Sequence | missed | FDR | PTM | BLAST |Database presence in isoforms
GIGNLELVAYR 0 | «1% | none | OK | Peanut | present in7 protein isoforms of Ara H1
Figure 1A
#1 b b Seq. y* v #2
11 58.02875 1 29.51801 G 11
2 1159.07643 | 80.04185 T 1071.621536.312 10
3 216.0979 (108.55259 G 970.568/485,788 ©
4 1 330.14083 1165.57405 N 913.5471457.277 8
51 44332249 1222.11609 L 799.504400.255] 7
6| 572.2675 286.63738 E 686.42 343,713 6
7 1 685.35157 343.17942 L 557.3771279.192 5
8 1784.41999 392.71363 Y 444,293 22265 4
8 |1 855.45711 1428.23218 A 345.225/173.1161 3
10195452553 | 477.7664 Y 274.1871137.597 2
11 R 175.119188.0631 1

Figure 1B
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