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FIGURE 2
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FIGURE 3
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FIGURE 4

Targets: CHO-CEA™
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FIGURE 5
CEA I VLVH x SEQ ID NO.77 VHVL
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SEQ ID NO.77 VHVLXCEAI VHVL
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FIGURE 7
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FIGURE 8
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FIGURE 9
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FIGURE 10
CEAI VHVL x SEQ ID NO.77 VHVL
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FIGURE 11

CEAII VHVL x SEQ ID NO.77 VHVL
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FIGURE 12
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FIGURE 13
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FIGURE 14
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FIGURE 15
a CEAIVH-A240 VL x SEQ ID NO.77 VHVL
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FIGURE 16
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FIGURE 17
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FIGURE 18
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FIGURE 19
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FIGURE 20
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FIGURE 21
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FIGURE 22
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FIGURE 23

High Resolution Cation Exchange Chromatography
of A240 VL-B9 VH x SEQ ID NO.77 VHVL
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FIGURE 24

Protein stability testing of A240 VL-B9 VHxSEQ ID NO.77 VHVL in human plasma
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FIGURE 25
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FIGURE 26

Protein stability testing of SEQ ID NO.77 VHVLxE 12 VH-A240 VL in human plasma
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FIGURE 27
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