1/16

A NGO04 (variable heavy chain sequence VH) — SEQ ID NO: 2
FRI-——————mmm oo m e CDR1-FR2--————————- CDR2--——————————-

RETISKDNSKNTLYLOMDSLRVEDTAVYYCARGRAVAGTREDYWGQGTLVTVSS

NGO04 (variable kappa chain sequence VL) — SEQ ID NO: 7

GVPDRFEFSGSGSGTDFTLTISSLOAEDVAVYYCQQYYTTRPTEFGLGTKVDIK

B NGO034 (variable heavy chain sequence VH) — SEQ ID NO: 12
FRI-——————mmmmmm e CDR1-FR2--————————- CDR2--——————————-

RVAISRDNSKKTLYLOMGRLRPEDTAVYYCVSDAFDVWGQGTMVTVSS

NG034 (variable kappa chain sequence VL) — SEQ ID NO: 17

GVPDRFSGSGSGTHFTLKISRVEAEDVGVYYCMQGTHWPRTEFGQOGTKVEIK

Fig. 1
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Fig. 4 (continued)
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Fig. 7 (continued)
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181+ Rituximab IgG1 = NGO04 IgG1
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Fig. 11



