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A NI-301.59F1-VH (variable heavy chain)

FR1 === —m—mmm e e e CDR1-FR2-—————————— CDR2-—=—————————— FR3-
EVQLVESGGGLVQPGGSLRLSCVASGFTFSNYWMSWVRQAPGKGLEWVANINQDSEKY YVDSVKGRFAT
———————————————————————————— CDR3--—-———————————FR4-————————

SRDNSKNSLYLQOMNSLRVEDTGVYYCARDRYCSGGRCSRGNNWEDPWGQGTLVTVSS

NI-301.59F1-VL (variable kappa light chain)

EFTLTISSLOSEDFAVYYCQQYNNWPPYTFGQGTKVDIK

B NI-301.35G11 -VH (variable heavy chain)

FRl————mm—mmmmmmmmm e CDR1-FR2-—————————— CDR2————————————— FR3
EVQLVESGGGLVQPGGSLRLSCVASGFTFSSYAMSWVRQVPGKGLEWVSSISGSGDTTKYTDSVKGRET
————————————————————————————— CDR3---—-—-FR4—————————

ISRDNSKNTVFLOMSSLRAEDTALYYCVKDGSGRIDPFALWGQGTMVTVSS

NI-301.35G11-VL (variable kappa light chain)

FRL-=======—=—————————— CDRI-—===-===—=—~ FR2-=—=—=—=—=—~ CDR2---FR3-----
EIVMTQSPLSLPVTLGQPASISCRSSRSLVYSDGNIYLNWFQQRPGQSPRRLIYKVSNRDSGVPDRFSG
———————————————————————— CDR3-----FR4--—-———-

SGSDTDFTLRISRVEAEDVGVYYCMQGTHWPRTFGQOGTKVEIK

C NI-301.37F1-VH (variable heavy chain)

FRL == m e e e CDR1-FR2-———————————— CDR2-—————————— e
QVQLQESGPGLVKPSETLSLTCSVSGGSIISRSSYWGWIRQPPGKGLEWIGGIYHSGNTYDNPSLKSRL
—————————————————————————————— CDR3--——---FR4-————————

TMSVDTSKNQFSLNLRSVTAADTAVYYCARIVPGGDAFDIWGQGTMVTVSS

NI-301.37F1-VL (variable kappa light chain)

DFTLTISSLOPEDFATYYCQQOSYSSPPTEFGQGTKVEIK

Fig. 1
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D NI-301.2F5-VH (variable heavy chain)
FRl == m e e CDR1-FR2-—————————~— CDR2-———————— FR3

VSRDNSKNTEFYLOMNSLRIEDTAVYFCARGSGRAARHWEFDPWGQGTLVTVSS

NI-301.2F5-VL (variable lambda light chain)

GNTASLTISGLOQAEDEADYYCSSYTSSVTPHWVEFGGGTKLTVL

E NI-301.28B3 -VH (variable heavy chain)
FRl-——————mmmmmm e CDR1-—-FR2-—————————— CDR2-——————————— FR

TISVDTSKKKFSLKLSSVTAADTAVYYCARHSCSSASCYPPGFWEDPWGQGTLVTVSS

NI-301.28B3 -VL (variable kappa light chain)

EFTLTISSLOQSEDFAVYYCQQYNNWPPWTEGQGTKVEIK

F NI-301.119C12-VH (variable heavy chain)
FRL———m e m e e e CDR1---FR2-—————————— CDR2————————m e

TISIDTSKNQFSLNLRSVTAADTADYFCAREYCSGGNCYSREYYYMDVWGKGTTVTIVSS

NI-301.119C12-VL (variable lambda light chain)

GTSASLAITGLOAEDEAHYYCQSYDTTLSGSRVEGGGTKLTVL

Fig. 1 (continued)
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G NI-301.5D8-VH (variable heavy chain)

SLDTSKSQFSLRLNSVTAADTAVYYCARGSPVVLPGARFDPWGQGTLVTVSS

NI-301.5D8-VL (variable lambda light chain)
FRl——————————————————— - CDR1--FR2-—-——=—-——-— CDR2---FR3--—-——--

GNTASLTISGLOTEDEADYYCCSYAGSTKVEFGIGTKVTVL

H NI-301.9D5-VH (variable heavy chain)
S CDR1---FR2-—————————~- CDR2-——————————~- FR

TISVDTSKNQFSLRLTAVTAADTAVYYCARDCSGGSCPESYEDSWGRGTLVTVSS

NI-301.9D5 -VL (variable kappa light chain)

DFTLTISRLETEDSAVYYCQQRTNWPPHLTEFGGGTKVEIK

| NI-301.104F5-VH (variable heavy chain)
S CDR1-FR2-—————————~— CDR2—-———————————— FR3

VSRDNSKNTLYLOMNSLRAEDTAVYYCARDGIAATYADYWGQGTLVTVSS

NI-301.104F5-VL (variable kappa light chain)

DFTLTISSLEPEDFAVYYCQQRSNWPITEFGQGTRLEIK

Fig. 1 (continued)
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J NI-301.21F10-VH (variable heavy chain)

RETVSRDNARSSVYLQOMDSLTVEDTAIYYCARPRYCTSGGCYEFDNWGQGTLVTIVSS

NI-301.21F10-VL (variable lambda light chain)

DNTAFLTISGLQTEDEADYFCCIYVGRSSVEGGGTKLTVL

K NI-301.9G12-VH (variable heavy chain)
FRl==== = —mm e e e e CDR1--FR2--——=————=~ CDR2-=======—=—— FR3

ISVDTSKNQLSLKLSSVTAADTAVYYCARGEDTSGSHRPLSTDYWGQGTLVTVSS

NI-301.9G12-VL (variable lambda light chain)

TSATLGITGLQTGDEADYYCGTWDSSLSAYVEFGTGTKVTVL

L NI-301.12D3-VH (variable heavy chain)
FRl==== = —mm e e e e CDR1-FR2-——=——=——=—~ CDR2-======—————— FR3

ISRDNSKNTVEFLOMNSLRADDTAVYFCAREPSSTWAFDYWGQGTLVTVSS

NI-301.12D3-VL (variable lambda light chain)

GNTASLTISGLQAEDEADYFCCSYAGTGTLVFGGGTKLTVL

Fig. 1 (continued)
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M NI-301.37F1-PIMC VH (variable heavy chain)

TMSVDTSKNQFSLNLRSVTAADTAVYYCARIVPGGDAFDIWGQGTMVTVSS

N NI-301.44E4 VH (variable heavy chain)
= CDR1--FR2-—————————~— CDR2-——————————~- FR3

ISRDKSKNTLSLOMNSLRAEDTAVYYCAKGAWEIPTYEFDNWGQGTLVTVSS

NI-301.44E4 VK (variable lambda light chain)

EFTLIVSSLOSEDFAVYYCQQYNNWPPTWTFGQGTKVEIK

@) NI-301.18C4 VH (variable heavy chain)
FRL=—=mmmmmmmm e e e CDR1--FR2-—————————- CDR2-=—==m=—m————— FR3

VSRDNAKNMVELQLDNLTVDDTATYYCGKDGNCDETSCYLRGMDVWGQGTTVTVSS

NI-301.18C4 VL (variable lambda light chain)

TSATLDIAGLQPGDEAEYFCGSWGNSENFYYVEFGSGTRVTVL

Fig. 1 (continued)
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P NI-301.11A10-VH (variable heavy chain) (PIMC by default)

TMSIVTSRNQFSLKLSSVTAADTAVYYCTRMGEGGRDYWGQGTLVTVSS

NI-301.11A10- VK (variable kappa light chain) (PIMC by default)
FRl-———————————————————— CDR1------- FR2-—-————————— CDR2---FR3-——-—-——-—

NISVDTPKKQFFLKLTSLTAADTAVYFCAREGQYCSGGSCYPEYWGQGTLVTVSS

NI-301.3C9-VL (variable lambda light chain)

ATLTISGTQAMDEAEYYCQAWAFPYVVEGGGTKLTVL

R NI-301.14D8 -H (variable heavy chain)
FRl==== = —mm e e e e CDR1-FR2-——=——=——=—~ CDR2-======—————— FR3

IFRDNAKNFLSLOMNRLRAEDTAVYFCARIVGVIPSADPYYLDSWGQGTLVTVSS

NI-301.14D8-VL (variable lambda light chain) (PIMC by default)
FRlI-—————————————————— CDRl--———————-— FR2-——————————~— CDR2---FR3--—-—-——-

GNTASLTVSGLLAGDEADYYCCSFAGRVSLVFGGGTKLTVL

Fig. 1 (continued)
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S NI-301.9X4-VH (variable heavy chain) (PIMC by default)

SVDTSKNHVSLRLTSVTAADTAVYYCARDYYYYMDVWGKGTTVTVSS

NI-301.9X4-VL (variable lambda light chain) (PIMC by default)

VMLTISGVQAEDEADYYCKSADSSGTYWVEGGGTKLTVL

T NI-301.14C3-VH (variable heavy chain) (PIMC by default)
FRI-—————mmmmmmmmm e CDR1-FR2--—-———————— CDR2-——————————— FR3-

SRDNSKNTLYLOMNSLRAEDTAVYYCAKIYRSGNTGYSYDYWGQGTLVTVSS

NI-301.14C3-VL (variable lambda light chain)

ATLTISGTQAMDEADYFCQAWDSSTSHVVEFGGGTRLTVL

Fig. 1 (continued)
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Anti-mouse IgG2a
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Fig. 13
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Mouse #1 Mouse #2 Mouse #3 Plasma

- 37F1 - 37F1 lIsotype  37F1
t=0 t=48h t=0 t=48h  t=48h In vitro

Mouse #1 Mouse #2 Mouse #3 Plasma
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Fig. 14
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