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Hai-QVQLOEBSGPGLVKPSETLSLTCTVS GFSLPSHSVS WIRQPPGKGLEWIG

NAYITDYYYENYEMDA WGQGTLVIVSS

human Ig@l Fe (CHl-hinge-CH2-CH3)

ASTKGPSVFPLAPSSKSTSGETARLGCLVKDY FPEPVTVSHNNSGAL TSGVHTFPAVLY
SSGLYSLESSVVIVPESSSLETOTY TCNVNHKESNTKVDKKVEPKSCDKTHT CPPCFAPE
LLGGPSVFLFPPKPEKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVE VENAKTKP
REEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKARGQUPREPQVY
TLPPESRDELTKNOVS LECLVKGF Y PSDIAVEWESNCGQRPENNYKTTRPEVLDSDESFELY
SKLTVDKSRWQOGNVFSCSVMHEALHNHY TQKSL SL.SPGK-coon

Figure 2B
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S ARTG GCC CCC GTGE CAG CTG CTG GGC CTG CTG GTE CTG TTC CTE CCC 6CC ATE
52 AGA TGC GAC ATC GTG ATG ACC CAG AGC CCC CTG AGC CTG CCC GTG ACC CCA
103 GGC GAG CCC GCC AGC ATC AGC TGC AAG AGC AGC CAG AGC CTG CTG TTC AGE
154 GAG BAC CAG ARG ARC TAC CTCG GCC TEGE TAT CTE CAG AAG CCC GEC CAG TCC
205 CCC CRG CTG CTG ATC TAC TGG ACC AGC ACC AGG CAG AGC GGC GTG CCU GAC
256 AGG TTC AGC GGC AGC GGC TCC GGC ACC GAC TTC ACC CT@ ARG ATC AGC AGE
307 GIG GAG GCC GAG GAC GTG GGC GTG TAC TAC TGC CAG (CAG AGC TAC TAC ACC
358 CCC TAC ACC TTC GGC CAG GEC ACC AAG GTG GAG ATC ARG CGT ACG GIE GCT
408 GCC CCC AGC GTE@ TTC ATC TTC CCC CCC AGC GAC GAG CAG CTG AAG AGC GGC
460 ACC GCC AGC GTG GTG TEC CTE CTG ARC AARC TTC TAC CCC CGG GAG GCC AAG
§11 GTG CAG TGE AAG GTG GAC AAC GCC CTG CAG ABC GGC AnC AGC CAG GBA AGC
562 GTC ACC GAG CAG GAC AGC AAMG GAC TCC ALC TAC AGC CTE AGC AGC ACC CTG
613 ACC CTG AGC AAG GCC GAC TAC GAG ARG CAC ARG GTE TAC GCT TGC GAG GTG
664 ACC CAC CAG GGC CTG TCC AGL CCC GTE ACC AAG AGC TTC AAC AGH GGC GAG
718 TGC TAG

Figure SA



WO 2008/021156 PCT/UGS2007/017679

11/31

1 ATG GCC GTG OTG GGC CTG TG TTC TGC CTE BTG ACC TTC CCC AGC TGC GTG
52 CTe TCC CAG GTG CAG CTG CAG GAA AGC GBC CCA GBC CTG GTE AAG CCC AGC
103 GAG ACC CTG AGC CTG ACC TGEC ACC GTG AGC GGC TTC AGC CIGE CCC AGC CAC
154 AGC GYE AGC TGEE ATC AGG CAG CCC CCA GEC AAG GGC OTE GAR TGEE ATC GGC
205 ATC ATC TGE ARC CAG GGC GEC ACC GAC TAC AAC AGC GCC TTC AAG AGC AGG
256 GTG ACC ATC RAGC GTG GAC ACC AGC ARG AAC CAG TTC AGC CTG AAG CTG TCC
307 AGBC GTG ACA GCC GCU GAC ACC GCC GTE TAC TAC TGC GCC AGE AAC GCC TAC
358 ATC ACC GAC TAC TAC TAC GAG AAC TAC TTC ATG GAC GCC TG GBC CAG G2C
408 ACC CTG GTG ACC GTG AGC AGC GCT AGC ACC AAG GGC CCA AGC GTG TTC CCC
460 CTG GCC CCC AGC AGC AAG AGC ACC TCOC GGC GGC ACA ECC GCC CTG GEC TGT
511 CTG GTIG AAG GAC TAC TTC CCC GAG CCC GTG ACC GTG TCC TEG AAC AGC GGA
562 GCC CTG ACC ASC GGC GTG CAC ACC TTC CCC GCC GTG CIG CAG AGC AGC GGC
613 CTG TAC AGC CTG AGC AGC GTG GTG ACA GTG CCC AGC AGC AGC CTG GGC ACC
6§64 CAG ACC TAC ATC TGC AAC GTG ARC CAC AAG CCC AGC AAMC ACC ARG GTG GAC
715 BAAG AAG GTG GAG CCOC AAG AGC TEC GAC hAaG ALC CAd ACC TGC CCC coc Tee
766 CCT GCC CCA GAG CTG CTG GGEC GGA COC AGC GTG TTC Crd TWC CCC CCC ARG
817 CCC ARG GAC ACC CTG ATEG ATC AGC AGCE ACC CCC GAG BTG ACC TGC GTE GTG
868 GTG GAC GTG AGC CAC GAG GAC CCA GAG GTG AAG TTC AAC TGG TAC GTG GAC
219 GGC GTG BGAG GTG CAC ARC GCC ARG ACC AMG CCC AGDA GAG GAR CAG TAC AAC
370 AGC ARCC TAC AGG GTG éTG TCC GTE CTE@ ACC GTG CTG CAC CAG GAC TGG CTG
1021 AAC GGC AAG GAG TAC AAG TGEC ARG GTC TCC AAC AAG GCC CTG CCA GCC CCC
1072 ATC GAG AAA ACC ATC AGC AAG GCC ARG GGC CAG CCA CGGE GAG CCC CAG GTG
1123 TAC ACC CTG CCC CCC AGC CGG GAC GAG COTE ACC AAG RAC CAG GTE TCOC CTG
1174 ACC TGC CTG GTG AAG GGC TTC TAC CCOC AGC GAC ATC GCC GTG GAG TGG GAG
1228 AGC AAC GGC CAG CCC GAG AAC AAC TAC AAG ACC ACC CCC CCh GTG CTG Gac
1278 AGC GAC GGEC AGC TRC TTC CTG TAC AGSC AAG CTG ACLK GTG GAC RAG ABC AGG
1327 TGG CAG CAG GEC AAC GTC TTC AGC TEC AGL GTG ATEG CAC GAG GCC QTG CAC
1378 AAC CAC TAC ACC CAG AAG AGC CTG AGC CTG TCC COC GGC ARG TGA

Figure 5B



