1/6

FIG. 1
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FIG. 2

(A)
Rank Sequence Position Score
1 KSPFSRLT 68 63. 646
2 RSPFNR_T 68 12. 659
3 YSSPFNRK 67 8. 382
4 HRSPFNRK 67 1.947
5 ISEYKLRL 103 0.789
6 KSPFSRLT 68 0. 252
7 SPFSRLTGC 69 0. 252
8 YRSPFNRK 67 0.163
9 KSPFSRLT 68 0.126
10 SPFSRLTS 69 0.126
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FIG. 3
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FIG. 4
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Protease(Ficin/IdeZ)

FIG. 6

0.063 0.985 0.987 0.996 0.997 0.995

Omg Olmpg 0.25mg 0.bmg 0.75mg 1mg Zmg

1.00

0.80
0.60

0.442
040 —
0.20 —
0.00

ELUTION EFFICIENCY

AMOUNT OF ADDED FICIN



6/6

FIG. 7
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