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CTAATATGGA ACAGTATTTA AGCGCCTGTT TGAATCTCAC GGAGCGTARA -

CTAACATGGA CCAGTATTTA AGCGCCTGTT TGAATCTCGC GGAGCGTAAA
CTAACATGGA GGAGTATATA AGCGCGTGCT TGAACCTIGGC CGAGCGCARA
CTRACATGGA GGAGTATATA AGCGCGIGCT TGAACCTGGC CGAGCGCARRA
CTAACATGGA GGAGTATATA AGCGCGTGTT TGAACCTGGC ACGAACGCARAA

P19/TATA P19 RNA
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CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC

R S SR S
..........
----------
aaaaaaaaaa

........ e

CTTACCCGC

CTTACCCGCC
CTTACCCGCC
CTTACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTTACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
CTCACCCGCC
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42_’_-38.
42_4
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42_10
42~3b
42_11
42*6b
43~l
43~5
43_12
43~20
43_21
43 23
43~25
44 1
44~5
223 10
223_2
223~4
2235
223_6
223 7
A3 4
A3 5
A3 7
A3 3
42 12
ARV
AAV2
ARAV3
AAVS
AAVY
AAV7
44_2

1701

GTCTGGAGCA

GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA

----------

----------

GTCTGGAGCA
AGCGGGCCTG
GTCTGGAGCA
GICTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTICTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA

..........

GTTTGGATCA
GTTTGGATCA
GTTTGGATCA
GTTTGGATCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGATCA
GTTTGGACCA
GICTGGAGCA
GTCTGGAGCA
GTCTGGAGCA
GTCTGGAGCA

CGACTTTGGC
CGACTTTGGC
TGACTTTGGC
CGACTTTGGC
TGACTTTGGC
TGACTTTGGC

----------

..........

CGACTTTGGC
CCCCTCAGTC
CGACTTTGGC
CGACTTTGGC
CGACTTITGGC
TGACTTTGGC
TGACTTTGGC
TGACTTTGGC
TGACTTTGGC
CGACTTTGGC
CGACTTTGGC

..........
..........
..........
..........
..........

----------

TGACTTTGGG
TGACTTTGGG
TGACTTTGGG
TGACTTTIGGG
CGACTTTGGC
TGACTTTGGC
TGACTTTGGG
TGACTTTGGG
CGACTTTGGC
CGACTTTGGC
CGACTTTGGC
CGACTTTGGC

Fig. 1lAI

BAGGTGACAA
AAGGTGACAA
AAGGTGACAA
AAGGTGACAR
ARGGTGACAA
ALAGGTGACAR

..........

..........

----------

ARAGGTGACAA
GCGGATCCAT
AAGGTGACCA
ARGGTGACCA
ARGGTGACCA
AAGGTGACGA
AAGGTGACGA
ADAGGTGACGA
AAGGTGACGA
AAGGTGACAA
ARGGTGACAA

..........
..........
..........
..........
----------

----------

AAGGTCACCA
ARAGGTCACCA
AAGGTCACCA
AAGGTCACCA
ARGGTGACAA
ARGGTGACAA
AAGGTCACCA
AAGGTCACCA
AAGGTGACAA
ARGGTGACAA

AAGGTGACGA

AAGGTCGACAA
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AGCAGGAAGT
AGCAGGAAGT
AGCAGGARGT
AGCAGGAAGT

-----

----------

AGCAGGAAGT
CGACGTCAGA
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT

AGCAGGAAGT -

...........
..........
..........
..........
..........

----------

AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AACAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT
AGCAGGAAGT

1750
CABAGAGTTC
CABAGAGTTC
CARAGAGTTC
CARAGAGTTC
CABAGAGTTC
CABRAGAGTTC

..........

----------

CAARGAGTTC
CGCGGAAGGA
CARAGAGTTC
CARAGAGTTC
CARAGAGTTC
CAAAGAGTTC
CARAAGAGTTC
CAAAGAGTTC
CAAAGGGTTC
CAGAGAGTTC
CAGAGAGTTIC

..........
..........
..........
..........
..........

..........

CAAAGACTTT
CAAAGACTTT
CARAGACTTT
CRARGACTTT
CARRGAGTTC
CAAAGAGTTC
CAAAGACTTT
ABAGGACTTT
CAAAGAGTTC
CARAGAGTTC
CARAGAGTTC
CAGAGAGTTC
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42_3a
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42_5a
42_10
42_3b
42 11
42_6b
43 1

43_5

43 12
43_20
43_21
43_23
43_25
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223 10

223 2°

223 4
223 5
223 6
223 7
A3 4
A3 5
A3 7
A3 3
42 12
ARV1
AAV2
ARV3
 AAVS
ARV
AAV7
44 2

1751

TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG

..........

..........

----------

TTCCGCTGGG
GCTCCGGTGG
TTCCGCTGGG
TTCCGCTGGEG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGCTGGG

..........
..........
..........
..........
..........

----------

TTCCRGTGGSE
TTCCGGTEGG
TTCCGGTGGG
TTCCGGTGGG
TTCCGCTGGG
TTCCGCTGGG
TTCCGGTGGG
TTCCGGTGGG
TTCCGCTGGE
TTCCGCTGGG
TTCCGCTGGGE
TTCCGCTGGG

CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA

----------

----------

..........

CGCAGGATCA
ACTTTGCCGA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA
CGCAGGATCA

............
..........
..........
..........
..........

----------

CTCAAGATCA
CTCAAGATCA
CTCAAGATCA
CTCAAGATCA
CGCAGGATCA
CGCAGGATCA
CARAGGATCA
CTTCCGATCA

CCAGTGATCA
“CCAGTGATCA

CCAGTGATCA
CGCAGGATCA

Fig. 1aJ

CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG

..........

..........

----------

CGTGACCGAG
CAGGTACCAA
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG
CGTGACCGAG

...........
..........
..........
----------
----------

..........

CGTGACTGAG
CGTGACTGAG
CGTGACTGAG
CGTGACTGAG
CGTGACCGAG
CGTGACCGAG
CGTGGTTGAG
CGTGACTGAC
CGTGACCGAG
CGTGACCGAG
- CGTGACCGRAG
CGTGACCGAG
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GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG

----------

----------

GTGGCGCATG
AACAARTGTT
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCACG
GTGGCGCACG

........

----------

----------

..........

GTGGAGCATG
GTGGAGCATG
GTGGAGCATG
GTGGAGCATG
GTGGCGCATG
GTGGCGCATG
GTGGAGCATG
GTGGCTCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCATG
GTGGCGCACG

1800
AGTTCTACGT
AGTTCTACGT
AGTTCTACGT -
AGTTCTACGT
AGTTCTACGT
AGTTCTACGT

..........

..........

AGTTCTACGT
CICGTCACGC
AGTTCTACGT
AGTTCTACGT
AGTTCTACGT
AGTTCCACGT
AGTTCCACGT
AGTTCCACGT
AGTTCCACGT
AGTTCTACGT
AGTTCTACGT

..........

AGTTCTACGT
AGTTCTACGT
AGTTCTACGT
AGTTCTACGT
AGTTCTACGT
AGTTCTACGT
AATTCTACGT
AGTTCTACGT
AGTTTTACGT
AGTTTTACGT
AGTTCTACGT
AGTTCTACGT
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42 10
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42 11
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43 20
43_21
43 23
43_25
44 1
44 5
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223_4
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A3 3
42_12
ARV1
ARV2
AAV3
AAVS
AAVY
AAVT
44 2

1801

CAGRAAGGGT

'CAGARAGGGT

CAGRAAGGGT
CAGRAAGGGT
CAGARAAGGGT
CAGAAAGGGET

..........

----------

----------

CAGAAAGGGT
GGGCATAGCG
CAGRAAGGGC
CAGARAGGGC
CAGRAAGGGC
CAGAAAGGGT
CAGARAGGGT
CAGAAAGGGT
CAGAAAGGGT
CAGRAAGGGT
CAGRAAGGGT

..........
..........
..........

----------

..........

CARARAGGGT
CARARAGGGT
CARBAAGGGT
CAARAAGGGT
CAGRAAGGGT
CAGRAAGGGT
CAARAAGGGT
CAGRAAGGGT
CAGAAAGGGC
CAGAARGGGC
CAGAAAGGGC
CAGAAAGGGT

GGAGCCAACA
GGAGCCAACA
GGAGCCAACA
GGAGCCAACA
GGAGCCARACA
GGAGCCAACA

..........

..........

..........

GGAGCCAACA
CTGACGTAAA
GGAGCCAGCA
GGAGCCAGCA
GGAGCCAGCA
GGAGCCAACA
GGAGCCARACA
GGCGCCAACA
GGAGCCAACA
GGAGCCAACA
GGAGCCAACA

..........
..........
----------
----------
..........

GGAGCCAAGA
GGAGCCAAGA
GGAGCCAAGA
GGAGCCAACA
GGAGCCAACA
GGAGCCAAGA
GGAGCTAAGA
GGAGCCAGCA
GGAGCCAGCA
GGAGCCAGCA
GGAGCCAACA

Fig. 1AK

AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC

----------

..........

AGAGACCCGC
TCACGTCATA
AAAGACCCGC
ARAGACCCGC
ABAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC
AGAGACCCGC

----------
----------
..........
----------
----------

..........

ADAGGCCCGC
AAAGGCCCGC
ARAGGCCCGC
ARAGGCCCGC
AGAGACCCGC
ARRGACCCGC
ARAGARCCCGC
ARCGCCCCGC

‘ARAGACCCGC

AARGACCCGC
AAAGACCCGC
AGAGACCCGC
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‘CCCCGATGAC

CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC

..........

----------

..........

CCCCGATGAC
GGGGAGTGGT
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC

..........
..........
..........
.....
----------

-----

CCCCGATGAT
CCCCGATGAT
CCCCGATGAT
CCCCGATGAC
CCCCGATGAC
CCCCRGTGAC
CTCCAATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC
CCCCGATGAC

1850
"P40Q/TAT

GCGGAARAR
GCGGATAARA
GCGGATAAAA
GCGGATARAA
GCGGATARRA

GCGGATAARA

----------

..........

GCGGATAAAA
CCTGTATTAG
GCGGATATAA
GCGGATATAR
GCGGATATAAR
GCGGATATAA
GCGGATATAR
GCGGATATAA
GCGGATATAA
GCGGATARAA
GCGGATAAAA

..........

----------

----------
----------

----------

GTATATATAA
GTATATATAA
GTATATATARA
GTATATATAA
GCGGATAARR
GCGGATAAAA
GCAGATATAA
GCGGATGTAA
GCGGATAAAA
GCGGATAARA
GCGGATATAA
GCGGA

P40/TATA.
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42_5a
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44 5
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42 12
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ARV2
AAV3

AAVSE .

AAVY
AAV7
44 2

1851

- GCGAGCCCAA

GCGAGCCCAA
GCGAGCCCAR
GCGAGCCCAR
GCGAGCCCAA
GCGAGCCCAA

----------

----------

----------

GCGAGCCCAA
CTGTCACGTG
GCGAGCCCAA
GCGAGCCCAA
GCGAGCCCAA
GCGAGCCCAA
GCGAGCCCAA
GCGAGCCCARA
GCGAGCCCAA
GCGAGCCCAA
GCGAGCCCAA

..........
..........
..........
..........
..........

..........

ATGAGCCCAA
ATGAGCCCAA
ATGAGCCCARA
ATGAGCCCAA
GCGAGCCCAA
GCGAGCCCAA
GTGAGCCCAA
GCGAGCCAAA
GCGAGCCCAA
GCGAGCCCAA
GCGAGCCCAA
GCGAGCCCRA

GCGEECCTEC
GCGGGCCTEL
GCGGGLCTGE
GCGGGCLTGE
GCGGGCCTGE
GCGGGCCTGC

..........

..........

----------

GCGGGCCTGC
AGIGCTTTTG
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGC

----------
..........
..........
..........
..........

..........

GCGGGCGCGC
GCGGGCGCGC
GCGGGCGCGC
GCGGGCGCGC
GCGGGCCTGC
GCGGGCCTGC
ACGGGTGCGC
ACGGGAGTGC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGC
GCGGGCCTGC

Fig. 1AL

CCCTCAGTCG
CCCTCAGTCG
CCCICAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTICG

----------

----------

CCCTCAGTCG
CGACATTTTG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGICG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG

----------
..........
----------
----------
..........

..........

GAGTCAGTTG
GAGTCAGTTG
GAGTCAGTTG
GAGTCAGTTG
CCCTCAGTCG
CCCTCAGTCG
GAGTCAGTTG
ACGTCACTTG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
CCCTCAGTCG
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_ P4ORNA
CGGATECATC
CGGATCCATC
CGGATCCATC

CGGATCCATC

--------
..........

..........

CGGATCCATC
C..ATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGATCCATC

----------
..........
..........
----------
..........

----------

CGCAGCCATC
CGCAGCCATC
CGCAGCCATC
CGCAGCCATC
CGGATCCATC
CGGATCCATC
CGCAGCCATC
CGCAGCCGAC
CGGATCCATC
CGGATCCATC
CGGATCCATC
CGGA?&CATC

P40 RNA

1800

GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC

..........

----------

----------

GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC

----------
..........
..........
..........
..........

..........

GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
AACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
GACGTCAGAC
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43 5
43 12
43_20
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43_23
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44 1
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223 2
223 4
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42 12
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AAV3
AAVS
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1901

GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGRAGGAG
GCGGAAGGAG

..........

----------

..........

GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG
GCGGAAGGAG

----------
..........
..........
..........
----------

----------

GCGGA. ..AG
GCGGAAGGAG
GCGGAAGGAG
GCGGA. . .AG
GCGGA. . .AG
GCGGAAGGAG
GCGGAAGGAG

. GCGGAAGGAG

GCGGAAGGAG

CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA

..........

..........

CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA
CTCCGGTGGA

..........
..........
..........
..........

..........

CTTCGATAAR
CITCGATARAA
CTTCGATAAA
CTTCGATAAA
CTCCGGTGGA
CTCCGGTGGA
CTTCGATCAA
CACCGGCGGA
CTCCGGTGGA
CTCCGGTGGA

CTCCGGTGGA

CTCCGGTGGA

Fig. 1AM

CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC

..........

..........

.......

CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTIGCCGAC
CTTTGCCGAC
CTTTGCCGAC

R
..........
..........
..........

----------

CTACGCGGGC
CTACGCGGAC
CTACGCGGAC
CTACGCGGAC
CTITGCCGAC
CTTTGCCGAC
CTACGCAGAC
CTACGCGGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
CTTTGCCGAC
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AGGTACCARA
AGGTACCARBA
AGGTACCARA
AGGTACCAAR
AGGTACCAAA
AGGTACCARA

-------

----------

..........

AGGTACCARA
AGGTACCARA
AGGTACCARRA
AGGTACCARAA
AGGTACCARA
AGGTACCARA
AGGTACCARA
AGGTACCAAR
AGGTACCARARA
AGGTACCARAA
AGGTACCARRA

----------
..........

LR N ]

AGGTACCAAA
AGGTACCARA
AGGTACCRAAA
AGGTACCAAA
AGGTACCAAA
AGGTACCAAA
AGGTACCAAA
AGGTACCAAA
AGGTACCAAA

AGGTACCAAA

AGGTACCAAA
AGGTACCAAA

1950
ACARATGTTC
ACAAATGTTC
ACAAATGTTC
ACAARTGTTC
ACABATGTTC
ACABATGTTC

----------

..........

ACARATGTTC
ACAAGTGTTIC
ACAAATGTTC
ACAAATGTTC
ACARATGTIC
ACARATGTTC
ACADATGTTIC
ACARATGTTC
ACAAATGTTC
ACAAATGTTC
ACARATGTTC

..........
...........

----------

---------

ACARATGTTC
ACRAATGTTC
ACABATGTTC
ACAAATGTTC
ACAAATGTTC
ACARATGTTC
ACARATGTTC
ACARATGTTC
ACARATGTTC
ACAAATGTTC
ACAAATGTTC
ACARATGTTC
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42_15
42_5b
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42_13
42_3a
42 4
42_5a
42_10
42_3b
42_11
42_6b
43_1

4375

43 12
43 20
43_21
43 23
43_25

44 1
445

223 10 -

223 2
223 4
223_5
223_6
223 7
A3 4
A3 S
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A3 3
42_12
ARV
ARV2
ARV3
AAVS
- BAV9
 AAV7
44_2

1951

TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG

..........

..........

..........

TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG

...........
P S T IR
..........
..........
..........

----------

TCGTCACGTG
TCGTCACGTG
TCGTCACGTG
TCGTCACGTG
TCGTCACGCG
TCGTCACGCG
TCGTCACGTG
TCGTCACGTG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG
TCGTCACGCG

GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC

..........

GGCATGCTTC

GGCATGCTIC

..........

..........

------

GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTCC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC
GGCATGCTTC

..........
..........
..........
----------
..........

GGCATGAATC
GGCATGRATC
GGCATGARTC
GGCATGARTC
GGCATGCTTC
GGCATGCTTC
GGCATGARTC
GGCATGRATC
GGCATGCTTC
GGCATGCTTC
GGCATGATTC
GGCATGCTTC

Fig. 1AN

AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
....GRATTC
AGATGCTGTT
AGATGCTGCT
....GAATTC
AGATGCTGTT
... .GAATTC
.+ . .GBATTC
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
AGACGCTGTT
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT
AGATGCTGTT

AGATGCTGTT

..........
..........
..........
..........
..........

..........

TGATGCTGTT
TGATGCTGIT
TGATGCTGTT
TGATGCTGTT
AGATGCIGTT
AGATGCTGTT
TGATGCTGIT
TGATGCITTT

AGATGCTGTT

AGATGCTGCT
AGATGCTGTT
AGATGCTGTT
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TCCCTG.
TCCCTG,
TCCCTG. CBA
TCCCTG.CAA
GCCCTT. ...
TCCCTG. CRA
TCCCTG.CAA
GCCCTTTCTA
TCCCTG.CRA
GCCCTTTCTA
GCCCTTTCTA
TCCCTG. CAA
TCCCTG. CAA
TCCCTG.CAA
TCCCTG.CAA
TCCCTG.CAA
TCCCTG.CAA
TCCCTG.CAA
TCCCTG .CAA
TCCCTG.CAA
TCCCTG.CAR
TCCCTG.CRA

..........

CAA
CRA

v e s s v s s w s s
..........
..........
..........

----------

TCCCTG . TCG
TCCCTG. TCG
TCCCTG.TCG
TCCCTG. TCG
TCCCTG.CAR
TCCCTG.CAR
TCCCTG. CAG
TCCCTG. TAA
TCCCTG. CAR

TCCCTG,CAR’

TCCCTG.
TCCCTG.

CAA
CAA

2000
GACATGCGAG
GACATGCGAG
GACATGCGAG
GACATGCGAG
. GGCTGCGTC
GACATGCGAG
GACATGCGAG
CGGCTGCGTC
BACATGCGAG
CGGCTGCGTC
CGGCTGCGTC
GACATGCGAG
GACATGCGAG
BACGTGCGAG
AACGTGCGAG
AACGTGCGAG
GACATGCGAG
GACATGCGAG
GACATGCGAG
GACATGCGAG'
AACATGCGAG
BACATGCGAG

..........
..........
----------
..........
----------

ACAMATGCGAA
ACARTGCGAA
ACAMATGCGAA
ACAATGCGAA
GACATGCGAG
GACATGCGAG
ACAATGCGAG
AACATGCGAG
AACGTGCGAG
ARCGTGCGAG
ADRCGTGCGAG
AACATGCGAG
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42_10
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42_11
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43_1

43 5
43_12
43_20
43_21
43 23
43_25
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44 5

223_10
223 2
223 4
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223 6
223 7

A3 4

A3 5

A3 7

A3 3
42 12

AAV]

AAV2

AAV3

ARAVS

AAVY
AAV7

44 2

2001
AGAATGAATC

. AGARATGARATC

AGAATGAATC
AGAATGAATC
A.ACTGGACC
AGRATGAATC
AGAATGAATC
A.ACTGGACC
AGAATGAATC
A.ACTGGACC
A.ACTAGACC
AGRATGAATC
AGAATGAATC
ARRATGAATC
AGAATGAATC
AGAATGARTC
AGRATGAATC
AGARTGAATC
AGAATGAATC
AGAATGAATC
AGAATGAATC
AGAATGARATC

L L A R A )

----------
----------

----------

AGBATGBATC
AGAATGAATC
AGAATGAATC
AGRATGAATC
AGAATGAATC
AGAATGAATC
AGAATGAATC
AGBATGAATC
AGARTGAATC
AGAATGAATC

. AGRATGAATC

AGAATGAATC

AGAATTTCAA

'AGARTTTCARA

AGRATTTCAA
AGBATTTCARA
A..ATGAGAA
AGAATTTCAA
AGAATTTCAG
A..ATGAGAA
AGAATTTCARA
A..ATGAGAA
A. .ATGAGAA
AGRATTTCAA
AGAATTTCAA
AGAATTTCARA
AGAATTTCAA
AGRATTTCAR
AGRATTTCRA
AGRATTTCARA
AGAATTTCAA
AGAATTTCAA
AGRATTTCAA

AGAATTTCAA

-----------

..........

----------

AGAATTCAARA
AGAATTCARLA
AGAATTCARA
AGAATTCAAA
AGAATTTCAA
AGAATTTCAA
AGAATTCARA
ARATTTCCAA
AGAATTTCAA
AGAATTTCAA
AGAATTTCAA
AGAATTTCAA

Fig. 1A0

CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CTTTCCCTTC
CATTTGCTTC
CATTTGCTTC
CTTITCCCTTC
CATTTGCTTC
CTTTCCCTTC
CTTTCCCTTC
CATTTGCTTC
CATTITGCTTC
CATTTGCTITC
CATTIGCTTIC
CATTIGCTTIC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CATTIGCTTC
CATTTGCTTC

----------

----------
----------
----------

..........

TATCTGCTTC
TATCTGCTTC
TATCTGCTTC
TATCTGCTTC
CATTTGCTTC
CATTTGCTTC
TATCTGCTTC
TGTCTGTTTT
CATTTGCTTC
CATTTGCTTC
CATTTGCTTC
CATTTGCTTIC
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ACGCACGGGA

ACGCACGGGA
ACGCGCGEGGA
ACGCACGGGA
Ao .00 WA
ACGCACGGGA
ACGCACGGGA
Ao, A
ACGCACGGGA

ACGCACGGGA
ACGCACGGGA
ACGCACGGGG
ACGCACGGGG
ACGCACGGGG
ACGCACGGGA
ACGCACGGGA
ACGCACGGGA
ACGCACGGGA
ACGCACGGGA
ACGCACGGGA

..........

..........

ACACACGGGC
ACACACGGGC
ACACACGGGC
ACACACGGGC
ACGCACGGGA
ACGCACGGGA
ACTCACGGAC
ACGCATGGTC
ACACACGGGG
ACACACGGGG
ACACACGGGG
ACGCACGGGA

2050
CCAGAGACIG
CCAGAGACTG
CCAGAGACTG
CCAGAGACTG
CGATTGCGTC
CCAGAGACTG
CCAGAGACTG
CGATTGCGTC
CCAGAGACTG
CGATTGCGTC
CGATTGCGTC
CCGGAGACTG
CCAGAGACTG
TCAGAGACTG
TCAGAGACTG
TCAGAGACTG
CCAGAGACTG
CCAGAGACTG
CCAGAGACTG
CCAGAGACTG
CCAGAGACTG
CCAGAGACTG

...........
----------
..........
..........
..........

..........

AABABRGACTG
AAAAAGACTG
AAABAGACTG
ARAAAGACTG
CCAGAGACTG
CGAGAGACTG
AGAAAGACTG
AMAGAGACTG
TCAGAGACTG .
TCAGAGACTG.

TCAGAGACTG
CCAGAGACTG
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2051
TTCAGAATGT

TTCAGAATGT
TTCAGAATGT
TTCAGAATGT
GACAAGATGG
TTCAGAATGT
TTCAGAATGT
GACAAGATGG
TTCAGAATGT
GACAAGATGG
GACAAGATGG
TTCAGAATGT
TTCAGRATGT
CTCAGAATGT
CTCAGAATGT
CTCAGAATGT
TTCAGAATGT
TTCAGAATGT
TICAGAATGT
TTCAGAATGT
TTCAGAATGT
TTCAGAATGT

..........
..........
..........
..........
----------

----------

TTTGGAATGC
TTTGGAATGC

- TTTGGAATGC

TTTGGAATGC
TTCAGAATGT
TTCAGAGTGC
TTTAGAGTGC
TGGGGAATGC
CTCAGAGTGT

“CTCAGAGTGT -

TTTAGAGTGT
TTCAGAATGT

TTCCCCGGLG

TTCCCCGGLG
TTCCCGGGCG
TTCCCCGGCG
TGATCTGGTG
TTCCCCGGCG
TTCCCCGGCG
TGATCTGGTG
TTCCCCGGLG
TGATCTGGTG
TGATCTGGTG
TTCCCCGGELCE
TTCCCCGGCG
TTCCCCGGTG
TTCCCCGGTG
TTCCCCGGTG
TTCCCCGGCG
TTCCCCGGCE
TTCCCCGGLCG
TTCCCCGGCG
TTCCCCGGCG

"TTCCCCGGCG

----------
...........
..........
..........
...........

----------

TTTCCCG. ..
TTTCCCG. ..
TTTCCCG.
TTTCCCG.
TTCCCCGGC

TTCCCCGGCG
TTTCCCG. ..
TTCCCTGGAA
TTCCCCGGCG
TTCCCCGGCG
TTCCCCGGCG
TTCCCCGGCG

..
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TGTCAGAATC

TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
GG. ,AGGAGG
TGTCAGAATC
TGTCAGAATC
GG. .AGGAGG
TGTCAGAATC
GG. .AGGAGG
GG. .AGGAGG
TGTCAGAATC
TGTCAGAATC
CATCAGAATC
CATCAGAATC
CATCAGRATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC

----------
..........

..........

----------

----------

TGTCAGAATC
TGTCAGRATC
TGTCAGRATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGAATC
TGTCAGRATC
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TCAACC. ...

TCAACC. ...
TCAACC. ..
TCAACC. ...
GCAAGA. ..
TCAACC.
TCAACC....
GCRAGA. ...
TCAACC. ...
GCAAGA....
GCARAGA....
TCAACC. ..
TCAACC. ...
TCAACC. ...
TCAACC., ..
TCAACC. ...
TCAACC. ..
TCAACC. ...
TCAACC. ..
TCAACC. .

..........
..........
..........
..........

..........

TCAACCCGTT
TCRACCCGTT
TCAACCCGTT
TCAACCCGTT
TCAACC. ...
TCAACC....
TCAACCCGTT
TCAACCCGTT

.TCAACC....

TCAACC....
TCAACC. ...
TCAACC....

2100
.GGTCGTCA

. . GGTCGTCA
. . GGTCGTCA
. GGTCGTCA
. . TGACGGCC
.. GGTCGICA
. . GGTCGTCA
. TGACGGCC
. .GGTCGTCA
. TGACGGCC
. . TGACGGCC
.. GGTCGTCA
. .GGTCGTCA
. . GGTCGTCA
. .GGTCGTCA
.. GGTCGTCA
. .GGICGTCA
. .GGTCGTCA
. . GGTCGTCA
. .GGTCGTCA
. .GGTCGTCA
.GGTTGTCA

..........
...........
..........
..........
..........

..........

TCTGTCGTCA
CCTGTCGTCA
TCTGTCGICA
TCTGTCGTCA
. .GGTCGTCA
. .GGTCGTCA
TCTGTCGTCA
TCTGTCGTCA

.GGTCGTCA

.GGTCGTICA
. .GGTCGTCA

.GGICGTCA
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2101
GARAGAGGAC

GAAAGAGGAC
GBARGAGGAC
GABAGAGGAC
.AAGGTCGTG
GAAAGAGGAC
GARAGAGGAC
.ARGGTCGTG
GBBAGAGGAC
RA....GGTC
BA....GGTC
GARAGAGGAC
GRRAAGAGGAC
GABARAAAAC
GRAABRABRARAC
GAAAARBRAAC
GARAGAGGAC
GARAGAGGAC
GRAAGAGGAC
GARAGAGGAC
GARAABAGAC

..........
----------
..........
..........
----------

..........

GAARAACG. .
GAAAGAGGAC
GAAAGAGGAC
ARANGGCG. .
AARRGAAGAC

GAARGAGGAC

GAAAGAGGAC
GAARAARGAC
GAAARAAGAC

GTATCGGAAA

GTATCGGARRAA
GTATCGGAAA
GTATCGGAAA
GAGTCCGCCA
GTATCGGRAA
GTATCGGAAA
GAGTCCGCCA
GTATCGGRAA
GIGAAGICCG
GTGGAGTICCG
GTATCGGARARA
GTATCGGAARA
GTATCAGAARA
GTATCAGARA
GTATCAGAAA
GTATCGGARARA
GTATCGGARA
GTATCGGAAA
GTATCGGAAA
GTATCGGAAA
GTATCGGARA

----------
..........
..........

..........

......... .

. TATCAGAAR
. TATCAGAAA
. TATCAGRAA
. TATCAGRRA
GTATCGGAAA
GTATCGGARA
. TATCAGAAR
TTATCAGAAA
GTATCGGAAA

GTATCGGRAA

GTATCGGAARA
GTATCGGAAA
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CICIGTGCCA

CTCTGTGCCA
CTCTGTGCCA
CTCTGTIGCCA
AG....GCCA
CTCTGTIGCCA
CTCIGTGCCA
AG....GCCA
CTCTGTIGCCA
CCAAG.GCCA
CCARG.GCCA
CTCTGTGCCA
CTCTGTGCCA
CTGIGTGCCA
CTGTIGTGCCA
CTGIGTGCCA
CTCTGTGCGA
CTCIGTGCGA
CTCTGTGCGA
CTCTGTGCGA
CTCTGTGCGA
CTCIGTGCGA

..........
..........
----------
.....
LR A I Y

--------- .

CTTTGTTACA
CTTTGTTACA
CTTTGTTACA
CTTTGTTACA
CICTGTGCCA
CTCIGTGCCA
CTGTGCTACA
CTGTGTCCAA
CTCTGTGCGA
CTCTGTGCGA
CTCTGCGCGA
CTCTGTGCGA
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TTCATCATCT

TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATICT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT
TTCATCATCT

----------
----------

----------

L N RN R R

TTCATCATAT
TTCATCATAT
TTCATCATAT
TTCATCATAT
TTCATCATCT
TTCATCATCT
TTCATCATAT
TTCATCATAT
TTCATCATCT

TTCATCATCT
TTCATCATCT
TTCATCATCT

2150
GCTGGGG. CG
GCTAGGG.CG
GCTGGGG.CG
GCTGGGGE.CG
GCTGGGG.CG
GCTGGGG.CG
GCTGGGG.CG
GCTGGGG. CG
GCTGGGG.CG
GCTGGGGE.CG
GCTGGGG.CG
GCTGGGG.CG
GCTGGGG.CG
GCTGGGG.CG
GCTGGGEG.CG
GCTGGGG.CG
GCTGGGEG.CG
GCTGGGG.CG
GCTGGGGE. CG
GCTGGGG.
GCTGGGG.
GCTGGGG.

..........
...........
..........
..........
..........

----- e o w

CATGGGA.
CATGGGA.
CATGGGA.
CATGGGA.
GCTGGGG.,
GCTGGGG.
CATGGGA.
CCTGGGA.
GCTGGGG.
GCTGGGG.
GCTGGGE.
GCTGGGGGCG
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2151

GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCACCCGAG
GGCACCCGAG
GGCACCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCACCCGAG

GGCACCCGAG.

..........
..........
..........
..........

..........

AGAACCAGAC
AGTACCAGAC
AGTACCAGAC
AGTACCAGAC
GGCTCCCGAG
GGCTCCCGAG
GGTGCCAGAC
GGCACCCGAG
GGCTCCCGAG
GGCTCCCGAG
GGCGCCCGAG
GGCACCCGAG

ATTGCTTGCT
ATTGCITGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTIGCTTGCT
ATTGCTTIGCT
ATTGCTTGCT
ATTGCTTGCT
ATTIGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT

..........
----------
..........
..........

----------

.. .GCCTGCA
. .GCCTGCA

. .GCCTGCA

...GCCTGCA
ATTGCTTGCT
ATTGCTTIGCT

. . .GCTTGCA
ATTGCCTGTT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT
ATTGCTTGCT

Fig. 1AR

CGGCLCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCeA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCLCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CGGECCTGCGA
CGGCCTGCGA

..........

..........
..........
..........

----------

CTGCCTGCGA
CTGCCTGCGA
CTGCCTGCGA
CTGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA
CTGCCTGCGA
CGGCCTGCGA
CGGCCTGCGA

CGGCCTGCGA”

CGGCCTGCGA
CGGCCTGCGA

44/105

TCTGGTCBAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCBAC
TCTGGTCAAC
TCTGGTCRAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCRAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC
TCTGGTCAAC

..........
..........

..........

--------- .

CCTGGTAARAT
CCTGGTAARAT
CCTGGTARAT
CCTGGTARAT
TCTGGTCAAC
TCTIGGTCAAC
TCTGGTCAAT
TTTGGCCAAT
TCTGGTCAAC
TCTGGTCAAC
CCTGGTCAAC
TCTGGTCAAC

2200
GTGGACCTGG |
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGS
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTGG
GTGGACCTAG
GTGGACCTAG

----------
----------
..........

..........

..........

GTGGACTTGG
GTGGACTTGG
GIGGACTTGG
GTGGACTTGG
GTGGACCTGG
GTGGACCTGG
GTGGATTTGG
GTGGACITGG
GTGGACCTGG
GTGGACCTIGG
GTGGACCTGG
GTGGACCTAG
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2201

ATGACCGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGIGT
ATGACTGIGT
ATGACTGIGT
ATGACTGTGT
ATGACTGIGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGIGT
ACGACTGTGT
ACGACTGTGT
ACGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT
ATGACTGTGT

----------

ATGACTGTAT
ATGACTGTAT
ATGACTGTAT
ATGACTGTAT

- ATGACTGTGT

ATGACTGTGT
ATGACTGCAT
ATGACTGTGT
ATGACTGTGT
ATGACTGTIGT
ACGACTGCGT
ATGACTGTIGT

TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA

‘"TTCTGAGCAA

TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA

..........
..........
..........
..........
..........

----------

TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAR
TTCTGAGCAA
TTCTGAGCAA
CTTTGAACAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA
TTCTGAGCAA

Fig. 1AS

Rep 78 stop

TAAATGACTT
TAAATGACTT
TARATGACTT
TAAATGACTT
TAAATGACTT
TAAATGACTT
TAAATGACTT
TAAATGACTT
TARATGACTT
TAARTGACTT
TARATGACTT
TAAATGACTT
TAAATGACTT
TAAATGACTT
TAAATGACTT
TARARTGACTT
TARATGACTT
TAAATGACTT
TARATGACTT
TAAATGACTT
TARATGACTT
TAAATGACTT

..........
..........
----------
----------
..........

..........

TARATGACTT
TARRTGACTT
TAAATGACTT
TAAATGACTT
TABATGACTT
TAAATGACTT
TAAATGATTT
TAAATGACTT
TAAATGACTT
TAAATGACTT
TAAATGACTT
TAAATGACTT

Rep78 stop
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.
ARACCAGGTA
ARACCAGGTA
AARCCAGGTA
ARACCAGGTA
ARACCAGGTA
ARACCAGGTA
AAACCAGGTA
ARRCCAGGTA
ARACCAGGTA
ARACCAGGTA
ARACCAGGTA
ARACCAGGTA
ARRCCAGGTA
AARCCAGGTA
AAACCAGGTA
ARRCCAGGTA
ARACCAGGTA
AAACCAGGTA
AARCCAGGTA
ARACCAGGTA
ARACCAGGTA
ARRCCAGGTA

----------
..........

----------

AAATCAGGTA
AAATCAGGTA
AAATCAGGTA
ARAACCAGGTA
ARACCAGGTA
ARATCAGGTA
AARCCAGGTA
" ARACCAGGTA
AARCCAGGTA
AAMACCAGGTA
ADAACCAGGTA

2250

pl start

TGGCTGCCGAR
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA

TGECTGCCGA
TGGCTGCCGA

..........

TGGCTGCTGA
TGGCTGCTGA
TGGCTGCTGA
TGGCTGCTGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCTGA
"TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA
TGGCTGCCGA

vpl start
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2251

TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
IGGTTATCIT
TGGTTATCTT
TGGTTATCIT
TGGTCATCIT
TGGTTATCTT
TGGTTATCTIT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT

..........
..........

----------

..........

----------

CGGTTATCTT
CGGTTATCTT
CGGTTATCTT
CGGTTATCTT
TGGTTATCTT
TGGTTATCTT
TGGTTATICTT
CGGITATCTT
TGGTTAICTT
TGGTTATCTT
TGGTTATCTT
TGGTTATCTT

CCAGATTGGC
'CCAGATTGGC

CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CECAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGRTTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC

..........
..........
..........
..........
..........

CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
CCAGATTGGC
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TCGAGGACAA
TCGAGGACARA
TCGAGGACAA
TCGAGGACARA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TTGAGGACAA
TTGAGGACAA
TTGAGGACAA
TCGAGGACAR
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA

..........

----------
----------
----------

..........

TCGAGGACAC
TCGAGGACAC
TCGAGGACAC
TCGAGGACAC
TCGAGGACAA
TCGAGGACAA
TCGAGGRACAC
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAA
TCGAGGACAR
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2300

Repé8 stop

CCTCICTGAG
CCTCTCTGAG
CCTCTCTIGAG
CCTCTCTGAG
CCTCTCTIGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTICTGAG
CCTCTICTIGAG
CCICTCIGAG
CCTCTCIGAG
CCTCICTGAG
CCICTCTGAG
CCTCTICTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG
CCTCTCTGAG

...........

..........

TCTCTCTGAA
TCTCTCTGAA
TCTCTCTGARA
TCTCTCTGAA
CCTCICTGAG
CCTCTCTGAG
TCTCTCTGAA
CCTTTCIGAA
CCTCICTGAG
CCTCTCTIGAG
CCTCTCTGAG
CCTCTICIGAG

GGCATTCGCG

GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG .
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTICGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG.

GGCATTCGCG

..........

L A A B Y
..........
..........

----------

GGAATCAGAC
GGAATCAGAC
GGAATCAGAC
GGAATCAGAC
GGCATCCGCG
GGCATTCGCG
GGAATAAGAC
GGCATTCGTG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG
GGCATTCGCG

Rep 68 stop
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2301
AGTGGTGGGA

AGIGGTGGGA

AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGIGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGIGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGIGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA
AGTGGTGGGA

" AGTGGTGGGA

...........
----------
..........
..........

----------

AGTGGTGGAA
AGTGGTGGAA
AGTGGTGGAA
AGTGGTGGAA
AGTGGTGGGA
BGTGGTGGGA
AGTGGTGGAA
AGTGGTGGGC
AGTGGTGGGC
AGTGGTGGGC
AGTGGTGGGA
AGTGGTGGGA

CTTGAAACCT

CTTGAAACCT
CTTGAARCCT
CTTGARACCT
CTTGAGACCT
CTTGARACCT
CTTGAAACCT
CTTGAARCCT
CTTGARACCT
CTTGARACCT
CTTGARACCT
CTTGARACCT
CTTGRAACCT
CCTGAAACCT
CCTGAAACCT
CCTGAAACCT
CTTGAAACCT
CTTGAAACCT
CTTGAAACCT
CTTGAAACCT
CTTGAAACCT
CTTGRRACCT

..........
..........
----------
----------
..........

----------

GCTCAAACCT
GCTCARACCT
GCTCAAACCT
GCTCAAACCT
CTTGARACCT
CTTGABACCT
GCTCARACCT
TCTGARACCT
GCTGAAACCT
GCTGARACCT
CCTGARACCT
CTTGAAACCT

Fig. 1AU

GGAGCCCCGA

GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGaAa
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA

eeeeeeee

----------

----------

----------

......... .

GGCCCACCAC
GGCCCACCAC
GGCCCACCAC
GGCCCACCAC
GGAGCCCCGA
GGAGCCCCGA
GGCCCACCAC
GGAGTCCCTC
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
GGAGCCCCGA
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AACCCAAAGC

ARCCCAAAGC
AACCCARAGC
AACCCARAGC
AACCCRAAGC
ARCCCARAGC
AACCCAAAGC
ARCCCAAAGC
AACCCRARGC
AACCCARAGC
AACCCBARGC
ARCCCARAAGC
AACCCARAAGC

AACCCAAAGC

AACCCARAAGC
RACCCAARAGC
AACCCARAARGC
AACCCAAAGC
ARCCCRAAGC
AACCCAARAGC
ARCCCAAAGC

AACCCAAAGC

----------

..........

CGCCGARACC
CGCCGARACC
CGCCGARACC
AACCCARAGC
AGCCCAAAGC
CACCARAGCC
AACCCABAGC
AGCCCARAGC

AGCCCARAAGC.
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TAACCAACAA
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TAACCAACAA
CAACCAGCAA
CAACCAGCAA
CGCAGAGCGG
GAACCAACAA
CARACCAGCAA
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CAACCAGCAA
CAACCAGCRA
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ARGCAGGACG
ARGCAGGACG
AAGCAGGACG
AAGCAGGACG
ARGCAGGACG
AAGCAGGACG
AAGCAGGACG
BAAGCAGGACG
AAGCAGGACG
ARGCAGGACG
BAGCAGCGACG
AARGCAGGACG
AAGCAGGACG
AAGCAGGACG
ARGCAGGACG
AAGCAGGACG
BAGCAGGACG
AAGCAGGACG
AAGCAGGACG
BAGCAGGACG
AAGCAGGACG
ARGCRAGGACG
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CACCGGGACG
CACCGGGACG
CACCGGGACG
CACCGGGACG
ARGCAGGACG
AAGCAGGACG
CATAAGGACG
CACCAGGACA
AAGCAGGACG

"ARAGCAGGACG
'AAGCAGGACA

AAGCAGGACG

ACGGCCGGEE
ACGGCCGGGG
ACGGCCGGGG
ACGGCCGGEE
ACGGCCGGGGE
ACGGCCGGGG
ACGGCCGGGGE
ACGGCCGGGG
ACGGCCGGGG
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ACAGTAGGGEG
ACAGTAGGGG
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ACGGCCGGGG
ACGGCCGGGG
ACGGCCGGGG
ACGGCCGGGG
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TCTGGTIGCTT
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TCTGGTGCTIT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTIT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTIT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCIT
TCTGGTGCTT
TCTGGTGCTT
TCTGGIGCTT
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TCTTGTGCTT
TCTTGTGCTT
TCTTGTGCTT
TCTTGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTTGTGCTT
TCTTGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
TCTGGTGCTT
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CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTRCA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACR
CCITGGCTACA
CCTGGCTACA
CCTGGCTACA
CCIGGCTACA
CCTGGCTACA
CCTGGCTIACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
CCTGGCTACA
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CCTGGGTACA
CCTGGCTACA
CCTGGCTACA
CCTGGGTACA
CCGGGTITACA
CCTGGCTACA
CCTGGCTACA

CCTGGCTACA

CCTGGCTACA
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AGTACCTCGG
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AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTICGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCTCGG
AGTACCICGG

AGTACCTCGG - -
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ACCCTTCAAC
ACCCTTCAAC
ACCCTTCARAC
ACCCTTCAAC
ACCCTICAAC
ACCCTITCAAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTICARAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCAAC
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ACCCTTCAAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCAAC
ACCCTTCARC
ACCCTTCAAC
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ACCCTTCAAC
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ACCCTTCAAC
ACCCTTCAAC
ACCCTTCRAC
ACCCGGTRAC
ACCCTTCAAC
ACCCTTCARC
ACCCTTCAAC
ACCCTTCAAC

GGACTCGACA
GGACTCGACA

'GGACTCGACA

GGACTCGACA
GGACTCGACA
GGACTCGACA
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GGACTCGACA
GGACTCGACA
GGACTCGACA
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GGACTCGACA
GGACTCGACA
GGACTCGACA
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AGGGAGAGCC
RAGGGGGAGCC
AGGGGGAGCC
AGGGAGAGCC
AGGGAGAGCC
AGGGGGAGCC
AGGGGGAGCE
AGGGAGAGCC
AGGGAGAGCC
AGGGAGAGCC
AGGGAGAGCC
AGGCGAGRGCC
AGGGAGAGCC
AGGGGGAGCS
AGGGGGAGCC
AGGGGGAGCC
BGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
AGGGGGAGCC
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AAGGAGAGCC
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CGTCAACGCG
GGTCAACGAG
GGTCAACGAG
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CGTCAACGCG
GGTCAACGAG
GGTCAACGAG
GGTCAARCGAG
GGTCAACGAG
GGTCAACGCG
GGTCAACGAG
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GCAGACGCCG

GCGGACGCAG:
GCGGACGCAG

GCAGACGCCG

GCAGACGCCG

GCGGACGCAG
GCGGACGCAG
GCAGACGCCG
GCAGACGCCG
GCAGACGCCG
GCAGACGCCG
GCGGACGCAG
GCAGACGCCG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG
GCGGACGCAG

-----------

..........

----------
----------
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GCAGACGCCG
GCAGACGCCG
GCAGACGCCG
GCAGACGCCG
GCAGACGCCG
GCGGACGCAG
GCAGACGCCG
GCGGACGCGG
GCGGACGCAG
GCGGACGCAG

‘GCGGACGCAG

GCGGACGCAG
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CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA

CGGCCCTCGA

CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTICGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
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CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
CGGCCCTCGA
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----------

..........

..........

CGGCCCTCGA
CGGCCCTCGA
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CAGCCCTCGA
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CGGCCCTCGA

CGGCCCTCGA
CGGCCCTCGA

GCACG.
GCACG.
GCACG.
GCACG.ACAA
GCACG.ACAA
GCACGTACAA
ACACG.ACAA
GCACG.ACAA
GCACG.GCAA
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GCACG.ACAA

ACARA
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GGCCTACGAC
GGCCTACGAC

-GGCCTACGAC

GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
AGCCTACGAC
AGCCTACGAC
AGCCTACGAC
AGCCTACGAC
GGCCTACGAC
GGCCTACGAC

‘GGCCTACGAC

GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
AGCCTACGAC
AGCCTACGAC
AGCCTACGAC
AGCCTACGAC
GGCCTACGAC
GGCCTACGAC
AGCCTACGAC
BAGCTTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
GGCCTACGAC
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ARGCAGCTCG
CAGCAGCTCA
CAGCAGCTCA
ARGCAGCTCG
AAGCAGCTCG
CAGCAGCTCA
CAGCAGCTCA
AAGCRGCTCG
AAGCAGCTCG
AAGCAGCTCG
AAGCAGCTCG
CAGCAGCTCA
ARGCAGCTCG
CAGCRGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CAGCAGCTCA
CACCAGCTCA
CACCAGCTCA
CACCAGCTCA
CACCAGCTCA
ARGCAGCTCG
CAGCAGCTCA
CGGCAGCTCG
CAGCAGCTCA
CAGCAGCTGC
CAGCAGCTGC
CAGCAGCTCA
CAGCAGCTCA
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AGCAGGGGGA
AAGCGGGTGA
AAGCGGGTGA
AGCAGGGGGA
AGCAGGGGGA
AAGCGGGTGA
AAGCGGGTGA
AGCAGGGGGA
AGCAGGGGGA
AGCAGGGGGA
AGCAGGGGGA
AAGCGGGTGA
AGCAGGGGGA
AAGCGGGTGA
AAGCGGGTGA
AAGCGGGTGA
AAGCGGGTGA
AAGCGGGTGA
AAGCGGGTGA
ARGCGGGTGA
AAGCGGGTGA
ARGCGGGTGA
AAGCGGGTGA
AAGCGGGTGA
AAGCGGGTGA
AAGCGGGTGA

AAGCGGGTGA ..

BAGCGGGTGA
AGCAAGGGGA
AGCAAGGGGA
AGCAAGGGGA
AGCARGGGGA
AGCAGGGGGA
AAGCGGGTGA
ACAGCGGAGA
AGGCCGGTGA
AGGCGGGTGA
AGGCGGGTGA
ARGCGGGTGA
AAGCGGGTGA
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CAACCCGTAC
CARATCCGTAC
CARATCCGTAC
CRACCCGTAC
CAACCCGTAC
CRATCCGTAC
CARATCCGTAC
CAARCCCGTAC
CAACCCGTAC
CAACCCGTAC
CAACCCGTAC
CAATCCGTAC
CAACCCGTAC
CAATCCGTAC

-CAATCCGTAC

CAATCCGTAC
CAATCCGTAC
CAATCCGTAC
CAATCCGTAC
CAATCCGTAC
CAATCCGTAC

- CAATCCGTAC

CBATCCGTAC

"CAATCCGTAC

CAATCCGTAC
CRAATCCGTAC
CAATCCGTAC
CAATCCGTAC
CAACCCGTAC
CRAACCCGTAC
CAACCCGTAC
CAACCCGTAC
CAACCCGTAC
CAATCCGTAC
CARCCCGTAC
CRACCCGTAC
CAATCCGTAC
CAATCCGTAC
CAATCCGTAC
CAATCCGTAC

CTCAAGTACA
CTGCGGTATA
CTGCGGTATA
CTCAAGTACA
CTCAAGTACA
CTGCGGTATA
CTGCGGTATA
CTCAAGTACA
CTCAAGTACA
CTCBAAGTACA
CTCAAGTACA
CTGCGGTATA
CTCRAGTACA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATE
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA:
CTCARRTACE
CTCRARATACA
CTCARATACA
CTCAAATACA
CTCAAGTACA
CTGCGGTATA
CTCARGTACA
CTCAAGTACA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
CTGCGGTATA
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ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ATCACGCCGA
ATCACGCCGA
ATCACGCCGA
ATCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCGGA
ACCACGCGGA
ACCACGCGGA
ACCACGCGGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
ACCACGCCGA
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CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGRGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGARGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
CGCTGRATTT
CGCTGAATTT
CGCTGRATTT
CGCTGRATTT
CGCCGAGTTT
CGCCGAGTTT
CGCGGAGTTT
CGCCGAGTTT

- CGCCGAGTTT

"CGCCGAGTTT
CGCCGAGTTT
CGCCGAGTTT
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CAGGAGCGTC

‘CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTIC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGEGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
-CAGGAGCGTC
CAGGAGTGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGCC
CAGGAGCGTC
_CAGGAGCGTC
 CAGGAGCGTC
CAGGAGCGTC
CAGGAGCGTC
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TTCAAGARGA
TGCAAGAAGA
TGCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCARGARAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TGCAAGAAGA
TGCAAGAAGA
TGCAAGARAGA
TGCAAGAAGA
TGCAAGAAGA
TGCAAGAAGA
TGCAAGAAGA
TGCAAGAAGA

TGCAAGAAGA.

TTCAAGAAGA
TTCAAGARGRA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGRAGA
TTCAAGAAGA
TTCAAGAAGA
TTCAAGAAGA
TGCAAGAAGA
TTAAAGAAGA
TTCAAGAAGA
TGCAAGAAGA
TGCAAGAAGA

TGCAAGAAGA

TGCAAGAAGA

TACGICTTIT.

TACGTCTTIT
TACGTCTTTT
TACGTCTTTIT
TACGTCTTTT
TACGICTTTT
TACGTCTTTIT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTIT
TACGTCTTTT
TACGTCTTTIT
TACGTCTTTT
TACGTCTTTT
TACGTCCTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTC
TACGTCTTTC
TACGTCTTTC
TACGTCTTTC
TACGTCTTTT
TACGTCTTTT
TACGTICTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCTTTT
TACGTCATTT
TACGTCTTTT
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GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACT
GGGGGCAALC
GGGGGCAACC
GGGGGCAACC
GGGGGCARCC
GGGGGCARCC
GGGGGCARCC
GGGGGCAACC
GGGGGCAARCC
GGGGGCARCC
GGGGGCARCT
GGGGGCARCC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
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GGGGGCAACC
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GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCARCC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCRACC
GGGGGCAACC
GGGGGCRAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
GGGGGCAACC
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TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGT
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
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TCGGGCGAGC
TCGGGCGAGC
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TCGGGCGAGC
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TCGGGCGAGC
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TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGACGAGC
TTGGCAGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
TCGGGCGAGC
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GCCAAGAAGC
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GCCAAGAAGC
GCCAAGAAGC
GCCAAGARGC
GCCAAGARAGC

GCCAAGAAGC,

GCCARARAGC
GCCARRRAGC
GCCARRAARGC
GCCABARRGC
GCCAAARAGC
GCCARABAGC
GCCAARAAGA
GCCAARBAGA
GCCARRARGA
GCCAARARGA
GCCAAGRAGC
GCCAAGRAGC
GCGAARAAGA
GCCARARAGA
GCCAAGAAGC
GCCAAGAAGC
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GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTACTCGA
GGGTACTCGA
GGGTACTCGA
GGGTACTCGA
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTTGA
GGATCCTTGA
GGGTTCTCGAR
GGGTTCTCGA
GGGTTCTCGA
GGGTTCTCGA
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ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
BCCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
ACCTCTCGGT
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ACCTCTCGGT
ACCTCTCGGT
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ACCTCTTGGT
ACCTCTTGGT
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ACCTCTTGGT
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ACCTCTCGGT
ACCTCTCGGT
ACCTCTGGGC
GCCTCTTGGT
ACCTCTCGGT
ACCTCTCGGT

ACCTCTCGGT

ACCTCTCGGT
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CTGGTTIGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTTGAGG
CTGGTIGAGG
CTGGTTGAGG
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CTGGTTGAGG
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GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT

- GACGGCTCCT

GACGGCTCCT
GACGGCTCCT
GACGGCACCT
GACGGCACCT
GACGGCACCT
GACGGCACCT
GACGGCACCT
GACGGCACCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCG
ARCGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
GACGGCTCCT
vp2 start

GGRAAAGAAGA

GGARAGAAGA
GGARAGAAGA
GGAAAGRAGA
GGAAAGAAGA
GGARAGRAGA
GGAARGAAGA
GGABRGRAGA
GGABAGAAGA
GGAAAGRAGA
GGARAGAAGA
GGAARGRAGR
GGARAGAAGA
GGAAAGRAGA
GGAAAGAAGA
GGABAGAAGA
GGARARGAAGA
GGAAAGARAGA
GGAARGAAGA
GGAAAGAAGA
GGABRAGAAGA
GGAARGARGA
GGAAAGAAGC

GGABRAGAAGC

GGAAAGAAGC

GGAAAGAAGC

GGAAAGAAGC

GGAAAGAAGC

GGAAAARAGA
GGAAAARAGA
GGAAARAAGA
GGAAAAAAGA
GGARAGAAGA
GGRAAGAARC

GGADARRAGA
GGARAGAAGG
GGAAAGAAGA

Fig. 1AAR

GACCCATAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA

GACCCATAGA ..
GACCCATAGA ..

GACCCATAGA
GACCCATAGA
GACCCATAGA
GACCCATAGA
GACCCATAGA
GACCCATAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACTGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCGGTAGA
GACCTATAGA
GACCTATAGA
GACCTATAGA
GACCTATAGA
GACCGGTAGA
GTCCGGTAGA
GGCCGGTAGA
GGGCTGTAGA
GACCGGTAGA

.. .ATCCCCC
GCCATCACCC
GCCATCACCC
GCCATCACCC
.ATCCCCC
.ATCCCCC
.. .ATCCCCC
.. .ATCCCCC
.. \ATCCCCC
.. .ATCCCCC
.. .ATCCCCC
.. .ATCCCCC
GCCATCACCC
GCCATCACCT
GCCATCACCT
GCCATCACCT
GCAGTCGCCA
GCAGTCGCCA
GCAGTCGCCA
GCAGTCGCCA
GCCATCACCC
GCCATCACCC
CTCGCCA. . .
CTCGCCA. . .
CTCGCCA. . .
CTCGCCA., . .
CTCGCCA. . .
CTCGCCA. . .
GCAGTCTCCT
GCAGTCTCCT
GCAGTCTCCT
GCAGTCTCCT
GCCATCACCC
GCAGTCGCCA
GCACTCTCCT
TCAGTCTCCT
GCCATCACCC

GGAAAGAAGA GACCGGTAGA GCCATCACCC
GCAAAGAAGA GACCGGTAGA GCCGTCACCT
GGAAAGAAGA GACCGGTAGA GCCATCACCC
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..........

CAGCGTTCTC
CAGCGTTCTC
CAGCGTTCTC

..........
..........
..........
..........
..........
..........
----------

..........

CAGCGTTCTC
CAGCGTTCCC
CAGCGTTCCC
CAGCGTTCCC
CARGAG...C
CRAAGAG...C
CARGAG...C
CARGAG...C .
CAGCGTTCTC
CAGCGTTCTC

----------
----------
..........

GCAGAA. ..
CAGCGTTCTC
CAAGAG...C
GTGGAG...C
CAGGRA...C
CAGCGTTCTC
CAGCGTTCTC
CAGCGTTCCC
CAGCGTTCTC
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42 8-

42 15
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42_10
42_3b
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42_6b
43 1
43_5
43 12
43 20
43 21
43 23
43 25
44 1
445
223_10
223 2
223 4
223 5
223 6
223 7
A3 4
A3 S
A3_7
a3 3
42_12
AAV1
BAV2
BAV3

AAVE
AAVY

AAV7
44_2

2701
. .GACTCCTC
CAGACTCCTC
CAGACTCCTC
CAGACTCCTC
. .GACTCCTC
. .GACTCCTC
. .GACTCCTC
. .GACTCCTC
.GACTCCTC
. .GACTCCTC
.GACTCCTC
. .GACTCCTC
CAGACTCCTC
CCGACTCCTC
CCGACTCCTC
CCGACTCCTC
CAGACTCCTC
CAGACTCCTC
CAGACTCCTC
CAGACTCCTC
CAGACTCCTC
CAGACTCCTC
. .GACTCCAC
.GACTCCAC
.GACTCCAC
. .GACTCCAC
. .GACTCCAC
. .GACTCCAC
CGGACTCTTC
CGGACTCTTC
CGGACTCTTC
CGGACTCTTC
CAGACTCCTC
CAGACTCCTC
CAGACTCCTC
CGGACTCATC
CAGACTCCTIC

- CAGACTCCTC

CCGACTCCTC
CAGACTCCTC

CACGGGCATC
TACGGGCATC
TACGGGCATC
TACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
CACGGGCATC
TACGGGCATC
CRCGGGCATC
CACGGGCATC
CACGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
TACGGGCATC
TACGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
CTCGGGCATC
TACGGGCATC
CTCGGGCATC
- CTCGGGAACC
ATCTGGTGTT
TACGGGCATC
TACGGGCATC
CACGGGCATC
TACGGGCATC

Fig. 1AAC

GGCAAGARAG

GGCAAGACAG
GGCARGACAG
GGCARGACAG
GGCAAGARAG
GGCAAGAAAG
GGCAAGAAAG
GGCARGAAAG
GGCAAGAAAG
GGCAGGAAAG
GGCAAGAAAG
GGCAAGAAAG
GGCAAGACAG
GGCAAGARAG
GGCAAGAAAG
GGCAAGAAAG
GGCAAGACAG
GGCAAGACAG
GGCAAGACAG
GGCAAGACAG
GGCAAGAAAG
GGCAAGABAG
GGCAAGAAAG
GGCAAGABRAG
GGCAAGAARG
GGCRAGAAAG
GGCARAGAAAG
GGCARGABAG
GGCGRATCAG
GGCAAATCAG
GGCAAATCAG
GGCARATCAG
GGCAAGACAG
GGCAAGACAG
GGAAAGGCGG
GGCABATCGG
GGCAAGRAAG
GGCAAGAAAG
GGCARGAAAG
GGCAAGAAAG
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GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCACCAGCC
GCCACCAGCC
GCCACCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCCAGCAGCC
GCARACAGCC
GCCAACAGCC
GCCAACAGCC
GCCAGCAGCC
GCCAGCAGCC

2750
CGCTAARRAG
CGCGAAARAG
CGCGARRAARG
CGCGRARARAG
CGCTARARAAG
CGCTAARARG
CGCTRARAAG
CGCTAADMRAG
CGCTAARAAG
CGCTARARAG
CGCTAARRAG
CGCTARARAAG
CGCGARARRG
CGCGAGRRAG
CGCGAGARAG
CGCGAGRARG
CGCTAARRAG
CGCTAAARAG
CGCTAARAAG
CGCTARARAG
CGCGAAARAG
CGCGAAARAG

‘CGCGAARRAG

CGCGARRRAG
CGCGRRARAG
CGCGRAARAG
CGCGARARAG
CGCGARRRAG
CGCTAAGARA
CGCTAAGRAA
CGCTARGAAA
CGCTARGAAA
CGCGARAAAG
CGCTARARAG
TGCAAGARAA
TGCCAGARAA
CGCCAGARAAA .
CGCCAGRAAA
CGCCAGARAG
CGCGAARRAG
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AAGCTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
BAGCTCAACT
AAGCTCAACT
AAGCTCAACT
AAGCTCAACT
AAGCTCAACT
AAGCTCAACT
AAGCTCAACT
AGACTCAACT
AGACTGAACT
AGACTGAACT
AGACTGAACT
AGACTCAATT
AGACTCAATT
AGACTCAATT
AGACTCAATT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAACT
AGACTCAATT
AGACTCAATT
AGACTCAATT
AGACTCAATT
AGACTCAACT
AGACTCAATT
AGATTGAATT
AGACTAARTT
AGACTCAATT
AGACTCAATT
AGACTCAATT
AGACTCAACT

TTGGGCAGAC.

TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGGCAGAC
TTGGGCAGAC

TTGGGCAGAC

TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGGCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGTCAGAC
TTGGGCAGAC
TTGGTCAGAC
TTGGTCAGAC
TCGGTCAGAC
TTGGTCAGAC
TTGGTCAGAC
TCGGTCAGAC
TTGGGCAGAC

Fig. 1AAD

TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCG
TGGCGACTCG
TGGCGACTCG
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACACA
TGGCGACACA
TGGCGACACA
TGGCGACACA
TGGCGACTCA
TGGCGACTCA
TGGAGACGCA
TGGAGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
TGGCGACTCA
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GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGTGC
GAGTCAGICC
GAGTCAGTICC
GAGTCAGTCC
GAGTCAGTICC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGICC
GAGTCAGTGC
GAGTCAGTGC

GAGTCAGTCC

GAGTCAGTCC
GAGCCAGTCC
GAGCCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTCC
GAGTCAGTGC
GAGTCAGTCC
GACTCAGTAC
GAGTCAGTCC
GAGTCAGTTIC

GAGTCAGTTC.

GAGTCAGTCC
GAGTCAGTGC

2800
CCGACCCCCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCCCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCAR
CCGACCCTCA
CCGACCCTCA
CCGARCCCACA
CCGACCCACA
CCGACCCACA
CCGACCCACA
CCGACCCTCA
CCGACCCTCA
CCGACCCTCA
CCGRCCCTCA
CCGACCCTCA
CCGACCCTCR
CCGACCCTCA
CCGACCCTCA
CAGACCCTCA
CAGACCCTCA
CAGACCCTCA
CAGGCCCTCA
CCGACCCTCA
CCGATCCACA
CTGACCCCCA
CAGACCCTCA
CAGACCCTCA
CAGACCCTCA
ceceacceTea
CCGACCCTCA
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2801

ACCTCTCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCTCTCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCTCTCGGA
ACCTCTCGGA
ACCTCTCGGA
ACCTCTCGGA
ACCAATCGGA

ACCRATCGGA

ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCAATCGGA
ACCBATCGGA
ACCTCTCGGA
GCCTCTCGGA
ACCTCTCGGA
ACCTCTCGGA

"ACCTCTCGGA

ACCTCTCGGA
ACCARATCGGA

GAACCTCCCG
GAACCCCCCG
GARCCCCCCG
GAACCCCCCG
GAACCCCCCG
GAACCCCCCG
GARCCCCCCG
GAACCCCCCG
GRACCTCCCG
GAACCCCCCG
GAACCCCCCG
GAACCCCCCG
GAACCCCCCG
GAACCACCAG
GAACCACCAG
GAACCACCAG
GAACCTCCAG
GAACCTCCAG
GAACCTCCAG
GARCCTCCAG
GAACCCCCCE
GAACCCCCCG
GAACCACCAG
GAACCACCAG
GARCCACCAG
GAACCACCAG
GAACCACCAG
GAACCACCAG
GAACCCCCCG
GARCCCCCCG
GBACCCCCCG
GAACCCCCCG
GAACCCCCCG
GAACCTCCAG
CAGCCACCAG
GAACCACCAG
GAACCTCCAG
GAACCTCCAG
GAACCTCCAG
GAACCCCCCG

Fig. 1AAE

CCGCGCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CCGCGCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGCCCCCTC
CAGCCCCCTC
CAGCCCCCTC
CAGCCCCCTC
CAGGCCCCTC

‘CAGGCCCCTC

CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGGCCCCTC
CAGCCCCCTC
CAGCCCCCTC
CAGCCCCCTC
CAGCCCCCTC
CAGGCCCCTC
CAACCCCCGC
CAGCCCCeTC
CAGCCCCCAC

CAGCGCCCTC

CAGCGCCCTC
CAGCGCCCTC
CAGGCCCCTC
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AGGTCTGGGA
TGGTCIGGGA
TGGTCTGGGA
TGGTCTGGGA
TGGTCTIGGGA
TGGTCTIGGGA
TGGTCIGGGA
TGGTCIGGGA
AGGTCTGGGA
TGGTCTGGGA

TGGTCTGGGA

TGGTCTGGGA
TGGTCTGGGA
TGGTCTIGGGA
TGGTCTGGGA
TGGETCIGGGA
AGGTCTGGGA
AGGTCTGGGA
AGGTCTGGGA
AGGTCTGGGA
TGGTCTGGGA

TGGTCTGGGA

TGGTCTGGGA
TGGTCTGGGA
TGGTCTGGGA
TGGTCTGGGA
TGGTCTGGGA
TGGTCTGGGA
TGGTGTGGGA
TGGTGTGGGA
TGGTGTGGGA
TGGTGTGGGA
TGGTCTGGGA
TGCTGTGGGA
TGGTCTGGGA
ARGTTTGGGA
TGGTGTGGGA
TGGTGTGGGA
TAGTGTGGGA
TGGTCTGGGA

2850

vp3,start
TCTGGTACQE :
TCTGGTACAA )

TCTGGTACAA
TCTGGTACAA
TCTGGCACARA
TCTGGTACAR
TCTGGTACAA
TCTGGTACAR
TCTGGTACAA
TCTGGTACAA
TCTGGTACARA
TCTGGTACAA
TCTGGTACAR
TCTGGTACAA
TCTGGTACAA
TCTGGTACAA
CCTAATACAA
CCTAATACAA
CCTAATACAA
CCTAATACAA
TCTGGTACARA
TCTGGTACAA
TCTGGTACAR
TCTGGTACAA
TCTGGTACAA
TCTGGTACAA
TCTGGTACAA

TCTGGTACAA

TCTAATACAA
TCTAATACAR
TCTAATACAA
TCTAATACAR
TCTGGTACAA
CCTACTACAA
ACTAATACGA
TCTAATACAA
CCTAATACAA
CCTAATACARA
TCTGGTACAG

TCTGGTACA%

vp3 start
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441
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223_2
223_4
2235
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42_12
AAV1
ARV2
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 ARVS
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ARV7T
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2851

3 start codon

42;2‘ TiGCTGCAGG
42_8 TGGCTGCAGG

TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTIGCAGG
TGGCTGCAGG
TGGCTTCAGG
TGGCTTCAGG
TGGCTTCAGG
TGGCTTCAGG
TGGCTGCAGG

"TGGCTGCAGG

TGGCTGCAGG
TGGTTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTTCAGGE
TGGCTTCAGG
TGGCTTCAGG
TGGCTTCAGG
TGGCTGCAGS
TGGCTTCAGG
TGGCTACAGG
TGGCTTCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG
TGGCTGCAGG

vp3 start codon

CGGTGGCGCA
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCA
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT
CGGTGGCGCT

.CGGTGGCGCT

CGGTGGCGCT
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGGGCA
CGGTGGGGCA
CGGTGGGEGCA
CGGTGGGGCA
CGGTGGCGLCT
CGGTGGCGCA
CAGTGGCGCA
CGGTGGCGCA
CGGTGGCGCA
CGGTGGCECA
CGGTGGCGCA
CGGTGGCGCT

Fig. 1AAF

CCAATGGCAG
CCARATGGCAG
CCAATGGCAG
CCARTGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCRAATGGCAG
CCARTGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCRATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCTG
CCARTGGCTG
CCAATGGCTG
CCAATGGCTG
CCAATGGCTG
CCAATGGCTG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCRAATGGCAG
CCRATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG
CCAATGGCAG

(cont’d)
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ACAATAACGA
ACRARTRACGA
ACAATABCGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACARTAACGA
ACAATAACGA
ACAATAACGA
ACAATBAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAARCGA
ACAATAACGA
ACARTAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATAGCGA
ACAATAACGA
ACGATAACGA
ACAATAACGA
ACAATAACGA
ACAATAACGA
ACAATARCGA
ACAATAACGA
ACAATAACGA
ACRATBACGA
ACAATAACGA
ACRATARCGA
ACAATAACGA
ACAATAACGA

23800

AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
LAGGCGCCEAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAL
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC -
AGGCGCCGAC
GGGCGCCGAC
GGGCGCCGAT
GGGCGCCGAC
GGGCGCCGAC
GGGCGCCEAT
GGGCGCCBAC
AGGCGCCGAC
AGGCGCCEAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
AGGCGCCGAC
GGGCGCCGAC
GGGTGCCGAT
AGGCGCCGARC
AGGCGCCGAC
AGGTGCCGAC
AGGCGCCGAC
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42_2
428
42_15
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42_4
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223 2
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ARV1O
AAVL1
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2901

GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTIGGGTA
GGAGTGGGTA
GGAGTGGGETA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA

GGAGTGGGTA .

GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGETA
GGAGTGGGTA
CGAGTGGGTA
GGAGTGGGTA
GGAGTGGEGETA

GGAGTGGGTA

GGAGTGGGTA
GGAGTGGGTA
GGAGTGGGTA
GGAGTIGGGTA
GGAGIGGGTA
GGAGTGGGTA

GGTA

GGTA

GGTA
GGAGTGGGTA

ATGCCTCCGG
GTTCCTCAGG
GTTCCTCAGG
GTTCCTCAGG
GTTCCTCAGE
GTTCCTCAGG
GTTCCTCAGG
ATGCCTCCGG
ATGCCTCCGG
ATGCCTCCGG
ATGCCTCCGE
ATGCCTCCGS
GTTCCTCAGG
GTTCCTCAGG
GTTCCTCAGG
GTTCCTCAGG
ATTCCTCGGG
ATTCCTCGGG
ATTCCTCGGG
ATTCCTCGGG
GTTCCTCAGG

GTTCCTCAGH

ATGCCTCAGG
ATGCCTCAGG
ATGCCTCAGG
ATGCCTCAGG
ATGCCTCAGG
ATGCCTCAGG
ATTCCTCGGG
ATTCCTCGGG
ATTCCTCGGG
ATTCCTCGGG
GTTCCTCAGG
ATGCCTCAGG
ATTCCTCCGG
ATTCCTCAGG
GTTCCTCGGG
ATTCCTCGGG
ATGCCTCAGG
ATTCCTCCGG
ATTCCTCCGG
ATTCCTCCGG
GTTCCTCAGG

Fig. 1ARG

ABATTGGCAT

ABATTGGCAT
BAATTGGCAT
AAATTGGCAT
BAATTGGCAT
ARATTGGCAT
DARTTGGCAT
ABAATTGGCAT
ABATTGGCAT
ABATTGGCAT
AAATTGGCAT
BABRTTGGCAT
ABATTGGCAT
ARARTTGGCAT
ABATTGGCAT
RAATTGGCAT
ARARTTGGCAT
BBATTGGCAT
ARATTGGCAT
DABATTGGCAT
ARATTGGCAT
ARATTGGCAT
ABMATTGGCAT

ARATTGGCAT

ABATTGGCAT
AAATTGGCAT
AAATTGGCAT
AAATTGGCAT
ARATTGGCAT
AAATTGGCAT
AARTTGGCAT
AAATTGGCAT
AAATTGGCAT
AAATTGGCAT
AAATTGGCAT
AAATTGGCAT
ARATTGGCAT
AAATTGGCAT
AAATTGGCAT
AAATTGGCAT
AARTTGGCAT
AAATTGGCAT
AARATTGGCAT
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TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTICCA

TGCGATTICCA

TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCC
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA
TGCGATTCCA

2950
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATRAGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGE
CATGGCTGGG
CATGGCTGGEG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGCTGGG .
CATGGCTGGG
CACGGCTGGG
CACGGCTGGG
CATGGCTGGG
CATGGCTGGG
CATGGATGGG
CATGGATGGG
CATGGATGGG
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CTGGGCCCTC
CTGGGCCCTC
CTGGGCCCTC
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CTGGGCCCTG
CTGGGCCCTC
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCIG
CTGGGCCCTG
CTGGGCCCTC
CTGGGCCCTC
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTG
CTGGGCCCTC
CTGGGCCCTC
CTGGGCCCTC
CTGGGCCCTC
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CTGGGCCCTG
CTGGGCCCTG.
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CTGGGCCCTG
CTGGGTCCTG
CTGGGCCCTG
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CTGGGCCCTC
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CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA

CCCACCTACA

CCCACCTACA
CCCACCTACA
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CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
CCCACCTACA
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ACAACCACCT

ACAACCACCT

ACAACCACCT
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ACRACCACCT
ACAACCACCT
ACAACCACCT
ACAACCACCT
ACAACCATCT
ACAACCATCT
ACAACCATCT
ACAACCACCT
ACAACCACCT
ACAACCACCT
ACRACCACCT
ACAACCACCT
ACAACCACCT

" ACAACCACCT

ACARACCACCT
ACARACCACCT
ACAACCACCT
ACAACCACCT
ACAACCACCT
ATAATCACCT
ATAATCACCT

ATRATCGCCT

ATAATCACCT
ACRACCACCT
ATAACCACCT
ACAACCACCT
ACAACCATCT
ACAACCACCT
ACARCCACCT
ACAACCACCT
ACAACCACAT
ACAACCACCT
ACRACCACCT
ACAACCACCT

CTACAAGCAG
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACARGCRA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAG
CTACAAGCAG
CTACBAGCAG
CTACAAGCAG
CTACAAGCAG
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACARGCAA
CTACARGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCRA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACAAGCAA
CTACARGCAA
CTACAAACAA
CTACAAGCAA
CTACAAGCAA

CTACRAGCAA

CTACAAGCARA
CTACAAGCAA
CTACAAACAA
CTACAAGCARA
CTACAAGCAA
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ATATCAA. .G
ATCTCCAACG
ATCTCCARCG
ATCTCCARCG
ATCTCCAACG
ATCTCCAACG
ATCTCCAACG
ATATCAA. ..
ATATCAA. ..
ATATCAA. .G
ATATCAA. .G
ATATCAA..G
ATCTCCAACG
ATCTCCAACG
ATCTCCAACG
ATCTCCARCG
ATCTCCAACG

-ATCTCCRACG

ATCTCCAACG
ATCTCCAACG
ATCTCCARACG
ATCTCCAACG
ATCTCCAGTIC
ATCTCCAGTC
ATCTCCAGTIC
ATCTCCAGTIC
ATCTCCAGTC
ATCTCCAGIC
ATCTCCA. ..
ATCTCCA. ..
ATCTCCA. ..
ATCTCCA. ..
ATCTCCAACG
ATCTCCAGTIG
ATTTCCA. ..
ATCTCCA. ...

'ATCTCCARACG

ATCTCCAATG
ATCTCCAGTIG
ATCTCCAGCG
ATCTCCAGCG
ATCTCCAGCC
ATCTCCAACG
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TCAGAGCGGG
GGACATCGGG
GGACATCGGG
GGACATCGGG
GGACATCGGG
GGACATCGGG
GGACATCGGE
. GTCAGAGCG
. GTCAGAGCG
TCAGAGCGGG
TCAGAGCGGG
TCAGAGCGGG
GGACATCGGG
GGACATCGGG
GGACATCGGG
GGACATCGGG
GCACCTCGGG
GCACCTCGGG
GCACCTCGGG
GCACCTCGGG
GGACTTCGGG
GGACTTCGGG
AGTCAGCAGG
BGTCRGCAGG
AGTCAGCAGG
AGTCAGCAGG
AGTCAGCAGG
AGTCAGCAGG
GCGAATCGGG
GCGARATCGGG
GCGAATCGGG
GCGAATCGGG
GGACATCGGE
CTTCAACGGG
GCCAATCAGG
GCCAATCAGG
GGACATCGGG

GAACATCGGG

AARCTGCAGG
AGACAGGAGC
CTTCAACGGG
AARTCGGGTGC
GGACTTCGGG
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GCT....ACC
AGGRAGCACC
AGGRAGCACC
AGGBRAGCACC
AGGAAGCACC
AGGRAGCACC
AGGAAGCACC
GGGC. .TACC
GGGC. .TACC
GCTA....CC
GCTA....CC
GCTA....CC
AGGAAGCACC
AGGBAGCACT
AGGAAGCACT
AGGAAGCACT
AGGAAGCACC
AGGAAGCACC
AGGAAGCACC
AGGAAGCACC
AGGAAGCACC
AGGAAGCACC
GAG...CACC
GAG...CACC
GAG...CACC
GAG...CACC
GAG...CACC
GAG...CACC
AGC...CACC
AGC...CACC
AGC...CACC
AGC...CACC
AGGRAGCACC
.GG..CCAGC
AGC...CTCG
AGC...TTCA
AGGAGCCACC
AGGAAGCACC
TAG. ..TACC
CACCAACGAC
GGCCAGCARC
CACCAACGAC
AGGAAGCACC



42 2
42 8
4215
42_5b
42 _1b
42_13
42 3a
42 4
42 _5a
42_10
42 _3b
42 11
42_6b
43 1
43 5
43_12
43_20
43_21
43 23
43_25
44 1
44 5
22310
'223;2
223 4
223_5
223 6
2237
A3 4
A3 5
A3 7
A3_3
42 12
ARAV1
AAV2
AAV3
AAVE
AAVY
AAV7
ABRV1O0
ARAVIL
ARV1Z
44 2

3051
RACGACAACC
AACGACAACA
ARCGACAACA
AACGACAACA
ARCGACAACA
AACGACAACA
AACGACAACA
AACGACAACC
AACGACAACC
AACGACAACC
AACGACRACC
AACGACAACC
AECGACAACA
ARCGACAACA
AACGACAACA
ARCGACAACA
AMRCGACAACA
ARCGACAACA
AACGACAACA
ARCGACAACA
ARCGACAACA
AACGACAACA

AACGATAACG

AARCGATAACG
AACGATAACG
ARCGATAACG
AACGATAARCG
AACGATAACG
AACGACAACC
AACGACAACC
AACGACAACC
AACGACAACC
AACGACARCA
BACGACAACC
AACGACAATC
AACGACAACC
AACGACAACA
BACGACAACA

" ARCGACAACA

ARACCACTACT
.. .GACAACC
ARCCACTACT
AACGACAACA

ACTTCTTCGG
CCTACTTCGG
CCTACTTCGG
CCTACTTCGG
CCTACTTCGG
CCTACTTCGG
CCTACTTCGG
ACTTCTTCGG
ACTTCTTCGG
ACTTCTTCGG
ACTTCTTCGG
ACTTCTTCGG
CCTACTTICGG
CCTACTTTIGG
CCTACTTTGG
CCTACTTTGG
CCTATTTTGG
CCTATTTTGG
CCTATTTTGG
CCTATTTTGG
CCTACTTCGG
CCTACTTCGG
TCTATTTCGG
TCTATTTCGG
TCTATTTCGG
TCTATTTCGG
TCTATTTCGG
TCTATTTCGG
ACTACTTCGG
ACTACTTCGG
ACTACTTCGG
ACTACTTCGG
CCTACTTCGG
ACTACTTCGG
ACTACTTTGG
ACTACTTTGG
CCTACTTCGG
CCTACTTTGG
CCTACTTCGG
TCGGCTACAG
ACTACTTTIGG
TCGGCTA. . .

CCTACTTCGG
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CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
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CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
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CTACAGCACC
CTACAGCACC
CTACAGCACC
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CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCACC
CTACAGCRACC
CTACAGCACC

CTACAGCACC

CTACAGCACC
CTACAGCACC

. . .CAGCACC
CTACAGCACC
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CCCTGGGGLT
CCCTGGGGGT
CCOTGGGEGT
CCCTGGGGGT
CCCTGGEGGT
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CCCTGGGGCT
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CCCTGGGGGT
CCCTGGGGGT
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CCCTGGGGET
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CCCTGGGGET
CCCTGGGGGET
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ACAACAACTG
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ACAACAACTG
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CCCAGARAAGC
CCCAAGAGAC
CCCAAGAGAC
CCCBAGAGAC
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CCCAAGAGAC
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CCCAAGAGAC
CCCAGARAGC
CCCAGAAAGC
CCCAGARAGC
CCCAGARAGC
CCCAGARAGC
CCCARAGAGAC
CCCAAGAGAC
CCCAAGAGAC
CCCARAAGAC
CCCAAAAGAC

CCCAAAAGAC

CCCAARAGAC
CCCAAGAGAC
CCCAAGAGAC
CCCAAGAAGC
CCCAAGAAGC
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CCCAAGAAGC
CCCAAGAAGC
CCCARGAAGC
CCCAAGAAAC
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CCCARAGAAAC
CCCAAGABRAC
CCCAAGAGAC
CCCAAGAGAC
CCCAAGAGAC
CCCAAGAAAC
CCCAAGAGAC
CCAAAGAGAC
CCCAAGAAGC

CCCARAGAGAC
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TCAACTTCAA
TCAACTTCAA
TCAACTTCAA
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TCAACTTCAA
TCAACTTCAA
TCAACTTCAA
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TCAACTTCAA
TCAACTTCAA
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TCAGCTTCARA
TCAACTTCAA
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TCAACTTCAA

3200
GITGTITCAAC

‘GCTCTICAAC

GCTCTTCAAC
GCTCTTCAAC
GCTCTTCARC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC -
GTTGTTCAAC
GTTGTTCAAC
GTTGTTCARC
GTTGTTCAAC
GTTGTTCAAC
GCTCTTCAAC
GCTCTTCRAAC
GCTCTTCAARC
GCTGTTCAAC
GCTGTTCAAC
GCTGTTCAAC
GCTGTTCAAC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC
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GCTCTTCAAC
GCTCTTCARC
GCTCTTCARC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC
GCTCTTCAAC
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GCTCTTCAAC
GCTCTTCRAC
GCTGTTCAAC
GCTCTTCAAC
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ATCCAGGTCA
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ATCCAGGTCA
ATCCAGGTCA
ATCCAGGTCA
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ATCCAAGTCA
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ATCCAAGTCA
ATTCAAGTCA
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AGGAGGTCAC

AGGAGGTCAC

AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
AGGAGGTCAC
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AGGRGGTCAC
AGGAGGTCAC
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AGGAGGTCAC
AGGAGGTCAC
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-GCAGAATGAA
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GCAGAATGAA
GCAGAATGAA
GCAGAATGAA
GACGAACGAC
GACGAACGAC
GACGAACGAC
GACGAACGAC
GACGGACGAC
GCAGAATGAA
GCAGARTGAA
GCAGAATGAR
GACGARCGAA
GACGRACGARD
GACGAACGAA
GACGAACGARA
GCAGAATGAA
GCAGAATGAA
GACGARATGAC
GACGAATGAC
GACGAATGAC
GACGAATGAC
GACGAATGAC
GACGAATGAC
GCAGAATGAT
GCAGAATGAT
GCAGAATGAT
GCAGAATGAT
GCAGAATGAA
GACGAATGAT
GCAGAATGAC
GCAGRACGAT

'GCAGAATGAA

GACGRACGAA
GACGAATGAC
GCRGAATGAR

65/105

GGCGTTACGA
GGCACCAAGA
GGCACCAAGA
GGCACCAAGA
GGCACCAAGA
GGCACCAAGA
GGCACCAAGA
GGCACCAAGA
GGCGTTACGA
GGCGTTACGA
GGCGTTACGA
GGCGTTACGA
GGCGTTACGA
GGCACCAAGA
GGCACCARAGA
GGCACCAAGA
GGCACCARGA
GGCACCARAGA
GGCACCAAGA
GGCACCAAGA
GGCACCAAGA
GGCACCAAGA

GGTGTCACAA.

GGTGTCACAA
GGCGTCACAA
GGCGTCACAA
GGTGTCACAA
GGCGTCACAA
GGAACCACGA
GGAACCACGA
GGAACCACGA
GGAACCACGA
GGCACCAAGA
GGCGTCACAA
GGTACGACGA
GGCACGACGA
GGCACCAAGA
GGCACCAAGA
GGCGTTACGA
GGCACCAAGA

3250
CCATCGCTAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAR
CCATCGCCRA
CCATCGCCAA
CCATCGCTAA
CCATCGCCAA
CCATCGCTARA
CCATCGCTAA
CCATCGCTAA
CCATCGLCCAR
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA

CCATCGCCRA

CCATCGCTAA'
CCATCGCTAA
CCATCGCTAA
CCATCGCTAA
CCATCGCTAA
CCATCGCTAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAA
CCATCGCCAR
CCATCGCTAA
CGATTGCCAA
CTATTGCCAR
CCATCGCCAA
CCATCGCCRA
CCATCGCTAA
CCATCGCCAR
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3251
TAACCTTACC
TAACCTTACC

- TAACCTTACC

TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAATCTCACC
TAATCTCACC
TAATCTCACC
TAATCTCACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTTACC
TAACCTCACC
TARCCTTACC
TARCCTTACC
TAACCTTACC

AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATIC
AGCACGATTIC

AGCACGATTC.

AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATTC
AGCACGATTIC
AGCACCGTGC
AGCACCGTIGC
AGCACCGTIGC
AGCACCGTGC
AGCACGATTC
AGCACGATTC
AGCACGGTIC
AGCACGGTTC
AGCACGGTTC
AGCACGGTTC
AGCACGGTTC
AGCACGGTTC
AGCACGGTGC
AGCACGGTGC
AGCACGGTGC
AGCGCGGTGC
AGCACGATTC
AGCACGGTTC
AGCACGGTTC
AGCACGGTIC
AGCACCATCC
AGCACCGTCC
AGCACGATTC
AGCACGATTC

Fig. 1AAN

AGGTCTTCTC
AGGTCTTITAC
AGGTCTTTAC
AGGICITTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTCTC
AGGTCTTCTC
AGGTCTTICTC
AGGTICTTCTC
AGGTCTICTIC
AGGTGTTIAC
AGGTGITTAC
AGGTGTTIAC
AGGTCTTTAC
GGGICITTAC
AGGTCTTTAC
AGGTCTTTAC
AGGTCTTTAC

AGGTCTTTAC

AGGTCTTTTC
AGGTCTTTIC
AGGTCTTTTC
AGGTCTTTIC
AGGTCTTTTIC
AGGTCTTTTC
AGGTCTTCAC
AGGTCTTCAC
AGGTCTTCAC
AGGTCTTCAC
AGGTCTTTAC
BAGTCTTCIC
AGGTGTTTAC
AAGTGITTAC
AGGTGTTTAC
- AGGTCTTTAC
AGGTATTCTIC
AGGTCTTTAC

66/105

3300

GGACTCGGAG TACCAACTGC

GGACTCGGAA
GGACTCGGAA
GGACTCGGAA
GGACTCGGAA
GGACTCGGAA
GGACTCGGAA
GGACTCGGAA
GGACTCGGAG
GGACTCGGAG
GGACTCGGAG
GGACTCGGAG
GGACTCGGAG
GGACTCGGAR
GGACTCGGAA
GGACTCGGAA
GGACTCGGAG
GGACTCGGAG
GGACTTGGAG
GGACTCGGAG
GGACTCGGAA
GGACTCGGAA
GGACTCGGAA
GGACTCGGAA
GGACTCGGAA
GGACTCGGAA
GGACTCGGAA
GGACCCGGAA
AGACTCTGAG
AGACTCTGAG
AGACTCTGAG
AGACTCTGAG
GGACTCGGAA
GGACTCGGAG
TGACTCGGAG
GGACTCGGAG
GGACTCGGAG
GGACTCGGAG
GGACTCGGAR
GGACTCGGAA

TACCAGCTCC
TACCAGCTCC

TACCAGCTICC

TACCAGCTICC
TACCAGCTCC
TACCAGCTCC
TACCGGCTCC
TACCRACTGC
TACCAACTGC
TACCARACTGC
TACCAACTGC
TACCARACTGC
TACCAGCTCC
TACCAGCICC
TACCAGCTICC
TACCAGTTAC
TACCAGTTAC
TACCAGTTAC

"TACCAGTTAC

TACCAGCTCC

TACCAGCTCC -

TATCRACTGC
TATCARCTGC
TATCAACTGC
TATCAACTGC
TATCAACTGC
TATCAACTGC
TACCAGCTGC
TACCAGCTGC
TACCAGCTGC
TACCAGCTGC
TACCAGCTCC
TACCAGCTTC
TACCAGCTCC
TATCAGCTCC
TACCAGCTGC
TACCAGCTAC

TACCAGCTGC
TACCAGCTICC
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3301

CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCC
CGTACGTCCT
CGTACGTCCT
CGTACGTGCT
CGTACGTGCT
CGTACGTGCT
CGTACGTGCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CCTACGTCCT
CCTACGTCCT
CCTACGTCCT
CCTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTCCT
CGTACGTGCT

CGTACGTTCT.
CGTACGTCCT

CGTACGTCCT
CGTACGTCCT

CGGCICTGCG
CGGCTCTGCG
CGGCTCTGLG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCICTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCITGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCTCTGCG
CGGCICTGLCG
AGGATCCGCT
AGGATCCGCT
AGGATCCGCT
AGGATCCGCT
CGGCTCTGCG
CGGCTCTGCG
CGGCTCCGCG
CGGCTCCGCE
CGGCTCCGCEG
CGGCTCCGCGE
CGGCTCCGCE
CGGCTCCGCG
CGGTTICGGCT
CGGITCGGCT
CGGTTCGGCT
CGGTTCGGCT
CGGCICTGCG
CGGCTCTGCG
CGGCTCGGLG
CGGGTCGGCE
CGGCTCTGCC .
AGGCTCTGCC

-CGGCTCTGCG

CGGCTCTGCG

Fig. 1AAO

CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGAT
CACCAGGGAT
CACCAGGGAT
CACCAGGGAT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CACCAGGGCT
CATCAAGGAT
CACCAAGGCT
CACCAGGGCT
CACCARGGAT
CACCAGGGCT
CACCAGGGCT

67/105

GCCTCCCTCC
GCCTGCCTCC
GCCCGCCTCe
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTCCCTCC
GCCTCCCTCC
GCCTCCCTCC
GCCTCCCTCC
GCCTCCCTCC
GCCTCCCTCC
GCCTCCCTCC
GCCTCCCTCC
GTCTGCCTCC
GTCTGCCTCC
GTCTGCCTCC
GTCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTGCCTCC
GCCTTCCGCC
GCCTTCCGCC
GCCTTCCGCC
GCCTTCCGCC
GCCTGCCTCC
GCCTCCCTCC
GCCTCCCGCC
GTCTCCCGCC
GCCTGCCTCC
GCCTGCCACC
GCCTGCCTCC
GCCTGCCTCC

3350
GTTCCCTIGCG
GTTCCCGGCG
GTTCCCGGLG
GTTCCCGGCG
GTTCCCGGCG
GTTCCCGGCG
GTTCCCGGCG
GTTCCCGGCG
GTTCCCTGCG
GTTCCCIGCG
GTTCCCTGCG
GTTCCCTGCG
GTTCCCTGCG
GTTCCCGGCG
GTTCCCGGCG
GTTCCCGGCG
GTTCCCGGCG
GTTCCCGGCG
GTTCCCGGCE
GTTCCCGGCG
GTTCCCGGCG
GTTCCCGGCG
GTTCCCGGCAR
GTTCCCGGCA
GTTCCCGGCA
GTTCCCGGCA
GTTCCCGGCA
GTTCCCGGCA
GTTCCCAGCA
GTTCCCAGCA
GTTCCCAGCA
GTTCCCAGCA
GTTCCCGGCE
GTTCCCGGCE
GTTCCCAGCA
GITTCCAGCG
GTTCCCGGLG
GTTTCCTIGCA

"GTTCCCGGCG

GTTCCCGGCG
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3351
GACGTGTTCA
GACGTCTTCA

GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTGTTCA
GACGTGTTCA
GACGTGTTCA
GACGTGTTCA
GACGTGTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA
GACGTCTTCA

. GACGTCTTCA
. GACGTGTTCA

GACGTIGTTCA
GACGTGTTICA
GACGIGTTCA
GACGTGTTICA
GACGTGTTICA
GACGTCTTCA
GACGTCTTCA
GACGTCTITCA
GACGTCTTICA
GACGTCTTCA
GACGTGTTCA
GACGTCTTCA
GACGTCTTCA
GACGTGITCA

"GACGTCTTCA

GACGTCTTCA:
GACGTCTTCA

TGATTCCTCA
TGATTCCTCA

TGATTCCTCA

TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
CGGTTCCTCA
TGGTTCCTCA
TGGTTCCTCA
TGGTTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCGCA
TGATTCCGCA
TGATTCCGCA
TGATTCCGCA
TGATTCCGCA
TGATTCCGCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCTCA
TGATTCCGCA
TGGTGCCACA
TGGICCCTCA
TGATTCCCCA
TGGTTCCTCA
TGATTCCTCA
TGATTCCTCA

Fig. 1AAP

GTACGGATAT
GTACGGGTAC
GTACGGGTAC
GTACGGGTAC
GTACGGGTAC
GTACGGGTAC
GTACGGGTAC
GTACGGGTAC
GTACGGATAT
GTACGGATAT
GTACGGATAT
GTACGGATAT
GTACGGATAT
GTACGGGTAT
GTACGGGTAT
GTACGGGTAT
GTACGGCTAT
GTACGGCTAT
GTACGGCTAT
GTACGGCTAT
GTACGGGTAC
GTACGGGTAC
GTACGGATAC
GTACGGATAC
GTACGGATAC
GTACGGATAC
GTACGGATAC
GTACGGATAC
GTACGGCTAC
GTACGGCTAC
GTACGGCTAC
GTACGGCTAC
GTACGGGTAC
ATACGGCTAC
GTATGGATAC
GTATGGATAC
GTACGGCTAC
GTACGGCTAC
GTACGGCTAC
GTACGGGTAC

68/105

CTGACTCTAA
CTGACTCTGA
CTGACTCTGA
CTGACTCIGA
CTGACTCTIGA
CTGACTCTGA
CTGACTCTIGA
CTGACTCTIGA
CTGACTCTAA
CTGACTCTAA
CTGACTICTAA
CTGACTCTAA
CTGACTCTAA
CTGACCCTAA
CTGACCCTAA
CTGACCCTAA
TTAARCTTTAA
TTAACTTTAA
TTAACTTTAR
TTAACTTTARA
CTGACTICTGA
CTGACTCTGA

.CTGACTCTGA

CTGACTCTGA
CTGACTCTGA
CTGACTCTGA
CTGACTCTGA
CTGACTCTGA
TTGACTCTGA
TTGACTCTGA
TTGACTCTGA
TTGACTCTGA
CTGACTCTGA
CTGACGCTCA
CTCACCCTGA
CTCACCCTGA
CTRACACTCA
CTGACGCTCA

CTGACTCTCA

CTGACTCTGA

3400
ACAACGGCAG
ACARACGGCAG
ACRACGGCAG
ACAACGGCAG
ACAACGGCAG
ACAACGGCAG
ACBRACGGCAG
ACBACGGCAG
ACAACGGCAG
ACAACGGCAG
ACAACGGCAG
ACAACGGCAG
ACRACGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGAAG
ACAATGGARG
ACAATGGAAG
ACAATGGAAG
ACAATGGCAG

'ACAATGGCAG

ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACAATGGCAG
ACRATGGCAG
ACRATGGCAG
ACAATGGCAG
ACRAACGGCAG
ACAATGGCAG
ACAACGGGAG
ACARCGGARG
ACAACGGTAG

ACAATGGAAG

ACAATGGCAG
ACAATGGCAG
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3401

TCAGTCTGTG
TCAGGCCGTG
TCAGGCCGTG
TCAGGCCGTG
TCAGGCCGTG
TCAGGCCGTG
TCAGGCCGTG
TCAGGCCGTG
TCAGTCTGTG
TCAGTCTGTG
TCAGTCTGTG
TCAGTCTGTG
TCAGTCTGTG
TCAGGCTGTG
TCAGGCTGTG
TCAGGCTGTG
CCAAGCCCTG
CCAAGCCCTG
CCAAGCCCTG
CCAAGCCCTG
TCAGGCCGTG
TCAGGCCGTG
CCAATCGGTA
CCAATCGGTA
CCAATCGGTA
CCAATCGGTA
CCAATCGGTA
CCAATCGGTA
CCAAGCGGTA
CCAAGCGGTA
CCAAGCGGTA
CCAAGCGGTA
TCAGGCCGTG
CCAAGCCGTG
TCAGGCAGTA
TCAAGCGGTG
TCAGGCCGTG

" TCAAGCGTTA

TCAGTCTGTG
TCAGGCCGTG

GGACGTTCCT
GGCCGTTCCT
GGCCETTCCT
GGCCGTTCCT
GGCCETTCCT
GGCCGTTCCT
GGCCGTTCCT
GGCOGTTCCT
GGACGTTCCT
GGACGTTCCT
GGACGTTCCT
GGACGTTCCT
GGACGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGACGTTCCT
GGACGTTCCT
GGACGTTCCT
GGACGTTCCT
GGCCGETTCCT
GGCCGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGCCGTTCCT
GGACGTTCTT
GGACGTTCTT
GGACGTTCTT
GGACGTTCTT
GGCCGTTCCT
GGACGTTCAT
GGACGCICTT
GGACGCTCAT
GGACGCTCCT
GGACGTTCTT
GGACGTTCCT
GGCCGTTCCT

Fig. 1AAQ

CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CCTTCTACTG
CATTCTACTG
CATTCTACTG
CATTCTACTG
CATTCTACTG
CCTTCTACTG
CCTTTTACTG
CATTTTACTG
CCTTTTACTG
CCTTCTACTG
CTTTCTACTG
CCTTCTACTG
CCTTCTACTG

69/105

CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAATAC
CCTGGAATAC
CCTGGAATAC
TCTGGAGTAT
TCTGGAGTAT
TCTGGAGTAT
TCTGGAGTAT
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
CCTGGAGTAC
TCTAGAGTAT
TCTAGAGTAT
TCTAGRAGTAT
TCTAGAGTAT
CCTGGAGTAC
CCTGGRATAT
CCTGGAGTAC
CCTGGAGTAC
CCTGGAATAC

TCTGGRATAC
CCTGGAGTAC
CCTGGAGTAC

3450
TTTCCTTCTC
TTTCCTTCTC -
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTIC
TTTCCTTCTC
TTTCCTTCTC
TTCCCTTCTC
TTCCCTTCTC
TTCCCTTCTC
TTCCCATCGC
TTCCCATCGC
TTCCCATCGC
TTCCCATCGC
TTTCCTTCTC

TTTCCTTCTC

TTTCCITCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCTTCTC
TTTCCCTCTC
TTTCCCTCTC
TTTCCCTCTC
TTTCCCTCTC
TTTCCTTCTC
TTCCCTTCTC
TTTCCTTCTC
TTCCCTTCGC
TTTCCTTCGC
TTCCCTTCTC
TTCCCCTCTC
TTTCCTTCTC



—

42_2
42 8.
42_15

42 _5b
42_1b
42_13
42- 3a
42_4
42_5a
4210
42_3b
42_11
42_6b
43 1
43 5
43_12
43_20
43 21
43_23
43_25
44_1
44 5

223_10
223 2
223 _4
223 5
223 6
223 7
A3_4
A3 5
A3_7
A3_3
42_12
AAV1
AAV2
AAV3
ARVS
RAVY
RAV7
44 2

3451

AGATGCTGAG
ABATGCTGAG
ARAATGCGGAG
AARTGCTGAG
ARATGCTGAG
ARAATGCTGAG
ARATGCTGAG
BAATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
BARTGCTGAG
BARTGCTGAG
ARATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCCGAG
AGATGCTGAG
AAATGCTGAG
ARATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AAATGCTGAG
AGATGCTGAG
AGATGCTGCG
AGATGCTAAG
AGATGCTGAG
AGATGCTGAG
AGATGCTGAG
AAATGCTGAG

AACGGGCAAT
AACGGGCAAC
AACGGGCAAC
AACGGGCAAC
AACGGGCAAC
AACGGGCAAC
AACGGGCAAC
AACGGGCAAC
BAACGGGCAAT
AACGGGCAAT
AACGGGCAAT
AACGGGCRAT
AACGGGCRAT
GACGGGCAAC
GACGGGCAAC
GACGGGCAAC
AACCGGCAAC
ABRCCGGCAAC
ALCCGGCAAC
ARCCGGCAAC
AACGGGCARC
ARCGGGCAAC
AACGGGCAAC
AACGGGCAAC
AACGGGCAAC
AACGGGCAAC
AACGGGCAAC
AACGGGCAAC
GACGGGAAAC
GACGGGAAAC
GACGGGARAC
GACGGGRAAC
ARACGGGCAAC
AACGGGCAAC
TACCGGAALC
GACTGGAAAT
AACCGGCAAC
AACCGGCAAC
AACGGGCAAC
AACGGGCAAC

Fig. 1AAR

ARCTTTGAAT
AACTTTGAGT
AACTTTGAGT
AACTTTGAGT
AACTTTGAGT
AARCTTTGAGT
AACTTTGAGT
AACTTTGAGT
ARCTTTGAAT
ARCTTTGAAT
AACTTTGAAT
AACTTTGAAT
AACTTTGAAT
ARCTTTGAAT
BAACTTTGAAT
AACTTTGAAT
AACTTTCAGT
ARCTTTCAGT
ARCTTTCAGT
AACTTTCAGT
AACTTTGAGT
AACTTTGAGT
AACTTCACCT
AACTTCACCT
AACTTCACCT
ARCTTCACCT
AACTTCACCT
AACTTCACCT
AACTTCACCT
ARCTTCACCT
AACTTCACCT
AACTTCACCT
AACTTTGAGT
AACTTTACCT
ARCTTTACCT
ARCTTCCAAT
AACTTCCAGT
AACTTTCAGT
AACTTTGAGT
ARCTTTGAGT

70/105

TCAGCTACAC
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACCA
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACCA
TCAGCTACCA

TTAGCTACAC:

TTAGCTACAC
TTAGCTACAC
TTAGCTACAC
TTAGCTACAC
TTAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACAC
TCAGCTACCA
TCAGCTACAC
TCAGCTACAC
TCAGCTATAC
TTACTTACAC
TCAGCTACAC
TCAGCTACAG
TCAGCTACCA

3500
CTTTGAGGAA
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
GTTTGAGGAC
CTTTGAGGARA
CTTTGAGGARA
CTTTGAGGAA
CTTTGAGGRA
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
GTTTGAGGAC
GTTTGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
CTTCGAGGAC
TTTTGAAGAC
TTTTGAAGAC
TTTTGAAGAC
TTTTGAAGAC
GTTTGAGGAC
CTTTGAGGAA
TTTTGAGGAC
CTTCGAGGAT
CTTCGAGGAC .
TTTCGAGGAC
CTTCGAGGAC
GTTTGAGGAC
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3501

GTGCCTTTCC
GTGCCTTTTC
GTGCCTTTTC
GTGCCTTTTC
GTGCCTTTTC
GTGCCTTTTC
GTGCCTTTTC
GTGCCTTTTC
GTGCCCTTTC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTTC
GTGCCTTTTC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTTC
GTGCCTTTCC
GTTCCTTTCC
GTACCTTTTC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTCC
GTGCCTTTTC

ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA

ACAGCAGCTA

ACAGCAGCTA
ACAGCAGCTIA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA
ACAGCAGCTA

Fig. 1AAS

TGCGCACAGC
CGCGCACAGC
CGCGCATAGC
CGCGCACAGT
TGCGCACAGC
TGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
TGCGCACAGC
TGCGCACAGC
TGCGCACAGC
TGCGCATAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGE
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGT
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCGCACAGC
CGCTCACAGC
CGCTCACAGC

CGCCCACAGC
CGCACACAGC-

CGCACACAGC
CGCGCACAGC

71/105

CAGAGCCTGG
CBARGCCTGG
CARAGCCTGG
CABAGCCTGG
CAAAGCCTGG
CARAGCCTGG
CBAAGCCTGG
CRAAGCCTGG
CAAAGCCTIGG
CRGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CRGAGCCIGS
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CAGAGCCTGG
CABAGCCTGG
CAARRGCCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CAGAGTCTGG
CARAGCCTGG
CAGAGCCTGG
CAGAGTCTGG
CAGAGTTTGG
CAGAGCTTGG
CAGAGTCTAG
CAGAGCCTGG
CAAAGCCTGG

3550
ACCGGCTGAT
ACCGGCTGAT.
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACAGGCTGAT
ACAGGCTGAT
ACAGGCTGAT
ACAGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
GCCGGCTGAT
GCCGGCTGAT
ACCGGCTGAT
ACCGGCTGAT
ATCGGCTGAT
ATCGGCTGAT
ATCGGCTGAT
ATCGGCTGAT
ACCGGCTGAC
ACCGGCTGAT
ACCGTCTCAT
ATCGCTTGAT
ACCGGCTGAT
ATCGACTGAT
ACCGGCTGAT
ACCGGCTGAT



42 2

- 428
42 15
42 5b
42 _1b
42_13
42 3a
42 4
42 b5a
42 10
42 3b
42_11
42 _éb
43 1
43 5
43_12
43_20
43 21
43 23
43_25
44 1
44_5
.223_10
223 2
223 _4
223_5
223_6
223 7
A3 4
A3 5
A3 7
A3 3
42 12
AAV1
ARAV2
AAV3
AAVB
AAVY
ARV7
44 2

3551
GRATCCCCIC.
GARACCCCCTIC
GAACCCCCTC
GAACCCCCIC
GAACCCCCTC
GAACCCCCTC
GARACCCCCTC
GAACCCCCIC
GAACCCCCTIC
GAATCCCCTC
GAATCCCCTC
GAATCCCCTC
GARTCCCCTC
GAACCCTCIC
GAACCCTCIC
GAACCCTCTC
GAATCCCCTIC
GAATCCCCTC
GAATCCCCTC
GAATCCCCTC
GAACCCCCTC
GAACCCCCTC

GAATCCCCTC .

GAATCCCCTC
GRATCCCCTC
GAATCCCCTC
GAATCCCCTC
GAATCCCCTC
GRATCCTCTC
GAATCCTCTC
GAATCCTCTC
GBATCCTCTC
GARCCCCCTC
GAATCCTCTC
GAATCCTCIC
GAATCCTCTT
GAATCCTCTG

GAATCCCCTC
GRACCCCCTIC

ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT
ATCGACCAGT

ATCGACCAGT

ATCGACCAGT
ATCGACCAGT
ATTGACCAGT
ATTGACCAGT
ATTGACCAGT
ATTGACCAGT
ATCGACCAGT
ATCGACCAAT
ATCGACCAGT
ATTGATCAGT
ATTGACCAGT

' GAACCCCCTC ATCGACCAGT

ATCGACCAGT
ATCGACCAGT

Fig. 1AAT

ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTATTA
ACCTGTATTA
ACCTGTATTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTACTA
ACCTGTATTA
ACCTGTATTA
ACCTGTATTA
ACCTGTATTA
ACCTGTACTA
ACCTGTATTA
ACCTGTATTA
ATCTGTACTA
ACCTGTACTA
ACCTATACTA
ACTTGTACTA
ACCTGTACTA

72/105

CCTGGCCCGE
CCTGTCTCGG
CCTGTCTICGG
CCTGTCTCGG
CCTGTCTCGG
CCTGTCTICGG
CCTGTCTCGG
CCTGTCICGG
CCTGTCTCGG
CCTGGCCCGE
CCTGGCCCGG
CCTGGCCCGG
CCTGGCCCGG
CTTATCCAGA
CTTATCCAGA
CTTATCCAGA
CCTGGTCAGA
CCTGGTCAGA
CCTGGTCAGA
CCTGGTCAGA
CCTGTCTCGG
CCTGTCTCGG
CTTGGCCAGA
CTTGGCCAGA
CTTGGCCAGA
CTTGGCCAGA
CTTGGCCAGA
CTTGGCCAGA
CCTGAGCARA
CCTGAGCRAA
CCTGAGCARA
CCTGAGCARA
CCTGGCCCGG
CCTGAACAGA
CTTGAGCAGA
CCTGAACAGA
CTTGTCTCGG
CCTGGTCAGA
CCTGGCCAGA
CCTGTCTCGE

3600
ACCCAGAGCA
ACTCAGTCCA

"ACTCAGTCCA

ACTCAGTCCA
ACTCAGTCCA
ACTCAGTCCA
ACTCAGTCCA
ACTCAGTCCA
ACTCAGTCCA
ACCCAGAGCA
ACCCAGAGCA
ACCCAGAGCA
ACCCAGAGCA
ACTCAGTCCA
ACTCAGTCCA
ACTCAGTCCA
ACGCAAACGA

"ACGCARACGA

ACGCARACGA
ACGCABRACGA
ACTCAGTCCA

-ACTCAGTCCA

ACACAGAGCA
ACACAGAGCA
ACACAGAGCA
ACACAGAGCA
ACACAGAGCA
ACRCAGAGCA
ACTCAGGGTA
ACTCAGGGTA
ACTCAGGGTA
ACTCAGGGTA
ACCCAGAGCA
ACTCAAAR AT
ACARACACTC
ACGCAAGGAA
ACTCAAACARA -
ACRCAGACAA
ACACAGAGTA
ACTCAGTCCA
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3601

CTACGG. .GG
CGGGA. ..GG
CGGGA. ..GG
CGGGA. ..GG
CGGGA. ..GG
CGGGA...GG
CGGGA. . .GG
CGGGA. ..GG
CGGGA. ..GG
CTACG...GG
CTACG. ..GG
CTACG. ..GG
CTACG. ..GG
CAGGA. ..GG
CAGGA. . .GG
CAGGA...GG
CTowenn. GG
CT.vun.. GG
CT.vn... GG
CT...... GG
CGGGA. . .GG
CGGGA. ..GG
ACGCAGGAGG
ACGCAGGAGG
ACGCAGGAGG
ACGCAGGAGG
ACGCAGGAGG
ACGCAGGAGG
CAAG...TGG
CRAG...TGG
CAAG. . .TGG
CARG. . .TGG
CTACG. . .GG
CAGTCC. .GG
CAAG...TGG
CAACCTCTGG
CAGGAG..GC
CTGGA. . ...
ACCCAGGAGG
CGGGA. ..GG

TCCACRAGGG
TACCGCAGGA

TACCGCAGGA -

TACCGCAGGA
TACCGCAGGR
TACCGCAGGA
TACCGCAGGA
TACCGCAGGA
TACCGCAGGA
GTCCACARAGG
GTCCACRAGG
GTCCACAAGG
GTCCACARAGG
AACTCAAGGT
BACTCRAGGT
AACTCAAGGT
AACTGGAGGG
AACTGGAGGG
AACTGGAGGS
BACTGGAGGG
TACCGCAGGA
TACCGCAGGA
TACTGCTGGC
TACTGCTGGC
TACTGCTGEC
TACTGCTGGE
TACTGCTGGC
TACTGCTGGC
BACAACGCAG
AACAACGCAG
BACAACGCAG
AACAACGCAG
GTCCACAAGG
AAGTGCCCAA
ARCCACCACG
AACAACCAAC
.ACGGCRAAT

.ACTGGGGGA

CACAGCTGGC
TACCGCAGGA

Fig. 1ARAU

AGCTGCA.GT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
ACTCAGCAGT
GAGCTGCAGT
GAGCTGCAGT
GAGCTGCAGT
GAGCTGCAGT
ACTCAGCAAT
ACTCAGCAAT
ACTCAGCAAT
ACGCAGACTC
ACGCAGACTC
ACGCAGACTC
ACGCAGACTC
ACTCAGCAGT

ACTCAGCAGT

AATCGGGRAC
AATCGGGRAAC
ARTCGGGRAC
AATCGGGAAC
AATCGGGAAC
AATCGGGAAC
CAATCGAGAC
CAATCGAGAC
CAATCGAGAC
CAATCGAGAC
GGGCTGCAGT
AACAAGGACT
CAGTCAAGGC
CAATCACGGC

'ACGCAGACTC

ACTCARACTT
AATCGGGARC
ACTCAGCAGT

737105

"TGCTATTTTC

TGCTATTITC
TGCTATTITC
TGCTATTIIC
TGCTATTITC
TGCTATTITC
TGCTATTITC
TGCTATTTITC
TCCA......

TCCA......

TGTTATTTTC
TGTTATTTTC
TGTTATTTTC
TGGCATTCAG
TGGCATTCAG
TGGCATTCAG
TGGCATTCAG
TGCTATTTTC
TGCTATTITTC
TGCAGTTTTA
TGCAGTTTTA
TGCAGTTTTA
TGCAGTTTTA
TGCAGTTTTA
TGCAGTTTTA
TGCAGTTCAG
TGCAGTTCAA
TGCAGTTCAG
TGCAGTTCAG

TGCTGTTTAG
TTCAGTTTTC
TGCTTTTTAG
TGGGCTTCAG

‘TGGCATTCAG

TGCAGTTTTA
TGCTATITIC

3650
TCAGGCTIGGG
TCAGGCCGGE
TCAGGCCGGG
TCAGGCCGGG
TCAGGCCGGG
TCAGGCCGGG
TCAGGCCGGE
TCAGGCCGGG
TCRGGCCGGG
TCAGGCTGGG
TCAGGCTGGG
TCAGGCTGGG
TCAGGCTGGG
TCAAGCCGGGE
TCAAGCCGGG
TCAAGCCGGG
CCAAGCGGGT
CCAAGCGGGT
CCAAGCGGGT

"CCAAGCGGGT

TCAGGCCGGG
TCAGGCCGGE
TCAGGGCGGA
TCAGGGCGGA
TCAGGGCGGA
TCAGGGCGGA
TCAGGGCGGA
TCAGGGCGGA
CCAAGCTGGG
CCRAGCTGGG
CCRAGCTGGG
CCRAGCTGGG
TCAGGCTGGG
CCGTGEGTCT
TCAGGCCGGA
CCAGGCTGGG
CCRAAGGTGGG
CCAAGCAGGC
CCAGGGCGGG
TCAGGCCGGG
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3651

CCCAACACCA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCTAATAACA
CCCAACACCA
CCCAACACCA
CCCARACACCA
CCCAACACCA
CCCGCARACA
CCCGCAAACA
CCCGCAAACA
CCTAGCTCAA
CCTAGCTCAA
CCTAGCTCAA
CCTAGCTCAA
CCTAATAACA
CCTAATAACA
CCTACCACCA
CCTACCACCA
CCTACCACCA
CCTACCACCA
CCTACCACCA
CCTACCACCA
CCTAGCTCCA
CCTAGCTCCA
CCTAGCTCCA
CCTAGCTCCA
CCCAACACCA
CCAGCTGGCA
GCGAGTGACA
CCTCAGTCTA
CCTAATACAA
CCTAGCTCAA
CCTTCAACTA
CCTARTAACA

TGGCCGAGCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGGCCGAGCA
TGGCCGAGCA
TGGCCGAGCA
TGGCCGAGCA
TGTCGGCTCA
TGTCGGCTCA
TGTCGGCTCA
TGGCCAACCA
TGGCCAACCA
TGGCCAACCA
TGGCCAACCA
TGTCGGCTCA
TGTCGGCTCA
TGGCCGAACA
TGGCCGAACA
TGGCCGAACA
TGGCCGAACA
TGGCCGAACA
TGGCCGAACA
TGGCTCAGCA
TGGCTCAGCA
TGGCTCAGCA
TGGCTCAGCA
TGGCCGAGCA
TGTCTGTTCA
TTCGGGACCA
TGTCTTTGCA
TGGCCAATCA
TGGCCAATCA
TGGCCGAACA
TGTCGGCTCA

Fig. 1AAV

ATCAAAGARAC
GGCCAAARAC
GGCCAAAAAC
GGCCARAAANC
GGCCARAARAC
GGCCARARAAC
GGCCARAAAC
GGCCAAAAAC
GGCCARAARC
ATCAAAGAAC
ATCAAAGAAC
ATCAAAGAAC
ATCAAAGAAC
GGCCAAGAAC
GGCCAAGAAC
GGCCAAGAAC
GGCTAGARAAT
GGCTAGAAAT
GGCTAGAAAT
GGCTAGARAAT
GGCCAAAAAC
GGCCARAAAC
AGCAARAGAAC
AGCARAGAAC
AGCAAAGAAC
AGCAAAGAAC
AGCARAAGAAC
AGCARAGAAC
GGCCAARAAAC
GGCCARAAAC
GGCCARAAAC
GGCCARAAAC
ATCAAAGAAC
GCCCARAAAC
GTCTAGGAAC
GGCCAGAAAT
GGCAAAGAAC
GGCTAGAAAC
AGCCAAGAAT
GGCCAAAAAC

747105

TGGCTGCCCG
TGGCTACCCG
TGGCTACCCG
TGGCTACCCG
TGGCTACCCG
TGGCTACCCG
TGGCTACCCG
TGGCTACCCG
TGGCTACCCG
TGGCTGCCCE
TGGCTGCCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTACCTG
TGGCTACCTG
TGGCTACCTG
TGGGTGCCCG
TGGGTGCCCE
TGGGTGCCCG
TGGGTGCCCG
TGGCTACCCG
TGGCTACCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTGCCCG
TGGCTACCGG
TGGCTACCGG
TGGCTACCGG
TGGCTACCGG
TGGCTGCCCG
TGGCTACCTG
TGGCTTCCTG
TGGCTACCTG
TGGCTGCCAG
TGGGTACCCG
TGGTTACCTG
TGGCTACCCG

3700
GACCCTGTTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GGCCCTGCTA
GACCCTGTTA
GACCCTGTTA
GACCCTGTTA
GACCCTGTTA
GACCGTGTTA |
GACCGTIGTTA
GACCGTGTTA
GACCTTGCTA
GACCTTGCTA
GACCTTGCTA
GACCTTGCTA
GGCCCTGCTA
GGCCCTGCTA
GACCTTGCTT
GACCTTGCTT
GACCTTGCTT
GACCTTGCTT
GACCTTGCTT
GACCTTGCTT
GACCCAGCTA
GACCCAGCTA
GACCCAGCTA
GACCCAGCTA
GACCCTGTTA
GACCCTGTTA
GACCCTGTTA
GGCCCTGCTA
GACCCTGTTA
GGCCTTGCTA
GACCTTGCTT
GGCCCTGCTA
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3701

TCGGCAGCAG
CCGGCAGCAA
CCGGCAGCAA
CCGGCAGCAR
CCGGCAGCAR
CCGGCAGCAR
CCGGCAGCAR
CCGGCAGCRA
CCGGCAGCAA
TCGGCAGCAG
TCGGCAGCAG
TCGGCGGCAG
TCGGCAGCAG
CCGTCAGCAR
CCGTCAGCAA
CCGTCAGCAA
CCGGCRGCAG
CCGGCAGCAG
CCGGCAGCAG
CCGGCAGCAG
CCGGCAGCRA
CCGGCAGCAA

' CCGGCAACAG

CCGGCAACAG
CCGGCARCAG
CCGGCAACAG
CCGGCAACAG
CCGGCAACAG
CCGACAGCAG
CCGACAGCAG
CCGACAGCAG
CCGACAGCAG
TCGGCAGCAG
TCGGCAGCAG
CCGCCAGCAG
CCGGCAACAG

. CCGCCARCAA

CCGTCAGCAG
CCGGCAACRA
CCGGCAGCAA

AGACTGTCAA

'CGCGTCTCCA

CGCGETCTCCA
CGCGTCTCCA
CGCGTCTCCA
CGCGTCTCCA
CGCGTCTCCA
CGCGTCTCCA
CGCGTCTCCA
AGACTGTCAA
AGACTGTCAR
AGACTGTCAA
AGACTGTCAA
CGAGTITCCA
CGAGTITCCA
CGAGTTTCCA
CGCGTCTCCA
CGCGTCTCCA
CGCGTCTCCA
CGCGTCTCCA
CGCGTCTCCA

CGCGTCTCCA -

AGAGTATCCA
AGAGTATCCA
AGAGTATCCA
AGAGTATCCA
AGAGTATCCA
AGAGTATCCA
CGAATGTCTA
CGAATGTCTA
CGAATGTCTA
CGAATGTCTA
AGACTGTCAA
CGCGTTICTA
CGAGTATCAA
AGACTTTCAA
CGCGTCTCAA
CGCGTCTCCA
AGAGTCTCCA
CGCGTCTCCA

Fig. 1ARW

ABAACATAGA
CGACACTGTC
CGACACTGTC
CGACACTGTC
CGACAGTGTC
CGACAGTGTC
CGACACTGTC
CGACACTGTC
CGACACTGTC
AAAACATAGA
ARRACATAGA
AAGACATAGA
AAAACATAGA
CGACACTGTC
CGACACTGTC
CGACACTGTC
CGACAACCAA
CGACAACCAA
CGACRACCAA
CGACAACCAA
CGACACTGTC
CGACACTGTC
AGACGCTGGA
AGACGCTGGA
AGACGCTGGA
AGACGCTGGA
AGACGCTGGA
AGACGCTGGA
AGACGGCTAA
AGACGGCTAA
AGACGGCTAA
AGACGGCTAA
ARARCATAGA
AAACAARRAC
AGACATCTGC
AGACTGCTAA
CGACAACCGG
CRARCCACCAA
BAACGCTGGA
CGACACTGTC

75/105

CAGCAACAAC
GCAARATAAC
GCARAATAAC
GCARAAATAAC
GCARRATAAC
GCAARATAAC
GCARRATAAC
GCARRATAAC
GCARRATAAC
CAGCAACAAC
CAGCAACAAC
CAGCAACAAC
CAGCAACAAC
GCAARRCAAC
GCAARACAAC
GCARBACAAC
CCAGAACAAC
CCAGAGCAAC
CCAGAACAAC
CCAGRACAAC
GCAARATAAC
GCAARATAAC

TCAABATAAC

TCAAAATAAC
TCAADATAAC
TCAADATAAC
TCAAAATAAC
TCAABATAAC
TGACAACAAC
TGACAACAAC
TGACARACAAC
TGACAACAAC
CAGCAACAAC
AGACAACAAC
GGATAACAAC
CGACAACAAC

GCAARBACAAC.
‘CCAARATAAC

TCAADAACAAC
GCAARATARC

3750
AACAGTAACT

AACAGCAACT

AACAGCAACT
AACAGCAACT
AACAGCAACT
AACAGCAACT
ARCAGCRACT
AACAGCAACT
AACAGCAACT
AACAGTAACT
ACCAGTAACT
ARCAGTAACT
AACAGTAACT
AACAGCAATT
AACAGCAATT
AACAGCAATT
ARCAGCAACT
AACAGCAACT
AACAGCAACT
AACAGCAACT
AACAGCAACT
AACAGCAACT
ARCAGCAACT .
AACAGCAACT
AACAGCAACT
AACAGCAACT
AACAGCAACT
AACAGCRACT
AACAGTGBAT
AACAGTGAAT
AACAGTGAAT
ARCAGTGAAT
AACAGTAACT
AACAGCAATT
AACAGTGAAT
AACAGTAACT
AATAGCAACT
ARCAGCAACT
AACAGCAACT
AACAGCAACT
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3751

TTGCCTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC

-TTGCCTGGAC"

TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCCTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCTTGGAC
TTGCCTGGAC
TTACCTGGAC
ACTCGTGGAC
TTCCTTGGAC
TTGCCTGGAC
TTGCGTGGAC
TTGCTTGGAC
TTGCCTGGAC

CGGGGCCACT
CGGTGCCACC
CGGTGCCACC
CGGTGCCACC
CGGTGCCACC
CGGTGCCACC
CGGTGCCACC
CGGTGCCACC
CGGTGCCACC
CGGGGCCACT
CGGGGCCACT
CGGGGCCACT
CGGGGCCACT
CGGTGCCACC
CGGTGCCACC
CGGTGCCACC
GGGAGCTGCC
GGGAGCTGCC
GGGAGCTGCC
GGGAGCTGCC
CGGTGCCACC
CGGTGCCACC
TGGTGCCACA
TGGTGCCACA
TGGTGCCACA
TGGTGCCACA
TGGTGCCACA
TGGTGCCACA
TGCAGCCACC
TGCAGCCACC
TGCAGCCACC
TGCAGCCACC
CGGGGCCACT
TGGTGCTTCA
TGGAGCTACC
AGCGGCCAGC
TGCTGGGACC
GGGAGCTGCT
TGGTGCCACC
CGGTGCCACC

Fig. 1AMX

BAATACCATC
AAGTATCATC
AAGTATCATC
BAGTATCATC
AAGTATCATC
AAGTATCATC
AAGTATCATC
AAGTATCATC
BAGTATCATC
AAATACCATC
ABATACCATC
BAATACCATC
ARATACCATC
BAGTATCACC
ARGTATCACC
BAGTATCACC
BAGTTTAAGC
AAGTTTAAGC
AAGTTTAAGC
BAGTTTAAGC
RAGTATCATC
BAGTATCATC
ABATACCATT
ARATACCATT
BAATACCATT
BAATACCATT
AAATACCATT
AARATACCATT
AARATATTACC
ARATATTACC
BRATATTACC
BARATATTACC
AAATACCATC
ARATATAACC
BAGTACCACC
AAATATCATC
AAATACCATC
AAATTCAAGC
'AAATATCACC
BAGTATCATC

76/105

TGAATGGTAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGAATGGTAG
TGAATGGTAG
TGAATGGTAG
TGAATGGTAG
TGAATGGCAG
TGAATGGCAG
TGAATGGCAG
TGAACGGCCG
TGARCGGCCG
TGAACGGCCG
TGAACGGCCG
TGAATGGCAG

‘TGARTGGCAG

TARATGNAAG
TAAATGGAAG
TAAATGGARG
TABATGGARG
TAAATGGARG
TAAATGGARG
TGAATGGAAG
CGAATGGRAG
TGAATGGAAG
TGAATGGAAG
TGAATGGTAG
TCAATGGGCG
TCAATGGCAG
TCAATGGCCG
TGAATGGAAG
TGAACGGGAG
TGAACGGCAG
TGAATGGCAG

3800
ARATTCATTA
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
AGACTCTCTG
AAATTCATTA
ABATTCATTA
AARATTCATTA
BAATTCATTA
AGACTCCCTG
AGACTCCCTG
AGACTCCCTG
AGACTCTCTA
AGACTCTCTA
AGACTCTCTA
AGACTCTCTA
AGACTCTCTG
AGACTCTCTG
BAATTCATTG
AAATTCATTG
AAATTCATTG
AAATTCATTG
BARTTCATTG
RBATTCATTG
BAATTCTCTG
ABATTCTCTG
AAATTCTCTG
BAAATTCTCTG
AAATTCATTA
TGAATCCATC
AGACTCTCTG
CGACTCGCTG
ARATTCATTG
AGACTCGCTA
AAACTCGTTG
AGACTCTCTG
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3801
ACCARCCCGG

_GTAAATCCCG

GTARATCCCG
GTARATCCCG
GTARATCCCG
GTAARTCCCG
GTAAATCCCG
GTARATCCCG
GTAARTCCCG
ACCAACCCGG
ACCARCCCGG
ACCAACCCGG
ACCARCCCGG
GTTAATCCCG
GTTAATCCCG
GTTAATCCCG
ATGRATCCGG
ATGAATCCGG
ATGAATCCGG
ATGAATCCGG
GTAAATCCCG
GTAAATCCCG
GTTAATCCCG
GTTAATCCCG
GTTAATCCCG
GTTAATCCCG
GTTAATCCCG
GTTAATCCCG
GTCRATCCCG
GTCARATCCCG
GTCRATCCCG
GTCAATCCCG
ACCAACCCGG
ATCAACCCTG
GTGAATCC. .
GTGRATCCAG
GCTAATCCTG
ATGAATCCTG
GTTAATCCCG
GTARATCCCG

GCGTAGCCAT
GTGTCGCTAT

‘GTGTCGCTAT.

GTGTCGCTAT
GTGTCGCTAT
GTGTCGCTIAT
GTGTCGCTAT
GTGTCGCTAT
GTGTCGCTAT
GCGTAGCCAT
GCGTAGCCAT
GCGTAGCCAT
GCGTAGCCAT
GCGTTGCCAT
GCGTTGCCAT
GCGTTGCCAT
GCGTGGCAAT
GCGTGGCAAT
GCGTGGCAAT
GCGTGGCAAT
GTGTCGCTAT
GTGTCGCTAT

GTGTCGCCAT

GTGTCGCCAT
GTGTCGCCAT
GTGTCGCCAT
GTGTCGCCAT
GTGTCGCCAT
GGCCCCCAAT
GGCCCCCRAT
GGCCCCCAAT
GGCCCCCAGT
GCGTAGCCAT
GCACTGCTAT
GGCC. .. .AT
GACCAGCTAT
GCATCGCTAT
GCGTGGCTAT
GCGTCGCCAT
GTGTCGCTAT

Fig. 1AAY

GGCCACCAAC
GGCRACGCAC
GGCAACGCAC
GGCRACGCAC
GGCAACGCAC
GGCAACGCAC
GGCAACGCAC
GGCAACGCAC
GGCAACGCAC
GGCCACCRAC
GGCCACCAAC
GGCCACCAAC
GGCCACCAAC
GGCTACCCAC
GGCTACCCAC
GGCTACCCAC
GGCTTCCCAC
GGCTTCCCAC
GGCTTCCCAC
GGCTTCCCAC
GGCAACCCAC
GGCRACCCAC

GGCRACCCAC

GGCAACCCAC
GGCAACCCAC
GGCAACCCAC
GGCAARCCCAC
GGCAACCCAC
GGCCAGTCAC
GGCCAGTCAC
GGCCAGTCAC
GGCCAGTCAC
GGCCACCAAC
GGCCTCACAC
GGCAAGCCAC
GGCCAGTCAC
GGCAACACAC
GGCATCGCAC
GGCAACTCAC
GGCAACCCAC
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AAGGACGACG
AAGGACGACG

‘AAGGACGACG

ARGGACGACE
ARAGGGCGACG
ARGGGCGACG
ARGGACGACG
AAGGACGACG
AAGGACGACG
ARGGACGACG
ARGGACGACG
RAGGACGACG
ARGGACGACG
AAGGACGACG
ARGGACGACG
AAGGACGACG
AAGGATGACG
ARGGATGACG
ARGGATGACG
AAGGATGACG
AAGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
ARGGACGACG
AAGGACGACG
ARGGACGACG
AAGGACGACG
ARGGACGATG
ARGGACGATG
AAGGACGATG
RAGGACGATG
AAGGACGACG
ARAGACGACG
ARGGACGATG
AAGGACGATG
ARAGACGACG
ARAGACGACG
ARGGACGACG
ARGGACGACG

3850
AGGACCAGTT
AAGAGCGATT
ARGAGCGATT
AAGAGCGATT
AAGAGCGATT
ARGAGCGATT
AAGAGCGATT
ARGAGCGATT
AAGAGCGATT
AGGACCAGTT
AGGACCAGTT
AGGACCAGTT
AGGACCAGTT
AGGAGCGCTT
AGGAGCGCTT
AGGAGCGCTT
ACGACCGCTT
ACGACCGCTT
ACGACCGCTT
ACGACCGCTT
AAGAGCGATT

-AAGAGCGATT

AGGARCGCTT
AGGAACGCTT
AGGAACGCTT
AGGARCGCTT
AGGAACGCTT
AGGAACGCTT
AGGAAARGTA
AGGAAMAGTA
AGGAABAGTA
AGGAABAGTA
AGGACCAGTT
AAGACAAGTT
AAGARAAGTT
AAGARRAATT
AGGAGCGTTT
AGGACCGCTT

AGGACCGCTT

ARGAGCGATT
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CTTTCCCATC
TTTTCCATCC
TTTTCCATCC
TTTTCCATCC
TTTTCCATCC
TTTTCCATCC
TTTTCCATCC
TTTTCCATCC
TTTTCCATCC
CTTTCCCATC
CTTTCCCATC
CTTTCCCATC
CTTTCCCATC
CTTCCCGTCA
CTTCCCGTCA
CTTCCCGTCA
CTTCCCTTCG
CTTCCCTTCG
CTTCCCTTCG
CTTCCCTTCG
TTTTCCGTCC
TTTTCCGTCC
CTTCCCTTCG
CTCCCCTTCG
CTTCCCTTCG
CTTCCCTTCG
CTTCCCTTCG
CTTCCCTTCG
TTTCCCCATG
TTTCCCCATG
TTTCCCCATG
TTTCCCCATG
CTTTCCCATC
CTTTCCCATG
TTTTCCTCAG
TTTCCCTATG

TTTTCCCAGT

CTTTCCATCA
TTTCCCATCC
TTTTCCGTCC

AACGGAGTGC
AGCGGAGTCT
AGCGGAGTCT
AGCGGAGTICT
AGCGGAGTCT
AGCGGAGTCT
AGCGGAGTCT
AGCGGAGTCT
AGCGGAGTCT
ARCGGAGTGC
ARCGGAGTGC
AACGGAGTGC
AACGGAGTGC
AGCGGAGTTC
AGCGGAGTTC
AGCGGAGTIC
AGCGGGEGICC
AGCGGGGTCC
AGCGGGGTCC
AGCGGGGTCC
AGCGGAGTICT
AGCGGAGTICT

_ AGCGGAGTTC

AGCGGAGTTC
AGCGGAGTTC
AGCGGAGTTC
AGCGGAGTTC
AGCGGAGTTC
CACGGARATC
CACGGAAATC
CACGGAAATC
CACGGARATC
AACGGAGTGC
AGCGGTGTCA
AGCGGGGTTC
CACGGCAATC
AACGGGATCC
AGTGGCGTTC
AGCGGAGTCC
AGCGGAGTCT

Fig. 1AAZ

TGGTTTTTGCG
TGATGTTTGG
TGATGTTTGG
TGATGTTTGGE
TGATGTTTGG
TGATGTTTGG
TGATGTTTGG
TGATGTTTGSG
TGATGTTTGG
TGGTTTTTGG
TGGTTTTTGG
TGGTTTTTGG
TGGTTTTTGG
TAATGTTTGG
TAATGTTTGG
TAATGTTTGG
TGATTTTTGG
TGATTTTTGG
TGATTTTTGG
TGATTTTTGG
TAATGTTTGG
TARTGTTTGG
TAATTTTTGG
TAATTTTTGG
TAATTTTTGG
TAATTTTTGG
TAATTTTTGG
TAARTTTTTGG
TCATCTTTGG
TCATCTTTGG
TCATCTTTGG
TCATCTTTGG
TGETTTTTGG
TGATTTTTGG
TCATCTTTGG
TAATATTTGG
TGATTTTTGG
TCATATTTGG
TGATTTTTGG
TAATGTTTGG
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CGAAACGGGG
GARACAGGGA
GAARCAGGGA
GARACAGGGA
GAARCAGGGA
GARACAGGGA
GARACAGGGA
GAARCAGGGA
GAARCAGGGA
CAABACGGGG
CARAACGGGE
CABAACGGGE
CAARACGGGG
CAAGCAGGGG
CAAGCAGGGSE
CAAGCAGGGG
CAAGCAAGGA
CAAGCAAGGA
CAAGCAAGGA
CAAGCAAGGA
GAAACAGGGA
GAARCAGGGA
CARRACTGGA
CAARACTGGA
CAARACTGGA
CABAACTGGA
CAAAACTGGA
CARRACTGGA
ABAARCAAGGC
AARACAAGGC
AAAACAAGGC
AAAACAAGGC
CAAAACGGGG
AAAAGAGAGC
GAAGCAAGGC
CAAAGAAGGG
CAARCAARAT
CAAGCAAGGA
DAAAACTGGA
GARACAGGGA

3900
GCTGCCARCA
GCTGGARA. .
GCTGGARA. .
GCTGGARA. .
GCTGGARA. .
GCTGGAAA. .
GCTGGARA. .
GCTGGARA. .
GCTGGAAA. .
GCTGCCAACA
GCTGCCAACA
GCTGCCAACA
GCTGCCAACA
GCTGGAAA. .
GCTGGARA. .
GCTGGARA. .
GCCGGGAA. .
GCCGGGAA.
GCCGGGRA. .
GCCGGGAA. .
GCTGGABA. .

GCTGGARA.

GCAGCTAATA
GCAGCTAATA
GCAGCTAATA
GCAGCTAATA

GCAGCTAATA

GCAGCTAATA -~

ACAGGAAC. .
ACAGGARAC. .
ACAGGRAC. .
ACAGGAAC. .
GCTGCCAACA
GCCGGAGC. .
TCAGAGAA. .
ACAACGGC. .
GCTGCCAG. .
GCCGGGAA. ,
GCAACTAACA
GCTGGAAA. .
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AGACAACGCT
AGACAACG.
AGACAACG.
AGACRAACG.
AGACAACG.
AGACAACG.
AGACBACG.
AGACBACG.
AGACBACG.T
AGACAACGCT
AGACAACGCT
AGACAACGCT
AGACBACGCT
AGACAATG.
AGACAATG.
AGACAATG.
CGATGGAG,.
CGATGGAG.
CGATGGAG.
CGATGGAG.
AGACAACG.
AGACAACG.
AAACTACATT
ARACTACATT
ARACTACATT
AAACTACATT
ARACTACATT
AAACTACATT
TACCAATG.T
TACCAATG.T
TACCAATG.T
TACCAATG.T
AGACAACGCT
TTCAAACA.C
AACAAATG.
ARGTAACG.
AGACAATG.
CGATGGAG.
AAACTACATT
AGACAACG.T

T
T
T
T
T
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GGACTATAGC
GGACTATAGC
GGACTATAGC
AGACTATAGC
GGACTATAGC
GGACTATAGC
GGACTATAGC
GGACTATAGC

GGACTACAGC
GGACTACAGC
GGACTACAGC
GGATTACAGC
GGATTACAGC
GGATTACAGC
GGATTACAGC
GGACTATAGC
GGACTATAGC

GGACATTGAA
GGACATTGAA
GGACATTGAA
GGACATTGAA

TGCATTGGAC
GAACATTGARA

AGAATTAGAT’

GGATTACAGC
CGACTACAGC

GGACTATAGC

Fig. 1AAAA

AACGTGCTAA
AGCGTTATGC
AGCGTTATGC
AGCGTTATGC
AGCGTTATGC
AGCGITATGC
AGCGITATGC
AGCGITATGC
AGCGTITATGC
AACGIGCTAA
AACGTGCTAA
AACGTGCTAA
AACGTGCTAA
AGCGTGATGC
AGCGTGATGC
AGCGTGATGC
CAAGTGCTGA
CAAGTGCTGA
CAAGTGCTGA
CAAGTGCTGA
AGCGTTATGC
AGCGTTATGC

'BACGTGCTCA

AACGTGCTCA
ARCGTGCTCA
AACGTGCTCA
ARCGTGCTCA
ARCGTGCTCA
TCAGTGCTTA
TCAGTGCTTA
TCAGTGCTTA
TCAGTGCTTA
ARACGTGCTAA
ARTGTCATGA
AAGGTCATGA
AATGTAARTGA
GATGTCATGC
CAGGTGCTGA
AATGTGTTAA
AGCGTTATGC
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‘TGACCAGCGA

TAACCAGTGA
TAACCAGTGA
TAACCAGTGA
TABRCCAGTGA
TAACCAGTGA
TAACCAGTGA
TAACCAGTGA
TAACCAGTGA
TGACCAGCGA
TGACCAGCGA
TGACCAGCGA
TGACCAGCGA
TCACCAGCGA
TCACCAGCGA
TCACCAGCGA
TTACAGATGA
TTACAGATGA
TTACAGATGA
TTACAGATGA
TAACCAGTGA
TAACCAGTGA
TGACAAATGA
TGACRAATGA
TGACARATGEA
TGACARATGA
TGACRAATGA
TGACAAATGA
TTACAGACGA
TTACAGACGA
TTACAGACGA
TTACAGACGA
TGRCCAGCGA
TTACAGACGA
TTACAGACGA
TTACGGATGA
TCACCAGCGA .
TTACAGATGA
TGACABATGA
TAACCAGTGA

3950
GGAGGAGATC

'GGAAGAAATC

GGAAGAAATC
GGAAGARAATC
GGAAGRAATC
GGAAGRAATC -
GGAAGRRATC
GGAAGAAATC
GGAAGAAATC
GGAGGAGATC
GGAGGAGATC
GGAGGAGATC
GGAGGAGATC
AGAAGARAATT
AGAAGARATT
AGRAGARATT
GGAAGAAATC
GGAAGAAATC
GGAAGARATC
GGAAGAAATC
GGAAGAAATT

GGAAGARATT

AGAAGAAATT
AGRAGAAATT
AGAAGARAATT
AGAAGARATT
AGAAGAAATT

AGAAGAARTT
AGRAGARAATC
AGAAGARATC
AGAAGRBRATC
AGARGAAATC
GGAGGAGATC
AGAGGARATT
AGAGGARRTC
AGAAGAGATT

GGAAGAAATC -

GGRAGAAATT
AGAAGRAATT
GGRAGAAATT



42_2
428
42_15
42_5b
42_1b
42_13
42_3a
42 4
42 _5a
42 10
42_3b
42 11
42_6b
43 1
43_5
43_12
43_20
43 21
43_23
43 25
44 1
44_5
223_10

223 2

223 4
2235
223 6
223 7
A3 4
A3’ 5
A3_7
A3 3
42 12
ARV1
ARV
AAV3
ARV8

AAVY
ARAVT -

44 2

3951

AARACCACCA
AABRACCACCA
AABRACCACCA
ARARACCACCA
ARRACCACCA
ARAACCACCA
ARRACCACCA
ARRACCACCA
ARRACCACCA
RARACCACCA
ARRACCACCA
ARRACCACCA
ARAACCACCA
ARAACTACTA
ARAACTACTA
ARRACTACTA
AAGGCTACCA
ARGGCTACCA
AAGGCTACCA
AAGGCTACCA
ARRACCACCA
ARARCCACCA
CGTCCTACCA
CGTCCTACCA
CGTCCTACCA
CGTCCTACCA
CGTCCTACCA
CGTCCTACCA
AGAACAACTA
AGAACGACTA
AGAACAACTA
AGAACAACTA
AARRCCACCA
ARAGCCACTA
GGAACAACCA
CGTACCACCA
ARAACCACTA

ABAGCCACCR

CGTCCTACTA
ARAACCACCA

ATCCCGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ATCCCGTGGC
ATCCCGTGGC
ATCCCGTGGC
ATCCCGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCAGTGGC
ACCCCGTGGC
ACCCCGTGGC
ACCCCGTGGC
ACCCCGTGGC
ACCCAGTGGC
ACCCAGTGGC
BCCCGGTAGC
ACCCGGTAGC
ACCCGGTAGC
ACCCGGTAGC
ACCCGGTAGC
ACCCGGTAGC
ATCCTGTGGC
ATCCTGTGGC
ATCCTGTGGC
ATCCTGTGGC
ATCCCGTGGC
ACCCTGTGGC
ATCCCGTGGC
ATCCTGTGGC
ACCCTGTGGC
ACCCTGTAGC
ATCCTGTAGC
ACCCAGTGGC

Fig. 1AAAB

TACAGAAGAA
CACAGRACAG
CACAGAACAG
CACAGRACAG
CACAGRACAG
CACAGAACAG
CACAGAACAG
CACAGAACAG
CACAGAACAG
TACAGAAGAA
TACAGAACAG
TACAGARGAA
TACAGAAGARA
TACAGAGCAG
TACAGAGCAG
TACAGAGCAG
CACAGAAGAA
CACAGAAGAA
CACAGAAGAA
CACAGRAGAA
CACGGAACAG
CACAGAACAG

TACCGAGGAR"

TACCGAGGAR
TACCGAGGAR
TACCGAGGAA
TACCGAGGAA
TACCGAGGAA
TACAGAACAA
TACAGAACAR
TACAGRACAA
TACAGAACAA
TACAGAAGHA
CACCGAAAGA
TACGGAGCAG
AACAGAGCAG
TACAGAGGARL
CACAGAGGAXZ
CACGGRAGAR
CACAGAACAG
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TACGGTGTGG
TACGGCGTGG
TACGGCGTEG
TACGGCGETGG
TACGGCGTGG
TACGGCGTGG
TACGGCGTGG
TACGGCGTGG
TACGGCGTGG
TACGGTGTGG
TACGGTGTGG
TACGGTGTGG
TACGGTGTGG
TATGGTGTGE
TATGGTGTGE
TATGGTGTGG
TATGGAGCAG
TATGGAGCAG
TATGGAGCAG

TATGGAGCAG

TACGGCGTGG
TACGGCGTGG
TACGGGATTG
TACGGGATTG
TACGGGATTG
TACGGGATTG
TACGGGATTG
TACGGGATTG
TACGGACAGG
TACGGACAGG
TACGGACAGG
TACGGACAGG
TACGGTGTGG
TTTGGGACCS
TATGGTTICTG
TATGGAACTG
TACGGTATCG
TACGGAGCAG
TACGGGATAG
TACGGCGTGG

4000
TCTCCARGCAA
TGGCCGATAR
TGGCCGATAA
TGGCCGATRAA
TGGCCGATAA
TGGCCGATAR
TGGCCGATAR

_TGGCCGATAA

TGGCCGATAA
TCTCCAGCAA
TCTCCAGCAA
TCTCCAGCAR
TCTCCAGCAA
TGGCAGACAA
TGGCAGACAR
TGGCAGACARA
TGGCCATCAA
TGGCCATCAA
TGGCCATCAR
TGGCCATCAR
TGGCCGATAA
TGGCCGATAA
TAARGCAGCAA
TBAGCAGCAA
TARGCAGCAR
TAAGCAGCAA
TAAGCAGCAR
TAAGCAGCAA
TTGCCACCAR
TTGCCACCAL
TTGCCACCAR
TTGCCACCAA
TCTCCAGCAR
TGGCAGTCAA
TATCTACCAA
TGGCAAATAA
TGGCAGATAA
TGGCCATCAR .
TCAGCAGCAA
TGGCCGATAA
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CCTGCRATCG
CCTGCARCAG
CCTGCRACAG
CCTGCAACAG
CCTGCAACAG
CCTGCARACAG
CCTGCAACAG
CCTGCAACAG
CCTGCAACAG
CCTGCAATCG
CCTGCAATCG
CCTGCAATCG
CCTGCAATCG
CCTGCAGCAG
CCTGCAGCAG
CCTGCAGCAG
CBACCAGGCC
CAACCAGGCC
CAACCAGGCC
CAACCAGGCC
CCTGCAACAG
CCTGCAACAG
CTTGCAGGCG
CTTGCAGGCG
CTTGCAGGCG
CTTGCAGGCG
CTTGCAGGCG
CTTGCAGGCG
CCATCAGAGT
CCGTCAGAGT
CCATCAGAGT
CCATCAGAGT
CCTGCRATCG
TTTCCAGAGC
CCTCCAGAGA
CTTGCAGAGC
CTTGCAGCAG
CAACCAGGCC

CTTACAAGCG.

CCTGCAACAG

TCTACGGCCG
CARRRACGCCG
CAARRAACGCCG
CAABACGCCG
CAARACGCCG

_CARRACGCCG

CARRACGCCG
CARRACGCCG
CARAACGCCG
TCTACGGCCG
TCTACGGCCG
TCTACGGCCG
TCTACGGCCG
ACCRACGGAG
ACCRACGGAG
ACCRACGGAG
GCCAATACGC
GCCAATACGC
GCCAATACGC
GCCAATACGC
CARAACGCCG
CABAACGCCG
GCTAGCACCG
GCTAGCACCG
GCTAGCACCG
GCTAGCACCG
GCTAGCACCG
GCTAGCACCG
CAGGACACCA
CAGAACACCA
CAGRACACCA
CAGAACACCA
TCTACGGCCG
AGCAGCACAG
GGCAACAGAC
TCAAATACAG
CARAACACGG
GCTARCACGC
GCTAATACTG
CARARCGCCG

Fig. 1ABAAC

GACCCCAGAC
CTCCTATTGT
CTCCTATTGT
CTCCTATTGT
CTCCTATTGT
CTCCTATTGT
CTCCTATTGT
CTCCTATTGT
CTCCTATTGT
GACCCCAGAC
GACCCCAGAC
GACCCCAGAC
GACCCCAGAC
CTCCCATTGT
CTCCCATTGT
CTCCCATTGT
AGGCGCAGAC
AGGCGCAGAC
AGGCGCAGAC
AGGCGBCAGAC
CTCCTATTGT

.CTCCTATTGT

CAGCCCAGAC
CAGCCCAGAC
CAGCCCAGAC
CAGCCCAGAC
CAGCCCAGAC
CAGCCCAGAC
CAGCTTCCTA
CAGCTTCCTA
CAGCTTCCTA
CAGCTTCCTA
GACCCCAGAC
ACCCTGCGAC
AAGCAGCTAC
CTCCCACGAC
CTCCTCARAT
AGGCGCAAAC
CAGCCCAGAC
CTCCTATTGT
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ACRGACTGTC
AGGGGCCGTC
AGGGGCCGTC
AGGGGCCGTC
AGGGGCCGTC
AGGGGCCGTC
AGGGGCCGTC
AGGGGCCGTC
AGGGGCCGTC
ACAGACTGTC
ACAGACTGTC
ACAGACTGTC
ACAGACTGTC
GGGARCTGTC
GGGARACTGTC
GGGAACTGTC
CGGACTCGTG
CGGACTCGTG
CGGACTCGTG
CGGACTCGTG
AGGGGCCGTC
AGGGGCCGTC
ACAAGTTGTT
ACAAGTTGTT
ACAAGTTGTT
ACAAGTTGTT
ACAAGTTGTT
ACRAGTTGTT
TGGRAGTGTG
TGGBAGTGTG
TGGAAGTGTG
TGGAAGTGTG
ACAGACTGTC
CGGAGATGTG
CGCAGATGTC
TGGAACTGTC
TGGAACTGTC
TGGACTTGTG
ACARGTTGTC
AGGGGCCGTC

4050
AACAGCCAGG
BACAGTCARG
AACAGTCARAG

AACAGTCAAG
AACAGTCAAG
BACAGTCARG
AACAGTCAAG
AACAGTCARG
AACAGTCAAG
AACAGCCAGG
BACAGCCAGG
AACAGCCAGG
AACAGCCAGG
AACAGCCAGG
AACAGCCAGG
BACAGCCAGG
CACBACCAGG
CACBACCAGG
CACAACCAGG
CACAACCAGG
AACAGTCAAG
AACAGTCAAG

AACBACCAGG
AACAACCAGG
AACAACCAGG
AACAACCAGG
BACAACCAGG
BACAACCAGG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
BACAGCCAGG
CATGCTATGG
AACACACAAG
AATCATCAGG
BACAGCCAGG
CATAACCAGG
AACAACCAGG
AACAGTCAAG
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GGGCTCIGCC
GAGCCTTACC
GAGCCTTACC
GAGCCTTIACC
GAGCCTTACC
GAGCCTTACC

. GAGCCTTACC

GAGCCTTACC
GAGCCTTIACC
GGGCTCTGCC
GGGCTCTIGCC
GGGCTCTGCC
GGGCTCIGCC
GGGCCTTACC
GGGCCTTACC
GGGCCTTACC
GGGTGATTICC
GGGTGATTCC
GGGTGATTCC
GGGTGATTCC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GAGCCTTACC
GARATCTTACC
GAATCTTACC

GAATCTTACC

GAATCTTACC
GGGCTCTGCC
GAGCATTACC
GCGTTCTTCC
GGGCCTTACC
GGGCCTTACC
GAGTTATTCC
GAGCCTTACC
GAGCCTTACC

CGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGCC
CGGCATGGTC
CGGCATGGTC
CGGCATGGTC
CGGCATGGTC
TGGTATGGTC
TGGTATGGTC
TGGTATGGTC
CGGCATGGTG
CGGCATGGTG
CGGCATGGTG
CGGCATGGTG
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGCATGGTC
TGGAATGGTG
TGGARTGGTG
TGGAATGGTG
TGGRATGGTG
CGGCATGGTC
TGGCATGGTG
AGGCATGGTC
TGGCATGGTG
CGGTATGGTC
TGGTATGGTC
TGGCATGGTC
TGGCATGGTC

Fig. 1AAAD

TGGCAGAACC
TGGCAGAACC
TGGCAGARACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGARACC
TGGCAGAACC
TGGCAARACC
TGGCAAARCC
TGGCARAACC
TGGCAGAATA
TGGCAGAATA
TGGCAGARTA
TGGCAGAATA
TGGCAGAACC

TGGCAGAACC

TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGAACC
TGGCAGGACC
TGGCAGGACC
TGGCAGGACC
TGGCAGGACC
TGGCAGAACC
TGGCAAGATA
TGGCAGGACA
TGGCAAGATC
TGGCAGBACC
TGGCAGARCC
TGGCAGBACC
TGGCAGBACC
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GGGACGTGTA

GGGACGTGTA

GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGETA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GAGACGTGTA
GAGACGTGTA
GAGACGTGTA
GAGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GCGATGICTA
GCGATGTCTA
GCGATGTCTA
GCGATGTICTA
GGGACGTIGTA
GAGACGTGTA
GAGATGTGTA
GTGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA
GGGACGTGTA

4100
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGET
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGC
CCTGCAGGGC
CCTGCAGGGC
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAGGGT
CCTGCAAGGT
CCTGCAAGGT
CCTGCRAGGT
CCTGCRAGGT
CCTGCARGGT
CCTGCRAGGT
TCTTCAAGGT
TCTTCAAGGT
TCTTCBAGGT
TCTTCARGGT
CCTGCAGGGT
CCTGCAGGGT
CCTTCAGGGG
CCTTCAAGGA
CCTGCAGGGT
CCTGCAGGGC
CCTGCAGGGT
CCTGCAGGGT
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4101

CCC.ATCTGG
CCT.ATCIGG
CCT.ATCIGG
CCT.ATCTGG
CCT.ATCIGG
CCT.ATCIGG
CCT.ATCIGG
CCT.ATCTGG
CCT.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCTGG
CCC.ATCIGG
CCT.ATCIGG
CCT.ATCTGG
CCC.ATTTGG

CCC.ATTTGG"

CCC.ATTTGG
CCC.ATTTGG
CCC.ATTTGG
CCC.ATTTGG
CCC.ATTTGG
CCC.ATTTGG
CCC.ATTTGG
CCC.ATTTGG
CCC.ATCTGG
CCC.ATTTGG
CCC.ATCTGG
CCT.ATCTGG
CCC.ATCTGG

. CCCTATTTGG

CCC.ATCTGG
CCT.ATCTGG

GCCARBATTC
GCCARGATTC
GCCAAGATTC
GCCAAGATTC
GCCARAGATTIC
GCCAAGATTC
GCCAAGATTC
GCCARGATTC
GCCAAGATTC
GCCARAATTC
GCCARAAATTC
GCCARAATTC
GCCRAAATTC
GCCAABATTC
GCCBARRATTC
GCCARAATTC
GCCRAAATTC
GCCAARATTC
GCCAARATTC
GCCARRATTC
GCCBAAGATTC
GCCARAGATTC
GCCAAGATTC
GCCAAGATTC
GCCAAGATTC
GCCAAGATTC
GCCAAGATTIC
GCCAAGATTC
GCCRARARCTC
GCCAARACTC
GCCARAACTC
GCCAABRACTC
GCCRAAARTTC
GCCARAATTC
GCAAAGATTC
GCABRAGATTC
GCCAAGATTC
GCTABAATAC
GCCAAGATTC
GCCAAGATTC

Fig. 1AAAE

CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CITCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACGGA
CTCACACAGA
CACACACGGA
CTCACACGGA
CTCACACGGA
CTCACACAGA
CTCACACGGA
CTCACACGGA

83/105

CGGCAACTTT
CGGCAACTTT
CGGCAACTTT -
CGGCAACTTT
CGGCRACTTT
CGGCARACTTT
CGGCARCTTT
CGGCARCTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAARCTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGAAACTTT
CGGRAAACTTT
CGGCAACTTT"
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGCAACTTT
CGGACACTTT
CGGACACTTT
CGGACACTTT
CGGACACTTT
CGGCAACTTT
TGGACACTTT
CGGACATTTT
TGGACACTTIT
CGGCAACTTC
TGGCAACTTT
TGGCAACTTT
CGGARACTTT

4150
CACCCGTCTC
CATCCTTCGC
CATCCTTCGC
CATCCTTCGC
CATCCTTCGC
CATCCTTCGC
CATCCTTCGC
CATCCTTCGC
CATCCTTCGC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CATCCTTCGC
CATCCTTCGC”
CATCCTTCGC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CATCCCTCGC

CATCCCTCGC

CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CATCCTTCTC
CATCCTTCTC
CATCCTTCTC
CATCCTTCTC
CACCCGTCTC
CACCCGTCTC
CACCCCTCTC
CATCCTTCTC
CACCCGTCTC
CACCCGTCTC
CACCCGTCTC
CATCCCTCGC
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4151

CCCTGATGGG
CGCTGATGGG
CGCTGATGGG
CGCTGATGGG
CGCTGATGGG
CGCTGATGGG
CGCTGATGGG
CGCTGATGGG
CGCTGATGGG
CCCTGATGGG
CCCTGATGGG
CCCTGATGGG
CCCTGATGGA
CGCTGATGGG
CGCTGATGGG
CGCTGATGGG
CCCTGATGGG
CCCTGATGGG
CCCTGATGGG
CCCTGATGGG
CGCTGATGGG
CGCTGATGGG
CTCTAATGGG
CTCTAATGGG
CTCTAATGGG
CTCTAATGGG
CTCTRATGGG
CTCTAATGGG
CGCTCATGGG
CGCTCATGGG
CGCTCATGGG
CGCTCATGGG
CCCTGATGGG
CTCTTATGGG
CCCTCATGGG
CTCTGATGGG
CGCTGATGGG
CTCTGATGGG

" CTTTGATGGG

CGCTGATGGG

CGGATTTGGA
AGGCTTTGGA
AGGCTTTGGA
AGGCITTGGA
AGGCTTTGGA
AGGCITTGGA
AGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
CGGATTTGGA
CGGATTIGGA
CGGATTTGGA
CGGATTTGGA
AGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
CGGCTTIGGA
CGGCTTTGGA
CGGCTTTGGA
CGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA

TGGCTTTGGA -

TGGCTTTGGA
TGGCTTTGGA
TGGCTTTGGA
TGGCTTTGGA
TGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
AGGCTTTGGA
CGGATTTGGA
CGGCTTTGGA
TGGATTCGGA
AGGCTTTGGA
CGGCTTTGGC
TGGATTTGGA

CGGCTTTGGA.

AGGCTTTGGA

Fig. 1AAAF

CTCARACACC
CTGARACACC
CTGAAACACC
CTGAAACACC
CTGARACACC
CTGARACACC
CTGARACACC
CTGARACACC
CTGARACACC
CTCAARCACC
CTCAAACACC
CTCAAACACC
CTCARACACC
CTGARARCACC
CTGRAACACC
CTGRRACACC
CTGAAGCACC
CTGARGCACC
CTGAAGCACC
CTGRAGCACC
CTGAAACACC
CTGAAACACC
CTGAAACACC
CTGAAACACC
CTGARACACC
CTGARRCACC
CTGARACACC
CTGARACACC
CTGARACACC
CTGARACACC
CTGARRCACC
CTGAAACACC
CTCARACACC
CTCAAGAACC
CTTRAACACC
CTGAAACATC
CTGARACATC
CTGARACACC
.CTTARACATC
CTGRAACACC
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CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTCA
CGCCTCCTICA
CGCeTCeeea
CGCCTCCCCA
CGCCTCCCCA
CGCCTCCCCA
CGCCTCCCCA
CGCCTCCCCA
CTCCTCCCCA
CTCCTCCCCA
CTCCTCCCCA
CTCCTCCCCA
CGCCTCCTCA
CGCCTCCTCA
CTCCTCCACA
CGCCTCCTCA
CTCCGCCTCA
CACCTCCACA
CGCCTCCTCA
CGCCTCCTCA

4200
AATTCTCATC.
GATCCTGATT
GATCCTGATT
GATCCTGATT
GATCCTGATT
GATCCTGATT
GATCCTGATT
GATCCTGATT
GATCCTGATT
AATTCICATC
AATTCTCATC
AATTCTCATC
AATTCICATC
GATCCIGGTG
GATCCTGGTG
GATCCTGGTG
BATTCTCATC
AATTCTICATC
AATTCTCATC
AATTCTCATC
GATCCTGATT
GATCCIGATT
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
GATCCTGATC
AATTCTCATC
GATCCTCATC
GATTCTCATC
AATCATGATC
GATCCTGATC

_GATTCTAATT

GATCCTGATC
GATCCTGATT
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4201
AARAACACCC
ARGARTACAC

AAGAATACAC

ARGAATACAC
AAGAATACAC
ARGAATACAC
AAGAATACAC
ARGBATACAC
ARGBATACAC
ARARACACCC
ARARRCACCC
ARABACACCC
ARRAACACCC
ARARACACTC
ARARRCACTC
RAAARCACTC
AAGAACACAC
ARGAACACAC
AAGARCACAC
ARGAACACAC
AAGAATACAC
AAGARTACAC
AARAACACAC
AAAAACACGC
AAAAACACAC
AAAAACACAC
AAARACACAC
ARBARCACAC
AARAACACAC
AAAAACACAC
AAAARCACAC
ARAAACACAC
A...A.....
ARAAACACGC
AAGAACACCC
ARAAATACTC
ARGAACACGC
AAAAATACAC
AAGAACACTC
AAGBATACAC

CGGTACCTGC
CTGTTCCLGE
CTGTTCCCGC
CTGTTCCCGC
CTGTTCCCGC
CTGTTCCCGC
CTGTTCCCGC
CTGTTCCCGC
CTGTTCCCGC
CGGTACCTGC
CGGTACCTGC
CGGTACCTGC
CGGTACCTGC
CTGTTCCTGC
CTGTTCCTGC
CTGTTCCTGC
CGGTTCCAGC
CGGTTCCAGE
CGGTTCCAGC
CGGTTCCAGC
CTGTTCCCGC
CTGTTCCCGC
CGGTACCTGC
CGGTACCTGC
CGGTACCTGC
CGGTRCCTGC
CGGTACCTGC
CGGTACCTGC
CTGTGCCAGC
CTGTGCCAGC
CTGTGCCAGC
CTGTGCCAGC
CTGTTCCTGC
CGGTACCTGC
CGGTACCGGC
CTGTACCTGC
CAGTGCCGGC
CCGTTCCCGC
CTGTTCCCGC

Fig. 1AAAG

TAATCCTCCA.
GGATCCTCCA
GGATCCTCCA
GGATCCTICCA
GGATCCTCCA
GGATCCTCCA
GGATCCTCCA
GGATCCTCCA
GGATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
GGATCCTICCG
GGATCCTCCG
GGATCCTCCG
GGACCCGCCG
GGACCCGCCG
GGACCCGCCG
GGACCCGCCG
GGATCCTCCA
GGATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
TAATCCTCCA
GAATCCCGCG
GAATCCCGCG
GAATCCCGCG
GAATCCCGCG
GAATCCTCCG
GAATCCTTCG
AAATCCTCCG
GGATCCTCCG
AGATCCTCCT
TAATCCTCCG
GGATCCTCCA
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GAGGTGTTTA
ACTACCTTCA
ACTACCTICA
ACTACCTTCA
ACTACCTTCA
ACTACCTTCA
ACTACCTICA
ACTACCTTCA
ACTACCTTCA
GAGGTGTTTA
GAGGTGTTTA
GAGGTGITTA
GAGGTIGTTITA
ACCACCTTICA
ACCACCTTCA
ACCACCTTICA
CTTACCTTCA
CITACCTICA
CTTACCTTCA
CTTACCTTCA
ACTACCTTCA
ACTACCTTCA

GAAGTGTITITA

GAAGTGTTTA
GAAGTGTTTA
GAAGTGTTTA
GAAGTGITTTA
GRAGTGTTTA
ACCACTTTCA
ACCACTTTCA
ACCACTTTCA
ACCACTTTCA
GCGGAGTITT
ACCACCTTCA
ACGACTTTCA
ACCACCTTICA
CTTACCTTCA
GAGGTGTTITA
ACTACCTTCA

4250
CTCCTGCCAR
GTCARGCCAR
GTCAAGCCAA
GTCAAGCCARA
GTCAAGCCAA
GTCAAGCCAA
GTCAAGCCAA
GTCAAGCCAA
GTCAAGCCAA
CTCCTGCCAR
CTCCTGCCAR
CTCCTGCCARA
CTCCTGCCAR
GCCAGGCCAA
GCCAGGCCAA
GCCAGGCCAA
ACCAGGCCAA
ACCAGGCCARA
ACCAGGCCAA
ACCAGGCCAA
GTCAAGCTAA
GTCAAGCTAA
CTCCTGCCAA
CTCCTGCCAA
CTCCTGCCAA
CTCCTGCCAA
CTCCTGCCAA
CTCCTGCCAR
CTCCTGGARAA
CTCCTGGARA
CTCCTGGARA
CTCCTGGAAA
CAGCTACAAA
GTGCGGCAAR
GCCCGGCCAA
ACCAGTCARA
ATCRAGCCAA -
CTCCTGCCAA
GTCAAGCTARA
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22310
223 2
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RAV3
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4251

GTTTGCCTCA
GCTGGCGTCGE
GCTGGCGTCG
GCTGGCGTCG
GCTGGCGTCGE
GCTGGCGTCE
GCTGGCGTCG
GCCGGCGTCE
GCTGGCGTCE
GTTTGCCTCA
GTTTGCCTCA
GTTTGCCTCA
GTTTGCCTCA
GCTGGCTTCT
GCTGGCTICT
GCTGGCTTCT
GCTGAACTCT
GCTGAACTCT
GCTGAACTCT
GCTGAACTCT
GCTGGCGTCG
GCTGGCGTCGE
GTTTGCTTCC
GTTTGCTTCC
GTTTGCTTCC
GTTTGCTTCC
GCTTGCTTCC
GATTGCTTCC
GTTTGCTTCG
GTTTGCTTCG
GTTTGCTTCG
GTTTGCTTCG
GTTTGCTTCA
GTTTGCTTCC
GTTTGCTTCA
GCTGAACTCT
GCTGAACTCT
GTTTGCTTCG
GCTGGCGTCG

TTTATCACGC

TTCATCACGC

TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTTATCACGC
TTTATCACGC
TTTATCACGC
TTTATCACGC
TTTATCACGC
TTTATCACGC
TTTATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATCACGC
TTCATTACCC
TTCATTACCC
TTCATTACCC
TTCATTACCC
TTCATCACCC
TTCATCACAC
TTTATCACTC
TTCATCACGC
TTCATCACGC
TTCATCACAC
TTCATCACGC

Fig. 1AAAH

AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACRGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTATTCCAC
AGTATTCCAC
AGTATTCCAC
AGTATTCCAC
AATACTCCAC
AGTACTCCAC
AGTACTCCAC
AARTACAGCAC
AGTACAGCAC
AGTACAGCAC
AGTACAGCAC

86/105

CGGCCA.
CGGACA.
CGGACA.
CGGACA,
CGGACA.
CGGACA,
CGGACA.
CGGACR.
CGGACA.
CGGCCA.
CGGCCA.
CGGCCA.,
CGGCCA.
CGGACH.,
CGGACA.
CGGACA.
CGGACA.
CGGACA.
CGGACA.
CGGACE.
CGGACA,
CGGACA.
CGGGCA.
CGGGCA.
CGGGCA.
CGGGCA.
CGGGCA,
CGGGCA.
CGGACA,
CGGACA,
CGGACA.
CGGACA.
AGGACA.
GGGACACGGT
TGGACA.GGT
CGGACA.GGT
GGGACA.AGT
CGGACA .AGT
CGGACA.GGT

4300
CAGCGTGGAG
CAGCGIGGAA
CAGCGTGGAA
CAGCGTGGARA
CAGCGIGGAA
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGARA
CAGCGTGGAG
CAGCGTGGAG
CAGCGTGGAG
CAGCGTGGAG
CAGCGTGGAR
CAGCGTGGAA
CAGCGIGGAA
CAGCGTGGAA
CAGCGIGGAA
CAGCGTGGAA
CAGCGIGGAA
CAGCGTGGAA
CAGCGTGGAA

. CAGCGITGAG

CAGCGITGAG
CAGCGTTGAG
CAGCGTTGAG
CAGCGTITGAG
CAGCGTTGAG
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGAA
GAGTGIGGAA
CAGCGTGGAG
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGAA
CAGCGTGGAA
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4301
ATCGAGTGGG
ATTGAATGGG

"‘ATTGAATGGG

ATTGBATGGG
ATTGARTGGG
ATTGAATGGG
ATTGAATGGG
ATTGAATGGG
ATTGAATGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGAATGGG
ATCGRATGGG
ATCGARTGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGAGTGGG
ATTGAATGGG
ATTGAATGGG
ATCGAGTGGG
ATCGAGTGGG
ATCGBATGGG
ATCGAATGGG
ATCGAGTGGG
ATCGAGTGGG
ATAGAGTGGG
ATAGAGTGGG
ATAGAGTGGG
ATAGAGTGGG
ATTGAATGGG
ATCGAGTGGG
ATTGAGTGGG
ATTGAATGGG

- ATCGAGTGGG

ATCGAGTGGG
ATTGAATGGG

AACTGCAGAA
AGCTGCAGARA

AGCTGCAGRA

AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGARA
AGCTGCAGAA
AGCTGCAGAA
ARCTGCAGRA
ARCTGCAGAA
AACTGCAGAA
AACTGCAGAA
AGCTGCAGAA
AGCTGCAGARA
AGCTGCAGAA
AGCTGCAGARA
AGCTGCAGAA
AGCTGCAGARA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGARA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTACAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA
AGCTGCAGAA

Fig. 1AAAT

AGARAACAGC
AGAGAACAGC
AGAGAACAGC
AGAGRACAGC
AGAGAACAGC
AGAGAACAGC
AGAGAACAGC
AGAGAACAGC
AGAGAACAGC
AGARAACAGC
AGARAACAGC
AGAGAACAGC
AGARAACAGC
AGAARACAGC
AGAAAACAGC
AGAARRACAGC
AGAARACAGC
AGRAAACAGC
AGAAAACAGC
AGRARACAGC
AGAAAACAGC
AGAAAACAGC
AGAGAACAGC
AGAGBACAGC
AGAGAACAGC
AGAGAACAGC
AGAGAACAGC
AGAGAACAGC
AGRARACAGC
AGAARACAGC
AGAARACAGC
AGAARACAGC
AGARBRACAGC
GGAARACAGC
AGAAAACAGC
GGAAAACAGC
AGRARACAGC
GGAARACAGC
AGRAARCAGC

87/105

ABRACGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
ARACGCTGGA
ABACGCTGGA
ABACGCTGGA
AAACGCTGGA
BAAGCGCTGGA
BAGCGCTGGA
AAGCGCTGGA
BAACGCTGGA
AAACGCTGGA
ARACGCTGGA
ABACGCTGGA
AAACGCTGGA
AAACGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
BAAACGCTGGA
AAACGCTGGA
BAACGCTGGA
ABRACGCTGGA
AAGCGCTGGA
AAACGCTGGA
ARACGTTGGA
AAGCGCTGGA
AAGCGCTGGA
AAGCGCTGGA
ARACGCTGGA

4350

ATCCAGAGAT

ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ATCCAGAGAT
ATCCAGAGAT
ATCCAGAGAT
ATCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ATCCAGAGAT
ATCCAGAGAT
ATCCAGAGAT
ATCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
BCCCAGAGAT
ACCCAGAGAT
ACCCAGAGAT
ACCCRGARAT
ACCCGGAAAT
ACCCAGARAT
ACCCAGRAAT
ATCCCGAAGT
ATCCCGARAAT
ATCCAGAGAT
ACCCCGAGAT
ATCCAGAGAT
ACCCGGAGAT

ACCCAGAGAT
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4351

TCAGTACACC
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTATACT
TCAGTATACT
TCAGTATACT
TCAATACACT
TCAATACACT
TCAATACACT
TCAATACACT
TCAATACACT
TCAATACACT
TCAGTACACC

"TCAGTACACC

TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
TCAGTACACC
.. .GTATACT
GCAGTACACA
TCAGTACACT
TCAGTACACT
CCAGTACACC

- 'CCAGTATACT
" TCAGTACACC.

TCAATACACT

TCAAATTATG
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCAAATTATG
TCAAATTATG
TCAAATTATG
TCAAATTATG
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAARCTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTACT
TCCAACTITTG
TCCARCTTTG
TCCAACTTTG
TCCAACTTTG
TCCAACTTTG
TCCAACTTTG
TCCAACTACA
TCCAACTACA
TCCAACTACA
TCCARCTACA
TCCAACTACT
TCCAATTATG
TCCAACTACA
TCCAACTACA
TCCAACTACT
TCAAACTACT
TCCAACTITIG
TCCAACTACT

Fig. 1AAAJ

CCAAGTCTAA
ACAAATCTAC
ACRAATCTAC
ACAAATCTAC
ACAAATCTAC
ACAAATCTAC
ACAAATCTAC
ACARRATCTAC
ACARATCTAC
CCAAGTCTAR
CCAAGTCTAA
CCRAAGTCTAA
CCAAGTCTAA
ACRARARTCTAC
ACAAATCTAC
ACBRAATCTAC
ACAAATCTAC
ACBRAATCTAC
ACARATCTAC
ACAARARTCTAC
ACARATCTAC
ACARAATCTAC
ACAARCAGAC
ACAARCAGAC
ACBRARCAGAC
ACAAACAGAC
ACAARCAGAC
ACARACAGAC
ACAAGTCGGT
ACRAGTCGGT
ACAAGTCGGT
ACAAGTCGGT
ACAAATCTAC
CAARATCTGC
ACAAGTCTGT
ACAAGTCTGT
. ACADATCTAC
ACABATCTAC
ARAAGCAGAC
ACAAATCTAC

88/105

TGGA.

TAAT.GTGGA
AAAT.GTGGA
AAAT.GTGGA
AAAT
AAAT.
AAAT.

GTGGA
GTGGA
AAAT.GTGGA
ABAT.GTGGA
BAAT.GTGGA
TAAT.GTGGA
TAAT.GTGGA
TBAT.GTGGA
TAAT.GTGGA
ARAT .GTGGA
AAAT.GTGGA
AAAT.GTGGA
ARAT.GTGGA
ABAT.GTGGA
AAAT.GTGGA
AAAT.GTGGA
AAAT . GTGGA
ABAT.GTGGA
GTGGA
GTGGA
TGGA.GTGGA
TGGA,GTGGA
TGGA.GTGGA
TGGA.GTGGA
GAAT.GTGGA
GAAT.GTGGA
GRAT.GTGGA
GAAT.GTGGA
ARAAT.GTGGA
CAAC.GTTGA
TAATCGTGGA
TAAT.GTGGA
AAGT.GTGGA
AALAT,GTGGA
TGGT.GTGGA:
ADAT.GTGGA

TGGA.

.GTGGA.

4400
ATTTGCTGTC
CTTTGCIGTC
CTTTGCTGTC
CTTTGCTGETC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
ATTTGCTGTC
ATTTGCTGTC
ATTTGCTGTC
ATTTGCTGTIC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTTGCTGTC
CTTCGCTGTT
CTTTGCTGTT
CTTTGCTGTT
CTTTGCTGTT
CTTTGCTGTT
CTTTGCTGTT
CTTTGCTGTT
CTTTGCTGTT
GTTTACCGTG
GTTTACCGTG
GTTTACCGTG
GTTTACCGTG
CTTTGCTGTC
TTTTACTGTG
CTT.ACCGTG
CTTTACTGTA
CTTTGCTGTT
CTTTGCTGTC
CTTTGCCGTT
CTTTGCTGTT
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42_5b
42 _1b
42_13
42 3a
42_4
42_5a
42_10
42 3b
42 11
42_6b
43 1
43_5
43 12
43_20
43 21
43_23
43_25
44 1
44_5
223_10
223 2
223_4
223_5
223_6
223_7
A3_4
A3_5
A3_7
A3 3
42_12
ARV]
AAV2
AAV3
AAVSE

‘AAVY

AAV7
44 2

4401

AACAACGARG
AATACTGAGG
ARATACTGAGG
AATACTGAGG
AATACTGAGG
AATACTGAGG
AATACTGAGG
BAATACTGAGG
AATACTGAGG
ARCARACGARG
BACAACGARG
AACAACGAAG
BACAACGAAG
ARTACTGAGG
BATACCGAGG
MAATACTGAGG
AACACGGAAG
AACACGGARG
AACACGGAAG
AARCACGGAGG
AACACAGATG
AACACAGATG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
GACAGCCAGG
GACGCAAACG
GACGCARMACG
GACGCARACG
GACGCAAACG
AATACTGAGG
GACAACBATG
GATACTAATG
GACACTAATG
AATACAGAAG

AATACCGAAG.

GACAGCCAGG
AACACAGATG

GGGTTTATAC
GTACTTATTC

GTACTTATTC

GTACTTATTC
GTACTTATTC
GTACTTATTC
GTACTTATTC
GTACTTATTC
GTACTTATTC
GGGTTTATAC
GGGTTTATAC
GGGTTTATAC
GGGTTTATAC
GTACTTATTC
GTACTTATTC
GTACTTATTC
GAGTTTATAG
GAGTTTATAG
GAGTTTATAG
GGGTTTATAG
GCACTTATTC
GCACTTATTC
GTGTTTACTC
GIGTTTACTC
GTGTTTACTC
GTGTTTACTC
GTGTTTACTC
GTGTTTACTC
GTGTTTATTC
GTGITTATTC
GTGTTTATTC
GTGTTTATTC
GTACTTATTC
GACTTTATAC
GCGTGTATTC
GTGTTTATAG

GCGTGTACTC

GTGTTTACTC
GTGTTTACTC
GCACTTATTC

Fig. 1AAAK

TGAGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
AGRGCCTCGC
AGAGCCTCGC
AGAGCCTCGC
AGARGCCTCGC
AGAGCCTCGC
TGAGCCTCGC
TGAGCCTCGC
TGAGCCTCGC
TGAGCCTCGC
AGAGCCTCGC
RAGAGCCTCGC
AGAGCCTCGC
CGAGCCTCGC
CGRGCCTCGC
CGRGCCTCGC
CGRGCCTCGC
TGAGCCTCGC
TGAGCCTCGC
TGAGCCT. . .
TGAGCCT. . .
TGAGCCT. . .
TGAGCCT. .

TGAGCCT. . .
TGAGCCT. ..
TGAACCCCGC
TGAACCCCGC
TGRACCCCGC
TGAACCCCGC
AGAGCCTCGC
TGAGCCTCGC
AGAGCCTCGC
TGAACCTCGC
TGAACCCCGC
"TGAGCCTCGC
TGAGCCTCGC
TGAGCCTCGC
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CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA

----------

----------
..........
----------

..........

CCTATTGGCA
CCTATTGGCA
CCTATTGGCA
CCTATTGGCA
CCCATTGGCA
CCCATTGGCA
CCCATTGGCA
CCTATTGGAA
CCCATTGGCA

CCCATTGGTA
-CCTATTGGCA

CCCATCGGCA

4450
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CTCGTTATCT
CTCGTTATCT .
CTCGTTATCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCCGTTACCT

..........
..........
..........
..........
..........

CTCGTTACCT
CTCGTTACCT
CTCGTTACCT
CTCGTTACCT
CCCGTTACCT
CCCGTTACCT
CCAGATACCT
CCCGGTATICT

-CCCGTTACCT

CTCGTTACCT
CTCGTTACCT
CCCGTTACCT



42_2

42_8
42_15
42_5b
42_1b
42_13
42_3a

42_4
42 _5a
42 10
42_3b
42 11
42_6b

43_1
43_5
43_12
43 20
43 21
43 23
43 25

43 1

445

223 10°

223 2
223 4
223 5
223 6
223 7
A3 4
A3 S
A3 7
A3 3
42 12
AAV1
ARV2
AAV3
AAVS
ARVY
AAV7
44 2

4451

CACCCGTAAC
CACCCGTAAC
CACCCGTAAC
CACCCGTAAC
CACCCGTAAC
CACCCGTAGC
CACCCGTAAC
CACCCGTAAC
CACCCGTARC
CACCCGTAAC
CACCCGTRAC
CACCCGTAAC
CACCCGTAAC
CACCCGTRAT
CACCCGTAAT
CACCCGTAAT
CACCCGCRAC
CACCCGCRAC
CACCCGCAAC
CACCCGCAAC
CACCCGTAAT
CACCCGTAAT

----------
..........

..........

----------

TACCCGGAAC
TACCCGGAAC
TACCCGGAAC
TACCCGGAAC
CACCCGTAAC
TACCCGTCCC
GACTCGTAAT
CACACGARAC
CACCCGTAAT
CACCCGTAAT
CACCCGTAAT
CACCCGTAAT

VP1~3 stop.

CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTAC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTGC
CTGTAATTAC
CTGTAATTAC
CTGTAATTAC
CTGTAATTAC
CTGTAATTGC
CTGTAATTGC

----------
..........
..........
..........
-----------

----------

TTGTAATTTC
TTGTAATTTC
TTGTAATTTC
TTGTAATTTC
CTGTAATTGC
CTGTAATTAC
CTGTAATTGC
TTGTGAATCC
CTGTAATTGC
TTGTAATTGC
CTGTAATTGC
CTGTAATTGC

vpl-3 stop

Fig. 1AAATL

CTGTTAATCA
CTGTTAATCA
CTGTTAATCA
CTGTTAATCA
CTGTTAATCA
CTGTTAATCA
CTGTTAATCA
CTGTTAATCA
CTGTTAATCA
CTGTTBATCA
CTGTTAATCA
TTGTTAATCA
CTGTTBATCA
TTGTTAATCA
TTGTTAATCA
TTGTTAATCA
ATGTTAATCA
ATGTTAATCA
ATGTTAATCA
ATGTTAATCA

TCGTTAATCA

TTGTTAATCA

..........

..........

..........

----------

CTGTTAATGA
CTGTTAATGA
CTGTTAATGA
CTGTTAATGA
CTGTTBATCA
GTGTTAATCA
TTGTTAATCA
TGGTTAATCA
CTGTTAATCA
CTGTTAATCA
ATGTTARTCA
TTGTTAATCA
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Poly A signal
ATARACCGGT.

ATARACCGGC
ATAAACCGGT
ATAMACCGGT
ATARACCGGT
ATARACCGGT
ATARACCGGT
ATARACCGGT
ATARACCGGT
ATAAACCGGT
ATARARCCGGT
ATARACCGGT
ATARACCGGT
ATAAACCGGT
ATARACCGGT
ATARRACCGGT
ATAAACCGGT

ATAAACCGGT

ATAAACCGGT
ATAARCCGGT
ATAARCCGGT
ATAAACCGGT

------

----------
----------
----------

----------

ATAAACCGAT
ATAAACCGAT
ATAAACCGAT
ATAAGCCGAT
ATAAACCGGT
ATARACCGGT
ATAAACCGTT
ATARACCGTT
ATARACCGGT

ATAAACCGGT

ATAAACCGGT
ATAAACCGGT

PolvA signal

4500

TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TGATTCGTTT
TGATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TGATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TAATTCGTTT
TARTTCGTTT
TGATTICGTTT
TGATTCGTTT

..........
..........

..........

----------

..........

TTATGCGTTT
TTATGCGTTT
TTATGCGTTT
TTATGCGTTT
TAATTCGTTT
TGATTCGTTT
TAATTCGTTT
TAATTCGTTT
TGATTCGITT
TAATTCGTTT
TGATTCGTTT
TGATTCGTTT



~—

42_2
42_8
42 15
42 5b
42_1b
42 13
42_3a
42_4
42_5a
4210
42_3b
42 11
42 6b
43 1
43_5
43 12
43_20
43 21
43_23
43 25
44 1
44 5
22310
223 2
223 4
223 5
223_6
223 7
23 4
A3 5
A3_7
23 3
42 12
AAV1
AAVZ2
AAV3
AAVS
AAVY
AAVT
44 2

4501

CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGARACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGRACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT

..........
----------
..........
..........
..........

..........

CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGRACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT
CAGTTGAACT

TTGGICTIC.
TIGGTICIC.
TTGGTCIC.
TTGGICTC.
TTGGTCTC. .
TTGGTCTC.
TTGGTCTIC.
TTGGTCTC.
TTGGTCTC.
TTGGTC. ...
TTGGICTC.T
TTGGTCTC.T
TTGGTCTC.T

=

H -3

TTGGICTC.T
TTGGICTIC.T
TTGGTCTC.T
TTGGICTC.T
TTGGTCTC.T
TTGGTCTC.T
TIGGICIC.T
TTGGTICTC.T

..........
..........
..........
..........
..........

..........

TTGGTICTC.T
TTGGICTC.T
TTGGICTC.T
TTGGTICTC.T
TTGGTCTC.T
TTGGTCTCCT
TTGGICTC.T
TTGGCICT.T

-TTGGTICTC.T

TTGGICTC.T
TTGGTCTCCT
TTGGTCTC.T

Fig. 1AARM

GCGAAGGGCE
GCGAAGGGCG
GCGARGGGCG
GCGAAGGGCG
. . \AAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GCGRAAGGGCG
GCGAAGGGCG
.. .AAGGGCG
GCGRAGGGCG
GCGRAAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GCGRAGGGCG
GCGAAGGGCG
GCGAAGGGCG
‘GCGAAGGGCG
GCGARGGGCG

..........

----------

----------

..........

GCGAAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GCGAAGGGCG
GTCCTICTTA
GCGTATTTCT

GTGCACTTICT:

GTGCTTCITA
GCGARGGGCG
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..........
----------
..........

----------

----------

TCTTATCGGT
.. TTCTT.AT
TTATCTTIAT

----------

..........

..........
..........

..........

..........
..........
..........

----------

..........
..........
..........
..........

..........

..........
..........
..........
..........
..........
..........
D A )
..........
..........

..........

.........

----------

..........

..........

TACCATGGTT
CTAGTTTCCA
CTTGTTTCCA

-----------

..........



..........
..........

..........

..........
..........
..........
----------

..........

..........
..........
----------

..........

----------
----------
----------
----------
..........
..........
-----------
..........
..........
..........
...........
----------
..........
..........
..........
..........

..........

----------

..........

..........

..........

..........

..........

..........

----------

----------

----------

----------

..........

..........

----------

..........

----------

..........

------------

----------

..........

..........

..........

----------

..........

..........

----------

..........

----------

...............................

..............................
................................
..........

..............................

..............................
------------------------------

------------------------------

..............................
..............................
------------------------------
..............................
..............................
..............................
..............................
..............................
..............................
------------------------------
...............................
......................

..............................
..............................

------------------------------

------------------------------
..............................
..............................
..............................
..............................
..............................

-------------------

..........

...............................

.............................
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428
42 15
42_5b
42_1b
42713
42 3a
42 4
42_5a
42_10
42" 3b
42”11
42 6b
43 1
43" 5
43 12
43 20
4321
43”23
43 25
41 1
445

223 10
223 2

223 4
2235
223 6
223 7
A3_4
A3 5
a3 7
A3 3
42 12
ARV
ARV2
AAV3
AAVS
" AAV9
AAVT
44 2
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TGCCCACTCC CTCTCTGCGC GCTCGCTCGC TCGGTGGGGC CTGCGGACCA
TGGCCACTCC CTCTCTGCGC GCTCGCTCGC TCACTGAGGC CGGGCGACCA
TGGCCACTCC CTCTATGCGC ACTCGCTICGC TCGGTGGGGC CTGGCGACCA

....................................................

---------------------------------------------
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Fig. 1AAAR
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....................
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AGCGCGCAGA GAGGGAGTGG CCAA
AGTGCGCATA GAGGGAGTGG CCARA

--------------------

..........

....................
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