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SEQUENCE LISTING

Novel A5160-like protein, test systems, methods and uses
involving it for the identification of diabetes type 2

therapeutics
DE2007/034

07215086.7
2007-08-01

<160> 23
<170>
<210> 1

<2il> 3707
<212> DNA
<213>

<400> 1
atggagcegce

ggcgtetcag
gttggggagt
gagatccgea
gaggtgatcce
gceteggggg
cacaaggege
tacctgatca
gccacagacce
gccatgaaag
aagtttgaag
ctcatcgatg
gocgageage
gggtoccccg
cetgeegygg
ttggaagatt
ggcgrgcaac
agcgeaccea
gttgggcgat
aartttaaag
atctgeegyg
gecagegaat

getgoectge

Homo sapiens

ccagctgeat
ctecageecgy
cgtgectgga
ggcgeageca
tggtgctcag
gcactagtec
agcatatcte
aggcgeagee
ccageeaggt
aggatgeeaa
tcctgtactg

actgcatgga

gcggtcogga,

gagactgect
ccageccagec
ctggetttga
ggagagttca
gtcacgtcca
ttgagattaa
atatctectce
agtcrecaga
ctcrggttga

agagtgccaa

PatentIn version 3.3

tcaggatgag
ccccgggaag
ccacaggace
gaagcecgag
cgcgecettc
gtcggecacy
gcgettcate
cgacgacccc
tcctgatgtt
acccagcaaa
tggaaaggry
gaagttcage
cccaggagag
gccggaggag
tgcectgace
tgagcagcag
cgagggcage
gcccteggac
ccrtatcagt
Ttgttctcag
geectggactt
tgaggtaatg
gacgcagatt

ccgrteecge
ccaagegata
acgctgecta
gergggeaact
ctgcgttygeg
Cageeeaace
cacaacagce
gagrcgeaga
attagcagca
gataatgagg
accgtgaccc
ctgcacgaac
gacctggety
gctgacggea
agetetcogy
gagttrtcggt
cagaaatcec
tcggagaaga
ccagacacta
ggtataaage
agccagtata
crgactetga

aaactgtgtg
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acccectgga
agcggtrccy
tgctgccctyg
gcggggcgec
tcoeegegee
cggeggratt
acgacctcac
tggectgeca
taaggcaatt
acgectttta
acaagaagge
agcagcgect
acttggaggt
ccgacaccea
tetgetteec
ctcggtgcag
agccgegacg
acaggaccat
aatcagttgt
atgtggatca
tttgttatgt
aacaggectt

aggeetgecc

gcccgagecg
gctgtggtac
gotcatggee
ggcggeecga
gggcgctggg
catcticgag
ctactttgec
cgrrtteege
atctaaagecg
caactectcag
ceectcaage
gaagatccaa
gutggtgcce
ccttggetta
tgagcggatt
cagtgrtcacc
gagacacgeg
gctcttecag
gctagaaaag
ctttggettt
attccagtgt
cagtacggeg

gatgcactce

60
120
i80
240
300
360
420
480
540
600
660
720
780
840
800
960

1020
1080
1140
1200
1260
1320
1380



ttgcataage
cagaggeatc
aaaatgaagce
ctgtgtgaag
aatagtacaa
aataaagcta
agaatgagag
gagaaggact
tcagettgge
cacacgttca
gctcaggagtd
gaagggagaa
tctgtcactc
atgaacaaat
ccactgtece
gaggatgacc
agaaaagcta
gaaggagcaa
ggtgcatgtc
aaaatcagat
cgacgaggag
aataaacaac
cagcatgega
cagettggge
aaagaagtgy
agtgaagage
cagtacagac
catgactatce
tatgetgecc
agagtttttg
ctactgagea
titcttaaaa
gtttttgaga
caggatgagc

tctgtgaaag
totcatcact
cagtcagtga
ccaagcagaa
teccagaaaa
agagatcctt
gtcggertgg
actcaccagg
aaacgtttee
gceacecace
tgcgttcece
zaaggacctce
ctegeeggat
cteecteage
ccetetetes
cagaaaagat
tacaccaaca
gcagagatga
agaaagaggt
gtgatatgga
aaattrggca
agectectga
ttctegtgga
caggacagct
gatactgtca
aagccrttga
ctgacatgat
acagagatct
ccrggrtect
atattatttt
gccaagagac
acacgctacce
tggatattic

ttcaggaatc
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gattgaaggt
gacagataat
ccaggaagaa
gacacacgtg
tgcaacaage
aactagetec
aagtgtggac
ggattcteca
Cgaagaggat
ttcaagcaca
tctgotgagg
atcracctge
ctectgocgy
aatgcaacag
aaccatggag
tgaagaaaga
aatcttgrra
actecagiec
cttaataact
agatatgcat
gtttctgget
catatcctat
tttaggaagg
gtcactgttt
ggggatcage
aatgetgaaa
gtcgetgeag
ctacaatcac
cacattgttt
tetteaggoa
acttataatg
tgatatgaat
taageagtty

ttcatattcc

ctctacecac
gagcaagctg
aatgaactty
Catategyyo
agtggaaggt
ctggaaaata
agttitgaac
ccagggacac
tcocgacteee
aagagaaagc
cagagctcca
agcaatgagt
cagcgeattt
caagatggat
gaggaaccge
aagaaatcaa
cttcgaatgg
agaaaagtta
tgggataaga
actcttctta
ttacagtacc
aaggaacttt
acgtttccta
aacctectga
tttgtgycty
ttceteatgt
attcaaatgt
cttgaagaaa
gcototcagt
actgaagtta
gaatgtgaga
acctctgaaa
catgcctatg

tgtgaggata

caagagceaa
acatctttga
fgattttaca
aaggeecttc
tcaaacttga
tcttoteaag
ggtccaacag
cgccagegtc
cgragtttog
tgaatttgca
gtgaacagtg
ccctaagtgt
tcctecagggt
tggacaggaa
tggttatatt
aagaactgag
aaaaagaaaa
aattagacta
agttgttaaa
aagaaggagt
gactcagaca
tgaagcaget
ctcacccrta
aagcctatic
gagrcetget
atgacctcgg
accagctgtc
atgaaatcag
tttcattagg
tattcaaggt
gctttgaaaa
tggazaaaat
aggtggaata

gtgaaactit
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gctggtgata
aagagttcag
cctgaggeag
tactatttca
cattcrgaaa
gggagetaac
tcttgetica
ceeacegtee
aagacgggea
ggatgggagy
cagtgatgga
gggaggaacc
tgctteteee
cgagctgetg
cctgtctagg
gagcttgtgg
ccagaaactt
tgaagaagtt
ctgcagagct
tcccaaaagt
cagattgcct
cactgctcag
cttttcagta
tttgctggac
tetygcacatg
cttcocgeaag
caggcrectt
cccecagicett

atttgtagcc

tgcactcage |

tattgttgag
tattacccag
tcatgtgeta

ggagaagetyg

1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
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gagagggcca atagecaact gaaaagacaa aacatggacc

gctcatacta aaatccagge ctiggaatca

aaaatgaagt Ctitaatccg gaccctggaa

gagcaactce ggaagctget geccgoggat

gacCtaaact gcaaccctaa Caacaaagec

<210> 2

<211> 5818
<212> DNA
«213> Argi

<220>
<223>

<400> 2
gacggatcgg

ccgcatagtt
cgagcaaaat
ttagggttag
gattatrgac
tggagttecy
cccgeecatt
attgacgtca
atcatatgec
atgcccagta
tcgctattac
actcacgggg
aaaatcaacg
gtaggegrgr
ctgetractg
gagcetcagat
ttagataaaa
ggtttaacaa
catgtaaaaa
catactcact
3aaagtrittra
cggectacag
ggttrttcac
tgcgtattgg

ficial

gagatctece
aagccagtat
ttaagctaca
gcgrtrigeg
tagttattaa
cgtracataa
gacgtcaata
atgggtggac
aagtacgcee
catgacctta
catggtgatg
atttccaagt
ggactrttcca
acggtggoay
gcttatcgaa
cgatatctge
gtaaagtgat
ccecgtaaact
ataagcgggc
trtgeccttt
gatgtgettt
aaaaacagta
tagagaatgc

aagatcaaga

vector pIRES-puro2/TetR

gatcccetat
ctgetecetg
acaaggcaag
ctgettegeg
tagtaatcaa
cttacggtaa
atgacgtatg
tatttacggt
cctattgacg
tgggactttc
cggtrttgac
cteccacccca
aaatgtcgta
gtctatataa
attaatacga
ggcetageta
taacagcgca
cgcccagaag
rttgctegac
agaaggggaa
actaagtcat
rgaaactctc
attatatgca

gcatcaagtc

aacctggaaa
caagaaaaaa
gctctagtca

aagataggaa

ggtcgactct
cttgtgtgtt
gcttgaccga
atgtacgggce
ttacggggtc
atggeecgeo
ttcocatagt
aaactgceca
tcaatgacgg
ctacttggca
agtacatcaa
ttgacgtcaa
acaactccge
gcagagcetcet
cteactatag
gegtitaaac
ttagagetyge
ctaggtgtag
gccttageca
agctggeaag
cgcgatggag
gaaaatcaat
ctcagegetg

gctaaagaag

tcctagaaaa
atcttrtgac
tggcttatca
attgtgacct

ataagcc

cagtacaate
ggaggtogot
caattgcatg
cagatatacg
attagttcat
tggctgaccg
aacgccaata
cttggcagta
taaatggeee
gtacatctac
tgggegtgga
tggdagtttyg

cccattgacy

ctggctaact

ggagacccaa
ttaagcttac
ttaatgaggt
ageagectac
ttgagatgrt
attttitacg
caaaagtaca
tagcertitt
tggggeattt

aaagggaaac

Page 3

attacaagta
gagagagacc
aaagacagty

gttgctgaga

tgctctgatg
gagtagtgcg
aagaatctye
cgttgacatt
agceccatata
cccaacgaceo
gggactttce
catcaagrgr
geotggeatt
gtattagtca
tagcggtttg
ttttggcacc
caaatgggcg
agagaaccca
gcrtggtace
catgtctaga
cggaatcgaa
attgtattgg
agataggcac
taataacgcrt
titaggtaca
atgccaacaa
tactttaggt

acctactact

3480
3540
3600
3660
3707

60
120
180
240
300
360
420
480
540
600
660
720
780
840
90C
960

1020
1080
1140
1200
1260
1320
1380
1440



gatagtatgc
crageettct
gaaagtgggt
ataactgatc
gtacteccte
ggaggatitg
gtcagaaaag
atacacttga
gtccaactge
cccctaacgt
gatttteecac
t¢ttgacgay
atgtcgtgaa
ccetttgcag
gtgtataaga
ttgtggaaag
agaaggracc
tttagtcgag
gaaaaacacg
caagcccacg
cgeegegrec
gcgggrcacce
gtgggtcgeg
g9ggg9cggtyg
cgcgcagcaa
cctggecace
gcteeccgga
gccccgeaac
cccgaaggac
cgacccgeag
€gggcggecc
tcagecetcga
tcettgacee

tcgeattgte

cgeecattatt
tattcggeet
ccogcgtacag
cagtgtgetrg
tcaaaaqeqgy
ataticacct
acaatctrttt
gtgacaatga
aggtcgagea
tactggccga
catattgceg
cattcctagg
ggaagcagtt
gcagcggaac
tacaccigea
agtcaaatgg
ccattgtatg
gttaaaaaaa
atgataagct
gtgcgecteg
gccgactace
gagctgcaag
gacgacggeg
ttcgecgaga
cagatggaag
gtcggegtct
gtggaggcgg
cteccctct
cgcgegacct
cgecegaccg
cgeecgacecc
ctgtgectte
tggaaggtrgc
tgagtaggtg
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acgacaagcet
tgaattgate
cggatecegg
gaattaattc
geatgactte
ggcccgegyt
tgttgtcaag
catccacttt
tgcatctagg
agccgettgg
tcttttggea
ggtctttece
cctctggaag
cccccacctg
aaggcegycac
ctetectcaa
ggatctgatc
cgtctaggee
tgccacaace
cracccgega
ccgecacgceg
aactcttect
ccgeggtgge
tegygecegey
geeteetgge
cgeecgacea
ccgagogoge
acgagegyct
ggtgcatgac
aaaggagcge
gcaccegecc
tagttgccag
Cactceeact

tecattctatt

atcgaattat
atatgcggat
gaattcagat
getgretgeg
tgcgctaaga
éatgcctttg
¢ttgaggtgt
geetttetot
gcggecaatt
aataaggccg
atgtgagagc
ctcregecaa
cttcttgaag
gcgacaggtg
aaccccagtg
gcgtattcaa
tggggcctcg
cccegaacea
cacaaggaga
cgacgtccece
ccacaccgtc
cacgegegece
gorctggace
catggecgag
gcegeaceqqg
ccagggeaag
cggggtrgccc
cggcrtcace
ccgeaagecce
acgacccecat
ccgaggeeca
ccatctgtty
gtecrttect

¢tggggagty

ttgatcacca
tagaaaaaca
cttattaage
agggccagcet
ttgtcagttt
agggtggeey
ggcaggetig
ccacaggtgt
ccgeeectct
gtgtgcgtrt
ccggaaacct
aggaatgcaa
acaaacaacg
cctetgegge
ccacgrtotg
caaggggctyg
grgcacatge
cggggacgty
cgaccttcca
cgggecgrac
gacccggace
gggctcgaca
acgccggaga
ttgageggtt
cccaaggage
ggtctgggca
geocttectgg
gtcaccgecg
ggtgcctgac
ggcrccgace
ccgactctag
tttgeeecte

aataaaatga

gggtggagea

Page 4

aggtgcagag
acttaaatgt
ggecgeatag
grtggggtga
ccaaaaacga
cgtccatctg
agatciggece
ccacteceag
cecteececce
gtctatatgt
ggcectgret
ggtergrtga
tctgtagega
caaaagccac
agttggatag
aaggatgecc
tttacatgtyg
grrriccttt
tgaccgagta
gcaccetege

gccacatcga

tcggcaaggt

gcgtcgaage
ccoggotgge
ccgegtggtt
gcgeegtoot
agaccteege
acgtcgagtg
geccgeecca
gaagccgace
agctcgetga
cceegtgect
ggaaattgea

ggacagecaag

1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480



ggggaggatt
gaggcggaaa
caatgtatct
gtcatagctyg
cggaagcata
gttgcgetea
cggccaacge
tgactcgetg
aatacggtta
gcaaaaggec
ccetgacgag
ataaagatac
geegettace
ctcacgetyt
cgaacccoec
cccggtaaga
gaggtatgta
aaggacagta
tagctcttga
gcagattacg
tgacgctcag
gatcttcace
rgagtaaact
ctgtctattt
ggagggctta
tccagattta
aactttratcc
gccagttaat
gtegrttggt
ccecatgttg
gttggccg&a
gccatecgta
gtgtatgcag
tagcagaact

gggaagacaa
gaaccagety
tatcatgtct
tttcctgtgt
aagtgtaaag
ctgcecgett
gcggggagag
cgetoggteg
tecacagaat
aggaaccgta
catcacaaaa
caggegttic
ggatacctgt
aggtatctca
gttcagecey
cacgacttat
ggcggrgcta
tttggtatct
tceggeaaac
cgcagaaaaa
tggaacgaaa
tagatccttt
tggtctéaca
cgttcatcea
ccatetggec
tcagcaataa
gectecatco
agtttgegea
arggctrcat
tgcaaaaaag
gtgttatcac
agatgctttt
cgaccgagrt

ttaaaagrgc
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tageaggeat
gggctegagt
gtataccgte
gaaattgtta
cctggggtgc
tccagrogag
gcggrrtgcg
tteggetgeg
caggggataa
aaaaggcege
atcgacgete
ccectygaag
ccgoettict
gttcggtgta
accgetgege
cgccactgge
cagagttett
gegetetget
aaaccaccge
aaggatctca
actcacgtta
taaattaaaa
gttaccaatg
tagttgectg
ccagtgetge
acragccage
agtctattaa
acgttgttgc
tcagctcogg
cggrtagctc
teatggteat
ctgtgactgg
gctettgece

tcatcattog

gctggggatg
gcatrtctagt
gacctctage
tcegeteaca
ctaatgagtg
aaacctgtcg
tattgggege
gcgageggta
cgcaggaaag
grtgctggeg
aagtcagagy
crecctegty
ccctteggga
ggtegttege
ctratccggt
agcagccact
gaagtggtgg
gaagccagtt
tggtagcggt
agaagatcct
agggattttg
atgaagtttt
cttaatcagt
actccecgtc
aatgataccg
€ggaagggcc
trgtrgccgg
cattgctaca
ttcccaacga
ctteggtect
ggcagcactyg
tgagtactca
ggcgtcaata

aaaacgrtcr

cggtggycte
tgtggtttgt
tagagcrtyg
attcecacaca
agctaactca
tgccagetge
tetteegett
tcageteact
aacatgtgag
ttrttecata
tggrgaaacc
cgetcteety
agcgtggege
tccaagetgg
aactatcgtc
ggtaacagga
cctaactacg
accttcggaa
gortttrttg
ttgatctttt
gtcatgagat
aaatcaatct
gaggeaccta
gtgtagataa
cgagacccac
gagcgcagaa
gaagcragag
ggcatcgtgg
tcaaggegag
ccgatcgttg
cataattcte
accaagtcat

coggataata

tegoggegaa

Page 5

tatggcttct
ccaaactcat
cgtaatcatyg
acatacgage
cattaattgce
artaatgaat
cctcgeteac
caaaggcgge
caaaaggcca
ggctcegece
cgacaggact
ttccgaccct
tttctcaatg
gctgtgtgca
ttgagtccaa
ttagcagage
gcracactag
aaagagttgg
tttgcaagca
ctacggggtc
tatcaaaaag
aaéétatata
tctcagegat
ctacgatacyg
gctecaccgge
gtggtcctge
taagtagttc
tgtcacgetc
ttacatgatc
tcagaagtaa
ttactgtcat
tctgagaata
ccgegecaca

aactcrcaag

3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
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gatcttaccg ctgttgagat ccagttcgat gtaacccact cgtgcaccca actgatcttc 5580
agcatctitt actttcacca gcgtttctgg gtgagcaaaa acaggaaggce aaaatgccge 5640
aaaaaaggga ataagggega cacggaaatg ttgaatactc atactcttce tttttcaata 5700
ttattgaage atttatcagy gttatigict catgagcogga tacatatttg aatgtattta 5760
gaaaaataaa caaatagggg ttecgegeac atttccccga aaagrgecac ctgacgtrc 5818
<210> 3
<211> 1236
<212> PRT
<213> Homo sapiens
<400> 3

Met Glu Pro Pro Ser Cys Ile Gln Asp Glu Pro Phe Pro His Pro Leu
1 .

Glu Pro Gl ggo Gly val ser Ala g;n Pro Gly Pro Gly Lys Pro Ser
: 30

AsSp LyS A§g phe Arg Leu Trp Igr val Gly Gly Ser Cgs Leu Asp His
3 4

Arg Thr Thr Leu Pro Met Leu Pro Trp Leu Met Ala Glu Ile Arg Arg
50 © 55 60

arg Ser GIn Lys Pro Glu Ala Gly Gly Cys Gly Ala Pro Ala Ala Arg
65 70 75 : 80

Glu val 1Ile Leu val Leu Ser Ala Pro Phe teu Arg Cys val Pro Ala
85 ' S0 a5 -

Pro Gly ala Gly Ala Ser Gly Gly Thr Ser Pro Ser Ala Thr Gin Pro
100 105 110

Asn Pro Ala val phe Ile phe Glu His Lys ala Gln His ITe Ser Arg
115 120 125

Phe ITe His Asn Ser His Asp Leu Thr Tyr Phe aAla Tyr Leu Ile Lys
130 135 140

Ala GIn Pro Asp Asp Pro Glu Ser GIn Met Ala Cys His val Phe Arg
145 150 15% 160

Ala Thr asp Pro Ser Gln val pro Asp val Ile Ser Ser Ile Arg Gln
165 170 175

Leu Ser Lys Ala Ala Met Lys Glu Asp Ala Lys Pro Ser Lys AsSp Asn
180 185 190

Glu Asp ala Phe Tyr Asn Ser GlIn Lys Phe Glu val Leu Tyr Cys Gly

Page b



LyS

225

Gly

val

Gly

Leu

Arg

Lys

e

Ile

385

Ite

val

Leu

GIn

Cys

val

2310

Met

Glu

val

Thr

Thr

280

Phe

val

arg

Asn

ser

370

Ser

Cys

Phe

Lys

Ile

450

Glu

185

Thr

Glu

GIn

val

ASp

275

Ser

ASp

Glin

His

ATg

355

Pro

ser

APrg

Gln

Gin

435

Lys

Arg

val

Lys

Arg

Pro

260

Thr

Ser

Glu

AFrg

Ala

340

Thr

ASD

Cys

Glu

Cys

420

Ala

Leu

Ile

Thr

Phe

His

Arg

Glin

Arg

325

Ser

Met

Thr

ser

Ser

405

Ala

phe

cys

Glu

His

Ser

230

Pro

ser

Leu

va'l

Gln

310

val

Ala

Leu

Lys

Gln

390

Pro

Ser

Ser

Glu

Gly

DE2007-034 final version
200

Lys Lys Ala Pro Ser

215

Leu

ASp

Pro

Gly

Cys

295

Glu

His

Pro

Phe

ser

375

Gly

Glu

Glu

Thr

Ala

455

iLeu

His

Pro

Gly

Leu

280

Phe

Phe

Gliu

Ser

Gin

360

val

Ile

Pro

Ser

Ata

440

Cys

Tyr

Glu

Gly

ASp

265

Pro

Pro

Arg

Gly

His

345

val

val

Lys

Gly

Leu

425

Ala

Pro

pro

Glin

Glu

250

Cys

Ala

Gclu

ser

sSer

330

vai

Gly

Leu

His

Leu

410

val

Ala

Met

Pro

GIn

235

Asp

teu

Gly

Arg

Arg

Gin

Gln

AFg

Glu

val

395

Ser

Asp

Leu

His

Arg

ser

220

Arg

Leu

Pro

Ala

Ite

300

Cys

Lys

Pro

rhe

LyS

ASp

Gin

Glu

Gln

Ser

460

Ala

Page 7
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205

Leu

Leu

Ala

Glu

ser

285

Leu

ser

Ser

ser

Glu

365

Asn

His

TYr

val

ser

445

Leu

Lys

Ile

LYs

ASD

Glu

Glin

Glu

Ser

Gln

ASp

350

Ile

Phe

Phe

Ile

Met

430

alta

His

Leu

Asp

Ile

Ley

255

Ala

Pro

Asp

val

Pro

335

ser

Asn

Lys

Gly

Cys

415

Leu

Lys

Lys

val

AsSp

Gln

240

Glu

ASp

Ala

Ser

Thr

320

Arg

Glu

Leu

Asp

Phe

400

Tyr

Thr

Thr

Leu

Ile



465

Gin

Glu

Leu

His

Pro

545

Asn

Arg

Glu

Ser

Thr

625

His

Gln

Ser

Thr

Arg

705

Met

Asn

Arg

Arg

val

val

530

Glu

Lys

Gly

Arg

Pro

610

rhe

Thr

ASp

Ser

Cys

Arg

Asn

Glu

His

val

Ile

515

His

AsSh

Ala

Ala

Ser

595

Pro

Pro

Phe

Gly

Glu

675

Ser

ile

Lys

Leu

i.eu

Gin

500

Leu

Ile

Ala

Lys

Asn

>80

AsSn

Gly

Glu

Ser

Arg

Gin

Asn

ser

ser

Leu

ser

485

Lys

His

Gly

Thr

Arg

565

Arg

ser

Thr

Glu

His

645

Ala

Cys

Glu

Trp

Pro

725

Pro

470

ser

Met

Leu

Glu

Ser

550

ser

Met

Leu

Pro

630

Pro

Gin

ser

ser

Leu

DEZ0Q7-034 finalq;%rsion.STZS.txt

Leu Thr Asp

LyS

Arg

Gly

Ser

Leu

ATg

Ala

Pro

615

ser

Pro

Gly

ASp

Ley

695

Gin

aAla

Ser

Pro
Gin
520
Pro
Gly
Thr
Gly
Ser
600
Ala
Asp
Ser
val
Gly
sSer
Arg

Met

Pro

val

505

Leu

ser

Arg

Ser

Arg

Glu

ser

ser

sey

val

Ile

Gln

Leu

ASn

430

Ser

Cys

Thr

Phe

Ser

570

Leu

Lys

Pro

Pro

Thr

650

Ser

Gly

Gly

Phe

Glin

730

Ser

Page 8

Glu GIn Ala Asp Iie

ASp

Glu

Ile

Gly

ASP

Pro

Glin

635

LyS

Pro

Al'G

Gly

Leu

715

Glin

Pro

Gln

Ala

Ser

540

Leu

Glu

ser

Tyr

ser

620

Phe

Arg

Leu

Lys

The

700

Arg

Asp

Thr

Glu

Lys

525

Asn

Asp

Asn

val

Ser

605

Ser

Arg

Lys

ey

Arg

Ser

val

Gly

Met

Glu

510

Gln

Ser

Ile

Ile

ASD

Pro

Ala

Arg

Leu

Arg

Thr

val

Ala

Leu

Gly

495

Asn
Lys
Thr
Leu
ohe
575
ser
Gly
Trp
Arg
AShi
655
Gln
ser
Thr
ser
Asp

735

Glu

480

Phe

Glu

Thr

Ile

rhe

ASp

Gln

Ala

640

Leu

ser

Ser

Pro

Pro

720

Arg

Giu



DEZOO?»O%ﬁéFiﬂ&? version.sT25, xt

740 750

pro Leu val Ile Phe Leu Ser Gly Glu Asp Asp Pro Glu Lys Ile Glu
755 760 765

Glu Arg Lys Lys Ser Lys Glu Leu Arg Ser Leu Trp Arg Lys Ala Ile
770 775 780

His GIn Gln Tle Leu Leu Leu Arg Met Glu Lys Glu Asn GIn Lys Leu
785 790 795 800

Glu Gly Ala Ser Arg Asp Glu Leu Gln Ser Arg Lys val Lys Leu Asp
805 810 815

Tyr Glu Glu val &ly Ala Cys GIn Lys Giu val Leu Ile Thr Trp Asp
820 825 830

Lys Lys Leu Leu Asn Cys Arg Ala tys Ile Arg Cys Asp Met Glu Asp
835 840 845

Ile His Thr Leu Leu LyS.GTU Gly val Pro Lys Ser Arg Arg Gly Glu
850 855 860

Ile Trp GIn Phe Leu Ala teu GIn Tyr Arg Leu Arg His Arg Leu Pro
865 870 875 B8O

Asn Lys GIn G1n Pro Pro Asp Ile Ser Tyr Lys Glu Leu Leu Lys GIn
885 890 895

Ley Thr Ala GIn GIn His Ala Ile Leu val Asp Leu Gly Arg Thr Phe
900 905 910

Pro Thr His Pro Tyr Phe Ser val GIn Leu Gly Pro Gly Gin Leu Ser
915 920 925

Leu Phe Asn Leu Leu Lys Ala Tyr Ser Leu Leu Asp Lys Giu val Gly
930 935 940

Tyr Cys Gln Gly Ile Ser Phe val Ala Gly val Leu Leu Leu His Met
945 950 955 960

ser Glu Glu GIn Ala rphe Glu Met Leu Lys Phe Leu Met Tyr Asp Leu
965 g70 975

Gly Phe Arg Lys Gln Tyr Arg Pro Asp Met Met Ser Leu GlIn Ile Gln
980 985 990

Met Tyr Gln Leu Ser Arg Leu Leu His Asp Tyr His Arg Asp Leu Tyr
995 1000 1005

Asn His Leu Glu Glu asn Glu Ile Ser Pro Ser iLeu Tyr Ala Ala

Page 9



Pro

val

Ile

Ile

Asnh

Thr

Glu

TVYF

ASn

Gln

Asn

Leu

Arg

Leu

Asn

1010

Trp Phe
1025

Ala Arg
1040

Phe Lys
1055

Met Glu
1070

Thr Leu
1085

Gln val
1100

val Glu
1115

ser Cys
1130

Ser Gln
1145

val ala
1160

Ley Leu
1175

Glu Gin
1190

Leu

Lys
1205

Arg Asp
1220

Lys Pro

<210= 4
<211> 28
<212> DNA

<213>

Leu

val

val

Cys

Pro

Phe

Tyr

Glu

Leu

His

Thr

Glu

Leu

Leu

Artificial

Thr

Phe

ala

Glu

Asp

Glu

ASD

Lys

Thr

Arg

Lys

Pro

ASNh

DEZ2007-034 final version.ST25.txT

Leu

Asp

Lt

Ser

Met

Met

val

Ser

ATg

Lys

Glu

Met

Ala

Ccys

1015

rhe
1030

Ile
1045

Ser
1060

Phe
1075

Asn
1090

ASp
1105

Leu
1120

Glu
1135
Gin
1150

Ile
1165

Thr
1180

Ala
1195

ASp
1210

ASn
1225

Ala

Ile

Leu

Glu

Thr

Ile

Gln

Thr

Asn

Gin

l.ys

Tyr

Ala

Pro

Ser ¢ln

pPhe Leu

teu ser

Asn Ile

Ser Glu

Ser Lys

Asp Glu

Leu Glu

Met Asp

Ala Leu

Met Lys

GIn Lys

Leu val

ASTt Asn

Page

Phe

¢ln

ser

val

Met

Gln

l.eu

Lys

Leu

Glu

ser

Thr

Asn

Lys

10

ser
1035

Gly
1050

G1n
1065

Glu
1080

Glu
1065

Leu
1110

Gln
1125

Leu
1140

Leu
1155

Ser
1170

Leu
1185

val
1200

Cys
1215

Ala
1230

Leu
Thr
Glu
Phe
Lys
His
Glu
Glu
Glu
AsT
ile
Glu
Asp

Lys

Gly

Glu

Thr

Leu

Ile

ala

Ser

Arg

Lys

Leu

Arg

Glin

Leu

Ile

Fhe

val

Ley

Lys

Tyr

Ser

Ala

Leu

Glu

Thr

Leu

Leu

Gly



DE2O07-034 final version.ST25.txt

<220>
<223> Primer/Probe
<400> 4

catactcttc ttaaagaagg agttccca

<210> 5

<211> 26

<212> ONA
<213> artificial
<220>

<223> Primer/probe
<400> 5

ctgtgtctga gtcggtactg taaagc
<210> 6

<211> 30

<212> DNA

<2i3> Artificial
<220>

<223> Primer/pProbe
<400> 6

cagaaactgc Caaatitcte crogtcgact

<210> 7

<211> 18

<212> DNA )
<213> Artificial
<220>

<223> Primer/pProbe
<400> 7

gegttecect ctgetgag

<210> 8

<2131> 23

<212> DHNA

<213> Artificial
<220

<223> Primer/probe
<400> B

actcattget geaggtagat gag

<2i0> O

<211> 30

<212> DNA

<213> artificial
<220>

<223» primer/Probe
<400> 9

ttctecatea ctgcactgtt cactggaget

<210> 10

28

256

30

18

23

30

Page 11



23
DNA

<211l>
<212>
<213>

<220>
<223>

<400> 10

Artificial

Primer/Probe

pe2007-034 final version,ST25.txt

acagcggaag tggtattgta cgt

<210>
<211>
<212>
<213>

<220>
<223>

<400> 11
ggcactgtgg

il
19
DNA

<2i0>
<21l>
<212>
<213>

<220>
<223>

<400> 12
caggcaccge

12
22
DNA

<210>
<211>
<212>
<213>

<400> 13
gcggecgegya

gaggtcctge
gcegggeget
gcatggggca
ggagcecggt
geggrgegeo
gctgcattca

13
DNA

ageeeggecee
geetggacea
gcagccagaa
tgcteagege
ctagtecgte
atatctcgeg

cgcageocga

5055

Arvificial

Primer/Probe

ttcetgeat

Artificial

Primer/Probe

cagccactgt

Homo sapiens

ggaccctegg
ccgaggegec
tgeeteggty
gggcrgeroa
gcggcagreg
cggeeggect
ggatgageeg
cgggaagcca
caggaccacg
geoogaggcy
geeettectg
ggccacgeag
cttcatccac

cgaccccgag

ct

cgtggteete
agcccaagga
ccegeegeey
agcgeggage
gcacagtttc
ccgeggtgee
tteeegeace
agcgataage
ctgcetatge
ggcggetygeg
cgttgegtec
cccaaccegy
aacagccacyg

tcgeagatgg

tgaccetgea
ggaggatgcc
gagecteega
tcggggtege
ggcggegect
ctggtgaggc
cectggagec
ggttcegget
tgeectgget
gygegeoggd
ccgogooggg
cggtattcat
acctcaccta

ccrgecacgt

Page

aaccegegac
catttaacce
gecgegeecy
gcegeteeca
Tctgegegyy
gagagttatg
cgageeggge
gtggtacgtt
catggecgag
ggcccgagag
cgcrggagec
cttcgageac
crttgectac

tttcegegee

12

ggaggaaggg
gccetegect
tggaagtget
ggcaggegeg
agtggaguyc
gagcegeeea
gtcrcagetc
99gg9ggtcgt
atccgcagge
gtgatcctygg
tcggggggca
aaggcgcage
ctgatcaagg

acagacccea

23

19

22

60
120
180
240
300
360
420
480
540
600
660
720
780
840



gccaggtoc
atgccaaacc
tgtactgtog
gcatggagaa
gtceggaccc
actgecrgec
gccagectge
gctttgatga
gagttcacga
acgtceages
agattaacct
tetectetty
crecagagec
tggttgatga
grgccaagac
gtgaaaggat
catcactgac
tcagtgacca
agcagaagac
cagaaaatgc
gatccttaac
ggcttggaag
caccagggga
cgtticccga
acceacctc
grteccectet
ggacctcate
gccggatctce
cctcageaat
tetetccaac
aaaagattga
accaacaaat
gagatgaact
aagaggtctt

tgatgttatt
cagcaaagat
aaaggtgacc
gtteagectg
aggagaggac
ggaggaggct
cctgaccage
gcagcaggag
gggcageeag
ctecggacteg
tatcagtceca
trctcagggt
tggacttage
ggtaatgctg
gcagattaaa
tgaagytctc
agataatgag
ggaagazaat
acacygtgcac
aacaagcagt
tagcteectg
tgtggacagt
ttetecacca
agaggattec
aagcacaaag
gctgaggeag
tacctgeage
ctggcggeag
gcaacagcaa
catggaggag
agaaagaaag
ctrgttactt
ccagtecaga

aataactiog

DE20D7-034 final version.STZ5.txt

agcagcataa
aatgaggacg
gtgacccaca
cacgaacage
ctggctgact
gacggcaccg
tetegggrcet
tttecggteLc
aaatcccage
gagaagaaca
gacactaaat
ataaagcaty
cagtatattt
actctgaaac
ctgtgtgagg
tacccaccaa
caagctgaca
gaacttgtga
atcggggaag
ggaaggttca
gaaaatatct
tttgaacggt
gggacaccge
gactceeege
agaaagctga
agctccagtg
aatgagtccc
cgcatrrrrce
gatggattgg
gaaccgetgg
aaatcaaaag
cgaatggaaa
aaagttaaat

gataagaagrt

ggcaattatc
ccrtttacaa
agaaggecce
agegeotgaa
tggaggtggt
acacccacct
gcettecctga
ggtgcagcag
cgcgacggag
ggaccatgct
cagttgtgct
tggatcactt
gttatgtatt
aggccttcag
cetgeeogat
gagccaaget
tctttgaaag
tittacacct
gcecttctac
aacttgacat
tctcaagggg
ccaacagtct
cagcgteceec
agtttcgaag
atttgcagga
aacagtgcag
taagrgtgog
teagggtige
acaggaacga
ttatattcct
aactgaggag
aagaaaacca
tagactatga

tgttaaacty

Page

taaageggec
ctctcagaag
ctcaagectc
gatccaagge
ggtgeeceggy
tggctrtacct
gcggattttg
tgtcaccgge
acacgcegage
ctteccaggrt
agaaaagaat
tggetttate
ccagtgtgec
tacggegget
gracrtctitg
ggtgatacag
agttcagaaa
gaggcagctg
tattrtcaaat
tcrgaaaaat
agctaacaga
tgcttcagag
accgtocctea
acgggeacac
tgggaggget
tgatggagaa
aggaacctet
ttctoccatg
getgotgeca
gtctggggag
cttgtggaga
gaaacttgaa
agaagitogt

cagagctaaa

13

atgaaagagg
tttgaagtce
atcgatrgact
gagcagegeg
tececccygag
gceggggeca
gaagattctg
gtgcaacgga
gcacccagic
gggcgatrty
rttaaagata
tgccgggagt
agcgaatctc
gceetgeaga
cataagctct
aggcatctct
atgaagccag
tgtgaageea
agtacaatcc
aaagcraaga
atgagaggtc
aaggactact
gecttggcaaa
acgttcagec
cagggtgtgc
gggagaaaaa
gtcactecto
aacaaatctc
crgreeecce
gatgacccag
aaagctatac
ggagcaagea
gcatgtcaga
atcagatgtg

300

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1880
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880



atatggaaga
trtggcagtt
ctcctgacat
tegtggattt
gacagctgtc
actgtcaggg
- cctttgaaat
acatgatgtc
gagatctcta
ggtrccecac
ttatttttct
aagagacact
cgctacctga
atarttctaa
aggaaterte
gccaactgaa
tccaggectt
taatceggac
agctgctgec
accctaacaa
ag cagttgca
catattcctg
aaagacaaaa
tggaatcaaa
ccctggaaca
ccgeggatge
acaaagccaa
ccttagaata
gctgatggaa
tcatcagage
atgtacatat
gatgtatatt
gtaaactgaa

ccagageate

tattcatact
tctggettta
atcctataag
aggaaggacg
actgtttaac
gatcagcttt
gctgaaattc
gctgcagatt
caatcacctt
attgttigec
tcagggaact
tataatggaa
tatgaatacc
gcagtrgeat
atattcotgt
aagacaaaac
ggaatrcaaac
cctggaacaa
cgcggatget
caaagccaag
tgeotatgag
tgaggatagt
catggacctc
cctyggaaaat
agaaaaaatg
tetagtcaat
gataggaaat
ctacagagag
ccacctaata
atgccaatce
aaatatatat
tagattaatt
atttcccrtg

tttgtatatt

DE2007-034 final version.ST25.1TxtT

cttcttaaag
cagtaccgac
gaacttttga
tttcctacte
ctcetgaaag
gtggctggag
ctcatgtatg
caaatgtacc
gaagaaaatg
tctcagtttt
gaagttatat
tgtgagagct
tctgaaataqg
gcctatgagg
gaggatagtg
atggacctee
ctggaaaatc
gaaaaaatgg
ctagtcaatt
ataggaaata
gtggaatatc
gaaactttgg
ctagaaaaat
cttttgacga
gcttatcaaa
tgtgacctge
aagccataat
gaagagectyg
ctggtgetga

taagccatty

ataaaatgaa.

tttttagtea
gacatatgty

gcaatatact

aaggagttcc
tcagacacag
agcagctcac
acccttactt
cctattetrt
tootgottet
acctcggctt
agctgtecag
aaatcagcecce
cattaggatt
tcaaggttge
ttgaaaatat
aaaaaattat
tggaatatca
aaactttgga
tagaaaaatt
ttttgacgag
cttatcaaaa
gtgacctgtt
agceccaggt
atgtgctaca
agaagctyga
tacaggtage
gagagaccaa
agacagrgga
tgctgagaga
tgaagaggeca
catgtegcety
gcgectagte
gacatatgta
catagttcat
gaacttcatg
aaatcttttt

tgaadaaaat

caaaagtcga
attgecctaat
tgctcagcag
ttcagtacag
gctggacaaa
gcacatgagt
ccgcaageag
gctectteat
cagtctttat
tgtagccaga
actcagccta
tgttgagttt
tacccaggtt
tgrgetacag
gaagctggag
acaggtagct
agagaccaaa
gacagtggag
gctgagagac
trttgagatg
ggatgagctt
gagggccaat
tcatactaaa
aatgaagtct
gcaactecegg
cctaaactge
cggecteage
gcccaagget
acagcaggtg
gactggtttt
gctttcagat
aaatccacac
gtctttatag

gaatgtattt

Page 14

cgaggagaaa
aaacaacagc
catgegattc
cttgggecag
gaagtgggat
gaagagcaag
tacagaccty
gactatcaca
gctgcceect
gtttttgata
ctgagcagec
cttaaaaaca
rttgagatgg
gatgagcttc
agggccaata
catactaaaa
atgaagtctt
caactccgga
ctaaactgca
gatatttcta
caggaatctt
agecaactga
atccaggect
ttaatccgga
aagctgetge
aaccctaaca
agaaagtgct
ggaccctgaa
gacctegtge
tgttgrtget
aaaatgagra
¢caaaggaaag
tgaaacaaag

trttctecas

2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
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agaacagcat gtttcactca atggtgaaaa ggtggaaaca tttatgtaac tttatgtgta 4980
tctgrettga tatctactga cattgtctat atgaggaaaa tgattactgg tcatgotcct 5040
gtgagttttt tegga 5055

<2i0> 14
«21l> 21
<212> DNA
<213> Artificial

<220>
<223> Primer/probe

<400> 14
ggaggaggat gcccatttaa ¢ 21

<210> 15
<211> 23
<212> DNA
<213> Artificial

<220>
<223> Primer/Probe

<400> 15
tctaaggagce actttctgct gag 23

<210> 16
<211> 28
<212> DNA
<213> Artificial

<220>
<223> Primer/Probe

<400> 16 .
agettitace agaattcagg tagactgt 28

<210 17
<213> 22
<212> DNA
<213> Artificial

<220>
<223> Primer/Probe

<400> 17
tgctgcaggt agatgaggte Ct 22

<210> 18

<2il> 22

<212> DNA

<213 artificial

<220>
<223> Primer/Probe

<400> 1B
ctictccatc actgatttca tt 22

Page 15



<210> 19

<?11> 26

<212> DNA .
<213> Artificial
<220>

<223> Primer/Probe
<400> 19

pE2007-034 final version.ST25.txt

attcaggtag actgtcccca cagtat

<210> 20
<211l> 25
<212> DNA
<213>
<220>
<223>
<400> 20

Artificial

Primer/Probe

cctictecat cacttgattc tgaag

<210>
<211>
<212>
<213>

21
21
DNA

<220>
<223>

<400> 21
atgaaatcag

<210>
<21il>
<212>
<213>

22

DNA
<400> 22

atggagcege
ggcgtctcag
gttggggggt
gagatccgea
gaggtgatec
gcereggggg
cacaaggege
tacctgatca
gceacagacc
gccatgaaag
aagttcgaag
ctcatcgaty

ggggagcagc

3881

Artificial

Primer/Probe

acaagacact

Homo sapiens

ceagetgeat
ctcagecegy
cgtgectyga
ggcgcageca
tggtgctcag
gcactagtcc
agcatatcte
aggegeagee
ccagccaggt
aggatgccaa
tcctgtactg
actgcatgga

gcggtecgga

tcaggatgag
cccecgggaag
ccacaggacc
gaagcccgag
cgcgeectte
gtcggeeacg
gcgotrcate
cgacgacccee
tcctgatott
acccageaaa
togaaagyty
gaagtrcagce

cccaggagag

ccgttecege
ccaagcgata
acgctgeeta
gcgggcggct
ctgegttgcg
cagcecaacc
cacaacagee
gagtcgcaga
attagcagca
gataatgagg
accgtgacce
ctgcacgaac

gacctggcty

acceocctgga
agcggttocg
tgctgrecty
gcggggencc
tcoeegegec
cggcggtatt
acgacctcac
tggecetgeca
taaggcaatt
acgecetrita
acaagaaggc
agcagcgeet

acttggaggt

Page 16

gececgagecy
gctgtggrac
getcarggee
ggcggeecega
gggrgetagyg
catctrcgag
cractitgee
cgttttecge
atctaaagcy
caactcteag
ccectcaage

gaagatccaa

ggtagtgccc

26

25

21

60
120
180
240
300
360
420
480
540
600
660
720
780



gggtcccceg
cctgeeggog
ttggaagatt
ggcgtgcaac
agegeacceca
gttgggegat
aartttaaag
atctgeegag
geccagegaat
gctgecectge
ttgcataage
cagaggcatc
aaaatgaagc
ctgtgtgaag
aatagtacaa
aataaagcta
agaatgagag
gagaaggacs
tcagettoge
cacacgttca
gctcagggty
tegteagrtc
acttecttet

tcaggtagac

ggacctcatc.,

geeggatcte
ccrcagcaat
tetetocaac
aaaagattga
accaacaaat
atgaactcca
aggtcttaat
tggaagatat

ggcagtrtct

gagactgect
ccagecagee
ctggotttga
ggagagttca
gtcacgtceca
ttgagattaa
atatcrectc
agtctccaga
ctctggttga
agagtgccaa
tctgtgaaay
tctcatcact
cagtcagtga
ccaagcagaa
tcccagaaaa
agagatcett
gtcggotigg
actcacéégg
aaacgrttee
gccacceace
tgegrtecce
gacgcatgta
ctgeecctte
tgtccecaca
tacctgeage
ctggcggeag
gcaacagcaa
Catggaggag
agaaagaaag
cttgttactt
gtccagaaaa
aacttgggat
tcatactctt

ggctttacag
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gcoggaggag
tgcectgace
tgagcagcag
cgagggcage
gccctcggac
ccttatcagt
ttgttctcag
gcetggactt
tgaggtaatg
gacgcagatt
gattgaaggt
gacagataat
ccaggaagaa
gacacacgtg
tgcaacaage
aactagetcc
aagtgtggac
ggattctcca
cgaagaggat
ttcaageaca
tcigotgagy
caaggagagt
cttcactgece
gtatgaaaat
aatgagtccc
cgcattrice
gatggattgg
gaaccgctgg
aaatcaaaag
cgaatggaaa
gttaaattag
aagaagtigt
cttaaagaag

taccgactca

gcrgacggea
agctcteggy
gagtttcggt
cagaaatccc
tcggagaaga
ccagacacta
ggtataaagc
agccagtata
crgactctga
aaactgtgtg
ctctaccceac
gagcaagctg
aatgaacttg
cacatcgggyg
agtggaaggt
ctggaaaata
agttttgaac
ccagggacac
teegactece
aagagaaagce
cagagcteca
aattctricct
daduandad
gaaatcagac
taagtgtggg
tcagggrtge
acaggaacga
ttgtattcct
aactgaggag
aagaaaacca
actatgaaga
taaactgcag
gagttcccaa

gacacagatyt

ccgacaccca
tetgettece
ctcggtgcag
agcegegacg
acaggaccat
aatcagttgt
atgtggatca
tttgttatgt
aacaggeett
aggeergeec
caagagccaa
acatctttga
tgattitaca
aaggecctte
tcaaacttga
tcttctcaag
ggtccaacag
cgceagegtc
cgcagrtteg
tgaatttgca
gtgaacagtg
ccagtcttec
tgaaaagett
tgatggagaa
aggaacctct
ttcteccatg
gectgetgeca
grctggggag
cttgtggaga
gaaacttgaa
agttggtgca
agetaaaatc
aagtcgacga

gcctaataaa
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cctiggetta
tgagcggatt
cagtgtcacc
gagacacgcg
getetrecag
gctagaaaag
ctitggotet
attccagigt
cagtacggcg
gatgcactct
gcrggtgata
aagagttcag
cctgaggeag
tactatttca
cattctgaaa
gggagctaac
tettgettca
cccaccgtes
aagacgggca
ggatgggagg
cagcaatctt
aagtcttcac
ttaccagaat
gggagaaaaa
gtcactocrc
aacCaaatcrc
crgteccece
gatgacccag
aaagcratac
gcaagcagag
tgtcagaaag
agatgtgata
ggagaaattt

caacagectc

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680 |
1740
1800
1860
1920
1930
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820



ctgacatatc
tggatttagy
agctgtcact
gtcaggggat
ttgaaatgcet
tgatgtcget
atcrctacaa
tcetcacatt
trrttcttca
agacacttat
tacctgatat
trtctaagca
aatcttcata
aactgaaaag
aggecttgga
tcecggacect
tgergeoege

ctaacaacaa

<210> 23
<21i>
<212>

<213
<400

PRT

23

Met Glu Pro

1

Glu Pro

ASp LYS

35

Thr

Arg
50

Arg Ser

65

Giu vai

1264

Homo

Glu

Arg

Thr

Gin

Ile

ctataaggaa
aaggacgtrt
gittaacctc
cagetttgtg
gaaattccrc
gcagattcaa
tcaccttgaa
grrtgoctet
gggaactgaa
aatggaatgt
gaatacctct
gttgcatgcc
ttectgtgag
acaaaacatg
atcaaacctg
ggaacaagaa
ggatgcteta

agccaagata

sapiens

Ser

Pro

Pro

Gly
20

Phe Arg
Pro

Leu

Lys Pro

Cys

val

Leu

Met

Glu
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cttttgaage
cctactcacce
¢ctgaaagect
gctggagtcc
atgtatgacc
atgtaccagc
gaaaatgaaa
cagttttcat
gttatattca
gagagctttg
gaaatggaaa
tatgaggtgg
gatagtgaaa
gacctoctag
gaaaatcttt
aaaatggett
gtcaattgtg

ggaaataagc

e Gln

ser Ala

Trp

Leu Pro

55

ala Gly

70

val
85

Leu

Leu

ser Ala

agctcactge
cttactrtic
attctitgcet
tgcttotgea
tcggcttecy
rgrccagget
tcageeecag
taggattigt
aggrtgcact
aaaatattgt
aaattattac
aatatcatgt
ctttggagaa
aaaaattaca
tgacgagaga
atcaaaagac
acctgttget

cataattgaa

Glu
10

ASP Pro

GIn
25

Pro Gly

val Gly Gly

Trp Leu Met

Gly Gly

75

cys

Phe
g0

Pro Leu

tcagcagcat
agtacagctt
ggacaaagaa
catgagtgaa
caagoagrac
ccticatgac
tetttatget
agccagagtt
cagcetactg
tgagtttctt
ccaggtrttt
gctacaggat
gcrggagagg
ggragcereat
gaccaaaatg
agtggageaa
gagagaccta

g

phe Pro His

pro Gly Lys

30

Ser Cys Leu

Ala Glu Ile

60

ala pro Ala

Arg cys val
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gcgatrctog
gggccaggac
gtogggatact
gagcaagect
agaccrgaca
tatcacagag
gcccoetggt
tttgatatta
agcagccaag
aaaaacacgc
gagatggata
gagcitcagg
gccaatagec
actaaaatcc
aagtctttaa
ctccggaage

aactgcaace

Pro Leu

15

Pro ser

ASp His

Arg Arg

Ala Arg

80

Pro Ala

95

2880
2940
3000
3660
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3881



Pro

AsSn

Phe

Ala

145

Ala

Leu

Glu

Lys

vatl

Gly

Leu

Gly

Gly

Arg

Lys

Gly

Pro

Ile

130

Gln

Thr

ser

ASp

val

210

Met

Glu

val

Thr

Thr

290

rhe

val

Arg

ASN

Ala

Ala

115

His

Pro

Asp

Lys

Ala

195

Thr

Glu

Gln

val

ASp

275

Ser

ASD

Gln

His

Arg

Asn

ASp

Pro

Ala

180

Phe

val

Lys

Arg

Pro

260

Thr

ser

Glu

Arg

Ala

340

Thr

Ala

Phe

ser

ASD

sSer

165

Ala

Tyr

Thr

Phe

Gly

Gly

His

Arg

Gin

Arg

ser

Met

Ile

His

Pro

150

Gin

Met

Asn

His

ser

230

Pro

ser

Leu

val

Gin

310

val

Ata

Leu

DE20067-034 Tinal version.5T25.txt
Ser Gly Gly ?gr Ser Pro Ser Ala
105

Phe
Aép
Glu
val
Lys
ser
215
Leu
Asp
Pro
Gly
355
Glu
His
Pro

phe

Glu

120

Leu

ser

Pro

Glu

Gln

200

Lys

His

Pro

Gly

Leu

280

Phe

Phe

Glu

Ser

Glin
360

His

Thr

Gln

ASD

Asp

185

Lys

Ala

Glu

Gly

ASp

285

Pro

Pro

Arg

Gly

His

345

val

Lys

Tyr

Met

val

170

Ala

Phe

Pro

Gin

Glu

250

Cys

Ala

Glu

ser

Ser

330

val

Gly

Ala
Phe
Ala
Ile
Lys
Glu
ser
Gin
235
Asp
Leu
Gly
Arg
AT
315
Gln

Glin

Arg

Glin

Ala

140

Cys

Ser

Pro

val

Ser

220

Arg

Leu

Pro

Ala

Ile

300

Cys

LyS

Pro

rhe

Page 19

His

125

Tyr

His

ser

ser

Leuy

205

Leu

Leu

Ala

Glu

Ser

285

Leu

ser

Ser

Ser

Glu
365

Thr

110

Ite

teu

vai

Ile

Tyr

Ile

Lys

ASD

Glu

270

Gln

Glu

ser

Glin

ASDP

Ile

Gin
sSer
Ile
Phe
Arg
175
ASD
Cys
ASp
Iile
Leu
255
Ala
Pro
ASp
vatl
Pro
335

Ser

Asn

Pro

Arg

LYS

Alg

GIn

Asn

Gly

ASD

GIn

240

Gy

ASD

Ala

Ser

Thr

320

Arg

Glu

Leu



Ile

Ile

385

Iie

val

Leu

Glin

Glu

Ley

His

Pro

545

AsSn

Arg

Glu

ser

thr
625

Ser

370

Ser

cys

Phe

Lys

Ile

450

Glu

Arg

Arg

val

val

530

Glu

Lys

Gly

Arg

Pro

610

rhe

Pro

Ser

Arg

Gln

Gin

435

Lys

Arg

His

val

Ile
515

His

Asnh

Ala

Ala

Ser

595

Pro

Pro

ASD

Cys

Glu

420

Ala

Leu

Ile

t.eu

Glin

500

Leu

ile

Ala

Lys

Asn

580

Asn

Gly

Glu

Thr

Ser

Ser

405

Ala

phe

Cys

Glu

Ser

485

Lys

His

Gly

Thr

Arg

565

Arg

ser

Thr

Glu

Gln

390

Pro

Ser

ser

Glu

Gly

Ser

Met

Leu

Glu

Ser

550

Ser

Met

Leu

Pro

ASD
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Lys Ser val val Leu Glu Lys Asn Phe Lys

375

Gly
Glu
Glu
Thr
Ala
455
Leu
Leu
Lys
Arg
Gly
Sgr
Leu
Arg
Ala
Pro

615

ser

Ile

Pro

Ser

Ala

440

Cys

TYr

Thr

Pro

Glin

520

Pro

Gly

Thr

Gly

ser

600

Ala

ASp

LyS

Gly

Leu

425

Ala

Pro

Pro

ASp

vatl

505

Leu

Ser

Alg

ser

Arg

585

Glu

Ser

ser

Leu

410

val

Ala

Met

Pro

Asn

490

ser

Cys

Thr

Phe

ser

570

Leu

LysS

Pro

Pro

val

395

ser

ASp

Leuy

His

475

Glu

Asp

Glu

Ile

Lys

555

Leu

Gly

Asp

Pro

Gln
635

380

Asp

Gln

Glu

Gin

ser

460

Ala

Gin

Gln

Ala

Ser

540

Ley

Glu

ser

Tyr

Ser

620

Phe

Page 20

His

Tyr

val

Ser

445

Leu

Lys

Ala

Glu

Lys

ASD

ASp

Asn

val

ser

605

Ser

APG

Phe

1te

Met

430

Ala

His

Leu

ASp

Glu

510

Gin

Ser

Ile

Ile

ASD

590

Pro

Ala

Arg

Gly

Cys

415

Leu

LYys

LYS

val

Ile

495

Asn

Lys

Thr

Leu

Phe

575

sSer

Gly

Trp

Arg

ASp
phe
400
Tyr
Thr
Thr
Leu
Ile
480
Phe
Glu
Thr
Ile
Lys
560
Ser
Phe
Asp

Gin

Ala
640



His

ser

Glu

Ala

705

Ser

Lys

Glu

Ser

LYys

785

Gin

Thr

Gly

Lys

Leu

865

Ie

Phe

Thr

ASD

Ser

Ser

590

Pro

Gly

Gly

Glu

Ser

770

Met

Pro

Gin

Glu

Thr

850

Asn

Arg

Iie

Phe

Gly

Glu

675

Asn

ser

Arg

Glu

Pro

755

Gly

ASp

Trp

Lys

ATy

Thr

Ser

Leu

ser

660

Glin

Ser

Phe

Leu

Lys

740

Leu

Leu

Trp

Arg

Arg

820

Leu

ASH

Met

Cys

fhe
300

His

645

Ala

cys

Ser

Thr

ser

725

Gly

Ser

fey

Thr

BO5

Leu

Tyr

Leu

Lys

Thr

885

Leu

pro Pro Ser Ser ghs Lys Arg Lys Leu Ash
5

Glin

ser

Ser

Ala

710

Pro

Pro

Leu

Leu

Gly

790

ASh

Lys

Thr

LysS

Lys

B70

Ala

Lys
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Gly

Asn

Ser

695

Pro

Gln

His

Leu

Pro

775

Thr

Arg

Lys

Asn

GlIn

Leu

Glu

Lys

val

Leu

680

Leu

ser

Tyr

Leu

Ala

760

Thr

Ser

Trp

Glu

LYyS

840

Ala

va'l

Leu

Glu

Arg

665

ser

Pro

phe

Glu

Pro

745

Gly

Asn

cys

Leu

Alrg

Ser

Glu

His

Lys

Phe
a5

Ser

sSer

Ser

Leu

ASn

730

Ala

Ser

Leu

Cys

Tyr

810

Asn

Cys

Met

val

ser

890

Pro

P1o

val

ieu

LYyS

715

Glu

Ala

Pro

Pro

His

795

Ser

Gln

Tyr

AsSn

Arg

Asp

Lys

Leu

Arg

His

700

ser

Ile

Met

Gly

Gln

780

Cys

Cys

Lys

Phe

Ser

860

Lys

val

val
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Leu

rhe

Arg

ser

Pro

Leu

Asn

Glu

845

Ser

Arg

Asp

ser

Tyr

Leuy

Pro

750

ser

Cys

Pro

Gly

Gly

Trp

Pro

ser

Trp

Glu
910

655

Gln

Tyr

rhe

Gln

Met

val

Ala

Asn

ser

Arg

815

Ala

l.ys

Glu

Leu

Lys

895

Glu

L.eu

ser

Lys

ser

Asn

720

Glu

Trp

Phe

Ser

Leu

800

Met

Cys

Lys

Lys

Gly

Tie

Lys



DE2007-034 final version.s725.txt
phe Gly Ser Phe Trp Leu Tyr Ser Thr Asp Ser Asp Thr Asp Cys lLeu
915 320 925

Tle Asn Asn Ser Leu ieu Thr Tyr Pro Ile Arg Asn Phe Ser Ser Ser
930 935 940

Leu Leu Ser Ser Met Arg Phe Ser Trp Ile Glu Gly Arg Phe Leu Leu
945 950 955 960

Thr Leu Thr Phe Gln Tyr Ser Leu Gly Gln Asp Ser Cys His Cys Leu
965 970 975

Thr ser Lys Pro Ile Leu Cys Trp Thr Lys Lys Trp Asp Thr val arg
980 985 990

Gly Ser Ala Leu Trp Leu Glu Ser Cys Phe Cys Thr val Lys Ser Lys
995 1000 1005

Pro Leu Lys Cys Asn Ser Ser Cys Met Thr Ser Ala Ser Ala Sser

1015 1020
ser Thr Asp Leu Thr Cys Arg Cys Arg Phe Lys Cys Thr Ser Cys
1025 1030 1035

pro Gly Ser Phe Met Thr tle Thr Glu Ile Ser Thr Ile Thr tLeu
1040 1045 1050

Lys Lys Met Lys Ser Ala Pro val Phe Met Leu Pro Pro Gly Ser
1055 1060 1065

Ser His Cys Leu Pro Leu Ser Phe His Asp teu Pro Glu Phe Leu
1070 1075 1080

Ile Leu Phe Phe Phe Arg Gliu tLeu Lys Leu Tyr Ser Arg Leu His
1085 1080 1095

ser Ala Tyr Ala Ala Lys Arg His Leu Trp Asn val Arg Ala Leu
1100 1105 1110

Lys Ile Leu Leu Ser Phe Leu Lys Thr Arg Tyr Leu Ile Ile pPro
1115 1120 1125

Leu Lys Trp Lys Lys Leu Leu Pro Arg Phe Leu Arg Trp Ile Phe
1130 1135 1140

Leu Ser Ser Cys Met Pro Met Arg Trp Asn Ile Met Cys Tyr Arg
1145 1150 1155

Met ser Phe Arg Asn Leu His Ile pro val arg Ile val Lys Leu
1160 1165 1170

Page 22



Trp

Thr

Gln

Pro

saer

Glu

AsSn

Arg
1175

ser
1190

Thr
1205

Trp
1220

Gly
1235

Thr
1250

Ser

Lys

Trp

Asn

Ser

Thr

Trp

Asn

Lys

Lys

Cys

Ala

Arg

Tyr

Ile

Lys

Cys

Thr

pEZOO7-034 final version.ST25.txt
Gly Pro Ile Ala Asn Lys ?igs Lys Thr Trp

Arg

Phe

Lys

Pro

Leu

1180

teu Ile Leu

1195

arg Glu arg
1210

Trp Leu Ile
1225

Arg Met Leu
1240

Thr
1255

Thr Lys
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Lys

Pro

Lys

sSer

Pro

Ser

LysS

Arg

Ile

Arg

Arg Pro Trp Asn
1200

ser
1215

Leu Ser Giy

Gln
1230

Trp ser Asn

val
1245

Thr Cys Cys

Glu ITe Ser His

1260



