tyr

60

120
180
240
300
324

60

120
180
240
300
357



Gln
Ala
Gly
Ala
145
Gln
Ser
Tyr

Ser

<210>
<211>
<212>
<213>

<400>

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg
Pro

Ala

Thr
Pro
Thr
130
Lys
Glu
Ser
Ala

Phe
210

val
Leu
Gly
Leu
50

LysS
l.eu
Ala
l.eu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val
Thr
Glu

Lys
290

Phe
Ser
115
Ala
val
Ser
Thr
Cys
195
Asn

86
449
PRT
Homo Sapien

86

Gln
Thr
Gly
35

Ala
Thr
Thr
Arg
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro
val

275
Thr

Gly
100
val
Ser
Gln
val
Leu
180
Glu

Arg

Leu
Leu
20

val
Trp
Arg
Met
Met
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys

Lys

85
Gln

Phe
val
Trp
Thr
165
Thr
val

Gly

Lys
5

Thr
Gly
Ile
Leu
Thr
85

His
val
ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe

Pro

Gly
Ile
val
Lys
150
Glu
Leu
Thr

Glu

Glu
cys
Trp
AsSp
Thr
70

AsSn
Leu
Ser
Ser
ASp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn

Arg

Thr
Phe
cys
135
val
Gln

ser

cys
215

Ser
Thr
Ile
Trp
55

Ile
Met
Pro
ser
LysS
135
Tyr
Ser
sSer
Thr
Lys
215
Cys
Pro
Cys
Trp

Glu
295

Lys
Pro
120
Leu
AsSp
Asp
Lys

GIn
200

Gly
Phe
Arg
40

Asp
sSer
Asp
Leu
Ala
120
ser
Phe
Gly
Leu
Tyr
200
Arg
Pro
Lys
val
Tyr

280
Glu

val
105
Pro
Leu
AsSn
Ser
Ala

185
Gly

Pro
ser
25

Gln
Asp
Lys
Pro
val
105
Ser
Thr
Pro
val
Ser
185
Ile
val
Ala
Pro
val
265
val

Gln

SEQLIST

Glu
Ser
Asn
Ala
Lys
170
Asp

Leu

Ala
10

Gly
Pro
Asp
Asp
val
90

Phe
Thr
Ser
Glu
His
170
Ser
cys
Glu
Pro
Lys
250
val
Asp

Tyr

Ile
Asp
Asn
Leu
155
Asp
Tyr

ser

Leu
Phe
Pro
Lys
Thr
75

Asp
Asp
Lys
Gly
Pro
155
Thr
val
AsSn
Pro
Glu
235
ASp
Asp
Gly

Asn

Lys
Glu
Phe
140
Gln
Ser
Glu

ser

val
ser
Gly
Ser
60

Ser
Thr
Ser
Gly
Gly
140
val
Phe
val
val
Lys
220
Ala
Thr
val
val

Ser
300
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Arg
Gln
125
Tyr
ser
Thr
Lys

Pro
205

Lys
Leu
Lys
45

Tyr
Lys
Ala
Trp
Pro
125
Thr
Thr
Pro
Thr
Asn
205
ser
Ala
Leu
Ser
Glu

285
Thr

Thr
110
Leu
Pro
Gly
Tyr
His
190
val

Pro
ser
Ala
Ser
AsSn
Thr
Gly
110
Ser
Ala
val
Ala
val
190
His
Ccys
Gly
Met
His
270
val

Tyr

95
val

Lys
Arg
Asn
Ser
175
Lys
Thr

Thr
15

Asn
Leu
Thr
Gln
Tyr
95

Gln
val
Ala
Ser
val
175
Pro
Lys
ASp
Gly
Ile

255
Glu

Arg

Ala
Ser
Glu
Ser
160
Leu
val

Lys

Gln
Arg
Glu
Ser
val
80

Tyr
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp
Asn

val
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gccaaagggc
accaagaacc
gtggagtggg
gactccgacg

caggggaacg
aagagcctct

89
119
PRT

<210>
<211>
<212>
<213> Homo

<400> 89

Gln val
1

Thr Leu

Thr
Thr

Gly Gly
35

Ala

Gly

Leu
50
Lys

Trp
Leu Thr
65
val

Leu Thr

Cys Ala Arg
val

115

Thr Leu

<210>
<211>
<212>
<213> Homo

<400> 90

Glu Ile
1

Glu

90
108
PRT

val

Arg Ala
Ala
35

Gly

Tyr Leu

Ile Tyr
50
Gly Ser Gly
65
Pro

Glu Asp

GIn Thr Phe

<210>
<211>
<212>
<213> Homo

<400> 91

caggtcacac
acatgcacct
cagcctcccg
tacagcacca

91
357
DNA

agccccgaga
aggtcagcct
agagcaatgg
gctccttctt
tcttctcatg
ccctgtctec

Sapien

Leu Lys GI
5

Leu Thr
20
val

Cy

Gly Tr

Trp Ile As
Th
70

As

Arg Leu
Thr
85

His

Met
Met Le
100
Thr

val Se

Sapien

Thr GI1
5

Leu

Leu

Thr
20
Trp

Se

Tyr Gl

Ala Ser As

Ser Gly Th
Ala
85

Gln

Phe va

Gly G1

100

Sapien

accacaggtg
gacctgcctg
gcagccggag
cctctacagc
ctccgtgatg
gggtaaa

u ser Gly

s Thr Phe

Ile Arg
40

Asp

p
p

r

Trp
55

Ile Ser

n Met Asp

u Pro Leu

r ser

n ser Pro

r Cys Arg

n Gln Lys

40

n Arg Ala

55

r Asp Phe

1 Tyr Tyr

y Thr Lys

SEQLIST

tacaccctgc
gtcaaaggct
aacaactaca
aagctcaccg
catgaggctc

Ala
10
Gly

Pro Leu

ser Phe
25
G1In

Pro Pro

Asp Asp Lys
Thr
75

Asp

Lys Asp

Pro val

val Phe

105

Asp

Thr
10
Ser

Ala Leu

Ala Gln
25
Pro

Gly Gln

Thr Gly Ile
Thr
75

Gln

Thr Leu

Gln
90
Glu

Cys

val Ile

105

tgaaagagtc cggccctgec ctggtcaaac
tcagcggctt cagcctgagc aacagaggcg
gcaaggccct ggaatggctg gcctggatcg
gcctgaaaac ccggctgacc atcagcaagg acaccagcaa gaaccaggtg 240

Page 25

ccccatcccg
tctatcccag
agaccacgcc
tggacaagag
tgcacaacca

val Lys Pro
Ser
30

Ala

Ser Leu

Gly Lys

45
Tyr

Ser ser

60
ser

Lys Asn

Thr Ala Thr
Gly

110

ser Trp

Ser Leu Ser

Phe Ile Gly

30
Arg

Ala Pro

Pro Ala
60

Ile

Arg
ser ser

Tyr Tyr Asp

Lys

ggaggagatg
cgacatcgcc
tccegtgetg
caggtggcag
ctacacgcag

Thr Gln
15
Asn Arg

Leu Glu

Thr Ser

val
80
Tyr

Gln

Tyr
95

GIn Gly

Pro Gly
15
Ser Arg

Leu Leu

Phe Ser

Glu
80
Pro

Leu

Tyr
95

1080
1140
1200
1260
1320
1347

ccacccagac cctgaccctg 60
gcggagtggg ctggatcaga 120
actgggacga cgacaagagc 180



gtgctgacca
catctgcccc

<210> 92

<211> 324
<212> DNA
<213> Homo

<400> 92

gaaatcgtgc
ctgagctgcc
cccggccagg
gccagatttt
cccgaggact
cagggcacca

<210> 93
<211> 7
<212> PRT
<213> Homo

<400> 93

tgaccaacat
tggtgttcga

Sapien

tgacccagag
gggccagcca
cccccagact
ctggcagcgg
tcgccgtgta
aggtggaaat

Sapien

ggaccccgtg
tagctggggc

cccegecacc
gttcatcggc
gctgatctac
cagcggcacc
ctactgccag
caag

Asn Arg Gly Gly Gly val Gly
1 5

<210> 94
<211> 16
<212> PRT
<213> Homo

<400> 94

Sapien

SEQLIST

gacaccgcca
cagggcaccc

ctgtctctga
agcagatacc
ggcgccagea
gacttcaccc
cagtactacg

cctactactg
tggtcaccgt

gccctggega
tggcttggta
accgggecac
tgaccatcag
actaccccca

cgceccggatg
cagctca

gagagccacc
tcagcagaag
cggcatccct
cagcctggaa
gaccttcggc

Trp Ile Asp Trp Asp Asp Asp Lys Ser Tyr Ser Thr Ser Leu Lys Thr
1 5 10 15

<210> 95
<211> 9
<212> PRT
<213> Homo

<400> 95
1

<210> 96
<211> 12
<212> PRT
<213> Homo

<400> 96

1
<210> 97
<211> 7
<212> PRT
<213> Homo

<400> 97

Sapien

Sapien

Sapien

Gly Ala Ser Asn Arg Ala Thr

Met His Leu Pro Leu val Phe Asp Ser
5

Arg Ala ser GIn Phe Ile Gly Ser Arg Tyr Leu Ala
5 10

Page 26

300
357

60

120
180
240
300
324



<210> 98

<211> 9

<212> PRT

<213> Homo Sapien

<400> 98
GIn Gln Tyr Trp Ser Ile Pro Ile Thr
1 5

<210> 99

<211> 9

<212> PRT

<213> Homo Sapien

<400> 99
Gly Phe Ser Leu Ser Asn Arg Gly Gly
1 5

<210> 100

<211> 5

<212> PRT

<213> Homo Sapien

<400> 100
Asp Trp Asp Asp Asp
1 5

<210> 101

<211> 9

<212> PRT

<213> Homo Sapien

<400> 101
Met His Leu Pro Leu val Phe Asp Ser
5

1

<210> 102

<211> 8

<212> PRT

<213> Homo Sapien

<400> 102
Ser GIn Phe Ile Gly Ser Arg Tyr
1 5

<210> 103

<211> 3

<212> PRT

<213> Homo Sapien

<400> 103
Gly Ala Ser
1

SEQLIST

Page 27



<210> 104
<211> 6
<212> PRT
<213> Homo Sapien
<400> 104
Tyr Trp Ser Ile Pro
1 5
<210> 105
<211> 108
<212> PRT
<213> Homo Sapien
<400> 105
Asp Ile val Leu Thr
1 5
Glu Arg Ala Thr Leu
20
Tyr Leu Ala Trp Tyr
35
ITe Tyr Gly Ala Ser
50
Gly Ser Gly Ser Gly
65
Pro Glu Asp Phe Ala
85
ITe Thr Phe Gly Gln
100
<210> 106
<211> 119
<212> PRT
<213> Homo Sapien
<400> 106
Gln val GIn Leu Lys
1 5
Thr Leu Thr Leu Thr
20
Gly Gly Gly val Gly
35
Trp Leu Ala Trp Ile
50
Leu Lys Thr Arg Leu
65
val Leu Thr Met Thr
85
Cys Ala Arg Met His
100
Thr Leu val Thr val
115
<210> 107
<211> 108
<212> PRT
<213> Homo Sapien
<400> 107

Glu Ile val Leu Thr

Ile

GIn Ser
ser Cys
Gln Gln
Asnh Arg
55
Thr Asp
val Tyr

Gly Thr

Glu ser
Cys Thr
Trp Ile
Asp Trp
55

Thr Ile
70

Asn Met
Leu Pro

Ser Ser

Gln Ser

Pro
Arg
Lys
40

Ala
Phe
Tyr

Lys

Gly
Phe
Arg
40

Asp
Ser
Asp

Leu

Pro

Ala
Ala
25

Pro
Thr
Thr
cys

val
105

Pro
ser
25

Gln
Asp
Lys
Pro

val
105

SEQLIST

Thr
10

Ser
Gly
Gly
Leu
Gln

90
Glu

Ala
10

Gly
Pro
ASp
Asp
val

90
Phe

Leu
Gln
Gln
val
Thr
75

GIn

Ile

Leu
Phe
Pro
Lys
Thr
75

Asp

Asp

Ser
Phe
Ala
Pro
Ile
Tyr

Lys

val
ser
Gly
Ser
60

Ser
Thr

Ser

Leu
Ile
Pro
Ala
Ser

Trp

Lys
Leu
LysS
45

Tyr
LysS
Ala

Trp

Ser
Gly
30

Arg
Arg
Ser

ser

Pro
ser
30

Ala
Ser
Asn
Thr

Gly
110

Pro
15

Ser
Leu
Phe
Leu

Ile
95

Thr
15

Asn
Leu
Thr
Gln
Tyr

95
GlIn

Gly
Arg
Leu
Ser
Glu

80
Pro

Arg
Glu
Ser
val
80

Tyr

Gly

Ala Thr Leu Ser Leu Ser Pro Gly
Page 28



Arg Ala
Ala
35

Gly

Leu

Tyr
50
Ser Gly

Glu Asp

Thr Phe

108
119
PRT
Homo

108
Thr

<210>
<211>
<212>
<213>

<400>

Gln val
1

Thr Leu Thr

Gly
35

Ala

Gly Gly

Leu
50
Lys

Trp
Leu Thr
65
val

Leu Thr

Cys Ala Arg
val

115

Thr Leu

109
324
DNA

<210>
<211>
<212>
<213> Homo

<400> 109
gatatcgtgc
ctgagctgca
ccaggtcaag
gcgcgtttta
cctgaagact
cagggtacga

<210> 110
<211> 357
<212> DNA
<213> Homo

<400> 110
caggtgcaat
acctgtacct
cagccgcctg
tatagcacca
gtgctgacta

Thr
20
Trp

Leu
Tyr
Ala ser
Ser Gly
Ala

85
Gln

Phe

Gly
100

Sapien

teu Lys
5
Leu Thr
20
val Gly

Trp Ile

Arg Leu
Thr
85

His

Met

Met
100

Thr val

Sapien

tgacccagag
gagcgagcca
caccgcgtct
gcggetctgg
ttgcggtgta
aagttgaaat

Sapien

tgaaagaaag
tttccggatt
ggaaagccct
gcctgaaaac
tgaccaacat

Ser
Gln
Asn
Thr
val

Gly

Glu
Cys
Trp
Asp
Thr
70

Asn
Leu

ser

Cys Arg

Gln Lys
40
Arg Ala
55
Asp Phe

Tyr Tyr

Thr Lys

Ser Gly

Thr Phe

Ile Arg
40
Trp Asp
55
Ile Ser

Met Asp

Pro Leu

Ser

cccggcgacc
gtttattggt
attaatttat
atccggcacg
ttattgccag
taaa

cggcccggcec
tagcctgtct
cgagtggctg
gcgtctgacc
ggacccggty

SEQLIST

10
Ala Ser Gln
25
Pro

Gly GIn

Thr Gly Ile
Thr
75

Gln

Thr Leu
GIn
90
Glu

Ccys
val Ile
105

Ala Leu
10

Gly

Pro
Ser Phe
25
Gln

Pro Pro

Asp Asp Lys
Thr
75

Asp

Lys Asp

Pro val

val Phe

105

Asp

ctgagcctgt
tctcgttatc
ggtgcttcta
gattttaccc
cagtattggt

ctggtgaaac
aatcgtggtg
gcttggatcg
attagcaaag
gatacggcca

phe Ile Gly

30

Ala Pro Arg
45

Pro Ala
60

Ile

Arg

Ser Ser

Tyr Trp Ser

Lys

val Lys Pro

Leu Ser
30
Ala

ser

Gly Lys

45
Tyr

Ser ser

60
Ser

Lys Ash

Thr Ala Thr

Gly
110

Ser Trp

ctccgggcga
tggcttggta
atcgtgcaac
tgaccattag
ctattcctat

cgacccaaac
gtggtgtggy
attgggatga
atacttcgaa
cctattattg

Page 29

15
Ser Arg

Leu Leu

Phe Ser

Glu
80
Pro

Leu

Ile
95

Thr Gln
15
Asn Arg

Leu Glu

Thr Ser

val
80
Tyr

Gin

Tyr
95

Gln Gly

acgtgcgacc
ccagcagaaa
tggggtcccg
cagcctggaa
tacctttggc

cctgaccctg
ttggattcgc
tgataagtct
aaatcaggtg
cgcgcgtatg

60

120
180
240
300
324

60

120
180
240
300



SEQLIST
catcttcctc ttgtttttga ttcttggggc caaggcaccc tggtgacggt tagctca 357

<210> 111
<211> 215
<212> PRT
<213> Homo Sapien

<400> 111
Asp Ile val Leu Thr Gln Ser Pro Ala {gr Leu Ser Leu Ser i;o Gly
5
Glu Arg Ala ggr Leu Ser Cys Arg Ala Ser GIn Phe Ile géy Ser Arg
25
Tyr Leu §1a Trp Tyr GIn GIn Lys Pro Gly Gln Ala Zgo Arg Leu Leu
5 40

Ile T%r Gly Ala Ser Asn Agg Ala Thr Gly val 250 Ala Arg Phe Ser
5 5

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu

65 70 75 80

Pro Glu Asp Phe §1a val Tyr Tyr Cys S]n GIn Tyr Trp Ser Ile Pro

5 0 95
Ile Thr Phe Gly Gln Gly Thr Lys val Glu Ile Lys Arg Thr val Ala
100 105 110
Ala Pro Ser val pPhe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser
115 120 125

Gly Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140

Ala Lys val GIn Trp Lys val Asp Asn Ala Leu GIn Ser Gly Asn Ser

145 150 155 160

GIn Glu ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu

165 170 175
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val
180 185 190
Tyr Ala Cys Glu val Thr His Gln Gly Leu Ser Ser Pro val Thr Lys
195 200 205

Ser Phe Asn Arg Gly Glu Ala

210 215

<210> 112
<211> 221
<212> PRT
<213> Homo Sapien

<400> 112
GIn val GIn Leu Lys Glu Ser Gly Pro Ala Leu val Lys Pro Thr Gln
1 5 10 15
Thr Leu Thr Leu Thr Cys Thr Phe Ser Gly Phe Ser Leu Ser Asn Arg
20 25 30
Gly Gly Gly val Gly Trp Ile Arg GIln Pro Pro Gly Lys Ala Leu Glu
35 40 45
Trp Leu Ala Trp Ile Asp Trp Asp Asp Asp Lys Ser Tyr Ser Thr Ser
50 55 60

Leu Lys Thr Arg Leu Thr Ile Ser Lys Asp Thr Ser Lys Asn GlIn val
65 70 75 80

val Leu Thr Met Thr Asn Met Asp Pro val Asp Thr Ala Thr Tyr Tyr

85 90 95
Cys Ala Arg Met His Leu Pro Leu Val Phe Asp Ser Trp Gly Gln Gly
100 105 110
Thr Leu val Thr val Ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe
115 120 125
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 140
Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser Trp

rPage 30



145

Asn Ser Gly Ala Leu Thr

GIn Ser Ser Gly Leu

Ser Ser Leu Gly Thr GIn
19

Ser Asn Thr Lys val

210

<210> 113
<211> 645
<212> DNA
<213> Homo

<400> 113

gatatcgtgc
ctgagctgca
ccaggtcaag
gcgcgtttta
cctgaagact
cagggtacga
ccgagcgatg
tatccgegtg
caggaaagcg
accctgagca
ggtctgagca

<210> 114
<211> 663
<212> DNA
<213> Homo

<400> 114
caggtgcaat
acctgtacct
cagccgectg
tatagcacca
gtgctgacta
catcttcctc
tcgaccaaag
acggctgecc
aacagcggyg
ctgtatagcc
atttgcaacg
agc

<210> 115
<211> 5
<212> PRT
<213> Homo

<400> 115

Ser Tyr Gly Met Ser
1

<210> 116
<211> 17

<212> PRT
<213> Homo

150

165
180

Sapien

tgacccagag
gagcgagcca
caccgcgtct
gcggetctgg
ttgcggtgta
aagttgaaat
aacaactgaa
aagcgaaagt
tgaccgaaca
aagcggatta
gcccggtgac

Sapien

tgaaagaaag
tttccggatt
ggaaagccct
gcctgaaaac
tgaccaacat
ttgtttttga
gtccaagcgt
tgggctgect
cgctgaccag
tgagcagcgt
tgaaccataa

Sapien

5

Sapien

Tyr

Asp

Ser

Thr Tyr

200
Lys
215

cccggegacc
gtttattggt
attaatttat
atccggcacg
ttattgccag
taaacgtacg
aagcggcacg
tcagtggaaa
ggatagcaaa
tgaaaaacat
taaatctttt

cggcceggcec
tagcctgtct
cgagtggctg
gcgtctgacc
ggacccggtg
ttcttggggc
gtttccgctg
ggttaaagat
cggcgtgcat
tgtgaccgtg
accgagcaac

SEQLIST

155

Leu Ser Ser val val Thr

185
Ile Cys Ash

Lys val Glu Pro

ctgagcctgt
tctcgttatc
ggtgcttcta
gattttaccc
cagtattggt
gtggctgctc
gcgagegtgg
gtagacaacg
gatagcacct
aaagtgtatg
aatcgtggcg

ctggtgaaac
aatcgtggtg
gcttggatcg
attagcaaag
gatacggcca
caaggcaccc
gctccgagca
tatttcccgg
acctttccgg
ccgagcagca
accaaagtgg

val

190

val Asn His
205

Lys Ser

220

ctccgggega
tggcttggta
atcgtgcaac
tgaccattag
ctattcctat
cgagcgtgtt
tgtgectget
cgctgcaaag
attctctgag
cgtgcgaagt
aggcc

cgacccaaac
gtggtgtggy
attgggatga
atacttcgaa
cctattattg
tggtgacggt
gcaaaagcac
aaccagtcac
cggtgctgca
gcttaggcac
ataaaaaagt

Page 31

160

Ser Gly val His Thr Phe Pro Ala val Leu
170

175
Pro ser

LyS Pro

acgtgcgacc
ccagcagaaa
tggggtcccg
cagcctggaa
tacctttggc
tatttttccg
gaacaacttt
cggcaacagc
cagcaccctg
gacccatcaa

cctgaccctg
ttggattcgc
tgataagtct
aaatcaggtg
cgcgegtatg
tagctcagcg
€agcggcggc
cgtgagctgg
aagcagcggc
tcagacctat
ggaaccgaaa

60

120
180
240
300
360
420
480
540
600
645

60

120
180
240
300
360
420
480
540
600
660
663



SEQLIST
<400> 116
Asn Ile Ser Asn Asp Gly His Tyr Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15
Gly

<210> 117

<211> 11

<212> PRT

<213> Homo Sapien

<400> 117
Phe GIn Ala Ser Tyr Leu Asp Ile Met Asp Tyr
1 5 10

<210> 118

<211> 11

<212> PRT

<213> Homo Sapien

<400> 118
Ser Gly Asp Asn Ile Gly Ser Lys Tyr X81 His
1 5

<210> 119

<211> 7

<212> PRT

<213> Homo Sapien

<400> 119
Asn Asp Ser Asn Arg Pro Ser
1 5

<210> 120

<211> 10

<212> PRT

<213> Homo Sapien

<400> 120
Gln Ala Trp Gly Asp Asn Gly Thr Arg V81
1 5 1

<210> 121

<211> 7

<212> PRT

<213> Homo Sapien

<400> 121
Gly Phe Thr Phe Ser Ser Tyr
1 5

<210> 122

<211> 6

<212> PRT

<213> Homo Sapien

<400> 122
Page 32



Ser Asn Asp Gly His
1 5

<210> 123
<211> 11
<212> PRT
<213> Homo Sapien

<400> 123
1
<210> 124
<211> 7
<212> PRT
<213> Homo Sapien

<400> 124

Tyr

Asp Asnh Ile Gly Ser Lys Tyr
1 5

<210> 125

<211> 3

<212> PRT

<213> Homo Sapien

<400> 125
Asn Asp Ser
1

<210> 126

<211> 7

<212> PRT

<213> Homo Sapien

<400> 126
Trp Gly Asp Asn Gly
1 5

<210> 127
<211> 107
<212> PRT
<213> Homo Sapien
<400> 127
Asp Ile Glu Leu Thr
1 5
Ser Ile Thr Ile Ser
20
His Trp ;yr Gln GIn
5
Asn Asp Ser Asn Arg
50

Asn Ser Gly Asn Thr

65

Asp Glu Ala Asp Tyr
85

val Phe Gly Gly Gly

Thr

Gln
Cys
LysS
Pro
Ala
70

Tyr

Thr

Arg

Pro Pro
Ser Gly
Pro Gly
40
ser Gly
Thr Leu
Cys Gln

Lys Leu

Ser
Asp
25

Gln
Ile
Thr
Ala

Thr

SEQLIST

Phe GIn Ala Ser Tyr Leu Asp Ile Met Agp Tyr
5 1

val Ser val
10
Asn Ile Gly

Ala Pro val

Pro Glu Arg

60

ITle Ser Gly
75

Trp Gly Asp

val Leu
Page 33

Ala
ser
Leu
Phe
Thr

Asn

Pro
Lys
val
Ser
Gln

Gly

Gly
15

Tyr
ITe
Gly
Ala

Thr
95

Gln
val
Tyr
ser
Glu

80
Arg



<210> 128
<211> 120

<212>

PRT

100

<213> Homo Sapien

<400>

128

GIn val Gln

1

Ser Leu Arg

Gly
Ser
Lys
65

Leu
Ala

Gly

Met
Asn
50

Gly
Gln
Arg

Thr

Ser
35

Ile
Arg
Met
Phe

Leu
115

<210> 129
<211> 107

<212>
<213>

<400>

Ser
1
Thr
His
Asn
Asn
65
Asp

val

<210>
<211>
<212>
<213>

<400>
Glu val Gln Leu Vval
1

Tyr
Ala
Trp
Asp
50

Ser
Glu

Phe

PRT .
Homo Sapien

129

Glu
Ser
Tyr
35

Ser
Gly
Ala

Gly

130
120
PRT
Homo Sapien

130

Leu
Leu
20

Trp
Ser
Phe
Asn
Gln

100
val

Leu
Ile
20

Gln
Asn
Asn
Asp

Gly
100

val
5
Ser
val
Asn
Thr
Ser
85
Ala

Thr

Thr
5
Thr
Gln
Arg
Thr
Tyr

85
Gly

5

Ser Leu Arg Leu Ser

Gly Met Ser Trp val
35

Ser Asn Ile Ser Asn

50

Glu
cys
Arg
Asp
Ile
70

Leu
Ser

val

Gln
cys
Lys
Pro
Ala
70

Tyr

Thr

Glu
Cys
Arg
Asp

Ser
Ala
Gln
Gly
55

Ser
Arg
Tyr

Ser

Pro
ser
Pro
Ser
Thr
Cys
Lys

Ser
Ala
Gln

Gly
55

Gly
Ala
Ala
40

His
Arg
Ala
Leu

ser
120

Pro
Gly
Gly
Gly
Leu
Gln

Leu

Gly
Ala
Ala

40
His

105

Gly
Ser
25

Pro
Tyr
Asp
Glu

Asp
105

Ser
Asp
25

Gln
Ile
Thr
Ala

Thr
105

Gly
Ser
25

Pro

Tyr

SEQLIST

Gly
Gly
Gly
Thr
Asn
Asp

Ile

val
10

Asn
Ser
Pro
Ile
Trp

val

Gly
Gly
Gly
Thr

Leu
Phe
Lys
Tyr
Ser
75

Thr

Met

Ser
Ile
Pro
Glu
Ser
Gly

Leu

Leu
Phe
Lys

Tyr

val
Thr
Gly
Tyr
60

Lys
Ala

Asp

val
Gly
val
Arg
Gly

Asp

val
Thr
Gly

Tyr
60
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Gln
Phe
Leu
Ala
Asn
val

Tyr

Ser
Ser
Leu
45

Phe
Thr

Asn

Gln
Phe
Leu

Ala

Pro
Ser
Glu
Asp
Thr
Tyr

Trp
110

Pro
Lys
val
Ser
Gln
Gly

Pro
Ser
Glu

Asp

Gly
15

ser
Trp
Ser
Leu
TYyr

95
Gly

Gly
15

Tyr
Ile
Gly
Ala

Thr
95

Gly
15

ser
Trp

Ser

Gly
Tyr
val
val
Tyr
80

Cys
Gln

Gln
val
Tyr
Ser
Met

80
Arg

Gly
Tyr
val

val



SEQLIST
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Phe Gln Ala Ser Tyr Leu Asp Ile Met Asp Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val Ser Ser

115

<210>
<211>
<212>
<213> Homo

<400> 131
gatatcgaac
tcgtgtagceg
caggcgccag
tttagcggat
gacgaagcgg
ggcacgaagt

<210> 132
<211> 360
<212> DNA
<213> Homo

<400> 132

caggtgcaat
agctgcgegg
cctgggaagg
gctgattctg
ctgcaaatga
gcttcttatc

131
321
DNA

<210> 133
<211> 212
<212> PRT
<213> Homo

<400> 133
Asp Ile Glu
1

ser Ile Thr

His Trp Tyr

35

Asn Asp Ser

50
Asn Ser Gly
65
Asp

Glu Ala

val Phe Gly
Ser
115

Ala

Ala Pro

Asn Lys
130
Thr

val val

145

Sapien

tgacccagcec
gcgataatat
ttcttgtgat
ccaacagcgg
attattattg

120

gccttcagtg
tggttctaag
ttataatgat
caacaccgcg
ccaggcttgg

taaccgttct t

Sapien

tggtggaaag
cctccggatt
gtctcgagtg
ttaagggtcg
acagcctgceg
ttgatattat

Sapien

Leu Thr GI

5
ITe Sser
20

Gln

Cy

Gln Ly

Asn Arg Pr

Al
70
Ty

Th

Asn Thr

Asp Tyr

85
Gly Gly
100
val

Thr Le

Thr Leu Vva

Ala Trp Ly

15

cggcggegge
taccttttct
ggtgagcaat
ttttaccatt
tgcggaagat
ggattattgg

n Pro Pro

s Ser Gly

s Pro Gly

o Ser Gly

a Thr Leu

r cys Gln

r Lys Leu

Phe Pro
120

Leu

u
1 Cys
135
s Ala

0

Asp

agcgttgcac
tatgttcatt
tctaatcgtc
accctgacca
ggtgataatg

ctggtgcaac
tcttatggta
atttctaatg
tcacgtgata
acggccgtgt
ggccaaggca

val
10
Asn

Ser Ser

Asp Ile

25
Gln

Ala Pro

Ile Pro Glu

Thr Ile Ser
75

Ala Trp Gly

Thr val
105

Pro

Leu

Ser Ser

Ile Ser Asp
Pro

155

Ser Ser

caggtcagag
ggtaccagca
cctcaggcat
ttagcggcac
gtactcgtgt

cgggcggeag
tgtcttgggt
atggtcatta
attcgaaaaa
attattgcgc
ccctggtgac

val Ala Pro

Gly Ser Lys

val Leu val

Arg Phe Ser

Gly Thr GlIn

Asp Asn Gly

Gln Pro
110

Leu

Gly

Glu
125
Tyr

Glu
Phe Pro
140
val

Lys Ala

Page 35

cattaccatc
gaaacccggg
cccggaacgce
tcaggcggaa
gtttggcggce

cctgegtctyg
gcgccaagcec
Tacttattat
caccctgtat
gcgttttcag
ggttagctca

Gly GIn
15
Tyr val

Ile Tyr

Gly Ser

Glu
80
Arg

Ala

Thr
95
Lys Ala

Gln Ala

Gly Ala

val
160

Gly

60

120
180
240
300
321

60

120
180
240
300
360



Glu Thr
Ser Tyr

ser Cys
195
Pro Thr Glu

210

<210> 134
<211> 222
<212> PRT
<213> Homo

<400> 134

GIn val Gln
1

Ser Leu Arg

Met Ser

35

Ile

Gly

Asn
50
Gly

Ser

Lys
65
Leu

Arg

Gln Met

Ala Arg Phe

Thr Leu
115

Leu

Gly
Phe Pro
130
Leu Gly
145

Trp

Cys

Asn Ser

Leu Gln Ser
Ser
195

Asn

Ser Ser

ser
210

Pro

<210> 135
<211> 636
<212> DNA
<213> Homo

<400> 135

gatatcgaac
tcgtgtageg
caggcgccag
tttagcggat
gacgaagcgg
ggcacgaagt
ccgagcagcg
tatccgggag
gagaccacca
ctgacgcctg
agcaccgtgg

180

Ala

Sapien

val Gl
5

Ser

Leu

Leu
20
Trp

Cy

val Ar

Ser Asn As
Il
70

Le

Phe Thr

Ser
85
Ala

Asn

Gln
100
val

Se

Thr va

Ala Pro Se

Leu val Ly
15
Ala Le
165

Gly

Gly
ser Le
180
Leu

Gly Th

Thr Lys va

Sapien

tgacccagcc
gcgataatat
ttcttgtgat
ccaacagcgg
attattattg
taaccgttct
aagaattgca
ccgtgacagt
caccctccaa
agcagtggaa
aaaaaaccgt

Thr Thr Pro Ser Lys Gln
165
Leu Ser Leu Thr Pro Glu

GIn val Thr His Glu Gly Ser

200

u Ser Gly

s Ala Ala
Ala
40

His

g GIn

p

e

Gly
55
Ser Arg

u Arg Ala

r Leu

1

Tyr

ser
120
Lys

ser

Ser
135
Asp

r

S
0
u

Tyr

Thr Ser

u Tyr Ser
Thr
200

Lys

r Gln

1 Asp
215

gccttcagtg
tggttctaag
ttataatgat
caacaccgcg
ccaggcttgg
tggccagcecg
ggcgaacaaa
ggcctggaag
acaaagcaac
gtcccacaga
tgcgccgact

Tyr
ASp

Asp

Ala

Tyr

SEQLIST

Asn Asn
170
Trp Lys

ser

Gln
185
Thr val

Gly Leu
10
Gly

Gly
Ser Phe
25

Pro

Gly Lys

Thr Tyr

Asn Ser

Glu Asp Thr

ITe Met
105
ser Thr

Ser Thr Ser
Glu
155

His

Phe Pro

val
170
Ser

Gly
Leu Ser
185

Ile Cys

Lys val Glu

agcgttgcac
tatgttcatt
tctaatcgtc
accctgacca
ggtgataatg
aaagccgcac
gcgaccctgg
gcagatagca
aacaagtacg
agctacagct

gaggcc

Lys Tyr Ala

Ser His Arg

190

Glu Lys Thr

205

val GIn Pro

Thr Phe Ser

30

Gly Leu Glu

45

Tyr Ala Asp

60
Lys

Asn Thr

Ala val Tyr

Asp Tyr Trp
110
Gly Pro
125

Gly

Lys
Gly Thr
140
Pro

val Thr

Thr Phe Pro
Thr
190

Asn

val val

val
205
Lys

Asn
Pro ser
220

caggtcagag
ggtaccagca
cctcaggcat
ttagcggcac
gtactcgtgt
cgagtgtgac
tgtgcctgat
gccccgtcaa
cggccagcag
gccaggtcac

Page 36

Ala Ser
175
Sser Tyr

val Ala

Gly
15
Ser

Gly
Tyr

Trp val

Ser val

Leu Tyr
80
Tyr Cys

Gly Gln

Ser val

Ala Ala

val Ser
160
Ala val
175
val Pro

Lys

cattaccatc
gaaacccggg
cccggaacgc
tcaggcggaa
gtttggcggc
gctgtttccg
tagcgacttt
ggcgggagtg
ctatctgagc

gcatgagggg

60

120
180
240
300
360
420
480
540
600
636



136
666
DNA

<210>
<211>
<212>
<213> Homo

<400> 136
caggtgcaat
agctgegegg
cctgggaagg
gctgattctg
ctgcaaatga
gcttcttatc
gcgtcgacca
ggcacggctg
tggaacagcg
ggcctgtata
tatatttgca
aaaagc

<210>
<211>
<212>
<213> Homo

<400> 137
Ser Tyr Glu
1

137
107
PRT

Thr Ala Arg

His Trp Tyr

35

Asn Asp Ser
50

Asn Ser Gly

65

Asp

Glu Ala

val Phe Gly

138
120
PRT
Homo

138
Gln

<210>
<211>
<212>
<213>

<400>

Glu val
1

Ser Leu Arg

Met Ser

35

Ile

Gly

Ash
50
Gly

ser

Lys
65
Leu

Arg

Gln Met

Ala Arg Phe

Gly Thr Leu

Sapien

tggtggaaag
cctccggatt
gtctcgagtg
ttaagggtcg
acagcctgcg
ttgatattat
aaggtccaag
ccctgggcetg
gggcgctgac
gcctgagceag
acgtgaacca

Sapien

Leu Thr Gl
5

Ile Thr
20

Gln

Cy
Ly
Pr

Gln

Asn Arg

Al
70
Ty

Asn Thr

Asp Tyr
85
Gly

Gly Th

100

Sapien

Leu GI1
5

Ser

Leu

Leu
20
Trp

Cy

val Ar

Ser Asn As
Il
70

Le

Phe Thr
Ser
85

Ala

Asn

Gln
100
val

Se

Thr va

cggcggegge
taccttttct
ggtgagcaat
ttttaccatt
tgcggaagat
ggattattgg
cgtgtttccy
cctggttaaa
cagcggegtg
cgttgtgacc
taaaccgagc

n Pro Leu

s Gly Gly

Pro Gly
40
Gly

)

ser
55
Thr

0

a Leu

r cys Gln

r Lys Leu

u Ser Gly

s Ala Ala
Ala
40

His

g Gln

p

e

Gly
55

ser Arg

u Arg Ala

r Tyr Leu

1 ser Ser

SEQLIST

ctggtgcaac
tcttatggta
atttctaatg
tcacgtgata
acggccgtgt
ggccaaggca
ctggctccga
gattatttcc
catacctttc
gtgccgagea
aacaccaaag

val
10
Asn

Ser Ser

Asp Ile

Gln Ala Pro

Ile Pro Glu

Thr ITe Ser

75
Gly

Ala Trp

Thr val

105

Leu

Gly Gly Leu

Ser Gly Phe
25

Pro Gly Lys

Tyr Thr Tyr
Ser
75

Thr

Asp Asn

Glu Asp

Asp Ile Met

105

cgggcggcag
tgtcttgggt
atggtcatta
attcgaaaaa
attattgcgc
ccctggtgac
gcagcaaaag
cggaaccagt
cggceggtget
gcagcttagg
tggataaaaa

val Ala

Gly Ser

val Leu
45
Arg Phe
60
Arg Ala

Asp Ash

val Gln

Thr pPhe

30
Leu
45
Ala

Gly

Tyr
60
Lys Asn

Ala val

Asp Tyr

Leu
Lys
val
Ser
Gln

Gly

Pro
ser
Glu
Asp
Thr
Tyr
Trp

cctgecgtctg
gcgccaagcec
tacttattat
caccctgtat
gcgttttcag
ggttagctca
caccagcggc
caccgtgagc
gcaaagcagc
cactcagacc
agtggaaccg

Gly Gln
15
Tyr val

Ile Tyr

Gly Sser

Ala Gly
80
Thr Arg

95

Gly Gly
15
Ser Tyr

Trp val

Ser val

Leu Tyr
80
Tyr Cys
95

Gly Gln

110

Page 37
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115

139
321
DNA

<210>
<211>
<212>
<213> Homo

<400> 139
agctatgaac
acctgcggcg
caggcgccgg
tttagcggca
gatgaagcgg
ggtacgaagt

<210> 140
<211> 360
<212> DNA
<213> Homo

<400> 140
gaggtgcaat
agctgcgegg
cctgggaagg
gctgattcty
ctgcaaatga
gcttcttatc

<210>
<211>
<212>
<213> Homo

<400> 141
gatatcgttc
ctgagctgtc
ccgggtcagg
gcacgtttta
ccggaagatt
cagggcacca
ggcggtagtc
ctgaccctga
tggattcgtc
gataaaagct
aatcaggtgg
gcacgtatgc
agcagc

<210>
<211>
<212>
<213> Homo

<400> 142
Asp Ile val
1

141
726
DNA

142
242
PRT

Sapien

tgacccagcc
gtgataacat
tgctggtgat
gcaacagcgg
attattattg

120

gctgagtgtt
tggcagcaaa
ttataacgat
caataccgcg

ccaggcgtgg

taaccgttct t

Sapien

tgctggaaag
cctccggatt
gtctcgagtg
ttaagggtcyg
acagcctgeg
ttgatattat

Sapien

tgacccagag
gtgcaagcca
caccgcgtct
gcggtagegg
ttgcaaccta
aggtggaaat
aggttcaatt
catgtacctt
agccteccggg
atagcaccag
ttctgaccat
atctgccgcet

Sapien

Leu Thr
5

Glu Arg Ala Thr Leu
20
Tyr Leu Ala Trp Tyr
35

1le Tyr Gly Ala Ser

cggcggegge
taccttttct
ggtgagcaat
ttttaccatt
tgcggaagat
ggattattgg

tccggcaacc
gtttattggt
gctgatttat
tagtggcacc
ttattgccag
taaaggtggt
gaaagaaagc
tagcggtttt
taaagcactg
cctgaaaacc
gaccaatatg
ggtttttgat

SEQLIST

agcgttgcgc
tatgtgcatt
agcaaccgtc
accctgacca
ggcgataatg

ctggtgcaac
tcttatggta
atttctaatg
tcacgtgata
acggccgtgt
ggccaaggca

ctgagcctga
agccgttatc
ggtgcaagca
gattttaccc
cagtattatg
ggtggtagcg
ggtccggcac
agcctgagca
gaatggctgg
cgtctgacca
gatccggttg

agctggggtc

Gln Ser Pro Ala Thr Leu
Ser Cys Arg Ala Ser Gln
25
Gln GIn Lys Pro Gly GIn
40

Asn Arg Ala Thr Gly val

tgggtcagac
ggtatcagca
cgagcggcat
ttagccgtge
gtacgcgtgt

cgggcggcag
tgtcttgggt
atggtcatta
attcgaaaaa
attattgcgc
ccctggtgac

gtccgggtga
tggcatggta
atcgtgcaac
tgaccattag
attatccgca
gtggtggtgg
tggttaaacc
atcgtggtgg
catggattga
ttagtaaaga
ataccgccac
agggtacact

Ser Leu Ser

cgcgegtatt
gaaaccgggc
tccggaacgt
gcaggcgggt
gtttggcggt

cctgcgtctg
gcgccaagcec
tacttattat
caccctgtat
gcgttttcag
ggttagctca

acgtgccacc
tcagcagaaa
cggtgttccg
cagcctggaa
gacctttggt
ctcaggtggt
gacccagacc
tggtgttggt
ttgggatgat
taccagcaaa
ctattattgt
agttaccgtt

Pro Gly
15

Ser

Phe Ile Gly Arg
30

Ala Pro Arg Leu Leu
45

Pro Ala Arg Phe Ser

Page 38
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50

Gly ser Gly

65
Pro

Glu Asp

Gln Thr Phe

Gly Gly
115
Gly

Ser

Ser
130
Thr

Glu

Cys Phe

145
Trp

Ile Arg

Asp Trp Asp

Thr Ile Ser
195
Met Asp
210

Pro

Asn
Leu Leu
225

Ser Ser

143
741
DNA

<210>
<211>
<212>
<213> Homo

<400> 143

gatatcgtgc
ctgagctgcec
cccggacagg
gccagatttt
cccgaggact
cagggcacca
ggaggaagcg
aagcctaccc
ggcggcggag
atcgactggg
aaggacacca
gccacctatt
accctggtga

<210> 144
<211> 247
<212> PRT
<213> Homo

<400> 144
Asp Ile val
1

Glu Arg Ala
Ala
35

Gly

Tyr Leu

Ile Tyr

50
Gly Ser
65

Gly

Ser Gly
Ala
85

Gln

Phe

Gly
100
Gly Gly

Pro Ala

Ser Gly

Thr
70

Thr
Gly
Ser
l.eu

Phe

55
Asp Phe

Tyr Tyr

Thr Lys

Gly Gly
120
val Lys
135

Ser Leu

150

Pro
165
Asp

Gin

ASp
180
LYysS Asp

Pro val

val Phe

Pro
Lys
Thr
Asp

Asp

Gly Lys

ser Tyr

ser Lys
200
Thr Ala
215

ser Trp

230

Sapien

tgacacagag
gggccagcca
ctcccagact
ctggcagcgg
tcgccaccta
aggtggagat
9agggggcgy
agaccctgac
tgggctggat
acgacgacaa
gcaagaacca
attgcgcccyg
cagtgtccag

Sapien

Leu Thr
5

Thr Leu

20

Trp Tyr

Ala ser

Ser Gly

Gln
ser
Gln
Asn

Thr

ccctgecacc
gttcatcggc
gctgatctac
cagcggcacc
ctactgccag
caagggcgga
aagccaggtg
cctgacatgc
cagacagcct
gagctacagc
ggtggtgctc
gatgcatctg
C

Ser Pro

Cys Arg

GIn Lys
40
Arg Ala
55

Asp Phe

70

SEQLIST
60

Leu Thr
75
Gln

Thr

G1n
90
Glu

Cys

val Ile

105

Gly Gly Ser

Pro Thr Gln

Ser Asnh Arg

155

Ala Leu Glu

170

Ser Thr Ser

185
Asn

Gln val

Thr Tyr Tyr

GIn Gly

235

Gly

ctgtctctga
tcccgetacce
ggcgccagca
gacttcaccc
cagtactacg
ggcggatccg
caattgaaag
accttcagcg
cccggcaagg
accagcctga
accatgacca
cccctggtgt

Thr
10
Ser

Ala Leu

Ala GIn
25
Pro

Gly Gln

Thr Gly val
Thr

75

Thr Leu

Ile Ser Ser

Tyr Tyr Asp
Gly
110

Gln

Lyé Gly
val
125
Leu

Gln
Thr Thr
140
Gly

Gly Gly

Trp Leu Ala
Thr
190

Thr

Leu Lys

val Leu
205
Cys Ala Arg
220
Thr

Leu val

gccctggcga
tggcctggta
acagagctac
tgaccatcag
actaccccca
ggggtggcgg
agtccggcecc
gcttcagect
ccctggaatg
aaacccggct
acatggaccc
tcgatagcetg

Ser Leu Ser

Phe ITe Gly

30

Ala Pro Arg

Pro Ala Arg

Ile Ser Ser

pPage 39

Glu
80
Pro

Leu
Tyr

Gly Gly

Leu Lys

Leu Thr

val Gly
160
Trp Ile
175
Arg Leu

Met Thr

Met His

val
240

Thr

gagagccacc
tcagcagaag
cggcgtgecc
cagcctggaa
gaccttcggc
aagtggaggc
tgccctggtg
gagcaacaga
gctggectgg
gaccatctcc
cgtggacacc

gggccaggga

Pro
15
Ser

Gly
Arg
Leu Leu
Phe ser

Glu
80

Leu

60
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180
240
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Pro Glu Asp

GIn Thr Phe

Ser Gly Gly
115
val Gln
130

Leu

Glin
Thr Thr
145
Gly

Gly Gly

Trp Leu Ala
Thr
195

Thr

Leu Lys

val Leu
210
Ccys Ala
225 '
Thr

Arg

Leu Vval

<210> 145
<211> 726
<212> DNA
<213> Homo

<400> 145
caggttcaat
acatgtacct
cagcctccgg
tatagcacca
gttctgacca
catctgccgce
ggtggtggta
agtccggcaa
cagtttattg
ctgctgattt
ggtagtggca
tattattgcc
attaaa

<210> 146
<211> 242
<212> PRT
<213> Homo

<400> 146

GIn val Gln
1

Thr Leu Thr

Gly Gly Gly
35
Leu Ala
50

Lys

Trp

Leu Thr

65

val Leu Thr

Cys Ala Arg

Ala Th
85

Gln

Phe

Gly Gl

100
Gly

Gly Se

Leu Lys GI

Leu Thr Cy

15

val Gly Tr

165
Trp Ile As
180
Arg

Leu Th

Met Thr As
Le
23

Se

Met His

val
245

Thr

Sapien

tgaaagaaag
ttagcggttt
gtaaagcact
gcctgaaaac
tgaccaatat
tggtttttga
gcggtggtyg
ccctgagect
gtagccgtta
atggtgcaag
ccgattttac
agcagtatta

Sapien

Leu Lys GI
5

Leu Thr

20

val

Cy

Gly Tr

Trp Ile As
Th
70

As

Arg Leu

Thr
85
His

Met

Met Le

r Tyr Tyr

y Thr Lys

r Gly Gly
120
Ser Gly
135

Thr

u

s Phe

0
p

p

r

Ile Arg

Trp Asp

Ile Ser
200
Met Asp
215

Pro

n
u Leu
0

r Ser

cggtccggea
tagcctgagce
ggaatggctg
ccgtctgacc
ggatccggtt
tagctggggt
cggttcaggt
gagtccgggt
tctggcatgg
caatcgtgca
cctgaccatt
tgattatccg

u Ser Gly

s Thr Phe

Ile Arg
40

Asp

p
p

r

Trp

Ile Ser

n Met Asp

u Pro Leu

SEQLIST

Gln Gln
90
Glu

cys
val Ile
105
Gly

Gly Ser

Pro Ala Leu
Phe
155

Pro

Ser Gly

Gln Pro
170
Asp Asp Lys
185
Lys

Asp Thr

Pro val Asp

val Phe Asp

235

ctggttaaac
aatcgtggtg
gcatggattg
attagcaaag
gataccgcaa
cagggtacac
ggtggtggca
gaacgtgcca
tatcagcaga
accggtgttc
agtagcctgg
cagacctttg

Ala
10
Gly

Pro Leu

sSer Phe
25
Gln

Pro Pro

Asp Asp Lys
Thr
75

Asp

Lys Asp
val
90
Phe

Pro

val AsSp

Tyr Tyr Asp

Gly Gly
110
Gly

Lys
Gly Gly
125
val Lys
140

ser

Pro

Leu Ser

Gly Lys Ala
ser
190

Asn

ser Tyr

ser Lys
205
Thr Ala Thr
220
Ser

Trp Gly

cgacccagac
gtggtgttgg
attgggatga
ataccagcaa
cctattattg
tagttaccgt
gtgatatcgt
ccctgagcetg
aaccgggtca
cggcacgttt
aaccggaaga
gtcagggcac

val Lys Pro
Ser
30

Ala

Ser Leu

Gly Lys

45

Ser Tyr Ser

60

Ser Lys Asnh

Thr Ala Thr

Ser Trp Gly

Page 40

Tyr Pro

Gly Gly

Gly ser

Thr Gln

Asn Arg
160
Leu Glu
175
Thr Ser

Gln val

Tyr Tyr

GIn Gly
240

cctgaccctyg
ttggattcgt
tgataaaagc
aaatcaggtt
tgcacgtatg
tagcagcggt
tctgacccag
tcgtgcaagc
ggcaccgcgt
tagcggtagc
ttttgccacc
caaggtggaa

Thr GIn
15
Asn Arg

Leu Glu

Thr ser

val
80
Tyr

Gln
Tyr

GIn Gly

60
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val
115
Gly

Thr Leu
Gly
130
Ser

Ser
Leu Leu
145
GIn

Phe Ile

Gln Ala Pro
Ala
195

Ser

val Pro

Ile
210
Tyr

Thr

Gln
225
Ile

Tyr
LyS

147
741
DNA

<210>
<211>
<212>
<213> Homo

<400> 147

caggttcaat
acatgtacct
cagcctcegg
tatagcacca
gttctgacca
catctgccge
ggtggtggta
atcgttctga
agctgtcgtg
ggtcaggcac
cgttttagceg
gaagattttg
ggcaccaagg

<210> 148
<211> 247
<212> PRT
<213> Homo

<400> 148

Gln val Gln
1

Thr Leu Thr

Gly Gly Gly
35
Leu Ala
50

Lys

Trp
Leu Thr
65
val

Leu Thr

Cys Ala Arg
val

115

Thr Leu

100

Thr val Se

Gly Gly se
Gl
15

Ar

sSer Pro

Ser
165
Leu

Gly

Arg Le
180
Arg

Phe Se

Ser Leu GI1
Pr

23

Asp Tyr

Sapien

tgaaagaaag
ttagcggttt
gtaaagcact
gcctgaaaac
tgaccaatat
tggtttttga
gcggtggtgg
cccagagtcc
caagccagtt
cgcgtctgcet
gtagcggtag
ccacctatta
tggaaattaa

Sapien

Leu Lys GI
5

Leu Thr

20

val

Cy

Gly Tr

Trp Ile As
Th
70

As

Arg Leu
Thr
85
His

Met
Met Le
100
Thr

val se

r Ser Gly

120
r Asp Ile
135

Glu Arg

y
0

9

u

Tyr Leu

Ile Tyr
Ser
200
Glu

r Gly
Pro
215
Gin

u
o) Thr
0

cggtccggea
tagcctgagce
ggaatggcty
ccgtctgacc
ggatccggtt
tagctggggt
cggttcaggt
ggcaaccctg
tattggtagc
gatttatggt
tggcaccgat
ttgccagcag
a

u Ser Gly

s Thr Phe

Ile Arg
40

Asp

p
p

r

Trp

Ile Ser

n Met Asp

u Pro Leu

Gly
120

r Ser

SEQLIST

105
Gly Gly Gly

val Leu Thr

Thr Leu
155

Tyr

Ala

Ala Trp

170
Gly Ala Ser
185
Gly

Ser Gly

Asp Phe Ala
Gln

235

Phe Gly

ctggttaaac
aatcgtggtg
gcatggattg
attagcaaag
gataccgcaa
cagggtacac
ggtggtggca
agcctgagtc
cgttatctgg
gcaagcaatc
tttaccctga
tattatgatt

Ala Leu
10

Gly

Pro
Ser Phe
25
Gin

Pro Pro

Asp Asp Lys
Thr
75

Asp

Lys Asp

Pro val

val Phe
105
Gly

Asp

Gly Gly

110

Ser Gly Gly
125

Glnh Ser

140

sSer

Pro

Cys Arg

Gln GIn Lys
Ala
190

Phe

Asn Arg

Thr Asp
205
Thr Tyr
220

Gly

Tyr

Thr Lys

cgacccagac
gtggtgttgg
attgggatga
ataccagcaa
cctattattg
tagttaccgt
gtggcggtyg
cgggtgaacg
catggtatca
gtgcaaccgg
ccattagtag
atccgcagac

val Lys Pro

Ser Leu Ser

Gly Lys Ala

45
ser Tyr Ser
60
ser

Lys Asn

Thr Ala Thr
Gly
110

Gly

ser Trp

Ser Gly

125

Page 41

Gly Gly

Ala Thr

Ala Ser
160
Pro Gly
175
Thr Gly

Thr Leu

Cys Gln

Glu
240

val

cctgaccctyg
ttggattcgt
tgataaaagc
aaatcaggtt
tgcacgtatg
tagcagcggt
tggtagtgat
tgccaccctg
gcagaaaccg
tgttccggca
cctggaaccg
ctttggtcag

Thr GIn
15
Asn Arg

Leu Glu

Thr Ser

val
80
Tyr

Gin
Tyr
GIn Gly

Gly Gly

60
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741



Gly
130
Ser

Ser Gly

Gln Pro
145
Ser

Cys Arg

Gln GIn Lys
Ala
195

Phe

Asn Arg

Thr Asp
210
Thr Tyr
225

Gly

Tyr

Thr Lys

<210> 149
<211> 732
<212> DNA
<213> Homo

<400> 149
gatatcgaac
agctgtagceg
gcaccggttc
ggtagcaata
gcagattatt
aagcttaccg
caggttcaat
agctgtgcag
ccgggtaaag
gcagatagcg
ctgcagatga
gcaaccgcaa
accgttagca

<210> 150
<211> 244
<212> PRT
<213> Homo

<400> 150
Aip ITe Glu
Thr Ala Arg
Gln
35
Arg

Trp Tyr
Asn
50
Asn

Asn
Gly Thr
65

Ala

Asp Tyr

Gly Gly Gly
Ser
115

Leu

Gly Gly

Gly Gly
130
Gly

ser Phe

Gly Gly

Ala Thr
15
Ala Ser Gl1
165
Pro Gly GI
180
Thr Gly

Thr Leu Th
G1
23

Il

Cys GlIn

Glu
245

val

Sapien

tgacccagcc
gtgatagcct
tggttattta
gcggtaatac
attgccagag
ttctgggtyg
tggttgaaag
caagcggttt
gtctggaatg
tgaaaggtcg
atagcctgcg
ataatattcg
gc

Sapien

Leu Thr GI

5
Ile Ser
20

Gln

Cy

Lys Pr

Pro Ser Gl

Ala Thr Le

Tyr Cys Gl

85
Thr Lys
100

Gly

Le

Gly GI

val Gln Pr

Thr Phe Se

Leu

val

Ser Gly Gly

135
Ser Leu
0
n

Phe Ile

n Ala Pro
Ala
200

Ser

Pro

Ile
215
Tyr

r

n
0
e

Tyr

Lys

tccgagegtt
gcgtaataaa
taaaaataat
cgcaaccctyg
ctatgatggt
tggtggtagc
tggtggtggt
tacctttagc
ggttagcggt
ttttaccatt
tgcagaagat
ctataaattt

n Pro Pro

s Ser Gly
Gln
40

Pro

o Gly
Ile
55

Thr

y

u Ile

n Ser Tyr

u Thr val
Ser
120

Gly

y Gly

o Gly
135
Asp

r Tyr

SEQLIST

Gly Gly Ser

Pro Gly
155
Arg

Ser

ser
170
Leu

Gly
Arg Leu
185
Arg

Phe Ser

Ser Leu Glu

Pro
235

Asp Tyr

agcgttgcac
gtttattggt
cgtccgagcg
accattagcg
cagaaaagcc
ggtggtggtg
ctggttcagc
gattatgtga
attagctggt
agccgtgata
accgcagttt
atggatgtgt

val
10
Ser

Ser Ser

Asp Leu
25
Ala

Pro val

Glu Arg Phe
Thr
75

Gln

ser Gly
Gly
90
Gly

Asp

Leu Gly

105

Gln val Gln

Ser Leu Arg

val ITe Asn

Asp Ile val

140
Glu

Arg Ala

Tyr Leu Ala

Ile Gly
190
Gly

Tyr

Ser
205
Glu

Gly

Pro
220
Gln

AsSp

Thr Phe

cgggtcagac
atcagcagaa
gtattccgga
gcacccaggc
tggtttttgg
gctcaggtgg
ctggtggtag
ttaattgggt
caggtgttaa
atagcaaaaa
attattgtgc

ggggtcaggg

val Ala Pro

Ash Lys
30

Ile

Arg

val
45
Gly

Leu

Ser Ser

Gln Ala Glu

Lys Ser Leu
Ser
110

Glu

Gly Gly
val
125
Ser

Leu

Leu
140
Trp

Cys

val Arg

Page 42

Leu Thr

Thr Leu
160
Trp Tyr
175
Ala Ser

Ser Gly

Phe Ala

Gln
240

Gly

cgcacgtatt
accgggtcag
acgttttagc
agaagatgaa
tggtggcacc
tggcggttct
cctgcgtcetg
tcgccaggcea
tacccattat
taccctgtat
acgtctgggt
tacactagtt

Gly

val Tyr

Tyr Lys

Asn Ser
Glu
80
Phe

Asp
val
Gly Gly
Ser Gly
Ala Ala

Gln Ala

60

120
180
240
300
360
420
480
540
600
660
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145

Pro Gly Lys

Asn Thr His
Ser
195

Thr

Asp Asn

Glu Asp
210
Asn Ile
225

Thr

Arg

val ser

<210> 151
<211> 747
<212> DNA
<213> Homo

<400> 151
gatatcgaac
agctgtagcg
gcaccggttc
ggtagcaata
gcagattatt
aagcttaccg
ggtggcggtg
ggtagcctgc
tgggttcgcec
gttaataccc
aaaaataccc
tgtgcacgtc
cagggtacac

<210> 152
<211> 249
<212> PRT
<213> Homo

<400> 152
Asp Ile Glu
1

Thr Ala Arg

Gln
35
Arg

Trp Tyr

Asn
50
Asn

Asn
Gly Thr
65

Ala

Asp Tyr

Gly Gly Gly
Ser
115

Glu

Gly Gly

val
130
Ser

Leu

Leu
145
Trp

cys

val Arg

150

Gly Leu
165

Tyr Ala

180

Lys Asn

Ala val

Tyr Lys

Glu
Asp
Thr
Tyr
Phe

Trp val

ser val

Leu Tyr
200
Tyr Cys
215

Met Asp

230

Ser

Sapien

tgacccagcc
gtgatagcct
tggttattta
gcggtaatac
attgccagag
ttctgggtygg
gttcacaggt
gtctgagctg
aggcaccggg
attatgcaga
tgtatctgca
tgggtgcaac
tagttaccgt

Sapien

Thr
5
Ser

Leu

ITe
20
Gln Lys

Pro Ser

Ala Thr

Tyr Cys
85

Thr Lys
100
Gly Gly

Ser Gly

Ala Ala

Gln
Cys
Pro
Gly
Leu
Gln
Leu
Gly
Gly

Ser

tccgagegtt
gcgtaataaa
taaaaataat
cgcaaccctg
ctatgatggt
tggtggtagc
tcaattggtt
tgcagcaagc
taaaggtctg
tagcgtgaaa
gatgaatagc
cgcaaataat
tagcagc

Pro Pro

Ser Gly
Gln
40
Pro

Gly

Ile
55
Thr Ile

Ser Tyr

Thr val

Ser
120
Leu

Gly

Gly
135

Gly pPhe

150

Ala
165

Gln

Pro

Gly Lys

SEQLIST

155

Ser Gly Ile

170
Gly

Lys Arg

185
Leu

Gln Met

Ala Arg Leu

val Gly

235

Trp

agcgttgcac
gtttattggt
cgtccgagceg
accattagcg
cagaaaagcc
ggtggtggty
gaaagtggtg
ggttttacct
gaatgggtta
ggtcgtttta
ctgcgtgcag
attcgctata

val Sser
10

Ser

Ser
Asp Leu
25

Ala

Pro val

Glu Arg Phe
Thr
75

Gln

Ser Gly
Gly
90
Gly

Asp
Leu Gly
105
Gly

Gly Gly

val GIn Pro

Phe Ser
155

Glu

Thr

Leu
170

Gly

Ser Trp Ser
Ile
190

Leu

Phe Thr

Ser
205
Ala

Asn
Gly Thr
220
Gln

Gly Thr

cgggtcagac
atcagcagaa
gtattccgga
gcacccaggc
tggtttttgg
gctcaggtgg
gtggtctggt
ttagcgatta
gcggtattag
ccattagccg
aagataccgc
aatttatgga

val Ala Pro

Asn Lys
30
Ile

Arg

Leu val

Ser Gly Ser

Gln Ala Glu

Lys Ser Leu

Gly Gly ser
- 110
Ser Gln
125

Gly

Gly

Gly
140
Asp

Ser

Tyr val

Trp val Ser

Page 43

160
Gly val
175
Ser Arg

Arg Ala

ATa Asn

val
240

Leu

cgcacgtatt
accgggtcag
acgttttagc
agaagatgaa
tggtggcacc
tggcggttct
tcagcctggt
tgtgattaat
ctggtcaggt
tgataatagc
agtttattat

tgtgtggggt

Gly Gln

val Tyr

Tyr Lys

Asn Ser

Asp Glu

val Phe
95
Gly Gly

val GlIn

Leu Arg

Ile Asn
160
Gly Ile
175

60

120
180
240
300
360
420
480
540
600
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720
747



Ser Trp Ser
Ile
195

Leu

Phe Thr

Ser
210
Ala

Asn
Gly Thr
225
GlIn

Gly Thr

<210> 153
<211> 732
<212> DNA
<213> Homo

<400> 153

caggttcaat
agctgtgcag
ccgggtaaag
gcagatagcg
ctgcagatga
gcaaccgcaa
accgttagca
atcgaactga
tgtagcggtg
ccggttctgg
agcaatagcg
gattattatt
cttaccgttc

<210> 154
<211> 244
<212> PRT
<213> Homo

<400> 154

GIn val Gln
1

Ser Leu Arg

val ITe Asn
35

Ser Gly Ile
50

Lys Gly

65

Leu

Arg

Gln Met

Ala Arg Leu

val Gly
115
Gly

Trp

Gly
130
Pro

Ser

Gln
145
Cys

Pro

ser Gly

Pro Gly Gln

Gly Ile Pro

Gly val As
180
Ser Arg As

Arg Ala GI

Ala Asn As
23

val Th

245

Leu

Sapien

tggttgaaag
caagcggttt
gtctggaatg
tgaaaggtcg
atagcctgceg
ataatattcg
gtggtggtgg
cccagcectcc
atagtctgcg
ttatttataa
gtaataccgc
gtcagagcta
tg

Sapien

val GI1
5

Ser

Leu

Leu
20
Trp

Cy

val Ar

Ser Trp Se
I
70

Le

Phe Thr
Ser
85

Ala

Asn
Gly Th
100
Gln

Gly Th

Gly Gly Se

val se
15
Le

ser

ser
165
Pro

Asp

Ala
180
Glu

va

Arg Ph

n Thr His
Ser
200

Thr

p Asn

u Asp
215
n Ile
0

r

Arg

val Ser

cggtggtggt
tacctttagc
ggttagcggt
ttttaccatt
tgcagaagat
ctataaattt
tggtagcggt
gagcgttagc
taataaagtt
aaataatcgt
aaccctgacc
tgatggtcag

u Ser Gly

s Ala Ala
Ala
40

val

g Gln

r Gly
55
Ser

e Arg

u Arg Ala

r Ala Asn
val
120

Gly

r Leu
Gly
135
val

r

r Ala

0
u

]

Arg Asn

Leu val

e Ser Gly

SEQLIST

185
Lys Asn Thr

Ala val Tyr

Tyr Lys Phe
235
Ser

ctggttcagc
gattatgtga
attagctggt
agccgtgata
accgcagttt
atggatgtgt
ggtggcggat
gttgcaccgg
tattggtatc
ccgagcggta
attagcggca
aaaagcctgg

Gly Gly Leu

Ser Gly Phe

25
Pro

Gly Lys

Asn Thr His
Ser
75

Thr

Asp Ash

Glu Asp

Asn Ile
105
Thr

Arg

val ser

Gly Gly Sser
Gln
155

Tyr

Pro Gly

val
170
Tyr

Lys

Ile
185
Ser

Lys

Asn Ser

Leu Tyr Leu
205

Tyr Cys Ala
220

Met Asp val

ctggtggtag
ttaattgggt
caggtgttaa
atagcaaaaa
attattgtgc
ggggtcaggg
ctggtggcgg
gtcagaccgc
agcagaaacc
ttccggaacg
cccaggcaga
tttttggtgg

val GIn Pro

Thr Phe Ser

Leu Glu
45

Ala

Gly
Tyr Asp
60
Lys

Asnh Thr

Ala val Tyr
Phe
110

Gly

Tyr Lys

Ser Gly

125

Asp Ile Glu

140

Thr Ala Arg

Trp Tyr Gln

Asn Asn Arg

190
Thr

Gly Asn

Page 44

Tyr Ala Asp Ser val Lys Gly Arg
190

GIln Met
Arg Leu

Trp Gly
240

cctgcgtctg
tcgtcaggca
tacccattat
taccctgtat
acgtctgggt
tacactagtt
tggcagtgat
acgtattagc
gggtcaggct
ttttagcggt
agatgaagcc
tggcaccaag

Gly
15
Asp

Gly
Tyr

Trp val

Ser val

Leu Tyr
80
Tyr Cys
95
Met Asp

Gly Gly

Leu Thr

Ile ser
160
Gln Lys
175
Pro Ser

Ala Thr

60

120
180
240
300
360
420
480
540
600
660
720
732



195

200

SEQLIST

205

Leu Thr Ile Ser Gly Thr GIn Ala Glu Asp Glu A;S Asp Tyr Tyr Cys
2

210

215

cggtggtggt
tacctttagc
ggttagcggt
ttttaccatt
tgcagaagat
ctataaattt
tggtagcggt
actgacccag
cggtgatagt
tctggttatt
tagcggtaat
ttattgtcag
cgttctyg

u Ser Gly

s Ala Ala

Gln Ala

9

r Gly val

55
Ser

e Arg

u Arg Ala

r Ala Asn
val
120

Gly

r Leu

Gly
135
Pro

r

n Pro

0

s Ser Gly

o Gly GIn

ITe Pro
200
Ile

y

u Thr

225 230
teu Thr val Leu
<210> 155
<211> 747
<212> DNA
<213> Homo Sapien
<400> 155
caggttcaat tggttgaaag
agctgtgcag caagcggttt
ccgggtaaag gtctggaatg
gcagatagcg tgaaaggtcg
ctgcagatga atagcctgcg
gcaaccgcaa ataatattcg
accgttagca gtggtggtgg
ggtggtggca gtgatatcga
accgcacgta ttagctgtag
aaaccgggtc aggctccggt
gaacgtttta gcggtagcaa
gcagaagatg aagccgatta
ggtggtggca ccaagcttac
<210> 156
<211> 249
<212> PRT
<213> Homo Sapien
<400> 156
Gin val G1n Leu val GI
1 5
Ser Leu Arg L8u Ser Cy
2
val ITe ésn Trp val Ar
5
Ser ggy Ile Ser Trp Se
Lys Gly Arg Phe Thr Il
65 70
Leu GIn Met Asn ger Le
5
Ala Arg Leu Gly Ala Th
100
val Trp Gly GIn Gly Th
115
ser Gly Gly Gly Gly Se
130
Asp Ile Glu Leu Thr GI
145 15
Thr Ala Arg Ile Ser Cy
165
Trp Tyr GIn Gin Lys Pr
180
Asn Asn Arg Pro Ser Gl
195
Gly Asn Thr Ala Thr Le
210

215

ctggttcagc
gattatgtga
attagctggt
agccgtgata
accgcagttt
atggatgtgt
ggtggcggat
cctccgagceg
ctgcgtaata
tataaaaata
accgcaaccc
agctatgatg

Gly Gly Leu

Ser Gly Phe
25

Pro Gly Lys

Asn Thr His
Ser
75

Thr

Asp Asn

Glu Asp
90
Asn Ile
105
Thr

Arg

val Ser

Gly Gly Ser

val Ser
155

Leu

Ser

Ser
170
Pro

Asp

Ala val

185

Glu Arg Phe

Ser Gly Thr

ctggtggtag
ttaattgggt
caggtgttaa
atagcaaaaa
attattgtgc
ggggtcaggg
ctggtggcgg
ttagcgttgce
aagtttattg
atcgtccgag
tgaccattag
gtcagaaaag

val Gln Pro

Thr Phe Ser
30
Leu Glu
45

Ala

Gly
Tyr Asp
60
Lys

Asn Thr

Ala val Tyr
Phe
110

Gly

Tyr Lys
Gly
125
Gly

Ser
Gly Gly
140
val

Ala Pro

Arg Asn Lys
Ile
190

Ser

Leu val
Gly
205
Ala

Ser

GIn Glu

220

Page 45

Gln ser Tyr Asp Gly GlIn Lys Ser Leu val Phe Gly Gly Gly Thr Lys
235 240

cctgecgtctyg
tcgtcaggea
tacccattat
taccctgtat
acgtctgggt
tacactagtt
tggttcaggt
accgggtcag
gtatcagcag
cggtattccg
cggcacccag
cctggttttt

Gly
15
Asp

Gly
Tyr

Trp val

Sser val

Leu Tyr
80
Tyr Cys

Met Asp

Gly Gly

Gly ser

Gln
160
Tyr

Gly

val
175
Tyr Lys

Asn Ser

Asp Glu

60
120
180
240
300
360
420
480
540
600
660
720
747



225

SEQLIST

Gly Gly Gly Thr Lys Leu Thr val Leu
245

157
723
DNA

<210>
<211>
<212>
<213> Homo

<400> 157
gatatcgaac
agctgtagcg
caggcaccgg
tttagcggta
gatgaagcag
ggcaccaagc
ggttcacagg
cgtctgagct
caggcaccgg
tatgccgata
tatctgcaga
gattatatta
agc

<210> 158
<211> 241
<212> PRT
<213> Homo

<400> 158
Aip Ile Glu

Thr Ala Arg

His Trp Tyr
35

Gly Asp Ser

50

Asn Ser Gly

65
Asp

Glu Ala

val phe Gly

Gly Gly Gly
115
Gly Gly
130

Ala

Ser

Ala
145
Gln

Ser

Ala Pro

Gly His Thr
Asn
195

Asp

Arg Asp
Glu
210
Gly

Ala

Tyr Ala
225
Ser

Sapien

tgacccagcc
gtgataatat
ttctggttat
gcaatagcgg
attattattg
ttaccgttct
ttcaattggt
gtgcagcaag
gtaaaggtct
gcgttaaagg
tgaatagcct
aatatggtgc

Sapien

Thr
5
Ser

Leu

Ile
20
Gin GlIn

Asn Arg

Asn Thr

Asp Tyr
85

Gly Gly
100
Gly Sser

Gly Leu

Gly Phe

Gln
Cys
Lys
Pro
Ala
70

Tyr
Thr
Gly
val

Thr

tccgagegtt
tggcagcaaa
ttatggtgat
taataccgca
tacccgtacc
gggtggtggt
tgaaagtggt
cggttttacc
ggaatgggtt
tcgttttacc
gcgtgcagaa
ctttgatccg

Pro Pro

Ser Gly

Pro Gly
40
ser Gly
55
Thr Leu

Cys Thr

Lys Leu

Gly Gly
120
Gln Pro
135

Phe Ser

150

Gly Lys
165
Tyr Tyr
180
ser Lys

Thr Ala

Phe Asp

Gly
Ala
Asn
val

Pro

Leu Glu

Asp Ser

Thr Leu
200
Tyr Tyr
215

Trp Gly

230

agcgttgceac
tatgtgcatt
agcaatcgtc
accctgacca
agcaccccga
ggtagcggtg
ggtggtctgg
tttagcgtta
agcgttattg
attagccgtg
gataccgcag
tggggtcagg

val
10
Asn

Ser Ser

Asp Ile

25
Gln

Ala Pro

Ile Pro Glu

ITle Ser
75

Ser

Thr

Arg Thr

Thr val Leu

105
Gly

ser Gln

Gly Gly Ser
Gly
155

ser

val Asn

val
170
Lys

Trp
val Gly
185
Tyr

teu Gln

Cys Ala Arg
Thr

235

Gln Gly

Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Gly §1n Lys Ser Leu val Phe
230 35

cgggtcagac
ggtatcagca
cgagcggtat
ttagcggcac
ttagcggtgt
gtggtggctc
ttcagcctygg
atggtatgca
atggtatggg
ataatagcaa
tttattattg
gtacactagt

val Ala Pro

Gly Ser Lys

val Leu val

45

Arg Phe ser

60
Gly

Thr Gln

Thr Pro Ile

Gly Gly
110
Leu

Gly

Gln
125
Arg

val
Leu Leu
140
Met

His Trp

val 1ITe Asp
Thr
190

Ser

Arg Phe

Met Asn

205
Asp

Tyr Tyr

220
Leu

val Thr

Page 46

240

cgcacgtatt
gaaaccgggt
tccggaacgt
ccaggcagaa
ttttggtggt
aggtggtggt
tggtagcctg
ttgggttcgc
ccatacctat
aaataccctg
cgcacgctat
taccgttagc

Gly Gln
15
Tyr val

Ile Tyr

Gly ser

Ala Glu

Ser Gly

Gly Ser

val Glu

ser Cys

val Arg
160
Gly Met
175
Ile Ser

Leu Arg

Ile Lys

Ser
240

val

60

120
180
240
300
360
420
480
540
600
660
720
723



159
738
DNA

<210>
<211>
<212>
<213> Homo

<400> 159
gatatcgaac
agctgtagcg
caggcaccgg
tttagcggta
gatgaagcag
ggcaccaagc
ggttctggtg
cctggtggta
atgcattggg
atgggccata
agcaaaaata
tattgcgcac
ctagttaccg

<210> 160
<211> 246
<212> PRT
<213> Homo

<400> 160
Asp Ile Glu
1

Thr Ala Arg

His Trp Tyr
35

Gly Asp Ser

50

Asn Ser Gly

65
ASp

Glu Ala

val Phe Gly

Gly Gly
115
Leu

Gly

Gln
130
Arg

val
Leu Leu
145
Met

His Trp

val Ile Asp
Thr
195

ser

Arg Phe

Met Ash
210
Tyr Asp
225
Leu

Tyr

val Thr

Sapien

tgacccagcc
gtgataatat
ttctggttat
gcaatagcgg
attattattg
ttaccgttct
gcggtggttc
gcctgegtcet
ttcgccagge
cctattatgc
ccctgtatct
gctatgatta
ttagcagc

Sapien

Leu Thr GI

5
Ile Ser
20

Gln

Cy

Gln Ly

Asn Arg Pr

Al
70
Ty

Th

Asn Thr

Asp Tyr
85

Gly Gly
100
Gly

Ser GI1

val Glu Se
Al
15

G1

ser Cys

val Arg

165
Met

Gly Gl

180
Ile

Ser Ar

Leu Arg Al

Ile Ty
23
Se

Lys

val ser

245

tccgagegtt
tggcagcaaa
ttatggtgat
taataccgca
tacccgtacc
gggtggtggt
acaggttcaa
gagctgtgca
accgggtaaa
cgatagcgtt
gcagatgaat
tattaaatat

n Pro Pro

s Ser Gly

s Pro Gly

o Ser Gly

a Thr Leu

r cys Thr

r Lys Leu

Gly Gly
120
Gly

Yy
r Gly
135
a Ala Ser
0
n

Ala Pro

y His Thr
g

a

Asn
200
Asp

Asp

Glu
215
r Gly Ala
0

r

SEQLIST

agcgttgcac
tatgtgcatt
agcaatcgtc
accctgacca
agcaccccga
ggtagcggtyg
ttggttgaaa
gcaagcggtt
ggtctggaat
aaaggtcgtt
agcctgegtg
ggtgcctttg

val
10
Asn

ser ser

Asp Ile

Gln Ala Pro

Pro Glu

ITe ser
75

Ser

Thr

Thr
90
val

Arg
Thr Leu
105
Gly

Ser Gly

Gly Leu val
Thr
155

Gly

Gly Phe

Gly Lys

170
TYyr

Tyr Ala

185

Ser Lys Asn

Thr Ala val

Phe Pro

235

Asp

cgggtcagac
ggtatcagca
cgagcggtat
ttagcggceac
ttagcggtgt
gtggtggctc
gtggtggtgg
ttacctttag
gggttagegt
ttaccattag
cagaagatac
atccgtgggg

val Ala Pro

Gly Ser Lys

val Leu val

45

Arg Phe Ser

Gly Thr Gln

Thr Pro Ile

Gly Gly
110
Gly

Gly

Gly
125
Pro

Gly

Gln
140
Phe

Gly

Ser val

Leu Glu Trp
val
190

Tyr

Asp ser

Thr Leu

205
Tyr

Tyr Cys

220
Trp

Gly GIn

Page 47

cgcacgtatt
gaaaccgggt
tccggaacgt
ccaggcagaa
ttttggtggt
aggtggtggc
tctggttcag
cgttaatggt
tattgatggt
ccgtgataat
cgcagtttat
tcagggtaca

Gly GIn
15
Tyr val

Ile Tyr

Gly Ser
Glu
80
Gly

Ala

Ser
95
Gly Ser

Ser Gln

Gly Ser

Asn Gly
160
val Ser
175
Lys Gly

Leu Gln

Ala Arg

Thr
240

Gly

60
120
180
240
300
360
420
480
540
600
660
720
738



161
723
DNA

<210>
<211>
<212>
<213> Homo

<400> 161
caggttcaat
agctgtgcag
ccgggtaaag
gatagcgtta
cagatgaata
attaaatatg
ggtggtggta
cctccgageg
attggcagca
atttatggtg
ggtaataccg
tgcacccgta
ctg

<210> 162
<211> 241
<212> PRT
<213> Homo

<400> 162

Gln val Gln
1

Ser Leu Arg

His
35

Ile

Gly Met

val
50
Arg

ser
Gly Phe
65
Gln

Met Asn

Arg Tyr Asp
val
115

Gly

Thr Leu
Gly
130
val

Ser
Ser Ala
145
Ile

Gly ser

Pro val Leu
Phe
195

Thr

Glu Arg
Gly
210
Thr

ser

Ser Pro
225

Leu

<210> 163
<211> 738
<212> DNA

Sapien

tggttgaaag
caagcggttt
gtctggaatg
aaggtcgttt
gcctgegtge
gtgcctttga
gcggtggtgg
ttagcgttgce
aatatgtgca
atagcaatcg
caaccctgac
ccagcacccc

Sapien

Leu val

5
Leu Ser
20
Trp val

Asp Gly

Thr Ile

Leu
85
Ile

ser

Tyr
100
Thr val

Gly Gly

Pro Gly

Glu
Cys
Arg
Met
Ser
70

Arg
Lys
ser

Ser

Gln

cggtggtggt
tacctttagc
ggttagcgtt
taccattagc
agaagatacc
tccgtggggt
cggatctggt
accgggtcag
ttggtatcag
tccgageggt
cattagcggc
gattagcggt

Ser Gly

Ala Ala

Ala
40
His

Gln

Gly
55
Arg Asp

Ala Glu

Tyr Gly

ser Gly
120
Asp Ile
135

Thr Ala

150

Lys Tyr
165
val Ile
180
Ser Gly

Gln Ala

Ser

val
Tyr
Ser
Glu
Gly

His Trp

Gly Asp

Ser
200
Glu

Asn

Asp
215

val Phe

230

SEQLIST

ctggttcagc
gttaatggta
attgatggta
cgtgataata
gcagtttatt
cagggtacac
ggcggtggtt
accgcacgta
cagaaaccgg
attccggaac
acccaggcag
gtttttggtg

Gly Gly Leu

10
Gly

Ser Phe

25

Pro Gly Lys

Thr Tyr Tyr

Ash Ser Lys
75
Thr Ala
90

Phe

Asp

Ala
105
Gly

Asp

Gly Gly

Glu Leu Thr

ITe Ser
155

Gln

Arg

Gln
170
AsSn

Tyr

Ser
185
Gly

Arg

Asn Thr

Ala Asp Tyr
Gly
235

Gly Gly

ctggtggtag
tgcattgggt
tgggccatac
gcaaaaatac
attgtgcccg
tagttaccgt
cagatatcga
ttagctgtag
gtcaggctcc
gttttagcgg
aagatgaagc
gtggcaccaa

val Gln Pro

Thr Phe Ser

Leu Glu
45

ASp

Gly
Ala Ser
60
Asn

Thr Leu

val Tyr Tyr
Gly
110

Gly

Pro Trp

Sser Gly
125
Gln Pro Pro
140
Ccys

Ser Gly

Lys Pro Gly
Gly
190

Leu

Pro Ser

Thr
205
cys

Ala

Tyr Thr

220
Thr

Lys Leu

Page 48

cctgcgtctg
tcgtcaggea
ctattatgcc
cctgtatctg
ttatgattat
tagcagtggt
actgacccag
cggtgataat
ggttctggtt
tagcaatagc
cgattattat
gcttaccgtt

Gly Gly

val Asn

Trp val

val Lys

Tyr Leu

Cys Ala
95
Gln Gly

Gly Gly

Ser val

Asn
160
Ala

Asp

Gln
175
ITe Pro

Thr ITe

Arg Thr

val
240

Thr

60
120
180
240
300
360
420
480
540
600
660
720
723



<213> Homo

<400> 163

caggttcaat
agctgtgcag
ccgggtaaag
gatagcgtta
cagatgaata
attaaatatg
ggtggtggta
atcgaactga
tgtagcggty
gctccggttc
agcggtagca
gaagccgatt
accaagctta

164
246
PRT
Homo

164
Gln

<210>
<211>
<212>
<213>

<400>

Gln val
1

Ser Leu Arg

His
35
Ile

Gly Met

val
50
Arg

Ser
Gly Phe
65
Gln

Met Asnh

Arg Tyr Asp
val
115

Gly

Thr Leu

Ser Gly
130
Pro

Gln Pro

145
Cys

Ser Gly

Lys Pro Gly
Gly
195

Leu

Pro Ser

Thr
210
cys

Ala
Tyr Thr
225
Thr

Lys Leu

165
2121
DNA
Homo

165

<210>
<211>
<212>
<213>

<400>

Sapien

tggttgaaag
caagcggttt
gtctggaatg
aaggtcgttt
gcctgegtgce
gtgcctttga
gcggtggtgg
cccagcctcc
ataatattgg
tggttattta
atagcggtaa
attattgcac
ccgttctg

Sapien

Leu val GI
5

Leu Ser
20

Trp

Cy

val Ar

Asp Gly Me

Ile Se
70
Ar

Thr

Leu
85
Ile

ser
Ly
Se

Tyr
100
Thr val

Gly Gly Se
Se
15

Il

ser val
Asn
165
Ala

Asp
Gln Pr
180
Ile

Pro GI1

Thr ITe Se

Thr Se
23

Le

Arg

val
245

Thr

Sapien

cggtggtggt
tacctttage
ggttagcgtt
taccattagc
agaagatacc
tccgtggggt
cggatctggt
gagcgttagc
cagcaaatat
tggtgatagc
taccgcaacc
ccgtaccagce

u Ser Gly

s Ala Ala
Ala
40

His

g Gln

t Gly
55
Arg

r Asp

Ala Glu

g

s Tyr Gly

Ser Gly
120
Gly

r

r Gly
135
val

r Ala

0
e

Gly Ser

o val Leu
Phe
200

Thr

u Arg

r Gly
215
r Thr Pro
0

u

SEQLIST

ctggttcagce
gttaatggta
attgatggta
cgtgataata
gcagtttatt
cagggtacac
ggcggtggtt
gttgcaccgg
gtgcattggt
aatcgtccga
ctgaccatta
accccgatta

Gly Gly Leu

ser Phe
25
Pro

Gly

Gly Lys

Thr Tyr Tyr

Asn Ser Lys
75
Thr Ala
90

Phe

Asp

Ala
105
Gly

Asp

Gly Gly

Gly Gly Ser
Gln
155

val

Pro Gly
Tyr
170
Ile

Lys

val
185
Ser

Tyr

Gly ser

Gln Ala Glu
Gly

235

Ile Ser

ctggtggtag
tgcattgggt
tgggccatac
gcaaaaatac
attgtgcccg
tagttaccgt
caggtggtgg
gtcagaccgc
atcagcagaa
gcggtattcc
gcggcaccca
gcggtgtttt

val GIn Pro

Phe Ser
30

Glu

Thr

Leu
45
Asp

Gly
Ala ser
60
Asn

Thr Leu

val Tyr Tyr
Gly
110

Gly

Pro Trp

ser Gly
125
Asp Ile Glu
140
Thr

Ala Arg

His Trp Tyr
Ser
190

Gly

Gly Asp
ser
205
Glu

Asn

Asp Ala

220
val

Phe Gly

Page 49

cctgegtctg
tcgtcaggca
ctattatgcc
cctgtatctg
ttatgattat
tagcagtggt
tggcagtgat
acgtattagc
accgggtcag
ggaacgtttt
ggcagaagat
tggtggtgge

Gly Gly

val Asn

Trp val

val Lys

Tyr Leu

Cys Ala

GIn Gly

Gly Gly

Leu Thr

ITe ser
160
Gln Gln
175
Asn Arg

Asn Thr

Asp Tyr

Gly Gly

240

60

120
180
240
300
360
420
480
540
600
660
720
738
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val
Phe
val
val
Lys
225
Ala
Thr
val
val
Ser
305
l.eu
Ala
Pro
Gln
Ala
385
Thr
Leu
Ser
Ser
Thr
465
Leu
Tyr
Ser
Gly
Ala
545
Gln
Gly
Lys
Thr
Gly
625
Ile

Leu

Thr
Pro
Thr
Asn
210
Ser
Ala
Leu
Ser
Glu
290
Thr
Asn
Pro
Gln
val
370
val
Pro
Thr
val
Leu
450
Gln
Ser
Gln
Asn
Thr
530
Thr
Gly
Ser
Glu
Cys
610
Trp
Asp

Thr

val
Ala
val
195
His
Cys
Gly
Met
His
275
val
Tyr
Gly
Ile
val
355
Ser
Glu
Pro
val
Met
435
ser
Ser
Cys
GIn
Arg
515
Asp
Tyr
Thr
Gly
Ser
595
Thr
Ile
Trp

Ile

ser
val
180
Pro
Lys
Asp
Gly
Ile

260
Glu

Arg
Lys
Glu
340
Tyr
Leu
Trp
val
Asp
420
His
Pro
Pro
Arg
Lys
500
Ala
Phe
Tyr
Lys
Gly
580
Gly
Phe
Arg
Asp

ser

Trp
165
L.eu
Ser
Pro
Lys
Pro
245
Ser
Asp
AsSn
val
Glu
325
Lys
Thr
Thr
Glu
Leu
405
Lys
Glu
Gly
Ala
Ala
485
Pro
Thr
Thr
Ccys
val
565
Gly
Pro
Ser
G1n
AsSp

645
Lys

Asn
Gln
Ser
Ser
Thr
230
Ser
Arg
Pro
Ala
val
310
Tyr
Thr
Leu
Cys
ser
390
Asp
Ser
Ala
Lys
Thr
470
Ser
Gly
Gly
Leu
Gln
550
Glu
Gly
Ala
Gly
Pro
630
ASp

Asp

Ser
Ser
Ser
Asn
215
His
val
Thr
Glu
Lys
295
Ser
Lys
Ile
Pro
Leu
375
Asn
ser
Arg
Leu
Gly
455
Leu
Gln
Gln
val
Thr
535
Gln
Ile
ser
Leu
Phe
615
Pro
Lys

Thr

Gly
Ser
lLeu
200
Thr
Thr
Phe
Pro
val
280
Thr
val
Cys
Ser
Pro
360
val
Gly
Asp
Trp
His
440
Gly
Ser
Phe
Ala
Pro
520
Ile
TYyr
Lys
Gly
val
600
Ser
Gly
Ser

ser

Ala
Gly
185
Gly
Lys
Cys
Leu
Glu
265
Lys
Lys
Leu
Lys
Lys
345
Ser
Lys
Gln
Gly
Gln
425
Asn
Ser
Leu
Ile
Pro
505
Ala
Ser
Tyr
Gly
Gly
585
Lys
Leu
Lys
Tyr

Lys

SEQLIST

Leu
170
Leu
Thr
val
Pro
Phe
250
val
Phe
Pro
Thr
val
330
Ala
Arg
Gly
Pro
ser
410
Gln
His
Gly
Ser
Gly
490
Arg
Arg
Ser
Asp
Gly
570
Gly
Pro
Ser
Ala
Ser

650
Asn

Thr
Tyr
Gin
Asp
Pro
235
Pro
Thr
Asn
Arg
val
315
sSer
Lys
Glu
Phe
Glu
395
Phe
Gly
Tyr
Gly
Pro
475
Ser
Leu
Phe
Leu
Tyr
555
Gly
Gly
Thr
Asn
Leu
635
Thr

Gln

Ser
ser
Thr
Lys
220
cys
Pro
cys
Trp
Glu
300
Leu
Asn
Gly
Glu
Tyr
380
Ash
Phe
Ash
Thr
ser
460
Gly
Arg
Leu
Ser
Glu
540
Pro
Gly
Ser
Gln
Arg
620
Glu
Ser

vai

Page 51

Gly
Leu
Tyr
205
Arg
Pro
Lys
val
Tyr
285
Glu
His
Lys
Gln
Met
365
Pro
AsSn
Leu
val
Gln
445
ASp
Glu
Tyr
Ile
Gly
525
Pro
Gln
Ser
Gln
Thr
605
Gly
Trp
Leu

val

val
Ser
190
Ile
val
Ala
Pro
val
270
val
Gln
Gln
Ala
Pro
350
Thr
Ser
Tyr
Tyr
Phe
430
Lys
Ile
Arg
Leu
Tyr
510
Ser
Glu
Thr
Gly
val
590
Leu
Gly
Leu
Lys

Leu

His
175
Ser
cys
Glu
Pro
Lys
255
val
Asp
Tyr
Asp
Leu
335
Arg
Lys
Asp
Lys
Ser
415
Ser
ser
val
Ala
Ala
495
Gly
Gly
Asp
Phe
Gly
575
Gln
Thr
Gly
Ala
Thr

655
Thr

Thr
val
Asnh
Pro
Glu
240
Asp
ASp
Gly
Ash
Trp
320
Pro
Glu
Asn
ITe
Thr
400
Lys
Ccys
Leu
Leu
Thr
480
Trp
Ala
Ser
Phe
Gly
560
Gly
Leu
Leu
val
Trp
640
Arg

Met



660

SEQLIST

665

670

Thr Asn Met Asp Pro Val Asp Thr Ala Thr Tyr Tyr %gg Ala Arg Met
680

675

His Leu Pro Leu val Phe Asp Ser Trp Gly Gln Gly Thr Leu val Thr

690
val Sser Ser
705

<210> 167
<211> 105
<212> PRT
<213> Homo

<400> 167
Asp Ile Glu
1
Thr Ala Arg
Gln
35

Arg

Trp Tyr

Asn
50
Asn

Asn
Gly Thr
65

Ala

Asp Tyr

Gly Gly Gly

<210> 168
<211> 315
<212> DNA
<213> Homo

<400> 168

gacatcgagc
agctgcagcg
gctccecgtgce
ggcagcaaca
gccgactact
aagcttaccg

<210> 169
<211> 633
<212> DNA
<213> Homo

<400> 169
gacatcgagc
agctgcagceg
gctcccgtgce
ggcagcaaca
gccgactact
aagcttaccg
agcgaggaac
ggcgccgtga
accaccccca
cccgagcagt
gtggagaaaa

<210> 170

Sapien

Thr G1
5

ser

Leu

Ile
20
Gln

Cy

Lys Pr

Pro Ser G]

Ala Thr Le

70

Tyr Cys Gl
85

Thr Lys

100

Le

Sapien

tgacccagcec
gcgacagcct
tggtgatcta
gcggcaatac
actgccagag
tgctg

Sapien

tgacccagcc
gcgacagcct
tggtgatcta
gcggcaatac
actgccagag
tgctgggcca
tgcaggccaa
ccgtggectg
gcaagcagag
ggaagagcca
ccgtggeeccc

695

n Pro Pro

s Ser Gly
Gln
40
Pro

o Gly
y Ile

u Thr Ile

n ser Tyr

u Thr val

cccttectgtg
gcggaacaag
caagaacaac
cgccaccctg
ctacgacggc

cccttectygtyg
gcggaacaag
caagaacaac
cgccacccty
ctacgacggc
gcccaaagcc
caaggccacc
gaaggccgac
caacaacaag
cagaagctac
caccgagtgc

val
10
Ser

Ser Ser

Asp Leu

25

Ala Pro val

Glu Arg Phe

Ser Gly Thr

Gly Gln

90

Asp

Leu
105

tctgtggecc
gtgtactggt
cggcccagceg
accatcagcg
cagaaaagcc

tctgtggccc
gtgtactggt
cggcccagcg
accatcagcg
cagaaaagcc
gcccctageg
ctggtctgec
agcagccccg
tacgccgcca
agctgccagg
agc

700

val Ala Pro

Arg Asn Lys

val Ile
45
Gly

Leu
Ser Ser
60
Gin

Ala Glu

Lys Ser Leu

ctggccagac
atcagcagaa
gcatccctga
gcacccaggc

tggtgttecgg

ctggccagac
atcagcagaa
gcatccctga
gcacccaggc
tggtgttcgg
tgaccctgtt
tgatcagcga
tgaaggccgg
gcagctacct
tcacccacga

Page 52

Gly
val
Tyr
Asn
Asp

val
95

Glin
Tyr
Lys
Ser
Glu

80
Phe

cgccagaatc
gcccggecag
gcggttcagce
cgaagatgag
cggaggcacc

cgccagaatc
gcccggcecag
gcggttcagc
cgaagatgag
cggaggcacc
ccccecececage
cttctaccct
cgtggagaca
gagcctgacc
gggcagcacc

60

120
180
240
300
315

60

120
180
240
300
360
420
480
540
600
633



<211>
<212>
<213>

<400>

Asp
1
Thr
Trp
ASh
Gly
65
Ala
Gly
Ser
Ala
val
145
Thr
Leu
Gln

Glu

<210>
<211>
<212>
<213>

<400>

Gln
1
Ser
val
Ser
Lys
65
Leu
Ala
val
Gly
Gly

145
val

Ile
Ala
Tyr
Asn
50

Asn
Asp
Gly
val
Thr
130
Ala
Thr
Ser
val

cys
210

val
Leu
Ile
Gly
50

Gly
G1n
Arg
Trp
Pro
130
Thr

Thr

211
PRT .
Homo Sapien

170

Glu
Arg
Gln
35

Arg
Thr
Tyr
Gly
Thr
115
Leu
Trp
Pro
Leu
Thr

195
ser

171
706
PRT .
Homo Sapien

171

Gln
Arg
Asn
35

Ile
Arg
Met
Leu
Gly
115
Ser
Ala

val

Leu
Ile
20

Gln
Pro
Ala
Tyr
Thr
100
L.eu
val
Lys
Ser
Thr

180
His

Leu
Leu
20

Trp
Ser
Phe
Asn
Gly
100
Gln
val
Ala

Ser

Thr
5
Ser
Lys
Ser
Thr
cys
85
Lys
Phe
Ccys
Ala
LysS
165
Pro

Glu

val
5
Ser
val
Trp
Thr
ser
85
Ala
Gly
Phe
Leu

Trp
165

Gln
Cys
Pro
Gly
Leu
Gln
Leu
Pro
Leu
As

150
Gln
Glu

Gly

Glu
cys
Arg
Ser
Ile
70

Leu
Thr
Thr
Pro
Gly

150
Asn

Pro
Ser
Gly
ITe
55

Thr
Ser
Thr

Pro

Ile
135

p Ser

Ser
Gln

Ser

Ser
Ala
Gln
Gly
55

Ser
Arg
Ala
Leu
Leu
135
cys

Ser

Pro
Gly
Gln
40

Pro
Ile
Tyr
val
Ser
120
Ser
Ser
Asn
Trp

Thr
200

Gly
Ala
Ala
val
Arg
Ala
Asn
val
120
Ala

Leu

Gly

Ser
Asp
25

Ala
Glu
ser
ASp
Leu
105
Ser
Asp
Pro
Asn
Lys

185
val

Gly
Ser
25

Pro
ASn
Asp
Glu
Asn
105
Thr
Pro
val

Ala

SEQLIST

val
10

ser
Pro
Arg
Gly
Gly
Gly
Glu
Phe
val
Lys
170
Ser

Glu

Gly
Gly
Gly
Thr
Asn
Asp
Te
val
Ser
Lys

Leu
170

sSer
Leu
val
Phe
Thr
75

GIn
Gln
Glu
Tyr
Lys
155
Tyr
His

Lys

Leu
Phe
Lys
His
Ser
75

Thr
Arg
Ser
Ser
Asp

155
Thr

val
Arg
Leu
ser
Gln
Lys
Pro
Leu
Pro
140
Ala
Ala
Arg
Thr

val
Thr
Gly
Tyr
60

Lys
Ala
Tyr
Ser
Lys
140
Tyr

Ser

Page 53

Ala
Asn
val
Gly
Ala
Ser
Lys
Gln
125
Gly
Gly
Ala

Ser

val
205

Gln
Phe
Leu
45

Ala
Asn
val
Lys
Ala
125
ser
Phe

Gly

Pro
Lys
Ile
Ser
Glu
Leu
Ala
110
Ala
Ala
val
Ser
Tyr

190
Ala

Pro
Ser
30

Glu
Asp
Thr
Tyr
Phe
110
Ser
Thr
Pro

val

Gly
val
Tyr
Asn
Asp
val
Ala
Asn
val
Glu
Ser
175

Ser

Pro

Gly
15

Asp
Trp
ser
Leu
Tyr
95

Met
Thr
Ser
Glu

His
175

Gln
Tyr
Lys
ser
Glu
80

Phe
Pro
Lys
Thr
Thr
160
Tyr
Cys
Thr

Gly
Tyr
val
val
Tyr
80

Cys
Asp
Lys
Gly
Pro

160
Thr



Phe
val
val
Lys
225
Ala
Thr
val
val
Ser
305
Leu
Ala
Pro
Gln
Ala
385
Thr
Leu
Ser
Ser
Gln
465
Ser
Gln
Asn
Thr
Thr
545
Gly
Ser
Glu
Cys
Trp
625
Asp
Thr

Asn

Pro
Thr
Asn
210
Ser
Ala
Leu
Ser
Glu
290
Thr
Asn
Pro
Gln
val
370
val
Pro
Thr
val
Leu
450
Ser
Ccys
Gln
Arg
Asp
530
Tyr
Thr
Gly
Ser
Thr
610
Ile
Trp
Ile

Met

Ala
val
195
His
Cys
Gly
Met
His
275
val
Tyr
Gly
Ile
val
355
Ser
Glu
Pro
val
Met
435
Ser
Pro
Arg
Lys
Ala
515
Phe
Tyr
Lys
Gly
Gly
595
Phe
Arg
Asp
Ser

Asp

val
180
Pro
Lys
Asp
Gly
Ile
260
Glu
His
Arg
Lys
Glu
340
Tyr
Leu
Trp
val
Asp
420
His
Pro
Ala
Ala
Pro
500
Thr
Thr
Cys
val
Gly
580
Pro
Ser
Gln
Asp
Lys
660
Pro

Leu
Ser
Pro
Lys
Pro
245
Ser
Asp
Asn
val
Glu
325
Lys
Thr
Thr
Glu
Leu
405
Lys
Glu
Gly
Thr
ser
485
Gly
Gly
Leu
Gln
Glu
565
Gly
Ala
Gly
Pro
Asp
645
Asp

val

Gln
Ser
Ser
Thr
230
Ser
Arg
Pro
Ala
val
310
Tyr
Thr
Leu
Cys
Ser
390
Asp
ser
Ala
Gly
Leu
470
Gln
Gln
val
Thr
Gln
550
Ile
Ser
Leu
Phe
Pro
630
Lys
Thr

Asp

ser
Ser
Ash
215
His
val
Thr
Glu
Lys
295
Ser
Lys
Ile
Pro
Leu
375
Asn
Ser
Arg
Leu
Gly
455
Ser
Phe
Ala
Pro
Ile
535
Tyr
Lys
Gly
val
Ser
615
Gly
Ser
Sser

Thr

Ser
Leu
200
Thr
Thr
Phe
Pro
val
280
Thr
val
Cys
Ser
Pro
360
val
Gly
Asp
Trp
His
440
Ser
Leu
Ile
Pro
Ala
520
Ser
Tyr
Gly
Gly
Lys
600
Leu
Lys
Tyr
Lys

Ala

Gly
185
Gly
Lys
Cys
Leu
Glu
265
Lys
Lys
Leu
Lys
Lys
345
Ser
Lys
Gln
Gly
Gln
425
Asn
Gly
Ser
Gly
Arg
505
Arg
Ser
AsSp
Gly
Gly
585
Pro
ser
Ala
ser
Asn

665
Thr

SEQLIST

Leu
Thr
val
Pro
Phe
250
val
Phe
Pro
Thr
val
330
Ala
Arg
Gly
Pro
Ser
410
Gln
His
Gly
Pro
Ser
490
Leu
Phe
Leu
Tyr
Gly
570
Gly
Thr
Asn
Leu
Thr
650
Gln

Tyr

Tyr
GIn
Asp
Pro
235
Pro
Thr
Asn
Arg
val
315
Ser
Lys
Glu
Phe
Glu
395
Phe
Gly
Tyr
Ser
Gly
475
Arg
Leu
Ser
Glu
Pro
555
Gly
Ser
Gln
Arg
Glu
635
Ser
val

Tyr

Ser
Thr
Lys
220
cys
Pro
Cys
Trp
Glu
300
Leu
Asn
Gly
Glu
Tyr
380
Asn
Phe
Ash
Thr
Asp
460
Glu
Tyr
Ile
Gly
Pro
540
Gln
Ser
Gln
Thr

Gly
620
Trp
Leu
val

Cys

Page 54

Leu
Tyr
205
Arg
Pro
Lys
val
Tyr
285
Glu
His
Lys
GIn
Met
365
Pro
Asn
Leu
val
Gln
445
Ile
Arg
Leu
Tyr
Ser
525
Glu
Thr
Gly
val
Leu
605
Gly
Leu
Lys
Leu

Ala

Ser
190
Ile
val
Ala
Pro
val
270
val
Gln
Gln
Ala
Pro
350
Thr
ser
Tyr
Tyr
Phe
430
Lys
val
Ala
Ala
Gly
510
Gly
Asp
Phe
Gly
Gln
590
Thr
Gly
Ala
Thr
Thr

670
Arg

Ser
cys
Glu
Pro
Lys
255
val
Asp
Tyr
Asp
Leu
335
Arg
Lys
Asp
Lys
Ser
415
Ser
Ser
Leu
Thr
Trp
495
Ala
Ser
Phe
Gly
Gly
575
Leu
Leu
val
Trp
Arg
655
Met

Met

val

Asn
Pro
Glu
240
Asp
Asp
Gly
Asn
Trp
320
Pro
Glu
Asn
Ile
Thr
400
LysS
cys
Leu
Thr
Leu
480
Tyr
Ser
Gly
Ala
GIn
560
Gly
Lys
Thr
Gly
Ile
640
Leu

Thr
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Lys
65

Leu
Ala
val
Gly
Gly
145
val
Phe
val
val
Lys
225
Ala
Thr
val
val
Ser
305
Leu
Ala
Pro
Gln
Ala
385
Thr
Leu
ser
Ser
Thr
465
Leu
Tyr
ser
Gly

Ala
545

50
Gly

Gln
Arg
Trp
Pro
130
Thr
Thr
Pro
Thr
Asn
210
Ser
Ala
Leu
ser
Glu
290
Thr
Asn
Pro
Gln
val
370
val
Pro
Thr
val
Leu
450
Gln
Ser
Gln
Asn
Thr

530
Thr

Arg
Met
Leu
Gly
115
Ser
Ala
val
Ala
val
195
His
Cys
Gly
Met
His
275
val
Tyr
Gly
Ile
val
355
Ser
Glu
Pro
val
Met
435
Ser
Ser
cys
Gln
Arg
515
Asp

Tyr

Phe
Asn
Gly
100
Gln
val
Ala
Ser
val
180
Pro
Lys
ASp
Gly
Ile
260
Glu
His
Arg
Lys
Glu
340
Tyr
Leu
Trp
val
Asp
420
His
Pro
Pro
Arg
Lys
500
Ala
Phe

Tyr

Thr
Ser
Ala
Gly
Phe
Leu
Trp
165
Leu
Ser
Pro
Lys
Pro
245
ser
ASp
AsSn
val
Glu
325
Lys
Thr
Thr
Glu
Leu
405
Lys
Glu
Gly
Ala
Ala
485
Pro
Thr
Thr

Cys

Ile
70

Leu
Thr
Thr
Pro
Gly
150
Asn
Gln
Ser
ser
Thr
230
Ser
Arg
Pro
Ala
val
310
Tyr
Thr
Leu
Cys
Ser
390
ASp
ser
Ala
Lys
Thr
470
Ser
Gly
Gly
Leu

Gln
550

55
Ser

Arg
Ala
Leu
Leu
135
Cys
Ser
Ser
ser
Asn
215
His
val
Thr
Glu
Lys
295
ser
Lys
Ile
Pro
Leu
375
ASh
Ser
Arg
Leu
Gly
455
Leu
Gln
Gln
val
Thr

535
Gln

Arg
Ala
Asn
val
120
Ala
Leu
Gly
Ser
Leu
200
Thr
Thr
Phe
Pro
val
280
Thr
val
Cys
Ser
Pro
360
val
Gly
Asp
Trp
His
440
Gly
Ser
Phe
Ala
Pro
520
Ile

Tyr

Asp
Glu
Asn
105
Thr
Pro
val
Ala
Gly
185
Gly
Lys
Cys
Leu
Glu
265
Lys
Lys
Leu
Lys
Lys
345
ser
Lys
Gln
Gly
Gln
425
Asn
Ser

Leu

Pro
505
Ala
Ser

Tyr

SEQLIST
60

Asn
Asp
90

Ile
val
Ser
Lys
Leu
170
Leu
Thr
val
Pro
Phe
250
val
Phe
Pro
Thr
val
330
Ala
Arg
Gly
Pro
Ser
410
Gln
His
Gly
Ser
Gly
490
Arg
Arg
Ser

Asp

ser
75

Thr
Arg
Ser
Ser
Asp
155
Thr
Tyr
Gln
Asp
Pro
235
Pro
Thr
Ash
Arg
val
315
Ser
Lys
Glu
Phe
Glu
395
Phe
Gly
Tyr
Gly
Pro
475
ser
Leu
Phe
Leu

Tyr
555

Lys
Ala
Tyr
Ser
Lys
140
Tyr
Ser
Ser
Thr
Lys
220
Cys
Pro
Cys
Trp
Glu
300
Leu
ASn
Gly
Glu
Tyr
380
ASh
Phe
Asn
Thr
Ser
460
Gly
Arg
Leu
Ser
Glu

540
Pro

Page 56

Asn
val

Lys
Ala
125
Ser
Phe
Gly
Leu
Tyr
205
Arg
Pro
Lys
val

Tyr
285
Glu
His
Lys
Gln
Met
365
Pro
Asn
Leu
val

Gln
445
AsSp
Glu
Tyr
Ile
Gly
525
Pro

Gln

Thr
Tyr
Phe
110
Ser
Thr
Pro
val
Ser
190
Ile
val
Ala
Pro
val
270
val
Gln
Gln
Ala
Pro
350
Thr
Ser
Tyr
Tyr
Phe
430
Lys
Ile
Arg
Leu
Tyr
510
Ser
Glu

Thr

Leu
Tyr
95

Met
Thr
Ser
Glu
His
175
Ser
Cys
Glu
Pro
Lys
255
val
AsSp
Tyr
Asp

Leu

335

Arg
Lys
Asp
Lys
Ser
415
Ser
Ser
val
Ala
Ala
495
Gly
Gly
Asp

Phe

Tyr
80

Cys
Asp
Lys
Gly
Pro
160
Thr
val
Asn
Pro
Glu
240
Asp
Asp
Gly
Asn
Trp

320
Pro

Asn
Ile
Thr
400
Lys
Cys
Leu
Leu
Thr
480
Trp
Ala
Ser
Phe

Gly
560
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SEQLIST
accctggtga cagtgtccag ¢ 2121

<210> 175
<211> 707
<212> PRT
<213> Homo Sapien

<400> 175
GIn val GIn Leu val Glu Ser Gly Gly Gly Leu val Gln Pro Gly Gly
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr
20 25 30
val Ile Asn Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val

Ser ggy Ile Ser Trp Ser Gly val Asn Thr His T%r Ala Asp Ser val
55 6
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu Gln Met Asn ggr Leu Arg Ala Glu Sap Thr Ala val Tyr gyr Cys
5
Ala Arg Leu Gly Ala Thr Ala Asn Asn Ile Arg Tyr Lys Phe Met Asp
100 105 110
val Trp Gly GIn Gly Thr Leu val Thr val ser ser Ala Ser Thr Lys
115 120 125
Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly
130 135 140
Gly Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro
145 150 155 160
val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr
165 170 175
phe Pro Ala val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser val
180 185 190
val Thr val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn
195 200 205
val Asn His Lys Pro Ser Asn Thr Lys val Asp Lys Arg val Glu Pro
210 215 220
Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu
225 230 235 240
Ala Ala Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp
245 250 255
Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Ccys val val val Asp
260 265 270
val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly
275 280 285
val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn
290 295 300
ser Thr Tyr Arg val val Ser val Leu Thr val Leu His GIn Asp Trp
305 310 315 320
Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro
325 330 335
Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu
340 345 350
Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn
355 360 365
GIn val ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile
370 375 380
Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr
385 390 395 400
Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys
405 410 415
Leu Thr val Asp Lys Ser Arg Trp GIn Gin Gly Asn val Phe Ser Cys
420 425 430
ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu
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acccccccag
aagtccaggt
aaccactaca
gatatcgtgc
ctgagctgcc
cccggacagg
gccagatttt
cccgaggact
cagggcacca
ggaggaagcg
aagcctaccc
ggcggcggag
atcgactggg
aaggacacca
gccacctatt
accctggtga

<210> 177
<211> 464
<212> PRT
<213> Homo

<400> 177
Asp Ile val
1

Glu Arg Ala

Ala
35
Gly

Tyr Leu
Ile Tyr
50
Gly Sser Gly
65
Pro

Glu Asp

Gln Thr Phe
Gly
115

Gln

Ser Gly

val
130
Leu

Gln
Thr Thr
145
Gly

Gly Gly

Trp Leu Ala
Thr
195

Thr

Leu Lys

val Leu
210
Cys Ala
225
Thr

Arg

Leu val

Leu Thr Gln

Ile Ser Cys

275

GIn Lys Pro

290
ser

Pro Gly

305

tgctggacag
ggcagcaggg
cccagaagag
tgacacagag
gggccagcca
ctcccagact
ctggcagcgg
tcgccaccta
aggtggagat
9agggggcyg
agaccctgac
tgggctggat
acgacgacaa
gcaagaacca
attgcgcccg
cagtgtccag

Sapien

Leu Thr GI

5
Thr Leu
20

Trp Tyr

Se
Gl

Ala Ser As
Th
70

Th

Ser Gly
Ala
85

Gln

Phe

Gly Gl

100
Gly

Gly Se

Leu Lys GI

Leu Thr

Cy
15

val Gly Tr

165
Trp Ile As
180
Arg

Leu Th

Met Thr As
Le
23

Se

Met His
val
245
Pro

Thr
Pro Se
260
Ser

Gly As

Gly Gln Al
Gl

31

Ile Pro

cgacggcagc
caacgtgttc
cctgagcctg
ccctgecacc
gttcatcggc
gctgatctac
cagcggcacc
ctactgccag
caagggcgga
aagccaggtg
cctgacatgc
cagacagcct
gagctacagc
ggtggtgctc
gatgcatctg
C

n Ser Pro

r Cys Arg

h GIn Lys

n Arg Ala

55
Asp

r Phe

r Tyr Tyr

y Thr Lys

r Gly Gly
120
Ser Gly
135

Thr

u

s Phe

0
p

p

r

Ile Arg

Trp Asp

ITe Ser
200
Met Asp
215

Pro

n
u Leu
0
r

ser Gly

r val Ser
Leu
280

val

p Ser

a Pro
295
Arg

u Phe

0

SEQLIST

ttcttcctgt
agctgcagcg
tcccccggea
ctgtctctga
tcccgetacc
ggcgccagca
gacttcaccc
cagtactacg
ggcggatccg
caattgaaag
accttcagcg
cccggcaagg
accagcctga
accatgacca
cccctggtgt

Thr
10
Ser

Ala Leu

Ala Gln
25
Pro

Gly Gln

Thr Gly val
Thr
75

Gln

Thr Leu
Gln
90
Glu

Cys
val Ile
105
Gly

Gly Ser

Pro Ala Leu
Phe
155

Pro

Ser Gly

Gln Pro

170

Asp Asp Lys

185
Lys

Asp Thr

Pro val Asp

val Phe Asp
235
Ser Gly
250

Ala

Gly

val
265
Arg

Pro

Asn Lys

Leu val Ile
Ser

315

ser Gly

acagcaagct
tgatgcacga
agggcggctc
gccctggega
tggcctggta
acagagctac
tgaccatcag
actaccccca
ggggtggcgg
agtccggcecc
gcttcagcect
ccctggaatg
aaacccggct
acatgaccgc
tcgatagcetg

Ser Leu Ser

Phe TITe Gly

30
Ala Pro Arg
45
Ala

Pro Arg

ITe Ser Ser

Tyr Tyr Asp
Gly
110

Gly

Lys Gly

Gly Gly
125
val Lys
140

ser

Pro

Leu Ser

Gly Lys Ala
Ser
190

Asn

ser Tyr

Ser Lys
205
Thr Ala Thr
220
Ser

Trp Gly

Gly Ser Asp
Thr
270

Trp

Gly Gln

val Tyr

285
Lys

Tyr Asn

300
Asn

Ser Gly

Page 60

gaccgtggac
agcgctgecac
cggcggaage
gagagccacc
tcagcagaag
cggcgtgecc
cagcctggaa
gaccttcggc
aagtggaggc
tgccctggtg
gagcaacaga
gctggectgg
gaccatctcc
cgtggacacc

gggccaggga

Pro
15
Ser

Gly
Arg
Leu Leu
Phe Ser
Glu

80
Pro

Leu
Tyr

Gly Gly

Gly Ser

Thr Gln

Asn Arg
160
Leu Glu
175
Thr Ser

Gln val

Tyr Tyr

Gln Gly
240
Ile Glu
255
Ala Arg

Tyr Gln

Asn Arg

Thr
320

Asn

1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2121



Ala Thr Leu

Tyr Cys GlIn

Thr Leu
355

Pro

Lys

Phe
370
cys

Leu

val
385
Lys

Leu

Ala Asp

Ser Lys GIn
Glu
435

Gly

Thr Pro
Glu
450

178
1392
DNA
Homo

<400> 178

gatatcgtgc
ctgagctgcc
cccggacagg
gccagatttt
cccgaggact
cagggcacca
ggaggaagcg
aagcctaccc
ggcggcggag
atcgactggg
aaggacacca
gccacctatt
accctggtga
ccttectgtgt
cggaacaagg
aagaacaacc
gccaccctga
tacgacggcc
cccaaagccg
aaggccaccc
aaggccgaca
aacaacaagt
agaagctaca
accgagtgca

<210> 179
<211> 124
<212> PRT
<213> Homo

179

<210>
<211>
<212>
<213>

<400>

Ile
325
Tyr

Thr

Ser
340
Thr val

Pro Ser

Ile Ser

ser
Asp
Leu
Ser

Asp

Gly Thr

Gly Gln
Gln
360
Glu

Gly

Glu
375

Phe Tyr

390

ser
405
Asn

Ser

Ser
420
Gln Trp

Ser Thr

Sapien

tgacacagag
gggccagcca
ctcccagact
ctggcagegg
tcgccaccta
aggtggagat
gagggggcyg
agaccctgac
tgggctggat
acgacgacaa
gcaagaacca
attgcgccecg
cagtgtccag
ctgtggcgec
tgtactggta
ggcccagegg
ccatcagcgg
agaaaagcct
cccctagegt
tggtctgect
gcagccccgt
acgccgecag
gctgccaggt
gc

Sapien

Pro
Asn
Lys

val

val Lys

Lys Tyr
His
440
Lys

Ser

Glu
455

ccctgecacc
gttcatcggce
gctgatctac
cagcggcacc
ctactgccag
caagggcgga
aagccaggtg
cctgacatgc
cagacagcct
gagctacagc
ggtggtgctc
gatgcatctg
cggcggcetcec
cgggcagacc
tcagcagaag
catccctgag
cacccaggcc
ggtgttcgge
gaccctgttc
gatcagcgac
gaaggccggc
cagctacctg
cacccacgag

SEQLIST

Ala Glu
330

ser

GIn
Lys Leu
345
Pro

Lys Ala

Leu Gln Ala
Ala
395

val

Pro Gly

Ala Gly
410
Ala Ala Ser
425
Arg

Ser Tyr

Thr val Ala

ctgtctctga
tcccgetacc
ggcgccagca
gacttcaccc
cagtactacg
ggcggatccg
caattgaaag
accttcagcg
cccggcaagg
accagcctga
accatgacca
cccctggtgt
ggcggaagcg
gccagaatca
cccggecagg
cggttcagcg
gaagatgagyg
ggaggcacca
ccccccagea
ttctaccctg
gtggagacaa
agcctgaccc
ggcagcaccg

Gln val GIn Leu val Glu Ser Gly Gly Gly Leu

1

5

10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
20 25

val Ile Asn Trp val Arg Gln Ala Pro Gly Lys
40

35

Asp Glu Ala

Phe Gly
350
ser

val
Ala Pro
365
Lys

Asn Ala

380
val

Thr val

Glu Thr Thr
Leu
430

Gln

ser Tyr

Ser Cys
445
Thr

Pro Glu

460

gccctggega
tggcctggta
acagagctac
tgaccatcag
actaccccca
ggggtggcgg
agtccggccc
gcttcagect
ccctggaatg
aaacccggct
acatggaccc
tcgatagctg
acatcgagct
gctgcagegg
ctccegtgct
gcagcaacag
ccgactacta
agcttaccgt
gcgaggaact
gcgccgtgac
ccacccccag
ccgagcagtg
tggagaaaac

Asp
335
Gly

Tyr
Gly

val Thr

Thr Leu

Ala Trp
400
Thr Pro
415
Ser Leu

val Thr

Cys Sser

gagagccacc
tcagcagaag
cggcgtgecc
cagcctggaa
gaccttcggc
aagtggaggc
tgccctggtyg
gagcaacaga
gctggectgg
gaccatctcc
cgtggacacc
gggccaggga
gacccagccc
cgacagcctg
ggtgatctac
cggcaatacc
ctgccagagce
gctgggceag
gcaggccaac
cgtggcctgg
caagcagagc
gaagagccac
cgtggcecccc

val GIn Pro Gly Gly
15

Thr Phe Ser
30

Gly Leu Glu
45

Page 61

Asp Tyr

Trp val

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1392



SEQLIST
Ser Gly Ile Ser Trp Ser Gly val Asn Thr His Tyr Ala Asp Ser val
60

50 55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
Ala Arg Leu Gly Ala Thr Ala Asn Asn Ile Arg Tyr Lys Phe Met Asp
100 105 110
val Trp Gly GIn Gly Thr Leu val Thr val Ser Ser
115 120
<210> 180
<211> 372
<212> DNA
<213> Homo Sapien
<400> 180

caggtgcaat tggtcgagtc tggcggagga ctggtgcagc ctggtggcag cctgagactg 60
agctgcgccg ccageggett caccttcagc gactacgtga tcaactgggt gcgacaggcec 120
cctggaaagg gcctggaatg ggtgtccgge atctcttggt ctggcgtgaa cacccactac 180
gccgacagcg tgaagggccg gttcaccatc agccgggaca acagcaagaa caccctgtac 240
ctgcagatga acagcctgag agccgaggac accgccgtgt actactgtgc cagactggge 300
gccaccgcca acaacatccg gtacaagttc atggacgtgt ggggccaggg cacactggtg 360
accgtcagcect ca 372

<210> 181
<211> 454
<212> PRT
<213> Homo Sapien

<400> 181
Gln val Gln Leu val Glu Ser Gly Gly Ggy Leu val Gln Pro g}y Gly
5 1
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe ggr Asp Tyr
20 25
val Ile Asn Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45
Ser géy Ile Ser Trp Ser Gly val Asn Thr His g%r Ala Asp Ser val
’ 55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu GIn Met Asn ger Leu Arg Ala Glu Sgp Thr Ala val Tyr ggr Cys
5
Ala Arg Leu Gly Ala Thr Ala Asn Asn Ile Arg Tyr Lys Phe Met Asp
100 105 110
val Trp Gly GIn Gly Thr Leu val Thr val Ser Ser Ala Ser Thr Lys
115 120 125
Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly
130 135 140
Gly Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro
145 150 155 160
val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr
165 170 175
Phe Pro Ala val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser val
180 185 190
val Thr val pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn
195 200 205
val Asn His Lys Pro Ser Asn Thr Lys val Asp Lys Arg val Glu Pro
210 215 220
Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu
225 230 235 240
Ala Ala Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp
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<400> 183

Asp Ile val
1

Glu Arg Ala

Ala
35

Gly

Tyr Leu

Ile Tyr
50
Gly Ser
65
Pro

Gly

Glu Asp

GIn Thr Phe

<210> 184
<211> 324
<212> DNA
<213> Homo

<400> 184
gatatcgtgc
ctgagctgca
ccaggtcaag
gcgcgtttta
cctgaagact
cagggtacga

<210> 185
<211> 215
<212> PRT
<213> Homo

<400> 185

Asp Ile val
1

Glu Arg Ala

Ala
35

Gly

Tyr Leu

Ile Tyr

50

Gly Ser Gly

65
Pro

Glu Asp

Gln Thr Phe

Ala ser
115

Ala

Pro

Thr
130
Lys

Gly

Ala val

145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys

195

Leu Thr GI
Thr
20

Trp

Leu Se

Tyr GI1

Ala Ser As
Th
70

Th

Ser Gly

Phe Ala

Gly Gln Gl

100

Sapien

tgacccagag
gagcgagcca
caccgcgtct
gcggctetgg
ttgcgactta
aagttgaaat

Sapien

Thr GI
5

Leu

Leu
Thr Se
20
Trp

Tyr Gl

Ala Ser As
Th
70

Th

Ser Gly
Ala
85

Gln

Phe

Gly Gl

100
val

Phe I1

Ser val va

Gln Trp Ly
15
Thr G1
165

Thr

val

Leu Le

180
Glu

val Th

n Ser Pro

r Cys Arg

n GIn Lys

40

n Arg Ala

55
Asp

r Phe

r Tyr Tyr

y Thr Lys

cccggcgacc
gtttattggt
attaatttat
atccggcacg
ttattgccag
taaa

n Ser Pro

r cys Arg

n Gln Lys

40

n Arg Ala

55
Asp

r Phe

r Tyr Tyr

y Thr Lys

e

1

Phe Pro

120

Cys Leu
135

s val

0

u

Asp

Gln Asp

u ser Lys
Gln

200

r His

SEQLIST

Thr
10
ser

Ala Leu

Ala Gln
25
Pro

Gly Gln

Thr Gly val
Thr
75

Gln

Thr Leu
Gln
90
Glu

cys
val Ile
105

ctgagcctgt
tctcgttatc
ggtgcttcta
gattttaccc
cagtattatg

Thr
10
Ser

Ala Leu

Ala Gln

25
Pro

Gly Gln

Thr Gly val

Thr Leu Thr

Gln GIn
90

Glu

Cys
val Ile
105
Pro

ser Asp

Leu Asn Asn

Ala Leu
155

Asp

Asn
Ser Lys
170
Ala Asp
185

Gly

Tyr

Leu Ser

Ser Leu Ser

Phe I1e Gly

30

Ala Pro Arg
45

Pro Ala
60

Ile

Arg

Ser Ser

Tyr Tyr Asp

Lys

ctccgggcga
tggcttggta
atcgtgcaac
tgaccattag
attatcctca

Ser Leu Ser

Phe ITe Gly

30

Ala Pro Arg
45

Pro Ala
60

Ile

Arg

Ser Ser

Tyr Tyr Asp
Thr
110

Leu

Lys Arg
Gln
125
Tyr

Glu

Phe
140
Gln

Pro

ser Gly

Ser Thr Tyr
His
190
val

Glu Lys

Pro
205

Ser

Page 64

Pro
15
Ser

Gly
Arg
Leu Leu
Phe ser
Glu

80
Pro

Leu

Tyr
95

acgtgcgacc
ccagcagaaa
tggggtcccg
cagcctggaa
gacctttggc

Pro
15
ser

Gly
Arg
Leu Leu
Phe Ser
Glu

80
Pro

Leu
Tyr
val Ala
Lys Ser
Arg Glu
Ser

160
Leu

Asn

Ser
175
Lys val

Thr Lys

60

120
180
240
300
324



ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213> Homo

<400> 186
gatatcgtgc
ctgagctgca
ccaggtcaag
gcgcgtttta
cctgaagact
cagggtacga
cccagcgacg
tacccccggg
caggagagcg
accctgagca
ggcctgtcca

<210> 187
<211> 699
<212> PRT
<213> Homo

<400> 187
Gln val Gln

186
645
DNA

Thr Leu Thr

Gly Gly Gly
35
Leu Ala
50

Lys

Trp
Leu Thr
65
val

Leu Thr

Cys Ala Arg
val
115

Ala

Thr Leu

Leu
130
Cys

Pro
Gly Leu
145
Asn

Ser Gly

Gln Ser Ser
Leu
195

Thr

ser sSer

Asn
210
His

Ser

Thr Thr

225

ser val Phe

Arg Thr Pro

Pro Glu val

Sapien

tgacccagag
gagcgagcca
caccgcgtct
gcggctctgg
ttgcgactta
aagttgaaat
agcagctgaa
aggccaaggt
tcaccgagca
aggccgacta
gcccegtgac

Sapien

Leu Lys GI
5

Leu Thr

20

val

Cy

Gly Tr

Trp Ile As
Th
70

As

Arg Leu

Thr
85
His

Met

Met
100
Thr

Le

val se

Pro Ser Se

val As
15
Th

Lys
Ala Leu
165
Gly Leu
180
Gly

Ty

Thr GI

Lys val As
Pr
23

Pr

Cys Pro
Phe
245
val

Leu
Glu Th
260
LysS

Phe As

215

cccggegacc
gtttattggt
attaatttat
atccggcacg
ttattgccag
taaacgtacg
gagcggcacc
gcagtggaag
ggacagcaag
cgagaagcat
caagagcttc

u ser Gly

s Thr Phe

p Ile Arg
40
p Trp Asp

r Ile Ser

n Met Asp

u Pro Leu

Ala
120
ser

r ser

r Lys
135

p Tyr

0

r Ser

Phe
Gly

r Ser Leu
n Thr Tyr
200
p Lys Arg
215
o Cys
0
0 Pro

Pro
Lys
r Ccys val

n Trp Tyr

SEQLIST

ctgagcctgt
tctcgttatce
ggtgcttcta
gattttaccc
cagtattatg
gtggccgcetc
gccagcgtgg
gtggacaacg
gactccacct
aaggtgtacg
aacaggggcg

Pro Ala Leu

Ser Gly Phe

Gln Pro Pro

Asp Asp Lys
Thr
75

Asp

Lys Asp
val
90
Phe

Pro

val
105
Ser

Asp

Thr Lys

Thr ser Gly

Glu Pro
155
Thr

Pro

His
170
Ser

val
ser val
185
Ile

Cys Asn

val Glu Pro
Glu
235

Asp

Ala Pro

Pro Lys
250
val val
265
val

Asp

Asp Gly

ctccgggega
tggcttggta
atcgtgcaac
tgaccattag
attatcctca
ccagcgtgtt
tgtgcctgct
ccctgcagag
acagcctgag
cctgcgaggt
agtgc

val Lys Pro
Ser
30

Ala

Ser Leu

Gly Lys
45
Ser Tyr Ser
60
Ser

Lys Ash

Thr Ala Thr
Gly
110

Ser

Ser Trp
Pro
125
Thr

Gly
Gly Ala
140
val

Thr val

phe Pro Ala
val
190

His

val Thr

Asn
205
Ser

val
Lys Cys
220
Ala

Ala Gly

Thr Leu Met
His
270
val

val Ser

val Glu

Page 65

Thr
15

Asn
Leu
Thr
Gln
Tyr
Gln
val
Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu

His

acgtgcgacc
ccagcagaaa
tggggtcccg
cagcctggaa
gacctttggc
catcttcccc
gaacaacttc
cggcaacagc
cagcaccctg
gacccaccag

Gln
Arg
Glu
ser
val
80

Tyr
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp

Asn

60

120
180
240
300
360
420
480
540
600
645



SEQLIST
275 280 285
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg val
290 295 300
val Ser val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
305 310 315 320
Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
325 330 335
Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln val Tyr Thr
340 345 350
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn GIn val Ser Leu Thr
355 360 365
Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu
370 375 380
Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu
385 390 395 400
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys
405 410 415
Ser Arg Trp Gln GIn Gly Asn val Phe Ser Cys Ser val Met His Glu
420 425 430
Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445
Lys Gly Gly Ser Gly Gly Ser GIln val GIn Leu val Glu ser Gly Gly
450 455 460
Gly Leu val GIn Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser
465 470 475 480
Gly Phe Thr pPhe ser Asp Tyr val Ile Asn Trp val Arg Gln Ala Pro
485 490 495
Gly Lys Gly Leu Glu Trp val Ser Gly Ile Ser Trp Ser Gly val Asn
500 505 510
Thr His Tyr Ala Asp Ser val Lys Gly Arg Phe Thr Ile Ser Arg Asp
515 520 525
Asn Ser Lys Asn Thr Leu Tyr Leu GIn Met Asn Ser Leu Arg Ala Glu
530 535 540
Asp Thr Ala val Tyr Tyr Cys Ala Arg Leu Gly Ala Thr Ala Asn Asn
545 550 555 560
Ile Arg Tyr Lys Phe Met Asp val Trp Gly GIn Gly Thr Leu val Thr
565 570 575
val ser ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
580 585 590
Gly ser Asp Ile Glu Leu Thr Gln Pro Pro Ser val Ser val Ala Pro
595 600 605
Gly GIn Thr Ala Arg Ile Ser Cys Ser Gly Asp Ser Leu Arg Asn Lys
610 615 620
val Tyr Trp Tyr Gln GIn Lys Pro Gly GIn Ala Pro val Leu val Ile
625 630 635 640
Tyr Lys Asn Asn Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly ser
645 650 655
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Glu
660 665 670
Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Gly Gln Lys Ser Leu
675 680 685
val Phe Gly Gly Gly Thr Lys Leu Thr val Leu
690 695

<210> 188
<211> 2097
<212> DNA
<213> Homo Sapien

<400> 188
caggtgcaat tgaaagaaag cggcccggcc ctggtgaaac cgacccaaac cctgaccctg 60
acctgtacct tttccggatt tagcctgtct aatcgtggtg gtggtgtggg ttggattcge 120
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Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
cys
ser
385
Asp
Ser
Ala
Lys
Gly
465
Gly
Gly
Thr
Asn
ASp
545
Ile
val
Gly
val
Ser
625
Pro
Arg

Gly

Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro
Leu
370
Asn
Ser
Arg
Leu
Gly
450
Leu
Phe
Lys
His
Ser
530
Thr
Arg
ser
Ser
Ser
610
Leu
val
Phe

Thr

Leu
195
Thr
Thr
Phe
Pro
val

275
Thr
val

Cys
Ser
Pro
355
val

Gly
Asp
Trp
His
435
Gly
val

Thr
Gly
Tyr
515
Lys
Ala
Tyr
Ser
Gly
595
val

Arg
Leu
Ser

Gln
675

180
Gly

Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln
420
Asn
Ser
Gln
Phe
Leu
500
Ala
Asn
val
Lys
Gly
580
Gly
Ala
Ash
val
Gly

660
Ala

Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser

405
Gln

Gly
Pro
Ser
485
Glu
Asp
Thr
Tyr
Phe
565
Gly
Gly
Pro
Lys
Ile
645
Ser

Glu

Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Glu
Phe
Glu
390
Phe
Gly
Tyr
Gly
Gly
470
Asp
Trp
Ser
Leu
Tyr
550
Met
Gly
Gly
Gly
val
630
Tyr
Asn

Asp

Thr
LYS
215
Ccys
Pro
Cys
Trp
Glu
295
Leu
Ash
Gly
Glu
Tyr
375
Asn
Phe
AsSn
Thr
Ser
455
Gly
Tyr
val
val
Tyr
535
Ccys
Asp
Gly
Ser
Gln
615
Tyr
Lys
Ser

Glu

Tyr
200
Arg
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Met
360
Pro
Asn
Leu
val
Gln
440
Gln
Ser
val
Ser
Lys
520
Leu
Ala
val
Ser
Asp
600
Thr
Trp
Asnh
Gly

Ala
680

185
Ile

val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
Tyr
Phe
425
Lys
val
Leu
Ile
Gly
505
Gly
Gln
Arg
Trp
Gly
585
Ile
Ala
TYyr
Asn
Asn

665
Asp

SEQLIST

cys
Glu
Pro
Lys
250
val
ASp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser
Ser
Gln
Arg
Asn
490
Ile
Arg
Met
Leu
Gly
570
Gly
Glu
Arg
Gln
Arg
650
Thr

Tyr

Asn
Pro
Glu
235
Asp
Asp
Gly
Asn
Trp
315
Pro
Glu
Asn
Ile
Thr
395
Lys
cys
Leu
Leu
Leu
475
Trp
Ser
Phe
Asn
Gly
555
Gln
Gly
Leu
Ile
Gln
635
Pro
Ala

Tyr

val
Lys
220
Ala
Thr
val
val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
Ser
Ser
val
460
Ser
val
Trp
Thr
Ser
540
Ala
Gly
Gly
Thr
Ser
620
Lys
ser
Thr

cys

Page 68

Asn
205
Ser
Ala
Leu
Ser
Glu
285
Thr
ASn
Pro
GIn
val
365
val
Pro
Thr
val
Leu
445
Glu
cys
Arg
Ser
Ile
525
Leu
Thr
Thr
Ser
Gln
605
Cys
Pro
Gly
Leu

Gln
685

190
His
cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met
430
Ser
Ser
Ala
Gln
Gly
510
Ser
Arg
Ala
Leu
Gly
590
Pro
Ser
Gly
Ile
Thr

670
ser

Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His
Pro
Gly
Ala
Ala
495
val
Arg
Ala
Asn
val
575
Gly
Pro
Gly
Gln
Pro
655
Ile

TYr

Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr
Thr
Glu
Leu
400
Lys
Glu
Gly
Gly
Ser
480
Pro
Asn
Asp
Glu
Asn
560
Thr
Gly
Ser
Asp
Ala
640
Glu
Ser

Asp
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Gly Gly Gly Thr Lys Leu Thr val Leu
100

<210> 192
<211> 315
<212> DNA
<213> Homo

<400> 192

gacatcgagc
agctgtagcg
gcccctgtgce
ggctctaata
gccgactact
aagctgaccg

<210> 193
<211> 211
<212> PRT
<213> Homo

<400> 193
Asp Ile Glu
1

Thr Ala Arg
Gln

35
Arg

Trp Tyr

Asn
50
Asn

Asn
Gly Thr
65

Ala

Asp Tyr

Gly Gly Gly
Thr
115

Leu

ser val

Thr
130
Ala

Ala

val
145
Thr

Trp

Thr Pro

Leu Ser Leu
Thr
195

Ser

GIn val

Glu Cys
210

<210> 194
<211> 633
<212> DNA
<213> Homo

<400> 194

Sapien

tgactcagcc
gcgatagcct
tggtcatcta
gcggcaacac
actgtcagtc
tgctyg

Sapien

Leu Thr G]

5
Ile Ser
20

Gln

Cy

Lys Pr

Pro Ser

Thr Le
70

Gl

Ala
Tyr Cys
85
Thr Lys
100

Leu

lLe
Phe

val Cys Le

Ala As
15
G1

Lys
Ser Lys
165
Thr Pro GI
180
His Glu GI

Sapien

Gly

Pro

ccctagcgtg
gcgtaacaag
taagaacaat
cgctaccctyg
ctacgacggc

n Pro Pro

s Ser Gly
Gln
40

Pro

o Gly
Ile
55

Thr

u Ile

n ser Tyr

u Thr val
Ser
120

Ser

Pro

Ile
135
Ser

u

p ser

0

n Ser Asn

u Gln Trp
Thr

200

y Ser

SEQLIST
Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ggy GIn Lys Ser Leu val Phe
85 9

105

tcagtggctc
gtctactggt
aggcctagcg
actattagcg
cagaagtcac

Ser val Ser

10
Asp Ser Leu
25
Ala

Pro val

Glu Arg Phe
Thr
75

Gln

Ser Gly
Gly
90
Gly

Asp

Leu Gln

105

Ser Glu Glu

Asp Phe Tyr

Pro val Lys

155
Tyr

Asn Lys

170
Lys Ser His
185
val

Glu Lys

95

60

120
180
240
300
315

ctggccagac cgctagaatt
atcagcagaa gcccggccag
gcatccccga gcggtttagce
gcactcaggc cgaggacgag
tggtctttgg cggcggaact

val Ala Pro Gly Gln

Asn Lys val
30

Ile

Arg Tyr

Leu val Tyr Lys

Ser Gly Ser Asn Ser

Gln Ala Glu Asp Glu

val Phe
95
Ala

Lys Ser Leu
Ala
110

Ala

Pro Lys Pro

Gln Asn
125
Gly

Leu Lys

Pro Ala val Thr

140
Ala Thr
160

Tyr

Gly val Glu
Ser
175

Ser

Ala Ala ser

ser Tyr
190

Ala

Arg Cys

val Pro Thr

205

Thr

gacatcgagc tgactcagcc ccctagegtg tcagtggctc ctggccagac cgctagaatt 60
agctgtagcg gcgatagcct gcgtaacaag gtctactggt atcagcagaa gcccggccag 120
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SEQLIST
gcccctgtge tggtcatcta taagaacaat aggcctagcg gcatccccga gcggtttage 180
ggctctaata gcggcaacac cgctaccctg actattagcg gcactcaggce cgaggacgag 240
gccgactact actgtcagtc ctacgacggc cagaagtcac tggtctttgg cggcggaact 300
aagctgaccg tgctgggaca gcctaaggct gcccccageg tgaccctgtt cccccccage 360
agcgaggagc tgcaggccaa caaggccacc ctggtgtgec tgatcagcga cttctaccca 420
ggcgccgtga ccgtggectg gaaggccgac agcagccccg tgaaggccgg cgtggagacc 480
accaccccca gcaagcagag caacaacaag tacgccgcca gcagctacct gagcctgacc 540
cccgagcagt ggaagagcca caggtcctac agctgccagg tgacccacga gggcagcacc 600
gtggaaaaga ccgtggcccc aaccgagtgc agc 633

<210> 195
<211> 707
<212> PRT
<213> Homo Sapien

<400> 195
G}n val GIn Leu val Glu Ser Gly Gly Ggy Lteu val Gln Pro $1y Gly
5 1 5
Ser Leu Arg L8u Ser Cys Ala Ala ger Gly Phe Thr Phe ggr Asp Tyr
2 5
val Ile égn Trp val Arg GIn Ala Pro Gly Lys Gly Lgu Glu Trp val
40 4
Ser ggy Ile Ser Trp Ser Gly val Asn Thr His g%r Ala Asp Ser val
55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu Gln Met Asn ggr Leu Arg Ala Glu Asp Thr Ala val Tyr ggr Ccys
90
Ala Arg Leu Gly Ala Thr Ala Asn Asn Ile Arg Tyr Lys Phe Met Asp
100 105 110
val Trp Gly GIn Gly Thr Leu val Thr val Ser Ser Ala ser Thr Lys
115 120 125
Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly
130 135 140
Gly Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro
145 150 155 160
val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr
165 170 175
Phe Pro Ala val Leu GlIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val
180 185 190
val Thr val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn
195 200 205
val Asn His Lys Pro Ser Asn Thr Lys val Asp Lys Arg val Glu Pro
210 215 220
Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu
225 230 235 240
Ala Ala Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp
245 250 255
Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys val val val Asp
260 265 270
val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly
275 280 285
val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn
290 295 300
ser Thr Tyr Arg val val Ser val teu Thr val Leu His GIn Asp Trp
305 310 315 320
Leu Ash Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro
325 330 335
Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu
340 345 350
Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn
355 360 365
Gln val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile
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370

Ala val Glu

385
Thr

Pro Pro

Leu Thr val

val Met
435

Ser

Ser

Leu
450
Gln

Ser
Thr Ser
465
Leu

ser Cys

Tyr GIn Gln

Ser Asn Arg
515
Thr Asp
530

Thr

Gly

Ala
545
Gln

Tyr

Gly Thr

Gly ser Gly
Ser
595

Thr

Lys Glu

Thr Cys
610
Gly Trp Ile
625
Ile

Asp Trp

Leu Thr Ile

Thr Met
675

Pro

Asn

Leu
690
ser

His
val ser
705

<210> 196
<211> 2121
<212> DNA
<213> Homo

<400> 196
caggtgcagc
agctgtgccg
cctggcaagg
gccgatagceg
ctgcagatga
gctaccgcta
acagtgtctt
tctactagcg
gtgaccgtgt
ctgcagtcta
ggcactcaga

cgggtggaac

Trp Glu

Ser

375

Asn Gly

390

val Leu
405
Asp Lys
420
His Glu

Pro Gly

Pro Ala

Asp
Ser
Ala
Lys

Thr

ser Asp

Arg Trp
His
440
Gly

Leu

Gly
455

Leu Ser

470

Ala
485
Pro

Arg

Lys
500
Ala Thr

Phe Thr

Tyr Cys

Ser
Gly
Gly
Leu

GlIn

Gln Phe

Gln Ala

val Pro
520
Thr Ile
535

Gln Tyr

550

val
565
Gly

Lys

Gly
580
Gly Pro

Phe Ser

Arg Gln

Glu
Gly
Ala
Gly

Pro

Ile Lys

Ser Gly

val
600
Ser

Leu

Phe
615

Pro Gly

630

Asp Asp
645
ser Lys
660
Asp Pro

Leu val

Sapien

tggtggaatc
ctagtggctt
gactggaatg
tgaagggccg
atagcctgag
acaacatccg
cagctagcac
gtggcaccgc
cttggaatag
gcggcctgta
cctatatctg
ctaagtcttg

Asp
Asp
val

Phe

Lys Ser

Thr Ser

Thr
680
ser

Asp

Asp
695

aggcggagga
cacctttagc
ggtgtcaggc
gttcactatt
agccgaggac
ctataagttc
taagggcccc
cgctctgggce
cggcgctctyg
tagcctgtct
taacgtgaac
cgataagact

SEQLIST

Glu
395
Phe

GIn Pro

Gly Ser
410
GIn Gln
425

Asn

Gly

His Tyr

Ser Gly Gly
Pro
475

Ser

Leu Ser

ITe Gly

490
Arg

Pro Leu

505
Ala

Arg Phe

Ser Ser Leu

Asp Tyr
555
Gly

Tyr

Gly
570
Gly

Gly

Gly
585
Lys

Gly

Pro Thr

Leu Ser Asn

Ala Leu
635
Thr

Lys

Ser
650
Asn

Tyr
Lys Gin
665
Ala

Thr Tyr

Trp Gly Gln

ctggtccagc
gactatgtga
attagttgga
agccgggata
accgccgtct
atggacgtgt
tcagtgttcc
tgcctggtca
actagcggag
agcgtcgtga
cacaagccta
cacacctgtc

380

Asn Asn Tyr

Phe Leu Tyr
Phe
430

Lys

Asn val

Gln
445
Asp

Thr

Ser ITe

460

Gly Glu Arg

Arg Tyr Leu

Leu Ile Tyr
510
Gly Ser
525

Pro

Ser
Glu Glu
540
Pro

Gln Thr

Gly Ser Gly
val
590

Leu

ser Gln

Thr
605
Gly

Gln
Arg Gly
620
Glu

Trp Leu

Ser Leu Lys

val Leu
670
Ala

val

Cys
685
Thr

Tyr
Gly Leu
700

ctggcggatc
ttaactgggt
gcggcgtgaa
actctaagaa
actactgcgc
ggggccaggg
ccctggeccc
aggactactt
tgcacacctt
ccgtgectag
gtaacactaa
cccecctgecc
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Thr
400
Lys

Lys

Ser
415
ser Cys

Ser Leu

val Leu

Thr
480
Trp

Ala

Ala
495
Gly Ala

Gly ser

Asp Phe

Phe Gly
560
Gly Gly
575
Gln Leu

Thr Leu

Gly val

Ala Trp
640
Thr Arg
655
Thr Met

Arg Met

val Thr

acttagactg
ccgacaggcc
cactcactac
caccctgtac
tagactgggc
caccctggtc
tagctctaag
ccccgagecc
cccegecgtyg
ctctagectg

ggtggacaag
tgccccagaa

60

120
180
240
300
360
420
480
540
600
660
720
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<213> Homo

<400> 199

Ser Tyr Glu
1

Thr Ala Arg

Gln
35
Arg

Trp Tyr
Asn
50
Asn

Asn
Gly Thr
65

Ala

Asp Tyr

Gly Gly Gly
Thr
115

Leu

ser val

Thr
130
Ala

Ala

val
145
Thr

Trp

Thr Pro

Leu Ser Leu
Thr
195

Ser

GIn val

Glu Cys
210

<210> 200
<211> 633
<212> DNA
<213> Homo

<400> 200
tcttacgagc
tcttgctecg
gccecctgtgce
ggctccaact
gccgactact
aagctgacag
agcgaggagc
ggcgccgtga
accaccccca
cccgagcagt
gtggaaaaga

<210> 201
<211> 707
<212> PRT
<213> Homo

<400> 201
1

Sapien

Leu Thr Gln
5

Ile
20
Gln

Ser
Lys

Pro Ser

Ala Thr

Tyr Cys
85
Thr Lys
100
Leu Phe

val Cys

Lys Ala

Cys
Pro
Gly
Leu
70

Glin
Leu
Pro

Leu

Asp

Pro Pro

Ser Gly

Gln
40
Pro

Gly

Ile
55
Thr Ile

Ser Tyr

Thr val

ser
120
Ser

Pro

Ile
135

Ser Ser

150

ser Lys
165
Thr Pro
180
His Glu

Sapien

tgacccagcc
gcgactccct
tggtcatcta
ccggcaacac
actgccagtc
tgctgggaca
tgcaggccaa
ccgtggcectg
gcaagcagag
ggaagagcca
ccgtggececc

Sapien

Gln
Glu
Gly

Ser Asn

GIn Trp

Thr
200

Ser

ccctteegtg
gcggaacaag
caagaacaac
cgccaccctg
ctacgacggc
gcctaaggct
caaggccacc
gaaggccgac
caacaacaag
caggtcctac
aaccgagtgc

SEQLIST

val
10
Ser

Ser Ser

Asp Leu
25
Ala

Pro val

Glu Arg Phe
Thr
75

Gln

ser Gly
Gly
90
Gly

Asp
Leu Gln
105
Ser

Glu Glu

Asp Phe Tyr

Pro val Lys

155

Asn Lys Tyr
170

Lys Ser His

185

val

Glu Lys

tctgtggetc
gtgtactggt
cggccctccg
acaatctctg
cagaaatcac
gcccccageg
ctggtgtgcc
agcagccccg
tacgccgcca
agctgccagg
agc

Gln val GIn Leu val Glu Ser Gly Gly %gy Leu
5

25

ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
20

val Ile Asn Trp val Arg Gln Ala
40

35

Pro Gly Lys

val Ala Pro

Arg Asn Lys
30

Leu val TIle

ser ser
60

Gln

Gly

Ala Glu

Lys Ser Leu
Ala
110

Ala

Pro Lys
Gln
125
Gly

Leu
Pro Ala
140
Ala

Gly val

Ala Ala Sser
Tyr
190
Ala

Arg Ser

val
205

Thr

ctggccagac
atcagcagaa
gcatccccga
gcacacaggc
tggtgttcgg
tgaccctgtt
tgatcagcga
tgaaggccgg
gcagctacct
tgacccacga

val Gln Pro
Thr Phe Ser
30

Gly Leu Glu
45
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Gly GIn

val Tyr

Tyr Lys

Ash Ser

Asp Glu

val Phe
95
Ala Pro

Ash Lys

val Thr

Thr
160
Tyr

Glu

ser
175
ser Cys

Pro Thr

cgccagaatc
gcccggecag
gagattctct
cgaggacgag
cggaggcacc
cccecccage
cttctaccca
cgtggagacc
gagcctgacc
gggcagcacc

Gly Gly
15
Asp Tyr

Trp val

60

120
180
240
300
360
420
480
540
600
633



Ser
Lys
65

Leu
Ala
val
Gly
Gly
145
val
Phe
val
val
Lys
225
Ala
Thr
val
val
ser
305
Leu
Ala
Pro
Gln
Ala
385
Thr
Leu
Ser
ser
Thr
465
Leu
Tyr
Ser
Gly

Ala

Gly
Gly
Gln
Arg
Trp
Pro
130
Thr
Thr
Pro
Thr
AsSn
210
Ser
Ala
Leu
Ser
Glu
290
Thr
Asn
Pro
Gln
val
370
val
Pro
Thr
val
Leu
450
Gln
Sser
Gln
Asn
Thr

530
Thr

Ile
Arg
Met
Leu
Gly
115
Ser
Ala
val
Ala
val
195
His
Cys
Gly
Met
His
275
val
Tyr
Gly
Ile
val
355
Ser
Glu
Pro
val
Met
435
Ser
Ser
Ccys
Gln
Arg
515
Asp

Tyr

Ser
Phe
Asn
Gly
100
Gln
val
Ala
Ser
val
180
Pro
Lys
Asp
Gly
Ile
260
Glu
His
Arg
Lys
Glu
340
Tyr
Leu
Trp
val
Asp
420
His
Pro
Pro
Arg
Lys
500
Ala
Phe

Tyr

Trp
Thr
Ser
85

Ala
Gly
Phe
Leu
Trp
165
Leu
Ser
Pro
Lys
Pro
245
ser
Asp
Asn
val
Glu
325
Lys
Thr
Thr
Glu
l.eu
405
Lys
Glu
Gly
Ala
Ala
485
Pro
Thr
Thr

cys

Ser
Ile
70

Leu
Thr
Thr
Pro
Gly
150
Asn
Gln
Ser
Ser
Thr
230
Ser
Arg
Pro
Ala
val
310
Tyr
Thr
Leu
Ccys
ser
390
ASp
Ser
Ala
Lys
Thr
470
Ser
Gly
Gly
Leu

Gln

Gly
55

Ser
Arg
Ala
Leu
Leu
135
cys
Ser
Ser
Ser
Asn
215
His
val
Thr
Glu
Lys
295
Ser
Lys
Ile
Pro
Leu
375
Asn
Ser
Arg
Leu
Gly
455
Leu
Gln
Gln
val
Thr

535
Gln

val
Arg
Ala
Asn
val
120
Ala
Leu
Gly
Ser
Leu
200
Thr
Thr
Phe
Pro
val
280
Thr
val
cys
Ser
Pro
360
val
Gly
Asp
Trp
His
440
Gly
Ser
Phe
Ala
Pro
520
Ile

Tyr

Asn
Asp
Glu
Asn
105
Thr
Pro
val
Ala
Gly
185
Gly
Lys
Cys
Leu
Glu
265
Lys
Lys
Leu
Lys
Lys
345
Ser
Lys
Gln
Gly
Gln
425
Asn
Ser
Leu
Ile
Pro
505
Ala
Ser

Tyr

SEQLIST

Thr
ASN
ASp
90

Ile
val
Ser
Lys
Leu
170
Leu
Thr
val
Pro
Phe
250
val
Phe
Pro
Thr
val
330
Ala
Arg
Gly
Pro
Ser
410
Gln
His
Gly
Ser
Gly
490
Arg
Arg
Ser

Asp

His
Ser
75

Thr
Arg
Ser
Ser
Asp
155
Thr
Tyr
Gln
Asp
Pro
235
Pro
Thr
Asn
Arg
val
315
Ser
Lys
Glu
Phe
Glu
395
Phe
Gly
Tyr
Gly
Pro
475
ser
Leu
Phe
Leu

Tyr

TYyr
60

Lys
Ala
Tyr
Ser
Lys
140
Tyr
Ser
Ser
Thr
Lys
220
Cys
Pro
Cys
Trp
Glu
300
Leu
Asn
Gly
Glu
Tyr
380
Asn
Phe
Asn
Thr
ser
460
Gly
Arg
Leu
Ser
Glu

540
Pro
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Ala
Ash
val
Lys
Ala
125
Ser
Phe
Gly
Leu
Tyr
205
Arg
Pro
Lys
val
Tyr

285
Glu

Lys
Gln
Met
365
Pro
Ashn
Leu
val
Gln
445
Asp
Glu
Tyr
Ile
Gly
525
Pro

GIn

Asp
Thr
TYyr
Phe
110
Ser
Thr
Pro
val
ser
190
Ile
val
Ala
Pro
val
270
val
Gln
Gln
Ala
Pro
350
Thr
Ser
Tyr
Tyr
Phe
430
Lys
Ile
Arg
Leu
Tyr
510
Ser
Glu

Thr

ser
Leu
Tyr
95

Met
Thr
Ser
Glu
His
175
Ser
Cys
Glu
Pro
Lys
255
val
Asp
Tyr
Asp
l.eu
335
Arg
Lys
Asp
Lys
Ser
415
ser
ser
val
Ala
Ala
495
Gly
Gly
Asp

Phe

val
Tyr
80

cys
Asp
Lys
Gly
Pro
160
Thr
val
Asn
Pro
Glu
240
Asp
AsSp
Gly
Asn
Trp
320
Pro
Glu
Asn
Ile
Thr
400
Lys
cys
Leu
Leu
Thr
480
Trp
Ala
Ser
Phe

Gly
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SEQLIST
gctacctatt attgcgctag aatgcacctc ccactggtgt tcgatagctg gggtcaggga 2100

actctggtca cagtcagtag c 2121
<210> 203
<211> 105
<212> PRT
<213> Homo Sapien
<400> 203
ser Tyr Glu Leu Thr Gln Pro Leu Ser val Ser val Ala Leu Gly Gln
1 5 10 15
Thr Ala Arg Ile Thr Cys Ser Gly Asp Ser Leu Arg Asn Lys val Tyr
20 25 30
Trp Tyr GIn GIln Lys Pro Gly GIn Ala Pro val Leu val Ile Tyr Lys
35 40 45
Asn Asn Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser
50 55 60
Gly Asn Thr Ala Thr Leu Thr Ile Ser Arg Ala GIn Ala Gly Asp Glu
65 70 75 80
Ala Asp Tyr Tyr Cys GIn Ser Tyr Asp Gly GIn Lys Ser Leu ga] Phe
85 90 5
Gly Gly Gly Thr Lys Leu Thr val Leu
100 105
<210> 204
<211> 315
<212> DNA
<213> Homo Sapien
<400> 204

agctacgagc tgactcagcc cctgagcgtg tcagtggctc tgggccagac cgctagaatc 60

acctgtagcg gcgatagcct gagaaacaag gtctactggt atcagcagaa gcccggccag 120
gcccctgtge tggtcatcta taagaacaat aggcctagcg gcatccccga gcggtttagce 180
ggctctaata gcggcaacac cgctaccctg actattagta gggctcaggc cggcgacgag 240
gccgactact actgtcagtc ctacgacggc cagaagtcac tggtctttgg cggcggaact 300
aagctgaccg tgctg 315

<210> 205
<211> 211
<212> PRT
<213> Homo Sapien

<400> 205
ser Tyr Glu Leu Thr Gln Pro Leu Ser val Ser val Ala Leu Gly Gln
1 5 10 15
Thr Ala Arg Ile Thr Cys Ser Gly Asp Ser Leu Arg Asn %ys val Tyr
20 25 0
Trp Tyr Gln Gln Lys Pro Gly GIn Ala Pro val Leu val Ile Tyr Lys
35 40 45
Asn Asn Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser
50 55 60

Gly Asn Thr Ala Thr Leu Thr Ile Ser Arg Ala Gln Ala Gly Asp Glu
65 70 75 80

Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Gly GIn Lys Ser Leu val Phe

85 90 95
Gly Gly Gly Thr Lys Leu Thr val Leu Gly GIn Pro Lys Ala Ala Pro
100 105 110
ser val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu GIn Ala Asn Lys
115 120 125
Ala Thr Leu val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala val Thr
130 135 140
val Ala Trp Lys Ala Asp Ser Ser Pro val Lys Ala Gly val Glu Thr

Page 77



145
Thr
Leu Ser Leu
val Thr

195

Cys Ser
210

G1ln
Glu

<210>
<211>
<212>
<213> Homo

<400> 206
agctacgagc
acctgtagcg
gcccctgtgce
ggctctaata
gccgactact
aagctgaccg
agcgaggagc
ggcgccgtga
accaccccca
cccgagcagt
gtggaaaaga

<210> 207
<211> 707
<212> PRT
<213> Homo

<400> 207

Glu val Gln
1

Ser Leu

206
633
DNA

Arg

val ITe Asn
35
Gly Ile
50

Gly

Ser

Lys
65
Leu

Arg

Gln Met

Ala Arg Leu

val Trp Gly
115
Pro Ser
130

Thr

Gly
Gly Ala
145
val

Thr val

Phe Pro Ala
val
195

His

val Thr

val Asn

210

Thr Pro

15

0

SEQLIST

155

160

Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser Tyr

165
180

170
185

175

Thr Pro Glu GlIn Trp Lys Ser His Arg Ser {gr Ser Cys
0

His Glu Gly Ser Thr val Glu Lys Thr val Ala Pro Thr

Sapien

tgactcagcc
gcgatagcct
tggtcatcta
gcggcaacac
actgtcagtc
tgctgggaca
tgcaggccaa
ccgtggectg
gcaagcagag
ggaagagcca
ccgtggceccc

Sapien

Leu Leu GI
5

Leu Ser

20

Trp

Cy

val Ar

Ser Trp Se
11
70

Le

Phe Thr

Ser
85
Ala

Asn
Gly Th
100
Gln

Gly Th

val Phe Pr
Gl
15

As

Ala Leu

ser Trp

165

val Leu GI

180

Pro Ser Se

LYysS Pro Se

200

cctgagcgtg
gagaaacaag
taagaacaat
cgctaccctg
ctacgacggc
gcctaaggct
caaggccacc
gaaggccgac
caacaacaag
caggtcctac
aaccgagtgc

u Ser Gly

s Ala Ala

g Gln Ala

r Gly val
55
e Ser Arg

u Arg Ala

r Ala Asn
val
120
Ala

r Leu

0 Leu
135

y Cys

0

n Ser

Leu
Gly
n ser Ser
Leu

200
Thr

r ser

r Asn
215

tcagtggctc
gtctactggt
aggcctagceg
actattagta
cagaagtcac
gcccecageg
ctggtgtgec
agcagccccg
tacgccgcca
agctgccagg
agc

Gly Gly Leu

10
ser Gly Phe
25
Pro

Gly Lys

Asn Thr His
Ser
75

Thr

Asp Asn

Glu Asp
90
Ash Ile
105

Thr

Arg

val Ser

Pro Ser Ser

val Lys Asp
155

Ala Leu Thr
170

Gly Leu

185

Gly

Tyr

Thr GlIn

Lys val Asp

205

tgggccagac
atcagcagaa
gcatccccga
gggctcaggc
tggtctttgg
tgaccctgtt
tgatcagcga
tgaaggccgg
gcagctacct
tgacccacga

val GIn Pro

Thr Phe Ser

Gly Leu Glu

Tyr Ala Asp

60
Lys

Asn Thr

Ala val Tyr
Phe
110

Ser

Tyr Lys
Ala
125
ser

Ser
Lys Thr
140
Tyr

Phe Pro

ser Gly val
Ser
190

Ile

Ser Leu

Thr Tyr

205
Arg

Lys val

220

pPage 78

Gly
15

Asp
Trp
Ser
Leu
Tyr
95

Met
Thr
Ser
Glu
His
175
Ser
Ccys

Glu

cgctagaatc
gcccggecag
gcggtttagc
cggcgacgag
cggcggaact
ccceeccagce
cttctaccca
cgtggagacc
gagcctgacc
gggcagcacc

Gly
Tyr
val
val
Tyr
80

cys
Asp
Lys
Gly
Pro
160
Thr
val
Asn

Pro

60

120
180
240
300
360
420
480
540
600
633



LyS
225
Ala
Thr
val
val
Ser
305
Leu
Ala
Pro
GlIn
Ala
385
Thr
Leu
ser
ser
Thr
465
Leu
Tyr
Ser
Gly
Ala
545
Gln
Gly
Lys
Thr
Gly
625
Ile
Leu
Thr
His

val
705

Ser
Ala
Leu
Ser
Glu
290
Thr
Asn
Pro
Gln
val
370
val
Pro
Thr
val
Leu
450
Gln
Ser
Gln
AsSn
Thr
530
Thr
Gly
Ser
Glu
Ccys
610
Trp
Asp
Thr
Asn
Leu

690
Ser

Cys
Gly
Met
His
275
val
Tyr
Gly
Ile
val
355
Ser
Glu
Pro
val
Met
435
Ser
Ser
cys
Gln
Arg
515
Asp
Tyr
Thr
Gly
Ser

595
Thr

Trp
Ile
Met
675
Pro

Ser

Asp
Gly
Ile

260
Glu

Arg
Lys
Glu
340
Tyr
Leu
Trp
val
ASp
420
His
Pro
Pro
Arg
Lys
500
Ala
Phe
Tyr
Lys
Gly
580
Gly
Phe
Arg
Asp
Ser
660
Asp

Leu

Lys
Pro
245
Ser
Asp
Asn
val
Glu
325
Lys
Thr
Thr
Glu
Leu
405
Lys
Glu
Gly
Ala
Ala
485
Pro
Thr
Thr
Cys
val
565
Gly
Pro
Ser
Gln
Asp
645
Lys
Pro

val

Thr
230
Ser
Arg
Pro
Ala
val
310
Tyr
Thr
Leu
Ccys
Ser
390
Asp
ser
Ala
Lys
Thr
470
ser
Gly
Gly
Leu
Gln
550
Glu
Gly
Ala
Gly
Pro
630
Asp
Asp
val

Phe

His
val
Thr
Glu
Lys
295
Ser
Lys
Ile
Pro
L.eu
375
Asn
Ser
Arg
Leu
Gly
455
Leu
Gln
Gln
val
Thr
535
Gln
Ile
ser
Leu
Phe
615
Pro
Lys
Thr
Asp

ASp
695

Thr
Phe
Pro
val
280
Thr
val
Ccys
ser
Pro
360
val
Gly
Asp
Trp
His
440
Gly
Ser
Phe
Ala
Pro
520
Ile
Tyr
Lys
Gly
val
600
Ser
Gly
ser
Ser
Thr

680
ser

Cys
Leu
Glu
265
LyS
Lys
Leu
Lys
Lys
345
ser
Lys
Gln
Gly
Gln
425
Asn
Ser
Leu
Ile
Pro
505
Ala
Ser
Tyr
Gly
Gly
585
Lys
Leu
Lys
Tyr
Lys
665
Ala

Trp

SEQLIST

Pro
Phe
250
val
Phe
Pro
Thr
val
330
Ala
Arg
Gly
Pro
Ser

410
GIn

Gly
Ser
Gly
490
Arg
Arg
ser
Asp
Gly
570
Gly
Pro
Ser
Ala
Ser
650
Asn
Thr

Gly

Pro Cys
235
Pro Pro

Thr Cys
Asn Trp

Arg Glu
300

val Leu

315

Ser Asn

Lys Gly
Glu Glu

Phe Tyr
380

Glu Asn

395

Phe Phe

Gly Asn
Tyr Thr

Gly ser
460

Pro Gly

475

Ser Arg

Leu Leu
Phe Ser
Leu Glu
540
Tyr Pro
555
Gly Gly
Gly Ser
Thr GIn
Asn Arg
620
Leu Glu
635
Thr Ser
Gin val
Tyr Tyr

Ggin Gly
700

page 79

Pro
Lys
val
Tyr
285
Glu
His
Lys
Gln
Met
365
Pro
Asn
Leu
val
Gln
445
Asp
Glu
Tyr
Ile
Gly
525
Pro
Gln
ser
Gln
Thr
605
Gly
Trp
Leu
val
Cys

685
Thr

Ala
Pro
val
270
val
Gln
Gln
Ala
Pro
350
Thr
ser
Tyr
TYyr
Phe
430
LysS
ITe
Arg
Leu
Tyr
510
Ser
Glu
Thr
Gly
val
590
Leu
Gly
Leu
Lys
Leu
670
Ala

Leu

Pro
Lys
255
val
Asp
Tyr
Asp
Leu
335
Arg
Lys
Asp
Lys
sSer
415
Ser
Ser
val
Ala
Ala
495
Gly
Gly
Asp
Phe
Gly
575
Gln
Thr
Gly
Ala
Thr
655
Thr
Arg

val

Glu
240
Asp
Asp
Gly
ASn
Trp
320
Pro
Glu
Asn
Ile
Thr
400
Lys
Ccys
Leu
Leu
Thr
480
Trp
Ala
Ser
Phe
Gly
560
Gly
Leu
Leu
val
Trp
640
Arg
Met
Met

Thr
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