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SEQUENCE LISTING

<110> Genmab A/S

<120> Antibodies against CD38 for treatment of multiple myeloma
<130> P/1lB8.WO

<160> 34

<170> PatentIn version 3.2

<210> 1
<211> 321
<212> DNA

<213> homo sapiens

<400> 1
gacatccaga tgacccagtc tocatcectca ctgtctgecat ctgtaggags cagagtcacc

60
atcacttgte gggocgagtca gggtattage agctagtiag cctggtatca gcagaaacca
120
gagaaagacc ctaaghccct gatctatget getbcgagtt tgecaaagtgg ggtoccatcea
180
aggttcageog gcagtggate tgggacagat ttcactctca ccatecageag ccbtgeagect
240
gaagattttyg caacttatta ctgccaacag tataatagtt accctcggac gtteggccaa
300

gggaccaagy tggaaatcaa a

321

<210> 2
<211> 107
<212> PRT

<213> homo sapiens

<400> 2

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Trp
20 25 30

Leu Ala Trp Tvr Gln Gln Lys Pro Glu Lys Ala Pro Lys Ser Leu Ile
35 40 45

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

1



WO 2006/099875

Ser Gly Ser
65

Glu Asp Phe

Thr Phe Gly
<210> 3
<211> 11
<212> PR7T
<213> homo
<400> 3

Arg Ala Ser
1

<210> 4
<21i» 7
<2132 BRT
<213> home
<400> 4

zla Ala Ser
1

<210> 5
<211> 9
<212> PRT
<213> Thomo
<400> 5
Gin Gln Tyr
1

<210> 6
<231» 366
<212> DNA
«<213> homo
<400> 6

caggteccage tggtgeagte tggggolgag

60

tectgeaagg ctictggagg cacctteage

120

cetggacaayg gacttgagrg gatgggaagg

180

PCT/DEK2006/000166
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Gly Thr Asp FPhe

Ala Thr

Gln Gly
160

sapiens

T0

TyY

Thx

Tyr

Lys

Thr Leu Thr

Cys Gln Gln
90

Val Glu Ile
10%

Tle Ser Ser Leu Gln Pro
75 80

Tyr Asn Ser Tyr Pro Arg
95

Lys

Gln Gly Ile Ser Ser "rp Leu Ala

5

sapiens

Sear L.eu
5

sapiens

Asn Ser

5

sapiens

Gln Ser

10

Tyr Pro Arg Thxy

gtgaagaagc

agctatgctt

gocatcectt

ctgggtaecte
tecagetgaat

gogacagaes

tcettggtat agcaaactcee
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gcacagaaat tccagggeay agteacaatt accgoggaca aatccacgag cacagectac
240
atggacctga gcagectgag abtctgaggac acggecgtat attactgtge gagagatgat
300

atageagecac ttggbocttt tgactactgy ggccagggaa ccoctggteac cgtctoctcea

360

gecteoe

366

<210> 7
<211> 122
<212> PRT

<213> homo sapiens
<400> 7

Gln val Gln Leu Val Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly (Gly Thr Phe Ser Ser Tyr
20 25 30

2Ala Phe Ser Trp Val Arg Gln Alz Pro Gly Gln Gly Leu Glu Trp Met
35 a0 45

Gly Arg Val Ile Pro Phe Leu Gly Ile Ala Asn Ser Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Asp Leu Ser Ser Leu Arg Ser Glu asp Thr Ala Val Tyr Tyr Cys

Ala Arg Asp Asp Ile Ala Ala Leu Gly Pro Phe Asp Tyr Trp Gly Gln
100 105 130

Gly Thr Leu Val Thr val Ser Ser Ala Ser

115 124
<210> 8
<2il> 5
<2312> PRT

<213> homo sapiens

<400> 8



WO 2006/099875

PCT/DEK2006/10166
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Ser Tyr Ala Phe Ser

1

<210>
<211>
<212>
<213>

<4(30>

arg Val Ile Pro Phe Leu Gly Ties 2la

1

Gly

<210>
<211>
<212>
<213>

<400>

5

9

17

BRT

homo sapiens

S

Asn S=2r Ala Gin Lys Phe Gin
5 10 15

10

11

PRT

homo saplens

16

Asp Asp Iie Ala Ala L.eu Gly Pro Phe Asp Tyr

1 5 10

<210> 11

«211> 321

<212> DNA

<213> homo sapiens

<400> 11

gaaattogbgt tgacacagtc tccagccacce ctgtetttgt ctocagggga aagagecacce
60

cteteectgea gggecagtea gagtghttage agotacttag cctggtacca acagaaacct
120

ggecaggete ccaggctect catctatgat goatccaaca gggecactgg catceocagec
180

aggttcagtg gcagtgggbc tgggacagac tteacktctcea cecatcageag cctagagect
240

gaagattita cagtitatta ctgtcagcecag cgtagcaact ggcctocgac gtteggccaa
360

gggaccaagyg tggaaatcaz a

321

«<210> 12

<211> 107

«212> PRT




<213> homo
<400> 12
Glu Ile val
1

Glu Arg Ala

Leu Ala Trp

Tyr Asp Ala
50

Ser Gly Ser
65

Glu Asp Phe

Thr Phe Gly

<210> 13
<211> 11
<212> PBRT
<213> homo

<400> 13

Arg Ala Ser
1

<210> 14
<211> 7
<212> PRT
<213> Thomo
<400> 14

Asp Ala Ser
1

<210> 15
<211> 10
<212> PRT
<213> homo

<400> 15

Gln Gln Arg
1

P18 WO_Sequence Listing 23March2006_PCTDK2006000166.txt
sapiens

Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Sexr Ser Tyr
20 25 30

Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile

Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly
55 60

Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
70 75 80

Ala Val Tyr Tyr Cys Gln Gln Arg Ser Asn Trp Pro Pro
85 90 95

Gln Gly Thr Lys Val Glu Ile Lys
100 105

sapiens

Gln Ser Val Ser Ser Tyr Leu Ala
5 10

sapiens

Asn Arg Ala Thr
5

sapiens

Ser Asn Trp Pro Pro Thr
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<210> 186
<211> 372
<212> DNA
<213> homo sapiens
<400> 16
gaggtycage tgttggagte tgggggagge
60
tcakbgtgecag tctctggatt caccittaac
120
ccaggygaagy dyctggagty ggtctcoaget
180
geagactecyg tgaagggeceg gttoaccato
240
ctygcaaatga acagectgayg ageegaggac
300
attctectggt Loggggagee cgtotitgac
360
toctoageot cg
372
<210> 17
<211> 124
<212> PFRT
<213> homo sapiens
<400> 17
Glu val Gln Leu Leu Glu Ser Gly
1 5
Ser Leu Arg Leu Ser Cys Ala Val
20
Ala Met Ser Trp Val Axrg Gln Ala
35 40
Ser Ala Ile Ser Gly Ser Gly Gly
50 55
Lys Gly Arg Phe Thr Ile Ser Arg
65 70
Leu Gln Met Asn Ser Leu Arg Ala

ttggtacagc

agettitgeca

attagtggta

tocagagaca

acggecgtat

tactggggcce

Gly Gly

10

Leu

Ser Phe

25

Gly

Pro Gly Lys

Gly Thr Tvr

Asn Ser

75

Asp

Glu Asp Thr

ctggggggta

tgagctgggt

gtogtggtgy

attccaagaa

atttctgtge

agggaacecct

Val

Thr Phe Asn

Leu Giu

45

Gly

Tyr Ala

60

Asp
Asn

Lys

Ala val

Thr

YT

PCT/DK2006/000166

cctgagacte

cogecagget

cacatactac

cacgcbgtat

gaaagataag

ggtcacocgtc

Gly
15

Gly

Ser Phe

Trp Val

Ser Val

Leu

Tyr
80

Phe Cys
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85 90 95

\la Lys Asp Lys Ile Leu Trp Phe Gly Glu Pro Val Phe Asp Tyr Tro
100 105 110

Gly Gln Gly Thr Leu Vval Thr val Ser Sexr Ala Ser
115 120

<210> 18

<21l> 5

<212> PRT

<213> home sapiens

<400> 18

Ser Phe Ala Meb Ser
1 5
«210> .89

«211l> 17

<2312 ZPRT
<213> homo sapiensg

<400> 19

Ala Tle Ser Gly Sex Giy Gly Gly Thr “yr Tyr Ala Asp Ser Val Lvs
1 5 10 15

Gly

<210> 20

<21il> 13

<212> PRT

<213> homo sapiens

<400> 20

Asp Lys Ile Lneu Trp Fhe Gly Glu Pro Val Phe Asp Tyr
1 5 10

<220> 21
<211> 321
«<212> DNA

<2i3> homo sapiens

1
gt tgaczcagte tccagecacce ctgtetttgt cteocagggga aazgagecace
ctctectgea gggocagtca gagtgttage agcectacttag cctggtacca acagaaacct
120

ggcecaggete cegggetect catcitatgat gettocaaca gggectctgg catcccocagee

7
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180

aggttcagty geoagtgggtc tgggacagac ttcactctes ccatcageayg cctagagect
240
gaagatttty cagtttatta ctgtcagcag cgtagcaact ggecteicac titoggogga
300

gggaccaagy tggagatcaa a

321

<2L0> 22

<211> 107

<212> PRT

<213> homo sapiens

<400> 22

Glu Iie Vel Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5] i0 i5

Glu Axg Ala Thr Leu Ser Cvs Arg Ser Gin Ser Val Ser Ser Tyr

jvi)

82

Leu Ala Trxp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Gly Leu Leu Ile

Tyr Asp Ala Sexr Asn Arg Ala Sex Gly Ile Pro A

la Arg Phe Ser Gly
50 558 60

Ser Gly Ser Gly Thr asp Phe Thr Leu Thr Zle Ser Ser Leu Glu Pro

[}
)
[+
w
6]
o]

Phe ala val Tyr Tyr Cys Gln Gln 2rg Ser Asn Trp Pro Leu
85 90 g5

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys

100 10%
<210> 23
<211> 1L
<212> PRT
«213> homo sapiens
<400> 23
Axvg Ala Ser Gin Ser Val Ser Ser Tyr Leu Ala
1 5 10
<210> 24
<211> 7
<2i2> PRT
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<213> Thomo

<400> 24

Asp Ala Ser
4

<210> 25
<21i> 9
<21l2> PRT
<213> homo
<400> 25

Gln Gln Arg
1

<210> 26
<21i>»> 366
<212> DNa
<213> homo
<400> 26
gaggtgcage
60
tecctgtaagyg
120
cocogggaaag
180
agcecgtect
244
ctgcagtgga
300
gggtggggat
360

tectea

366

<210> 27
<211> 122
<2i2> PRT
<213> homo
<400> 27

Pl8 WO_Seqguence Listing_ 23March2006_PCTDK2006000166.txt

sapiens

Asgn Arg Ala Ser

5

sapiens

Ser Asn Trp Pro Leu Thr

5

saplens

tggtgcagtc

cttciggata

gectggagty

tecaaggoca

gcagootgaa

cgeggtacty

sapiens

tggagcagag

cagettitec

gatggggate

ggtecacctte

ggcotoggac

gtacttecgat

gtgaaaaage

aactactgga

atctatccte

tcagocgaca

accgocatgt

ctclggggece

ceggggacte

t

9]

tgggt

2]
Q

g

atgactcetga

agtccatcag

attactgtge

gtggraccct

PCT/DEK2006/000166

tctgaagato

gogecacgatyg

tgccagatac

caccgectac

gagacatgta

tcactgte

Q
[(s]

Glu Val Gln Leu Val Gln Ser Gly ala Glu Val Lys Lys Pro Gly Glu

1

fol

10

ib
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Ser Leu Lys Tle Ser Cys Lys Gly Ser Gly Tvr Ser Phe Ser Asn Tyr
20 25 30

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Tro Met
35 40 45

Gly Ile Ile Tyr Pro His Asp Ser Asp Ala Arg Tyr Ser Pro Ser Phe
50 55 80

Gln Gly Gln Val Thr Phe Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 75 80

Leu Gin Trp Ser Ser Leu Lys ala Ser Asp Thr Ala Met Tyr Tvr Cys
85 90 25

Ala Arg His Val Gly Trp Gly Ser Arg Tyr Trp Tyr Phe 2sp Leu Tro
100 105 110

Gly Arg Gly Thr Leu val Thr vVal Sexr Ser
115 120

<210>
<2li>
<212> DRT

<213> homo seaplens

ur b

<4Q0> 28

Asn Tyr Trp Ile Gly
1 3
<210> 29

<211> 17

«212> PRT
<213> homo saplens

<400> 29

Ile Ile "vr Pro Hig Asp Ser Asp Ala Arg Tyr Ser Pro Ser Phe Gin
1 5 1G 15

Gly

<210> 20

<211> 13

<23i2> PRT

<213> homo sapiens
<400> 30
His val Gly Trp Giy Ser Arg Tyr Trp Tvr Phe A3p Leu
i 5 10
10
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<210>
<211>
<212>
<213>

<400>

31
300
PRT
homo

31

Met Ala Asn

Leu

Gin

Ala

Asp

Hig

Gly

Lys

Leu

145

Gly

Arg

Ser

Asn

Leu
Ile
Trp
50

Arg
Cys
Pro
Thr
Asp
130
Glu
Glu
Lys

Arg

Gly
210

Sexr

Leu

Ser

Cys

Gln

Cys

Gln

115

Leu

Asp

Phe

ASp

Arg

185

Ser

PCT/DK2006/000166
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sapiens

Cys

Arg

20

Val

Gly

val

Sexr

Asn

100

Thr

Ala

Thr

Asn

Cys

180

Phe

Axg

Glu

Pro

Lys

val

Ile

val

His

Leu

Thr

165

Ser

Ala

Ser

Fhe

ala

val

Gly

Thy

Pro

Gln

Leu

150

Ser

Asn

Glu

Ser

Gln

Leu

Thy

55

Thr

Glu

Cys

Phe

135

Gly

Lys

Asn

Ala

Ile
215

Pro

Leu

Glu

aAla

Glu

Asn

120

Thr

Tyr

Ile

Pro

Ala

200

Phe

val

Cys

25

val

Lys

Ile

Phe

Asp

105

Lys

Gln

Leu

Asn

Val

185

Cys

Asp

Ser

10

Leu

Val

Arg

His

Lys

g0

Tyr

Ile

val

Ala

Tyr

170

Ser

Asp

Livs

Gly

Gly

val

Phe

Pro

Gly

Gln

Leu

Gin

Asp

155

Gln

Val

Val

Asn

11

Asp

val

Pro

bro

60

Glu

Ala

Pro

Leu

Arg

140

Agp

Sexr

Phe

Val

Ser
229

Lys

Ser

Arg

45

Glu

Met

Phe

Leu

Trp

125

Asp

Leu

Cys

Trp

His

205

Thr

Pro

Ile

30

Trp

Thr

Arg

Met
110

Sexr

Met

Pro

Lys

190

val

Fhe

Cvys

i5

Leu

Arg

Val

His

Ser

95

Arg

Phe

Asp

175

Thr

Met

Gly

Cys

val

Gln

Leu

Val
80

Iile

Thr

Cys

160

Trp

val

Leu

Ser



Val

225

Trp

Pro

Phe

Lys

WO 2006/099875

Glu

vVal

Thr

Ser

Asn
280

<210>
<Z1i>
<212>
<213>

<400>

val

Ile

32
300
PR
homo

32

Met Ala Asn

Arg

Leu

His

Gly

Lvs

Ile

Trp

50

Arg

Cys

Pro

Thxr

Asp
130

: Ser

Leu

Sexr

Cys

Gln

Cys

Gln
115

PCT/DR2006/H0166
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His Asn Leu Gln Pro Glu Lys

iis

Lys

260

Lys

Glu

Gly

2£5

Glu

Asn

BsD

gapiens

Cys

Arg
20

Val

Gly

Val

Ser 1

Asn
100

Thr

UIF].
=]

Arg

vVal

His

230

Gly

Leu

Ile

Sexr

Phe

Ala

val

Gly

Tyr

70

Thr

Gln

Arg

Glu

Tyr

Ser
295

Ser

Leu

Thr

a5

Thx

Asn

Glu

[EXER

Sexr

Arg

280

Cys

Pro

Lieu

Ala

40

Thx

Gla

Glu

Asn
120

Thr

AsSD

Ile

265

Thr

val

Cys

25

val

Ile

Ser
250

Ile

Ser

Ser

Leu

val

;s Arg

Hig

nys
90

myr

il
[

Val

val
235

Arg

Sexr

Glu

Val

Pro
75

Gly

Leu

Gln

12

Gln

Lys

Phe

Ile
300

Asp

Val

Glu

Ala

Pro

Len

o i

=Y is]

Thr

Leu

Arg

Leu
285

Ser

Arg
a5

Glu T

Met

Phe

Leu

Leu Glu Ala

Cys

Agn
270

Gln

Ile L

30

Trp

Arg

iie

Met
110

Sexr

Gln
255

Ile

Cys

Cys

i5

Arg

val

His

Ser

95

Lys

Arg

Jhe

220

ASD

Gln

Val

Cvs

Val

Gin

—eu

Val

80

Lys

Leu

=1
—
U




Leu
145

Gly

Ser

Asn

val
225

Lys

Arg I

Leu

Gln

ala

WO 2006/099875

Glu

g Lys

Val

Thr

ser

Ala

Ile

D
0

wg

Arg

AsD

Phe

Asp

Arg

185

Sex

val

Ile

Cys
275

Pro

33
300
PRT
homo

33

Asn

Ser

Leu

35

Ser

Cys

PCT/DK2006/000166
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Leu Gly Tyr Leu Ala Asp Asp Leu Thy Trp Cys

Thr Leu

Asn Thr

Lo

Cys Sexr
180

Phe Ala
Arg Ser
Eis Asn
Zis Gly

245

Lys Glu
260

Lys Asn

Glu Asp

sapiens

Cys Glu
5

Arg Arg
20
Val vVal

Gly Proc

Val Lys

150

Ser

Asn

Glu

Leu
230

Gly

Ile

Ala

val

Gly

Tyr

Lys

Asn

Ala

Ile

215

Glu

oyr

Ser
295

Sexr

Leu

Thr

Thr

Pro

ala
200

Sexr

AXg

280

Cys

Leu

Ala

Thr

Glu

Asn

Val
185

Asp

: Asp

22 I
oy b=t
[SI 1]

Pro

Thr

val

Cys

25

Val

Ile

Tyr

170

Sex

AsD

Lys

Lys

Asp

Sex
10

Leu

val

His

155

Gln Ser

vVal Phe

val val

Asn Sex

220

Val Gln
235

r AYg Aép

Ser Lys

Lys Phe

Glu e

i~

=
f=)

Gly &sp

Gly val

Val Pro

Phe Pro

60

Dro Glu

13

Cys

Trp

Eis

205

Thr

Leu

Leu
285

Lys

Ser

Arg
45

Pro

Lys

196

val

Phe

Leu

Cys

Bsn

270

Gln

Pro

Ile

30

Trp

Thr

Arg

Asp
175

Thr

Met

Glu

Cys

15

Leu

Arg

val

His

160

Tre

Val

Leu

Sexr

Al

240

Asp

Vel

Cys

val

Gln

-1

val
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65 70 75 80

Asp Cys Gln Ser Val Trp aAsp Ala Phe Lys Gly Ala Phe Ile Ser Lys
85 50 95

His Pro Cys Asn Ile Thr Glu Glu asp Tyr Gln Pro Leu Met Lyvs Leu
104 190 110

uth

Gly Thr Gln Thr Val Pro Cys Asn Lys Ile Leu Leu Trp Ser Arg Ile
115 120 125

Lys Agp Leu Ala His Gln Phe Thr Gln val Gln Ary Asp Met Phe Thr
130 135 140

Leu Glu Asp Thr Leu Leu Gly Tyr Leu Ala Asp Asp Leu Thr Trp Cys
145 150 155 160

Gly Glu Phe Asn Thr Ser Lys Ile Asn Tyr Gln Ser Cys Pro Asp Trp
165 170 175

Arg Lvs Asp Cvs Ser Asn Asn Pro Val Ser Val Phe Trp Lys Thr Val
180 185 130

Ser arg Arg Phe Ala Glu Ala Ala Cys Asp Val Val His Val Met Leu
195 200 205

Asn Gly Ser Arg Ser Lys Ile Phe Asp Lys Asn Ser Thr Phe Gly Ser
210 215 220

val Glu val His asn Leu Gln Pro Glu Lys Val Giln Thr Leu Giu 2la
225 230 235 240

Trp Val Ile His Gly Glvy Arg Glu Asp Ser Arg 2asp Leu Cys Gln Asp
245 250 255

—
=
®

Pro Thr Ile Lvs Glu Leu @lu Ser Ile Ser Lys Arg Asn Ile Arg
260 265 270

Phe Ser Cys Lys Asn Ile Tyr Arg Pro Asp Liys Phe Leu Gln Cys val
275 280 288

Lys Asn Pro Glu Asp Ser Ser Cys Thy Ser 3lu Ile

290 295 300
<210> 34
<211> 300
<212> PRT

<213> homo saplens

14
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<4 00>

Met Ala Asn

Lieu

Gin

Ala

65

Asp

His

Lys

Leu

145

Arg

Ser

Asn

val

225

Trp

Trp

Arg

Glu

Lys

Arg

Gly

210

Giu

Val

34

Ser

Leu

35

Sexr

Cys

Gln

Cyvs A

Gln
115

Leu

Asp

AT

195

Sexr

Vel

cie

PCT/DK2006/000166
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Cys Glu Phe Ser Pro

Arg

20

val

Gly

val

ser

Ala

Asn

Cys
180

Phe

His &

Val

Pro

val

11

a

Val

Leu

Thr
165

Ser

Ser

Ala

val

Gly

Thy

Pro

Gln

Leu

150

Asn

CGiu

Ley
230

Gly

Gln

Leu

Thr

55

ASD

Glu

Cys

35

Gly

Lys

Asn

Ile
215

Gln

Leu

Ala

40

Thr

Glu

Glu

Asn
120

e Thr

Tyxr

Ile

Ala
200

Phie 7

Pro

val
Cys
25

val

Ile

Phe

Asp

105

Lys

Gin

Leu

Asn

Val
185

Cys ?

ASp

Ser Gly Asp Lys Pro Cys Cvs

10

Leu
Val
Arg
His
Lys
90

Tyr

Ilie

Tyxr
170

Ser

Lys

Lys

Ser
250

Gly

val
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