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SEQUENCE LISTING
<110> Holm, Per Sonne

<120> Novel adenoviruses, nucleic acid coding therefor, and us
e thereof

<130> SP6833A

<140> PCT/EP 03/11427
<141> 2003-10-15

<160> 8

<170> PatentIn version 3.1

<210> 1
<211> 20
<212> DNA

<213> Artificial.

<220>
<221> misc_feature
<223> Probe for binding to YB-1l

<400> 1

tgaggctgat tggctgggcea
20

<210> 2

<211> 20

<212> DNA

<213> Artificial

<220>

<221> misc_feature

<223> Probe for the manufacture of the detection probe for the
Kpnl fragment within the E2A coding Ad 5 sequence

<400> 2

gtcggagatc agatccgcgt
20

<210> 3

<211> 20

<212> DNA

<213> Artificial

1/4




<220>

<221> misc feature

<223> Probe for the manufacture of the detection probe for the
Kpnl fragment within the E2A coding Ad 5 sequence

<400> 3

gatcctcgte gtcttcgett
20

<210> 4

<211> 20

<212> DNA

<213> Artificial

<220>

<221> misc_feature

<223> Probe for the manufacture of the detection probe for the
KpnI fragment within the E2R coding Ad 5 seguence

<400> 4

gtcggagatc agatccgcegt
20

<210> 5

<211> 20

<212> DNA
<213> Artificial

<220>

<221> misc_feature

<223> Probe for the manufacture of the detection probe for the
KpnI fragment within the E2A coding Ad 5 sequence

<400> 5

gatcctcgtce gtcttegett
20

<210> 6

<211> 18

<212> DNA

<213> Artificial

<220>

<221> misc_feature

<223> Probe for the manufacture of the probe binding between €
he E2 early and the E2 late promoter
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<400> 6

Part of the adenoviral E2

ctcaggaatc

ccgcgaatgce

tgcctaccac

tcgctgcaac

aagtcaaatt

tccggggattyg

agctgatctt cgcecttttg
18

<210> 7

<211> 22

<212> DNA

<213> Artificial

<220>

<221> misc feature

<223>

he E2

<400> 7

ggatagcaag actctgacaa ag
22

<210> 8

<211> 1260

<212> DNA

<213> Adenovirus type 37

<220>

<221> misc_feature

<223>

ites

<400> 8

aggaacttta tcctagagcg

gc 60

gactttgtgc ccattaagta

Tt 120

ctgcagctag ccaactacct

ac 180

ggtctactgg agtgtcactg

gc 240

aattcgcagc tgcttaacga

cg 300

cctgacgaaa agtccgcggce

ct 360

3/4

Probe for the manufacture of the probe binding between €
early and the E2 late promoter

region with the YB-1 binding s

ttgcccgeca

cctccgcecge

tctgacataa

ctatgcaccc

atcggtacct

aaactcactc

cctgcetgtge

tttggggcca

tggaagacgt

cgcaccegcte

ttgagctgca

cggggctgtyg

acttccta

ctgctacc

gagcggtyg

cctggttt

gggtccct

gacgtcgg




taccttcgea
ac 420

caatcccgece
tt 480

ggccaattgce
gg 540

gtttacttgg
cc 600

tatcagcagc
ct 660

gccgecgceca
ga 720

cgaggaggag
gt 780

cgaagaggtg
ca 840

gaaatcggca
ct 900

gccecgttege
aa 960

gcagccgcecg
gg 1020

gcacaagaac
cg 1080

ccgetttett
cg 1140

tcatctctac
ca 1200

cacagaagca
gg 1260

aatttgtacc

cgccaaatgc

aagccatcaa

acccccagte

agcecgeggge

cccacggacg

gaggacatga

tcagacgaaa

accggttcca

cgacccaacc

ccgttagcecc

gccatagttg

ctctaccatc

agcccatact

aaggcgaccg

tgaggactac

ggagcttacc

caaagcecgce

cggcgaggad

ccttgettcec

aggaggaata

tggaagactg

caccgtcacc

gcatggctac

gtagatggga

aagagcaaca

cttgcttgca

acggegtgge

gcaccggegg

gatagcaaga

4/4

cacgceccecacg

gcctgegtca

caagagtttc

ctcaacccaa

caggatggcea

ctgggacagt

ggagagccta

ctcggtcgea

aaccteccgcet

caccactgga

acagcgccaa

agactgtggg

cttccececegt

cagcggcagc

ctctgacaaa

agattaggtt

ttacccaggyg

tgctacgaaa

tccececececgec

caggcagagyg

gacgaggaag

ttceceectege

cctcaggcgce

accagggccyg

ggctaccgcet

ggcaacatct

aacatcctgce

ggcagcaaca

gcccaagaaa

ctacgaag

ccacattce

gggacdggg

gccgcage

agctgcag

aggttttg

cttccgag

cggcgcecc

cgccggea

gtaagtcc

catggcgc

ccttcgcece

attactac

gcagcgge

tccacagce




