SEQUENCES PCT.IXY
SEQUENCE LISTING

<110> PIERRE FABRE MEDICAMENT

<120> anti-cMet antibody
<130> D27117

<140> PCT/EP2009/066201
<141> 2009-12-02

<150> PCT/IB2008/055663
<151> 2008-12-02

<150> UuUs% 61/184,502
<151> 2009-06-05

<160> 117

<170> PatentIn version 3.3
<210> 1

<211l> 8

<212> PRT

<213> mus musculus

<400> 1

Gly fyr Ile Phe Thr Ala Tyr Thr
1 5

<210> 2

<211> &

<212> PRT

<213> mus musculus

<400> 2

Ile Lys Pro Asn Asn Gly Leu Ala
1 5

<210> 3

<211> 11

<212> PRT

<213> mus muscuius

<400> 3

Ala Arg Ser Glu Ile Thr Thr Glu Phe Asp Tyr
1 5 10
<210> 4

<211> 118

<212> PRT

<213> mus musculus

<400> 4
Gln val ¢ln rteu val GlIn sSer Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Ala Tyr
20 25 30
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Thr Met

Gly Trp
50

GIn Gly
65

Met Glu

Ala Arg

Leu val

<210>
<211>
<212>
<213>

<400>
i

<210>
<21l>
<212>
<213>

<400>
Arg Ala
1

«<210>
<211
<212>
<213>

<400>
1

<210>
<211>
<212>
<213>

<400>

His
35

Ile
Arg
Leu

Ser

Thr
115

5
10
PRT

Trp

Lys

val

Ser

Glu

100

val

val

Pro

Thr

Arg

85

Ile

Ser

mus muscutus

5

6
3
PRT

Glu Ser val Asp Ser
5

mus musculus

6

Ser

7
9
PRT

mus mUSculus

7

8
112
PRT

GIn GIn Ser Lys Glu
5

mus musculus

8

SEQUENCES PCT.tXt

Arg GIn Ala Pro Gly GlIn Gly Leu
40 45

Asn Asn Gly Leu Ala Asn Tyr Ala
55 60

Met Thr Arg Asp Thr Ser Ile Ser
70 75

Leu Arg Ser Asp Asp Thr Ala val
90
Thr Thr Glu Phe Asp Tyr Trp Gly

105

Ser

Tyr Ala Asn Ser Phe
10

Asp Pro Leu Thr

Glu

Gin

Thr

TyT

Gin
110

Trp

Lys

Ala

Tyr

95

Gly

Met

Phe

Cys

Thr

asp Ile val Leu Thr Gln Ser Pro Asp Ser Leu Ala val Ser Leu Gly

i

5

10
Page 2

15



Glu

Ala

Lys

Arg

65

Ser

Arg

Asn

Leu

50

Phe

Leu

Ala

ser

35

lL-eu

ser

Gln

Glu Asp Pro

<210>
<211>
<212>
<213>

<400>

9
112
PRT

Thr

20

Phe

ITe

Gly

Ala

Leu
100

Ile

Met

Tyr

ser

Glu

85

Thr

mus muscuius

9

Asp Ile val Met Thr

1

Giu
Ala
LysS
Arg
65

ser

Glu

Arg
ASn
Ley
50

Phe

Leu

Asp

<210
<211>
<212>
<213>

<400>

Ala

Ser

35

Leu

ser

Gin

Pro

10
112
PRT

Thr

20

Phe

Ile

Gly

Ala

Leu
100

5

Ile

Met

TYyp

Ser

Glu

85

Thr

mus musculus

10

Asn
His
Arg
Sy

AsSD

Phe

¢1n
ASn
His
ATg
Gly
70

ASp

Phe

cys

Trp

Ala

35

Ser

val

Gly

Ser

Cys

Trp

Ala

55

Ser

val

Gly

LYS

Tyr

40

Ser

Arg

Ala

Gly

Pro

Lys

TYr

40

Ser

Gly

Ala

Gly

SEQUENCES PCT.tXT

ser ser Glu Ser vall

25

Gin

Thr

Thr

val

Asp

Ser

25

Gin

Thr

Thr

val

Gin

Arg

Asp

TYr

Thr

ser

10

Ser

Gln

Arg

Asp

TYr

90

The

Page 3

Lys

Glu

Phe

75

Tyr

Lys

Leu

Glu

Lys

Glu

Phe

75

Tyr

Lys

Pro

ser

60

Thr

Cys

val

Ala

Ser

Pro

Ser

60

Thr

Cys

val

Gly

45

Gly

Leu

GIn

Glu

val

val

Gly

45

Gly

l.eu

Gln

Giu

ASp

30

GlIn

val

Thr

Gin

Ile
110

ser

Asp

30

Gln

val

Thr

Gin

Ile
116

Ser

Pro

Pro

Tle

Ser

95

Lys

Leu
C
3

Ser

Pro

PTro

Ile

Ser

95

Lys

Tyr

Pro

ASD

ser

80

Lys

Arg

Gly

Tyr

Pro

Asp

Ser

80

Lys

Arg



Asp Ile val

Glu Arg Ala

Ala Asn Ser
35

Lys Leu Leu
50

Arg Phe Ser
65

ser Leu GIn

Glu Asp Pro
<216> 1l
<211i> 24
<212> DNA
<213> mus
<400> 11
ggctacatct
<2310> 12
<211> 24
<212> DNA
<213> mus
<400> 12
attaaaccca
<210> 13
<211> 33
<212> DNA
<213> mus
<400 13
gccaggaglg
<210> 14
<213> 354
<212> DNA
<213> mus
<400> 14
caggtccage
agctgtaagg
ccrgggcagy
gcccagaaat

met Thr

Thr Ile

20

Phe Leu

Ile Tyr

Gly Ser

Ala Glu

85

teu Thr
100

musculus

SEQUENCES PCT.tXT
Gln Ser Pro Asp Ser Leu Ala val Ser Leu Gly
10 15

Asn Cys Lys Ser Ser Glu Ser val Asp Ser Tyr
25 30

His Trp Tyr Gln Gin Lys Pro Gly Gln Pro pro
.40 45

Arg Ala Ser Thr Arg Giu Ser Gly val Pro Asp

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Sser
70 75 80

Asp val Ala val Tyr Tyr Cys GIn Gln Ser Lys
90 95

phe Gly Gly Gly Thr Lys val Glu Ile Lys Arg
105 110

trcacagcata cacc

muscuius

acaatgggct ggcec

musculus

aaattacaac agaattcgat tac

musculus

tggtgcaatc cggcgcagag gtgaagaagc caggcgettc cgtgaaggig

cctctggeta catcttcaca gcatacacca tgcactgggt gaggcaaget

gactggagtg gatgggatgg attaaaccca acaatgggct ggccaactac

tccagggtag ggtcactatg acaagggata ccagcatcag caccgcatat
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24

33

60
120
180
240



SEQUENCES PCT.tXT

atggagctga gcaggctgag gtctgacgac actgctgtct attattgcegc caggagcgaa 300
attacaacag aattcgatta ctgggggcag ggcaccctgg tgaccgtgtc ctct 354
<210> 15

<211> 30

<212> DNA

<213> mus muscuius

<400> 15

gaatctgtgg actcttacgc aaacagcttt 30
<210> 16

<21l> 9

<212> DNA

<213> mus muscuius

<400> 16

agggctrct 9
<210> 17

<211> 27

<212> DNA

<213> mus musculus

<400> 17

cagcagtcca aggaggacce cctgact 27
<210> 18

<211> 333

<212> DNA

<213> Tus musculus

<400> 18

gacattgtgc tgacccagtc tcccgatage ctggccgtgt ccctgggcga gagggetace 60
atcaactgta aaagctccga atctgtggac tcttacgcaa acagcetttat gcactggtat 120
cagcaaaage caggccaacc tccaaagetg ctgatttaca gggcettctac cagggagage 180
ggcgtgeccg ataggttcag cggatctgge agcaggaccg actttacact gaccatctcc 240
agcctgcagyg ccgaagatgt ggcagtctat tactgecage agtccaagga ggaccccctg 300
actttcgggg gtggtactaa agtggagatc aag 333
<210> 19

<211> 333

<212> DNA

<213> mus musculus

<400> 19

gacattgtga tgacccagtc tcccgatagc ctggecgtgt coctgggega gagggotace 60
atcaactgta aaagctccga atctgtggac tcttacgcaa acagettiat gcactggtat 120
cagcaaaagc caggccaacc tccaaagctg ctgatttaca gggettctac cagggagage 180
ggcgtgeecy ataggttcag cggatctggc agcggcaccg actitacact gaccatctec 240
agcctgeagg ccgaagatgt ggcagtctat tactgccage agtccaagga ggacccectg 300
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SEQUENCES PCT.IXt

actttcgggy gtggtactaa agtggagatc aag ' 333
<210> 20

<211> 333

<212> DNA

<213> mus musculus

<400> 20

gacattgtga tgacccagtc tcccgatagc ctggcecgtgt ccctgggcga gagggetacc 60
atcaactgta aaagctccga atctgtggac tcttacgcaa acagctitct gcactggtat 120
cagcaaaagc caggccaacc tccaaagctg ctgatttaca gggcttctac cagggagago 180

ggcgtgccey ataggttcag cggatctgge agcggcaccg actttacact gaccatctec 240

agcctgcagg ccgaagatgt ggcagtctat tactgecagc agtccaagga ggacceectg 300

actttcgggg gtggtactaa agtggagatc aag 333
<210> 21

<211> 13

<212> PRT

<213> artificial sequence

<220>
<?23> consensus artificial hinge proteic seguence

<220>

<221> MUTAGEN
<222> {(1)..(L)
<2723> Xaa 1s P or R

<220>

<221> MUTAGEN

<222> (2)..(2)
<223> Xaa is K or R

<220>

«<221> MUTAGEN

<222> (33..{3

<223> Xaa is S, D or nothing

<220>

<221> MUTAGEN

<222> (5)..(5)

<223> Xaa is G, D or nothing

<220>

<221> MUTAGEN

<222 (7)..(7)

<223> Xaa is K, Hor V

<220>

<221> MUTAGEN

<222> (8)..(8)

<223> Xaa isE, P, T or nothing

<220>

<221> MUTAGEN
<222> (10)..(10)
<223> Xaa is P or I

<220>
<221> MUTAGEN
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<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
«212>
<213>

<220>
<Z223>

<400>

(11)..0150
Xaa is P or nothing

MUTAGEN
(13)..(13)
Xaa is Por T

21

Xaa Xaa Xaa Cys Xaa Cys Xaa Xaa
5

22

i1

PRT

artificial sequence

artificial hinge derived

22

Arg Lys Cys Cys val Giu Cys Pro
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

23

12

PRT

artificial sequence

artificial hinge derived

23

Pro Arg Asp Cys Gly Cys Lys Pro
1 5

<210>
<211
<212>
<213>

<220>
<223>

<400

24

12

PRT

artificial sequence

artificial hinge derived

24

Pro Lys ser Cys Gly Cys Lys Pro

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

25

12

PRT

artificial sequence

artificial hinge derived

25

Pro Lys Ser Cys Gly Cys Lys Pro

1

5

SEQUENCES PCT.TXT

Cys Xaa Xaa Cys Xaa
10

from IgG2

Pro Cys Pro
10

from IgGl

Cys Ile Cys Thr
10

from IgGl

cys Ile Cys Thr
10

from IgGl

Cys Ile Cys Pro
10

Page 7



<210>
<211>
<212>
<213>

<220>
<223>

<400>

26

13

PRT

artificial seguence

artificial hinge derived

26

pPro Arg Asp Cys Gly Cys Lys Pro
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

27

13

PRT

artificial seqguence

artificial hinge derived

27

Pro Arg Asp Cys Gly Cys His Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

aggaagtgct gtgtggagtyg ccccccctgce cca

<210>
' <211
<212>
<213>

<220>
<223>

<400>

ccccgggact gtgggtgcaa gccttgeatt tgtacc

28

12

PRT

artificial seguence

artificial hinge derived

28

Pro Lys Ser Cys Asp Cys His Cys
5

29

33

PNA

artifticial seguence

artificial hinge derived

29

30
36
PNA
artificial sequence

SEQUENCES PCT.tXT

from IgGi

Cys Pro Pro Cys Pro
10

from 1gGl

Cys Pro Pro Cys Pro
10

from IgGl

Pro Pro Cys Pro
10

from IgG?2

33

artificial sequence derived from IgGl

30

36
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SEQUENCES PCT.tEXL

<210> 31

<211> 36

<212> BDBNA

<213> artificial seqguence

<220>

<223> artificial hinge derived from IgGl

<400> 31

cccaagagct gtgggtgcaa gecttgcatt tgtacc 36
<210> 32

<211> 36

<212> DNA

<213> artificial seguence

<220> _ )

<223> artificial hinge derived from IgGl

<400> 32

ccaaagagct gcggctgcaa gecttgtatc tgteccc 36
<210> 33

<211> 39

<212> DNA :

<213> artificial seguence

<220>

<223> artificial hinge derived from IgGl

<400> 33

ccacgggact gtggctgcaa gccctgecct ccgtgteca 39
<210> 34

<211> 39

<212> DNA

<213> artificial sequence

<220>

<223> artificial hinge derived from IgGl

<400> 34

cccagagact gtgggtgrca cacctgecct cottgtect 39
<210= 35

<211> 36

<212> DNA

<213> artificial sequence

<220>

<223> artificial hinge derived from IgGl

<400> 35

cecaaaagct gegattgeca ctgtocteca tgtoca 36
<210> 36

<211> 443

<212> PRT

<213> mus musculus
<400> 36

Gln val ¢In Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
Page 9



Ser

Thr

Glin

65

Met

Ala

Leu

Leu

cys

145

sSer

Ser

Asn

Asn

Pro

225

Pro

Thr

Asn

val

Met

Trp

50

Gly

Glu

Arg

val

Ala

130

Leu

Gly

ser

Phe

Thr

210

Pro

Pro

Cys

Trp

Lys

His

35

Ile

Arg

Leu

ser

Thr

115

Pro

val

Ala

Gly

LysS

Cys

Lys

val

Tyr

val

20

Trp

Lys

val

ser

Glu

100

val

Cys

Lys

Leu

Leu

180

Thr

val

Pro

Pro

val

260

val

Ser

va'l

Pro

Thr

Arg

85

Ile

Ser

Ser

Asp

Thr

165

Tyr

Glin

Asp

Ala

Lys

245

val

Asp

cys

Arg

AsSh
Met
70

Leu
Thr
ser
ATg
TYr
150
Ser
Ser
Thr
L.yYsS
Pro
230
Asp

Asp

Gly

LysS

Gin

Asn

55

Thr

Arg

Thr

ala

Ser

135

Phe

Gly

Leu

Tyr

Thr

215

PIo

Thr

vai

val

Ala

Ala

40

Gty

Arg

ser

Glu

sSer

120

Thr

Pro

val

5er

Thr

200

val

val

Leu

sSer

Glu

SEQUENCES PCT.txt

Ser

25

Pro

Leu

Asp

ASD

Phe

105

Thr

Ser

Glu

His

Ser

185

cys

Glu

Ala

MetT

His

265

val

10

Gly Tyr Ile Phe

Gly

Ala

Thr

Asp

90

ASD

Lys

Glu

Pro

Thr

170

val

AsSh

Arg

Gly

Ile

250

Glu

Gln

Asn

ser

75

Thr

TYr

Gly

Ser

val

155

Phe

val

val

LYS

Pro

235

Ser

ASp

Gly

TV

60

Tle

Ala

Trp

Pro

Thr

140

Thr

Pro

Thr

Asp

Cys

220

Ser

Arg

Pro

His Asn Ala
. page 10

Leu
45

Ala
Ser
val
Gly
Sar
125
Ala
val
Ala
val
His
205
Cys
val
Thr

Glu

Lys

Thr

30

Giu

Gin

Thr

Tyr

Gln

110

val

Ala

ser

val

Pro

190

Lys

val

Phe

Pro

val

270

Thr

15

ala

Trp

LysS

Ala

Tyr

95

Gly

Phe

Leu

Trp

l.eu

175

ser

Pro

Glu

Leu

Glu

GIn

Lys

Tyr

Met

Phe

Tyr

80

Cys

Thr

Pro

Gly

Asn

160

Ser

Ser

Cys

rhe

240

val

Phe

Pro



Arg

val

305

ser

Lys

Glu

Phe

Ghu

385

Phe

Gly

Tyr

275

Glu
290
val
Asn
Gly
Glu
TYyr
370
ASN
Phe

Asn

Thr

<210>
<211>
<212>
<213>

<400>

Gclu
Hjs
Lys
Gln
Met
355
Pro
Asn
Leu
val
Gln

435

37
445
PRT

Gin

Gln

Gly

Pro

340

Thr

sSer

Tyr

Tyr

Phe

420

Lys

Phe

AsD

Leu

325

Arg

Lys

Asp

Lys

Ser

405

Ser

Ser

mus muscuius

37

Gin val Glin

1

ser val Lys

* Thr Met His

35

Gly Trp Ile
50

Gln Gly Arg
65

Ley

val

20

Trp

LYyS

val

val

5

ser

val

Pro

Thr

Asn

Glu
Asn
I'le
Thr
390
Lys

Cys

feu

Gln

Cys

Arg

Asn

Met

70

ser

295

Leu

Ala

Pro

Gin

Ala

375

Thr

Leu

ser

Ser

Ser

Lys

Gin

Ash

55

Thr

280

Thr

Ash

Pro

Gln

val

360

val

Pro

Thr

val

Leu
440

Gly

Ala

Ala

40

Gly

Arg

SEQUENCES PCT.TXT

Phe

Gly

Ile

val

345

Ser

Glu

Pro

val

Met

425

ser

Ala

ser

25

Pra

Leu

ASp

285

arg val val Ser

Lys
Glu
330
Tyr
Leu
Trp
Met
Asp
4310

His

Pro

Glu
10

Gly
Gly

Ala

Thr

Glu

315

Lys

Thr

Thr

Glu

Leu

395

Lys

Glu

Gly

val

TYr

Gin

Asn

Ser

3600

Tyr

Thr

Leu

cys

Ser

380

ASD

Ser

Ala

Lys

Ite

Gly

Tyr

60

Ile

Page 11

Lys

Ile

Pro

leu

365

ASn

Ser

Arg

Leu

Lys

Phe

Leu

45

Ala

Ser

val

Cys

Ser

Pro

350

val

Gly

ASp

Jrp

His
430

Pro

Thr

30

Glu

Gin

Thr

Leu

Lys

Lys

Glin

Gly

Gin

415

Asn

Gly

15

Ala

Trp

Lys

Ala

Thr

val

320

Thr

Arg

Gly

Pro

Ser

400

Gln

Tyr

Met

phe

Tyr
80



Met

‘Ala

Leu

Leu

Cys

145

Gly

ser

Leu

Thr

Pro

225

Phe

val

Phe

Pro

Thr

305

val

Ata

Glu

Arg

val

Ala

130

L.eu

Ala

Gly

Gly

Lys

Pro

Bro

Thr

ASH

ser

LysS

Leu

Ser

Thr

115

Pro

val

lL.eu

Leu

Thr

195

val

cys

Pro

Cys

Trp

275

Glu

Leu

Asn

Gly

Ser

Glu

100

val

Ser

LyS

Thr

TYF

180

Gin

Asp

Pro

Lys

val

260

Tyr

Glu

His

Lys

GIn
340

Arg

85

Ile

Ser

Ser

ASp

Ser

165

ser

Thr

Lys

Ala

Pro

245

val

val

Gn

GIn

Ala

325

Pro

Leu

Thr

Ser

Lys

Phe

150

Gly

Leu

Tyr

Arg

Pro

230

Lys

val

ASp

TYyr

Asp

310

Leu

Arg

Arg

Thr

ser
135
Pro

val

Ser

val

215

Glu

ASp

ASp

Gly

Asn

295

Tep

Pro

Glu

Ser

Glu

Ser

120

Thr

Glu

Ser

cys
200

Glu P

Leu

Thr

val

val

280

ser

Leu

Ala

Pro

SEQUENCES PCT.tXT

Asp

Phe

105

Thr

Ser

Pro

Thr

val

185

Ast

Leu

Leu

Ser

265

Glu

Thr

Asn

Pro

Gin
345

Asp Thr Ala val

90

AsSp

LyS

Gly

val

Phe

170

val

val

LysS

Gly

Met

250

His

va'l

Tyr

Gly

Iie
330

Tyr

Gly

Gly

Thr

155

Pro

Thr

ASN

s5er

Gly

Ile

Glu

His

Arg

Lys

315

Glu

Trp

Pro

Thr

140

va'

Ala

vai

His

ser

Asp

ASh

val

300

Glu

Lys

val Tyr Thr

page 12

Gly

ser

125

Ala

Ser

val

Pro

Ser

Arg

Pro

Ala

285

val

Tyr

Thr

l.ey

Tyr

Glin

110

val

Ala

Trp

l.eu

Ser
1390

S Pro

Cys

val

Thr

Glu

270

LysS

sSer

Lys

Ile

Pro
350

Tyr

95

Gly

Phe

Leu

Asn

Gln

175

ser

Ser

Phe

Pro

255

val

Thr

val

Cys

Ser

335

Pro

cys

Thr

Pro

Gly

Ser

160

ser

ser

Asn

l.eu

240

Glu

Lys

LYS

Leu

Lys

Ser



Arg

Gly

Pro

3835

Ser

Gin

Giu

rPhe

370

Glu

Phe

Gly

Glu
355
Tyr
ASn

Phe

Asn

His Tyr Thr

<210
<211
<212>
<213>

<400>

435

38
218
PRT

Met

Pro

Asn

Leu

val

420

Glin

Thr

Ser

Tyr

Tyr

405

Phe

Lys

mus musculus

38

Asp Ie val

1

Glu

Ala

Lys

Arg

65

Ser

Glu

Thr

Leu

Arg

Asn

Leu

50

Phe

Leu

Asp

val

LysS

Ala

Ser

35

lLeu

Ser

Gln

Pro

Ala

115

Ser

Leu

Thr

20

Phe

Ile

Gly

Ala

Leu

100

Ala

Gly

Thr
5
Ite
Met
Tyr
Ser
Glu
85
Thr

Pro

Thr

Lys

Asp

Lys

Ser

Ser

ser

Glin

Asn

His

Arg

Gly

70

AsSp

Phe

ser

Ala

Asn

Ile

375

Thr

Lys

Cys

Leu

Ser

Ccys

Trp

Ala

55

Ser

val

Gly

val

ser
i35

Glin

360

Ala

Thr

Leu

ser

ser
440

Pro

LYS

Arg

Ala

Gly

rhe

120

val

SEQUENCES PCT.tXt

val Ser Leu

val

Pro

Thr

val

425

L.eu

Asp

Ser

25

Gln

Thr

Thr

val

Gly

Ile

val

Glu

Pro

val

410

Met

Ser

sSer
¥t
LU

Ser

Gin

Arg

Asp

Tyr

20

Thr

Phe

Cys

Page 13

Trp

val

395

ASp

His

Pro

Leu

Glu

Lys

Glu

Phe

75

Tyr

Lvs

Pro

l.eu

Thr

Glu

380

lL.eu

Lys

Glu

Gly

Ala

ser

Pro

Ser

60

Thr

cys

val

Pro

Leu
140

Cys

365

Ser

ASD

ser

Ala

Lys
445

val

val

Gly

45

Gly

l-eu

Gln

Glu

ser

125

Asn

Leu

Asn

ser

Arg

Leu
430

Ser

Asp

30

Glin

val

Thr

Gln

Ile

110

Asp

AsSn

val

Gly

ASp

Leu

15

ser

Pro

Pro

Ile

ser

95

Lys

Glu

Phe

Lys

Glin

Gly

Gin

Asn

Gly

TYr

Pro

ASp

ser

80

LyS

Arg

Gln

Tyr



Pro

145

Gly

Tyr

His

val

Arg

Asn

Ser

Lys

Thr
210

<210>
<21%>
<212>
<213>

<400>

Glu

Ser

Leu

val
195

Lys

39
218
PRT

Ala

Gln

Ser

180

Tyr

Ser

Lys

Gly

165

Ser

Ala

Phe

mus musculus

39

Asp Ile val Met Thr

1

Glu

Ala

Lys

ATQ

65

Ser

Glu

Thr

Leu

Pro
145

Arg

Asn

Leu

50

Phe

Leu

ASD

val

LYS

Arg

Ala

Ser

35

Leu

Ser

Gin

Pro

Ala

115

Ser

Glu

Thr

20

Phe

Ile

Gly

Ala

Leu

100

Ala

Gly

Ala

5

Ile

Met

Tyr

Ser

Glu

85

Thr

Pro

Thr

Lys

val

150

ser

Thr

Cys

ASN

Glin

Asn

His

Arg

Gty

70

Asp

Phe

Ser

Ala

val
150

Glin

va'

Leu

Glu

Arg

Sar

Cys

Trp

Ala

55

sar

val

Gly

val

Ser
135

Gln

Trp

Thr

Thr

val

200

Gly

Pro

Lys

TYr

Ser

Gly

Ala

Gly

Phe

120

val

Trp

SEQUENCES PCT.tXT

Lys val Asp Asn Ala

Glu

Leu
185

Thr

Glu

Asp

Ser

25

Gn

Thr

Thr

va'

val

Lys

Glin
i70

sSer

Cys

Ser

-10

ser

Gln

Arg

ASpP

Tyr

90

Thr

Phe

Cys

val

155

Asp

Lys

Gin

Leu

Glu

Lys

Glu

Phe

75

Tyr

Lys

Pro

Leu

Ser

Ala

Gly

Ala

ser

Pro

ser

60

Thr

Cys

val

Pro

Leu

1490

Asn

LYS

Asp

Leu
205

va'l

val

Gly

45

Gly

Leu

Gln

Glu

Ser

125

AsSn

Ala

Leu

Asp

TYr
190

ser-

Ser

Asp
30

Gin

val

Thr

Gin

Ile

110

Asp

Asn

l.eu

Gin
Ser
175

Glu

Ser

Leu
15

Ser
PO
Pro
Ile
Ser
95

LysS
Glu

Phe

Gin

Ser
160
Thr

Lys

Pro

Gly

Tyr

Pro

ASp

ser

80

Lys

Arg

Tyr

ser
160



Gly Asn
Tyr ser
His LysS

val Thr
210

<210>
<211>
<212>
<213>

<400>
Asp Ile
1
Glu Arg
Ala Asn
iys Leu
30
Arg Phe
65
Seir Led
Glu Asp
Thr val
Leu Lys
Pro Arg
145

Gly Asn

Tyr ser

Ser Gin

Leu ser
180

val Tyr
195

Lys Ser

40
218
PRT

Glu

165

Ser

Ala

Phe

mus muscutus

40

val Met

Ala Thr
20

ser Phe
35
teu Ile
ser Gly
Gin Ala
Pro lLeu
100
Ala Ala

~ 115

Ser Gly

Glu Ala

sar Gln

lLeu Ser

Thr

5

Ile

Leu

Tyr

ser

Pra

Thr

LYS

Glu

165

ser

Ser

Thr

Cys

Asn

Gin

Asn

His

Arg

Gly

70

ASD

phe

ser

Ala

val

150

Ser

Thr

val

Ley

Gly

Ser

Cys

Trp

Ala

Ser

val

Gly

val

ser

135

Gin

val

Leu

Thr

Thr

val

200

Gly

Pro

Lys

Tyy

40

Ser

Gly

Ala

Gly

Phe

120

val

Trp

Thr

Thr

SEQUENCES PCT.TXT
Glu GIn Asp Ser Lys

Ley
185
Thr

Glu

Asp
Ser
25

Gin
Thr

Thr

val

val

Lys

Glu

Leu

170

ser Lys Ala Asp

His Gin Gly Leu

Cys

Ser
10

Ser
Gin
Arg
ASp
Tyr
90

Tht
Phe
Cys

va'i

Gin
170

l.eu

Glu

Lys

Glu

Phe

75

Tyr

LYS

Pro

Leu

ASp

Ala

ser

Pro

Ser

60

Thr

Cys

val

Pro

Leu

140

Asn

Ser

ser Lys Ala
Page 15

205

val

val

Gly

45

Gly

L.eu

Gln

Glu

Ser

125

Asn

Ala

Lys

ASp

AsD
Tyr

190

Ser

Ser

ASp

30

Gln

val

Thr

Gln

Iie

110

ASp

ASh

Leu

ASp

Tyr

Ser
175
Glu

sSer

Leu

15

Ser

Pro

Pro

Ile

Ser

95

LysS

Glu

Phe

Gin

Ser

175

Glu

Thr

Lys

Pro

Gly

Tyr

Pro

ASp

Ser

80

LyS

Arg

Gin

TY"P

Ser

160

Thr

Lys



180

SEQUENCES PCT.tXE

185 190

His Lys val Tyr Ala Cys Glu val Thr His Glin Gly Leu Ser Ser Pro
200

195

val Thr Lys Ser Phe Asn A
2

210

<210
<211>
<212>
<213> mus

<400> 41
caggtccage

41
1332
DNA

agctgtaagg
ccrgggcagg
gcccagaaat
atggagctga
attacaacag
accaagggcec
gccgeectygy
agcggagecce
tacagcctga
tgraacgtgy
tgtgtgoagt
ccoccccaage
gtggacgtgt
gtgcacaacg
tccgtgotga
tccaacaagq
agagagccac
tcectgacct
aacggccage
ttctteetgt
agetgotecy
tceecagget
<210>
<211>

<212>
<213>

42
1341
DNA
mus

musculus

tggtgcaatc
cctctggcta
gactggagtg
tccagggtag
gcaggctgag
aattcgatta
caagcgtgtt
gctgeetggt
tgaccagegg
gcagcgrggt
accacaagee
gceeeeccty
ccaaggacac
cccacgagga
ccaagaccaa
cegtggtgea
gecrgeeage
aggtctacac
gtctggtgaa
ccgagaacaa
acagcaagcet
tgatgcacga

ga

muscutus

cggcgcagag
catcttcaca
gatgggatgg
ggtcactatg
gtctgacgac
ctgggggcay
ccegetageyg
gaaggactac
cgtgcacacce
gaccgtgeea
cagcaacacc
ccecageeccce
cctgatgatc
ccecegaggtg
gcccagagay
ccaggactgg
cceccarcgaa
cctgeeceece
gggcttectac
ctacaagacc

gacagtggac

ggcectgeac

rg Gly Giu Cys
15

gtgaagaagc
gcatacacca
attaaaccca
acaagggata
actgctgtct
ggcaccctyg
ccetgetcca
ttceecgage
ttccecgecy
agcagcaact
aaggtggaca
ccagtggecy
agcagaaccc
cagttcaact
gagcagttta
¢ctgaacggca
aagaccatca
agcagggagg
ccaagcgaca
acceccccaa
aagagcagat

aaccactaca

203

caggcgettce
tgcactgggt
acaatgggct
ccagcatcag
attattgege
tgaccgtgtce
gaagcaccag
ccgtgaccgt
tgctgeagag
tcggeaccea
agaccgtgga
gacccagegt
ccgaggtgac
ggtacgtgga
acagcacctt
aggagtacaa
gcaagaccaa
agatgaccaa
tcgeegtgga
tgctggacag
gycagcaggg

cccagaagag

Page 16

cgtgaaggty
gaggcaaget
ggccaactac
caccgeatat
caggagcgaa
ctctgecage
cgagagcaca
gteetggaac
cagcggectg
gacctracacc
gaggaagtgc
gtrcctgtte
ctgtgtggty
cggcgrggag
ccgggtggtyg
gtgtaaggtc
gggacagcca
gaaccaggtyg
grgggagagc
cgacggcagce
caacgtgttc

cctgagecty

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1332



<400> 42
caggtccage

agctgtaagg
cctgggeagg
gcccagaaat
atggagctga
attacaacag
accaagggcc
gcegetetty
tctggegeac
tactcactgt
tgtaatgtga
tgcgattgcec
ttgtttccac
gtggtggtgg
gtggaggtgce
gtggtgtccyg
aaggtgtcca
cagcecaagag
caggtgtcec
gagagcaacy
ggcagctict
gtgttcagct
agcctgtecc
<210>
<211>

<212>
<213>

43

657
DNA
mus

<400> 43
gacattgtgc

atcaactgta
cagcaaaagc
ggcgtgeecg
agcctgeagg
actttcgggg

atcticccce

tggtgcaatc
cctctggeta
gactggagtg
tccaggytag
gcaggctgag
aattcgatta
caagcgtgtt
grtgecttgt
tgactagegyg
cctecgttgt
atcataagcc
actgtcctec
ccaagcccaa
acgtgtccca
acaacgccaa
tgctgaccgt
acaaggccct
agcccecaggt
tgacctgtct
gccageceega
tcctgtacag
gctccgtgat

caggcaagtyg

muscutus

tgacccagtc
aaagctccga
caggccaacc
ataggtitcag
ccgaagatgt
gtggtactaa

caagcgacga

cggcgcagag
catcttcaca
gatgggatgg
ggrcactatg
gtctgacgac
ctgggggcag
cccgetagec
gaaggactat
cgtacacaca
gaccgtrcca
ttcaaacacc
atgtccagec
agataccctc
cgaggaccca
gaccaagccc
gctgcaccag
gceagececa
gtacaccctg
ggtgaagggc
gaacaactac
caagctgacc
gcacgaggec

a

tceccgatage
atctgtggac
tccaaagotg
cggatcrgyc
ggcagtctat
agtggagatc

gcagctgaag

SEQUENCES PCT.tXtT

gtgaagaagc
gcatacacca
attaaaccca
acaagggata
actgctgtct
ggcaccctgdg
cegtcettcaa
tttcctgage
ttecctgegg
tctagttccc
aaggtcgaca
cccgaactgt
atgatcagca
gaggtgaagt
agagaggagc
gactggctga
atcgaaaaga
ccacccagea
tictacccaa
aagaccacee
gtggacaaga

ctgcacaacc

ctggcegtyt
tcttacgeaa
ctgatttaca
agcagyaccy
tactgccage
aagcgtacgg

agcggeaccy

caggcgerte
tgcactgggt
acaatgggct
ccagcatcag
attattgcege
rgaccgtgte
agagtacctc
ccgtgacggt
tgctccaaag
tcgggacaca
aacgggtcga
tgggcggacce
gaacccccga
tcaactggta
agtacaacag
acggcaagga
ccatcagceaa
gggaggagat
gcgacatcgce
ccccagtgcet
gcagatggca

actacaccca

ccctgggcga
acagctttat
gggcttctac
actttacact
agtccaagga
rggccgetcec

ccagegtggt

Page 17

cgtgaaggty
gaggcaagct
ggccaactac
caccgcatat
caggagcgaa
ctctgecage
aggcggaact
cagctggaac
ttccgggcety
gacatacatc
gcccaaaagce
gagegrgric
ggtgacctgt
cgtggacggc
cacctacagg
gtacaagtgt
ggccaaggge
gaccaagaac
cgtggagtgg
ggacagcgac
gcagggcaac

gaagagcctg

gagggctacc
gcactggrat
cagggagagce
gaccatctcee
ggacccectg
cagcgtgttc

gtgtctgcty

60
120
180

. 240

300
360
420
480
540
600
660
720
780
840
200
960
1020
1080
1140
1200
1260
1320
1341

60
120
180
240
300
360
420



aacaactict
ggcaacagec
agcaccciga
acccaccagg
<210>
<2il>

<212>
<213>

44

657
DNA
mus

<400> 44
gacattgtga

atcaactgta
cagcaaaagc
ggcgtgcccg
agcctgeagg
actttcggyg
atcttccccc
aacaacttct
ggcaacagece
agcaccctga
acccaccagyg
<210>
<211>

<212>
<213>

45

657
DNA
mus

<400> 45
gacattgtya

atcaactgta
cagcaaaagce
ggcgtgeeeg
agcctgeagy
actttcgyggy
atcttceceec
aacaacttct
ggcaacagec
agcaccctga

acccaccagg

accccaggga
aggagagcygt
cccrgageaa

gcctgtccag

musculus

tgacccagtc
aaagctccga
caggccaacc
ataggttcag
ccgaagatgt
gtggtactaa
caagcgacga
accccaggga
aggagagcgt
¢cotgagcaa

geetgtecag

musculus

tgacccagtc
aaagctecga
caggccaacc
ataggttcag
ccgaagatgt
gtggtactaa
caagcgacga
accccaggga
aggagagegt
ccctgageaa

gcectgtceag

ggccaaggty

‘caccgageag

ggccgactac

cccegtgacc

tcocgatage
atctgtggac
tccaaagetyg
cggatctggc
ggcagtctat
agtggagatc
gcagctgaag
ggccaaggty
caccgagcag
ggccgactac

cceegtgacce

teccgatage
atctgtggac
tccaaagety
cggatctgge
ggcagtctat
agtggagatc
gcagetgaag
ggccaaggty
caccgageag
ggcegactac

cccegtgace

cagtggaagg
gacagcaagg
gagaagcaca

aagagcttca

ctggcegtgt
tcttacgeaa
ctgatttaca
agcggeaccy
tactgecagc
aagcgtacgy
ageggcaccy
cagtggaagg
gacagcaagg
gagaagcaca

aagagcttca

ctggeegtgt
tcttacgeaa
ctgatttaca
agcggeaccy
tactgccagc
aagcgtacgg
agcggeaccy
cagtggaagg
gacagcaagg
gagaagcaca

aagagcttca

Page 18

SEQUENCES PCT.tXT

tggacaacgc
actccaccta
aggtgtacge

acaggggcga

cectgggega
acagcttrat
gggcttctac
actttacact
agtccaagga
tggccgrtee
ccagegtgge
tggacaacgc
actccaccta

PO R

acagggyggcga

ccctgggega
acagctttct
gggctictac
actttacact
agtccaagga
tggeegetee
ccagcgtggt
tggacaacgc
actccaccta
aggtgtacgce

acaggggcga

cctgeagage
cagcctgage
ctgtgaggtg
gtgctga

gagggctracc
gcactggtat
cagggagagce
gaccatctec
ggacccectg
cagcgegttc
gtgtctgetg
cctgcagage
cagcctgage
ctgtgaggty

gtgctga

gagggctacc
gcactggtat
cagggagagce
gaccatctecc
ggacccccty
cagcgtgttc
gtgtctgetg
ccrgcagage
cagcctgage
ctgtgaggtg
gtgctoa

480
540
600
657

60
120
180
240
300
360
420
480
540
600
657

60
120
180
240
300
360
420
480
540
600
657



<210>
<211>
<2312>
<213>

<400>

46
118
PRT

mus musculus

46

Glu val GIn Leu

1

Ser

Thr

Gly

Lys

Met

ala

val

Met

Gly

50

Gly

ASp

Arg

Leu

<210>
<211>
<212>
<213>

<400>

-1

Gin

Ala

Lys

Arg

65

Pro

Arg

Asnh

Leu

50

Phe

val

LYS

His
35

Ile

LYS

Leu

ser

Thr

115

47
112
PRT

Ile

20

Trp

Lys

Ala

Arg

Glu

100

val

G1In

5

Ser

val

Pro

Thr

ser

85

Ile

ser

mus musculus

47

Ala

Ser

35

Leu

Ser

Glu

Thr
20
Phe

Tle

Gly

Ala

Asp Ite val Leu Thr
5

Tle

Met

Tyr

Ser

ASp
85

Gln

Cys

Arg

Asn

Leu

70

Leu

Thr

Ser

Gln

sSer

His

Arg

Gly

70

ASp

Ser

Lys

Gin

Asn

55

Thr

Thr

Thr

Sear

cys

Trp

Ala

55

Ser

val

Gly
Thr
ser
40

Gly
val

ser

Glu

Pro

Arg

Arg

Ala

SEQUENCES PCT.TXT

PTo

Ser

25

Leu

Leu

Asp

Glu

Phe
105

Ala

Ala

25

GIn

Asn

Thr

Thr.

Glu Leu
10

Gly Tyr
Gly Gl
Ala Asn

Lys ser
75

Asp Ser
90

AsSp Tyr

ser Leu
10

ser Glu
Gln Lys
teu Glu
Asp Phe

75

Tyr Tyr
90

val

sar

Tyr

Ser

Ala

Trp

Ala

Ser

Pro

ser

50

Thr

Cys

page 19

Lys

Phe

Leu

45

ASH

Ser

val

Gly

val

val

Gly

45

Gly

Leu

Gin

Pro

Thi

30

ASp

Gln

Thr

Tyr

Gln
110

Ser

ASp

30

Gln

Ile

Thr

Gln

Gly
15

Ala

Trp

Lys

Ala

Tyr

95

Gly

Leu
15

ser

Pro’

Pro

Ile

ser
95

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Thr

Gly

Tyr

Pro

Ala

AsSn

80

Lys



Glu Asp Pro Leu Thr Phe Gly Ser G
1

<210>
<211>
<212>
<213=

48

354
DNA
mus

<400> 48
gaggtccagc

agctgtaaga
ctgggygaat
aatcaaaaat
atggatctga
atcactaccg
<210>
<211>

<212>
<213>

49

333
DNA
mus

<400> 49
gatattgtgc

attagttgtc
caacagaagc
ggcatcccag
cccgiggagy
acattcgget
<210>
<211>

<212>
<213>

50

443
PRT
mus

<400> 50
1

ser val
Thr Met
35

Gly Gly
50

Lys Gly

Glu val GIn Leu g}n
lys Ile Ser
His Trp val
Ile Lys Pro

Lys Ala Thr

100

musculus

tgcagcagag
ccageggrta
ctctggactg
tcaagggcaa
gaagcctgac

agttcgacta

musculus

tgacacagtc
gecgcctetga
ccgggeagee
ctagatttag
cagacgacgt

ccggaacaaa

muscuius

20

Gin

Cys

Arg

Asn

Leu

cgggecagaa
catctttaca
gatcggaggt
agccacactyg
atccgaggac

ttggggacag

tccegeaage
atccgtcgac
acctaaactg
cggtrccggy
ggccacttac

gctggaaaty

ser Gly

Lys Thr

Gin ser

40

Asn Gly

55

Thr val

SEQUENCES PCT.TXT

ctggttaaac
gcatatacca
attaagccca
accgtcgata
agtgcagtgt

ggcactgcac

ctcgetgtta
tcttatgeta
ctgatctaca
tccaggaccy
tactgecage

aag

Gly Leu
10

Pro

Ser
25

Gly Tyr
Leu Gly Glu
Ala Asn

teu

Asp Lys ser

ctggcgeeag
tgcactgggt
acaatggcct
agtecctertc
actactgege

tgaccgtctce

gcctgggtca
acagcrttat
gggccagcaa
acttcactct

agtcraaaga

val Lys Pro

Thr
“30

Ile prhe

ser Leu

45

Asp

Tyr Asn Glin

60

Ser Ser Thr

pPage 20

Ty Thr Lys Leu Glu Met Lys Arg
05 110

cgtgaagatt
gaggcagagt
ggctraactat
cacagcttac
ccggtetgay

ctcc

acgggccaca
gcactggtat
tctggagagt
gaccatcaac

ggatcccctce

Gly aAla
15

Ala Tyr
Trp Ile

Lys Phe

Ala Tyr

60
120
180
240
300
354

60
120
180
240
300
333



65

Met

Ala

Ala

Leu

Cys

145

Ser

ser

Asn

Asn

Pro

225

Thr

Asn

Arg

val

305 -

ser

Lys

ASpP

Arg

Leu

Ala

130

Leu

Gly

sSer

Phe

Thr

210

Pro

Pro

Cys

Trp

Glu

290

vai

Asn

Gly

Leu

Ser

Thr

113

Pro

val

Ala

Gly

Lys

Cys

LYS

val

Tyr

273

Glu

His

Lys

Gln

Arg

Glu

100

val

Cys

Lys

L.eu

Leu

180

Thr

val

Pro

Pro

val

260

val

Glin

GIn

Gly

Pro

Ser

85

Ile

Ser

ser

ASp

Thr

165

Tyr

Gln

Asp

Ala

Lys

245

val

Asp

Phe

ASp

Leu

325

Arg

70

Leu

Thr

Ser

Arg

Tyr

150

Ser

ser

Thr

LYS

PIro

230

Asp

ASp

Gy

Asn

Trp

310

Pro

Glu

Thr

Thr

Ala

Ser

135

Phe

Gly

Leu

Tyr

Thr

215

Pro

Thr

val

val

ser

295

Leu

Ala

Pro

Ser

Glu

Ser

120

Thr

Pro

val

Ser

Thr

200

val

val

Leu

Ser

Glu

280

Thr

Asn

Pro

Gin

SEQUENCE?5 PCT.EXT

Glu

Phe

105

Thr

ser

Glu

His

ser

185

Cys

Glu

Ala

Met

His

265

val

Phe

Gly

Ile

ASD

90

ASD

LYS

Glu

Pro

Thr

170

val

Asn

Arg

Gly

Iie

250

Glu

His

Arg

Lys

Glu
330

ser

Tyr

Gly

ser

val

155

Phe

val

va'l

LYS

Pro

235

ser

ASp

ASh

val

Glu

315

Lys

Ala

Trp

Pro

Thr

140

Thr

Pro

Thr

Asp

cys

220

Ser

Arg

Pro

ala

val

300

Tyr

Thr

val Tyr Thr Leu
Page 21

va’l

Gy

ser

125

Ala

val

Ala

val

His

205

Cys

val

Thr

Glu

LYS

Ser

Lys

Iie

Pro

TYr

Gin

110

va'l

Ala

Ser

val

Pro

190

Lys

val

Phe

Pro

val

270

Thr

val

Cys

Ser

Pro

Tyr

95

Gly

rhe

L.eu

Trp

Leu

175

Ser

Pro

Glu

Leu

Lys

Leu

LyS

LyS

Ser

80

cys

Thr

Pro

Gly

AsSn

160

Glin

sSer

Ser

cys

Phe

240

val

rhe

Pro

Thr

val

320

Thr

Arg



Glu Glu

Phe Tyr
370

Glu Asn
385

Phe Phe
Gly Asn
Tyr Thr

<210>
<211>
<212>
<213>
<400>
1

ser val
Thr Met
Gly Gly

50
Lys Gly
Met ASD
Ala Arg

Ala Leu

Leu Ala
130

Met
355

Pro

AsSn

Leu

val

Gin

435

51
446
PRT

340

Thr

Ser

Tyr

Tyr

Phe

420

Lys

LYS

Asp

LysS

Ser

405

Ser

ser

mus musculus

51

Lys

His

35

Ile

Lys

Leu

Ser

Thr

115

Pro

Ile

20

Trp

Lys

Ala

Arg

Glu

100

val

Ser

Gilu val Gin Leu Gin
5

ser

val'l

Pro

Thr

ser

85

Ile

ser

Ser

ASNh

Ile

Thr

390

Lys

Cys

Leu

cys

Arg

Asn

teu

70

lL.eu

Thr

Ser

Lys

GIn

Ala

375

Thr

Leu

Ser

Ser

ser

LYS

Gln

Asn

55

Thr

Thr

Thr

Ala

ser
135

val
360
va'
Pro
Thr

val

Leu
440

Gly
Thr
Ser
40

Gly
val
Sar
Glu
Ser
120

Thr

SEQUENCES PCY.TXt

345

ser

Glu

Pro

val

Met

425

ser

Pro

Ser

25

Leu

Leu

ASp

Glu

Phe

105

Thr

Ser

Leu Thr

Trp

Met

Asp

Glu

Leu
395

Lys

410 -

His

Pro

Glu

Gly

- 1 .
el

10

Gly

Gly

Ala

LYS

ASp

90

Asp

Lys

Tyr

Glu

Asn

Ser

75

sSer

Tyr

Gly

cys

Ser

380

ASp

Ser

Ala

val

Ile

Ser

Tyr

60

ser

Ala

Trp

Pro

Gly Gliy Thr
1490

Page 22

l.eu

365

Asn

Ser

Arg

Leu

LyS

Phe

Let

45

Asn

ser

val

Gly

ser

125

Ala

350

val

Gly

Asp

Trp

His
430

Pro

Thr

30

ASp

Gin

Thr

Tyr

GIn

110

val

Ala

Lys
Gln
Gly
Gin

415

ASN

Trp
LYS
Ala
Tyr
95

Gly

Phe

Leu

Gly

Pro

sSer

400

Gin

¢ Ala

Tyr

Ile

Phe

Tyr

80

Cys

Thr

Pro

Gly



Cys

145

Ser

sSer

Ser

Ash

Cys

225

feu

Glu

Lys

Lys

Leu

305

Lys

Lys

Ser

Lys

Gln

385

Gly

Leu

Gly

Ser

ieu

Thr

210

Pro

Phe

val

Phe

Pro

290

Thr

val

Ala

Arg

Gly

Pro

ser

val

Ala

Gly

Lys

Pro

Pro

Thr

Asn

275

Arg

val

ser

Lys

Glu

355

Phe

Glu

rPhe

Lys

Leu

teu

180

Thr

val

Cys

Pro

Cys

260

Trp

Glu

Leu

ASh

TYr

Asn

Phe

ASpP

Thr

165

Tyr

Glin

Asp

Pro

Lys

245

val

TYyr

Glu

His

Lys

GIn

Met

Pro

Asn

Leu
405

Ser

Thr

Lys

Ala

230

Pro

va't

val

G1In

Gln

310

Ala

Pro

Thr

Ser

Tyr

390

Tyr

Phe

Gly

Leu

Tyr

Arg

215

Pro

Lys

va'

Asp

Tyr

295

ASD

leu

Arg

LysS

ASp

375

LyS

S5er

Pro

va'l

ser

Ile

200

val

Glu

Asp

ASp

MY
fos ]
ol

Asn

Trp

Pro

Glu

AsSn

360

Ile

Thr

LYS

SEQUENCES PCT.TXt

Glu Pro val Thr val

ser

185

cys

Glu

Leu

Thr

val

265

Ser

Leu

A1a'

Pro

345

Gln

Ala

Thr

Leu

Thr
170
val
Ash
Pro
Leu
Leu
250

ser

-

Thr

ASN

Pro

330

Gin

val

val

Pro

155

Phe

val

val

LysS

Gly

Met

His

val

Ser

Glu

Pro
395

Pro
Thr
Asn
ser
220
Gly

Ile

Gluy

Lys

Glu

TYr

Leu

Thr val asp

410

Page 23

Ala

val

His

205

Cys

Pro

ser

Asp

Ash

285

val

Glu

Lys

Thr

Thr

365

Glu

t.eu

Lys

Ser

val

Pro

190

Lys

Asp

Ser

Arg

Pro

270

Ala

val

Tyr

Thr

Leu

350

Cys

Ser

Asp

Ser

Trp

Leu

175

ser

Pro

Cys

val

Thr

255

Glu

-
et

ser
Lys
Ile
335
Pro
ieu
ASn

sSer

Arg

ASn
160
Gln

ser

Ser

Phe

240

Pro

vai

Thr

val

Cys

320

Ser

Pro

val

Gly



Gln GIn Gly Asn val

420

Asn #is Tyr Thr Gln

<210>
<211>
<Z212>
<213>

<400>

435

52
218
PRT

mus musculus

52

Asp I'le val Leu
1

Gin Arg

Ala Asn

Ala

Ser

35

Lys Leu
50

Arg Phe

65

Pro val

Glu Asp

Thr val

Leu Lys

Pro Arg

145

Gly Asn

Tyr Ser

His Lys

Leu

Ser

Glu

Pro

Ala

115

ser

Glu

ser

Leuy

val
195

Thr

20

Phe

Ite

Gly

Ala

Leu

100

Ala

Gly

Ala

Gln

ser

180

TYr

Thr

5

Ile

Met

Tyr

ser

Asp

85

Thr

Pro

Thr

LYS

Glu

165

Ser

Ala

Phe

Lys

Gln

Ser

HisS

Arg

Gly

70

ASD

phe

Ser

Ala

val

150

ser

Thr

Cys

Ser

Ser

ser

Cys

Trp

Ala
55

Sar
val
Gly
val
Ser
135
Gin
val

Ley

Glu

Cys

Leu
440

Pro

Arg

Tyr

40

Ser

Arg

Ata

Ser

Phe

120

val

Trp

Thr

Thr

val
200

SEQUENCES PCT.TXT

Ser val Met His Glu

425

Ser Leu

Ala Ser
i0

Ala Ser
25
Gln GIn
Asn Leu
Thr Asp
Thr Tyr
90
Gly Thr
Ite phe
val Cys
Lys val
Glu Gln
170

Ley Ser
185

Ser

Leu

Glu

Lys

Glu

Tyr

Lys

Pro

Leu

Lys

Pro

Ala

ser

Pro

ser

60

Thr

Cys

Leu

Pro

Leu

140

ASDH

Ser

Ala

Thr His Gln Gly

Page 24

vai

val

Gly

45

Gly

Leu

Glin

Glu

ser

125

Asn

Ala

Lys

Asp

Leu
205

Ala Leu His

430

Lys

Ser

ASD

30

Gln

Ile

Thr

Gln

Met

110

Asp

Asn

Leu

ASp

Tyr

150

sSer

Leu

15

Ser

Pro

Pro

Ile

ser

95

Lys

Glu

Phe

GIn

Ser

175

Glu

Ser

Gly

Tyr

Pro

Ala

ASN

Q
[»]

Lys

Arg

Gin

Tyr

Ser

160

Thr

Lys

Pro



val Thr Lys Ser Phe Asn égg Gly Glu Cys

210

<210>
<21l>
<212>
<213>

53
1332
DNA
mus

<400> 53
gaggtccagce

agctgtaaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccy
accaagggec
gccgoeoctgg
agcggagecc
tacagceetga
tgtaacgtgg
tgtgtogagt
ccccccaage
gtggacgtgt
gtgcacaacg
tccgtgetga
f¢caacaagy
dgagagccac
tcectgacct
aacggecage
ttcttectgt
agctgetecg
tccccaggcet
<210>
<211l>

<212>
<213>

54
1341
DNA
mus

<400> 54
gaggtccage

agctgtaaga

musculus

tgcagcagag
ccageggtta
ctctggactg
tcaagggeaa
gaagcctgac
agttcgacta
caagcgrgrt
gctgectggt
tgaccageag
gcagcgtggt
accacaagcc
gcceeeecty
ccaaggacac
cccacgagga
ccaagaccaa
ccgtggtgea
gcctgecagc
aggtctacac
gtctggtgaa
ccgagaacaa
acagcaagct
tgatgcacga

ga

musculus

tgcagcagag

ccagcggtta

cgggccagaa
catctttaca
gatcggaggt
agccacactg
atccgaggac
ttggggacag
ccecgcetageg
gaaggactéc
cgtgcacacc
gaccgtgeca
cagcaacacc
cccageecoce
cctgatgate
cccegaggty
gcccagagag
ccaggactgg
ccccatcgaa
cctgoecoece
gggcttctac
ctacaagacc
gacagtggac

ggccctgeac

cgggccagaa

catctttaca

ctggttaaac
gcatatacca
attaagccca
accgtcgata
agtgcagtgt
ggcactgcac
ccergeteca
ttccccgage
ttececegecg
agcagcaact
aaggtggaca
ccagtggeeg
agcagaaccc
cagttcaact
gagcagttta
ctgaacggea
aagaccateca
agcagggagg
ccaagcgaca
acccecccaa
aagagcagat

aaccactaca

ctggttaaac

gcatatacca

Page 25

SEQUENCES PCT.TXT

ctggegocag
tgcactgggt
acaatggecct
agtcctcttc
actactgcgc
tgaccgtcetc
gaagcaccag
ccgtgaccgt
tgctgcagag
tcggcaccca
agaccgtgga
gacccagegt
ccgaggtgac
ggtacgtgga
acagcacctt
aggagtacaa
gcaagaccaa
agatgaccaa
tcgecgtgga
tgctggacag
ggcagcaggg

cccagaagag

ctggcgecag

tgcactgggt

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ccggtctgay
cteegecage
cgagagcaca
gtcctggaac
cagcggectg
gacctacacc
gaggaagigc
gttcctgtte
ctgtgtggty
cggcgtggag
ccgggtggty
gtgtaaggtc
gggacagcca
gaaccaggtg
gtgggagagc
cgacggeage
caacgtgttc

cctgagecty

cgtgaagatt

gaggcagagt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1332

60
120



ctgggggaat
aatcaaaaat
atggatctga
atcactaccy
accaagggec
gcegetetty
tctggegeac
tactcactgt
tgtaatgtga
tgcgattgec
rtgtttccac
gtggtggtyg
gtggaggtgc
gtggtgtccg
aaggtgicca
cagccaagag
caggtgicce
gagagcaacyg
ggcagettct
gtgttcaget
ageetgtecc
<210>
<211>

<212>
<213>

55

657
DNA
mus

<400> 55
gatattgtygc

attagttgtc
caacagaagc
ggcatcccag
ccegrggagg
acattcggct
atcttcccce
aacaacttct
ggcaacagcc

agcaccctga

crctggacty
tcaagggcaa
gaagcctgac
agttcgacta
caagcgtgtt
gttgcettgt
tgactagegy
cecteegttgt
atcataagcec
actgrcctec
ccaagececaa
acgtgtccca
acaacgccaa
tgctgaccgt
ataaggeect
agcceccaggt
tgaccrgtet
gceageccga
tcctgtacag
gctccgtgat

caggcaagtg

musculus

tgacacagtc
gcgectctga
ccgggeagec
ctagatttag
cagacgacgt
ccggaacaaa
caagcgacga
accccaggga
aggagagcgt

ccectgageaa

gatcggaggt
agccacactg
atccgaggac
ttggggacag
cccgctagec
gaaggactat
cgtacacaca
gaccgttecea
ttcaaacacc
atgtccagcee
agataccctc
cgaggacccea
gaccaagecece
gctgcaccag
gecageceea
gtacaccctg
ggtgaagggc
gaacaactac
caagctgacc
gcacgaggec

a

tcecgeaage
atcecgtcgac
acctaaactg
cggrrecggy
ggccacttac
gctggaaatg
gcagctgaag
ggccaaggty
caccgagcag

ggccgactac

SEQUENCES PCT.TXt

attaagccca
accgtecgata
agtgcagtgt
ggcactgeac
ccgtcttcaa
tttcctgage
ttecectgegy
tctagttece
aaggtcgaca
cccgaactgt
atgatcagca
gaggtgaagt
agagaggagc
gactggctga
atcgaaaaga
ccacccagea
ttctacccaa
aagaccacce
gtggacaaga

ctgcacaacc

ctcgetgtta
tcttatgeta
ctgatctaca
tccaggaccyg
tactgecage
aagcgtacgg
agcggeaccg
cagtggaagy
gacagcaagyg

gagaagcaca

acaatggect
agtcctctte
actactgege
tgaccgtctce
agagtacctc
ccgrgacggt
tgctccaaag
tcgggacaca
aacgggtcga
tgggcggacc
gaacccecega
tcaactggta
agtacaacag
acggcaagga
ccatcagcaa
gggaggagat
gcgacatcge
ccccagtget
gcagatggcea

actacaccca

gectgggtea
acagcttrat
gggccagcaa
acttcactct
agtctaaaga
tggccgetce
ccagegtggt
tggacaacgc
actccaccta

aggtgracge

Page 26

ggctaactat
cacagcttac
cecggtetgag
ctecegecage
aggcggaact
cagctggaac
ttccgggcetg
gacatacatc
gcccaaaage
gagcgtgttc
ggtgacctgt
cgtggacggce
cacctacagyg
gtacaagtgt
ggccaagyggc
gaccaagaac
cgtggagrgg
ggacagcgac
gcagggcaac

gaagagcctg

acgggceaca
gcactggtat
tctggagagt
gaccatcaac
ggatcccctce
cagcgrgric
gtgtctgety
cctgeagage
cagcctgage

ctytgaggtg

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1341

60
120
180
240
300
360
420
480
540
600



SEQUENCES PCT.tXt

acccaccagg gcctgtccag ccecgtgacc aagagcttca acaggggcega gtgctga 657
<210> 56

<211> 14

<212> PRT

<213> artificial

<220>

<223> consensus artificial hinge proteic sequence

<220>

<221> mutagen

<222 (1)..{L

<2723> X is P, R, € or nothing

<220>

<221> mutagen

<222> (2)..(2

<223> X is K, €, R or nothing

<220 -

<221> mutagen

<222> (3)..(3>

<223> X is S, C, D or nothing

<220>

<221> mutagen

<222> (5)..(5)

<223> X is D, C, G or nothing

<220>

<Z21> mutagen

<222> (6)..(6)

<?23> X 1s K, C or nothing

<220>

<221> mutagen

<222> (7)..(D)

<223> X 1is T, C ar nothing

<220>

<2231> mutagen

<222> (8)..(8)

<223> X is H, V, K or nothing

<220>

<221> mutagen

<222> (9)..(9

<223> X is T, C, E, P or nothing

<220

<221> mutagen
<222> {(11)..(11)
<223> X is P or I

<220>

<221> mutagen

<222> (12)..012)

<223> X 1is P or nothing

<220>

<221> mutagen
«222> (14)..(14
<223> X is Por T
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SEQUENCES PCT.tXt
<400> 56

Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa.Cys Xaa
1 5 10

<210> 57

<211> 14

<212> PRT

<213> artificial
<220>

<223> consensus artificial Winge proteic sequence

<220>

<221> mutagen

<222> (D..(L

<223> X is P, R, C or nothing

<220

<221> mutagen

<222> (2)..(2)

<223> X 1s K, C, R or nothing

<220>

<221> mutagen

<222 (3..(3)

<223> X is &, €, D or nothing

<220>

<221> mutagen

<222> (5)..(5)

<223 X is D, €, G or nothing

<220>

<221> mutagen

<222> (6)..(6)

<223> X is K, C or nothing

<220>

<221> mutagen

<222> (7)..(7)

<223 X is T, € or nothing

<220>

<221> mutagen

<222> (8)..(8)

<223> X is H, V, K or nothing

<220>

<221> mutagen

<222> (9)..(9)

<223 X is T, ¢, E, P or nothing

<400> 57

Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Cys Pro Pro Cys Pro
1 5 10

" <210> 58
<211> 14
<212> PRT

<213> artificial

<220>
<223> artificial hinge region
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SEQUENCES PCT.TXT

400> 58

Cys Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro
i 5 10

<210> 59

<211> 14

<212> PRT

<213> artificial

<220>

«223> arrificial hinge region

<400> 59

Pro Cys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro
1 5 10

<210> 60

«213i> 14

<212> PRT

<213> artificial

<220>

<223> artificial hinge region

<400> 60

Pro Lys Cys Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro
1 5 10

<210> 61

<211> 14

<212> PRT

<213> artificial

<220>

<223> artificial hinge region

<400> 61

Pro Lys Ser Cys Cys Lys Thr His Thr Cys Pro Pro Cys Pro
1 3 10

<210> 62

<211> 14

<212> PRT

<213> artificial

<220>

<223> artificial hinge region

<400> 62

Pro Lys Ser Cys Asp Cys Thr His Thr Cys Pro Pro Cys Pro
1 5 10

<210> 63

<211> 14

<212> PRT

<213> artificial
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SEQUENCES PCT.tTXt

<220>
<223> artificial hinge region
<400> 63

Pro Lys Ser Cys Asp Lys Cys His Thr Cys Pro Pro Cys Pro
1 5 10

<210> 64

<213i> 14

<212 PRT

«213> artificial

<220>

<223> artificial hinge region
<400> 64

Pro Lys Ser Cys Asp Lys Thr His Cys Cys Pro Pro Cys Pro
1 5 10

<210> 65

<211> 12

<212> PRT

<213> artificial

<220>

<223> artificial hinge region
<400> 65

Lys Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro
1 5 10

<210> 66

<211> 13

<212> PRT

<213 artificial

<220> _
<223> artificial hinge region
<400> 66

Pro Lys Ser Cys Asp Cys His Thr Cys Pgo Pro Cys Pro
1 5 1

<210> &7

<211> 13

<2i2> PRT

<213> artificial

<220>

<223> artificial hinge region
<400> 67

Pro Lys Ser Cys Asp Cys Thr His Cys Pgo pPro Cys Pro
1 5 1

<210> 68
<211> 12
<Z12> PRT
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o SEQUENCES PCT.tXt
<213> artificial

<220>
<223> artificial hinge region
<400> 68

Pro Cys Ser Cys Lys His Thr Cys Pro Pro Cys Pro
1 5 10

<210> 69

<211> 12

<212> PRT

<213> artificial

<220

<223> artificial hinge region
<400> 69

Pro Ser Cys Cys Thr His Thr Cys Pro Pro Cys Pro
1 5 10

210> 70

<2il> 12

<2i2> PRT

<213> artificial

<220>

<223> artificial hinge region
<400> 70

Pro ser Cys Asp Lys His Cys Cys Pro Pro Cys Pro
1 5 10

<210> 71

<211> 10

<212> PRT

<213> artificial

<220>

<223> artificial hinge region

<400> 71

Pro Lys $er Cys Thr Cys Pro Pro Cys Pro
1 5 i0
<210> 72

<211> 14

<212> PRT

<213> artificial

<220>

<223> artificial hinge region

<400> 72

Pro Lys Ser Cys ésp Lys Cys val Giu C5s Pro Pro Cys Pro
1 1
<210> 73
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<211>
<212>
<213>

<220>
<223>

<400>

SEQUENCES PCT.tXt

42

DNA

artificial

artificial hinge region

73

tgcaagagct gcgacaagac ccacacctgt cccccctgec ¢t

<210>
<211
<212>
<213>

<220>
<223>

<4 00>

74

42

DNA
artificial

artificial hinge region

74

ccctgeaget gcgacaagac ccacacctgt ccccectgec ct

<210>
<211>
<212>
<213>

<220>
<223>

<400>

75

42

DNA
artificial

artificial hinge region

75

cccaagtgct gcgacaagac ccacacctgt cccccctgec ¢t

<210>
<213>
<212>
<213>

<220>
<223>

<400>

76

42

DNA
artificial

artificial ninge region

76

cctaagagct gttgcaagac ccacacctgt ccccecctgee ct

<210>
<211>
<212>
<213>

<220>
<223>

<400

77

42

DNA
artificial

artificial hinge region

77

cccaagagct gcgactgeac ccacacctgt ccccectgec ct

<210>
<211>
<212>
<213>

<220>
<223>

<400>

78

472

DNA
artificial

artificial hinge region

78
Page 32

42

42

42

42

42



SEQUENCES PCT.tXt

cccaagagect gcgacaagtg ccacacctgt cocoectgee ct 42
<210> 79

<211> 42

<212> DNA

«213> artificial

<220>

<223> artificial hinge region

<400> 79

cccaagaget gcgacaagac ccactgcetgt ccccectgece ct 42
<210> 80

<211> 36

<212>  DNA

<213> artificial

<220>

<223> artificial hinge region

<400> 80 '

aagtgcgaca agacccacac ctgtccocce tgecct 36
<210> 81

<211> 39

<212> DNA

<213> artificial

<220>

<223> artificial hinge region

<400> 81

cccaagagct gcgactgoca cacctgteec ccctgeect 39
<210> 82

<211> 39

<212> DNA

<213> artificial

<220> . _

«223> artificial hinge region

<400> 82

cccaagagct gcgactgcac ccactgeccc cectgecct 39
<210> 83

<211l> 36

<212> DNA

<213» artificial

<220>

<223> artificial hinge domain

<400> 83

cceotgeagoet gcaageacac ctgtecccce tgeoct 36
<210> 84

<211> 36

<212> DNA

<213> artificial

Page 33



SEQUENCES PCT.tXt

<220>
<223> artificial hinge region

<400> 84
cctagetget gcacccacac ctgtccccco tgecct

<210> 85

<211> 36

<212> DNA

<213> artificial

<220>

<223> artificial hinge region
<400> 85

cccagetgeg acaagcactg ctgcccccce tgeect

<210> 86

<211> 30

<212> DNA

<213> artificial

<220> .
<223> artificial hinge region
<400> 86

cccaagaget gcacctgtcc cccttgtect

<210> 87

<21i> 42

<212> DNA

<213> artificial

<220> )
<223> artificial hinge region

<400> §7
cccaagagct gcgataagtg cgtggagtgce cccocttgte ct

<210> 88

<211> 448

<212> PRY

<213> mus musculus
«<400> 88

Glu val GIn Leu Gln Gln Ser Gly Pro Glu Leu val
1 5 10

ser val Lys Ile Ser Cys Lys Thr ger Gly Tyr Ile
20 3

Thr Met His Trp val Arg Gln Ser Leu Gly Glu Ser
35 40

Gly Gly Ile Lys Pro Asn Asn Gly Leu Ala Asn Tyr
50 55 60

Lys Gly Lys Ata Thr Leu Thr val Asp Lys Ser Ser
65 70 . 75
Page 34

Lys

Phe

Leu

45

Asn

Ser

Pro

Thr

30

Asp

GIn

Thr

Gly

15

Ala

Trp

Lys

Ala

Ala

Tyr

Ile

Phe

Tyr

36

36

30

42



Met

Ala

Ala

Leu

cys

145

Ser

ser

ser

Asn

His

225

val

Thr

Giu

Lys

Ser

305

Lys

Iie

Asp

Arg

Leu

Ala

130

L.eu

Gly

ser

Leu

Thr

210

Thr

rhe

Pro

val

Thr

290

val

Cys

ser

Leu

Ser

Thr

115

Pro

val

Ala

Gly

Lys

Cys

Leu

Glu

Lys

Leu

Lys

Lys

Arg
Glu
100
val
ser
Lys
Leu
Leu
180
Thr
val
Pro
Phe
val
260
Phe
Pro
Thr

val

Ala
340

ser

85

Ile

ser

ser

Asp

Thr

165

Tyr

Gin

Asp

Pro

Pro

245

Thr

Asn

Arg

va'l

Ser

325

LYys

Leu

Thr

Ser

LYs

Tyr

150

ser

Ser

Thr

Lys

Cys

230

Pro

Cys

Trp

Glu

Leu

310

Asn

Gly

Thr
Thr
Ala
ser
135
Phe
Gly
Leu
Tyr
Arg
215
Pro
Lys
val
TYyr
Glu
295
His
LysS

GTn

Ser

Glu

Ser

120

Thr

Pro

va'l

Ser

Ile

200

val

Ala

Pro

val

val

280

GIn

Gln

Ala

Pro

SEQUENCES PCT.TXt

GTu Asp Ser Ala val
90

Phe

105

Thr

Ser

Glu

His

Ser

185

Cys

Pro

Lys

val

265

ASp

Tyr

Asp

Leu

Asp
Lys
Gly
Pro
Thr
170
val
Asn
Cys
Glu
AsSp
250
ASp
Gly
Asn

Trp

Pro
330

Tyr

Gly

Gly

val

155

Phe

val

val

Lys

leu

235

Thr

val

val

Ser

Leu

315

Ala

Trp

Pro

Thr

1490

Thr

PTo

Thr

ASn

Ser

220

L.eu

Leu

Ser

Giu

Thr

300

ASN

Pro

Glu Pro Gin

Page 35

Gly
Ser
125
Ala
val
Ala
val
His
205
Cys
Gy
Met
val
283
Tyr
Gly

Ile

val

Tyr

Gln

110

val

Ala

ser

val

Pro

190

LVs

ASp

Gly

Ile

Glu

270

His

Arg

Lys

Glu

Tvr

TY"r

95

Gly

Phe

Leu

Trp

Leu

175

Ser

Pro

Lys

Pro

Ser

255

Asp

Asn

val

Glu

Lys

Thr

Cys

Thr

Pro

Gly

AsSh

160

Ser

ser

Thr

Ser

240

Arg

Pro

Ala

val

Tyr

320

Thr

Leu



Pro

Leu

Ash

385

Ser

Arg

Leu

Pro

va'

370

Gly

ASp

Trp

<210>
<Z211>
<212>
<213>

<400

ser
355

Lys

Gin

Gly

Gln

Asn

435

89
448
PRT

Arg

Gly

Pro

Ser

Gln

420

His

Glu

Phe

Glu

phe

405

Gly

Tyr

mus musculus

89

Gliu val Gln Leu

1

ser

Thr

ala

Leu

val

Met

Gly

50

Gly

Asp

Arg

Leu

Ala
130

Lys

His

35

Ile

Lys

Ley

Ser

Thr

115

Pro

Ile

20

Trp

Lys

Ala

Arg

Glu

100

val

Ser

Gin

5

Ser

val

Pro

Thr

Ser

85

Tla

Ser

Ser

Glu

Tyr

Asn

390

Phe

Ash

Thr

Glin

cys

Arg

Asn

Leu

70

tey

Thr

ser

Lys

Met

Pro

375

ASn

Leu

val

Glin

ser

Lys

Glin

Asn

55

Thr

Thr

Thr

Ala

Ser

- 135

Thr

360

Ser

Tyr

Tyr

Phe

Lys
440

Gly

Thr

Ser

40

Gly

val

sSer

Giu

Ser

120

Thr

SEQUENCES PCT.txt

Lys Asn G1n val Ser

ASp

Lys

Ser

ser

425

Ser

Pro

ser

25

Leu

Leu

ASp

Glu

Phe

105

Thr

Ser

Ile
Thr
LysS
410

Cys

Leu

Glu

10

Gly

Gly

Ala

Lys

ASp

90

ASp

Lys

Gly

Ala

Thr

395

Leu

Ser

Ser

Leu

Tyr

Glu

Asn

Ser

75

Ser

Tyr

Gly

Gly

va'l

380

Pro

Thr

val

Leu

val

Ile

Ser

Tyr

60

Ser

Ala

Trp

Pro

Thr
140

rage 36

365

Glu

Ptro

val

MeT

Ser
445

Lys

Phe

Leu

45

Asn

ser

val

Gly

ser

125

Ala

Leu

Trp

val

ASp

His

430

Pro

Pro

Thr

30

AsSp

Gln

Thr

Tyr

Gln

110

val

Ala

Thr

Glu

Leu

LYS

415

Glu

Gly

P 6
1 —d
e

Ala

Trp

Lys

Ala

Tyr

95

Gly

Phe

Leu

Cys

Ser

ASp

400

ser

Ala

Lys

Phe

Tyr

Cys

Thr

Pro

Gly



Cys

145

Ser

ser

Ser

Ash

His

225

val

Thr

Glu

Lys

ser

305

Lys

Ile

Pro

lL.eu

Asn

385

ser

Leu
Gly
Ser
et
Thr
210
Thr
rhe
Pro
val
Thr
290
val
Cys
Ser
Pro
val
370

Gly

ASp

val
Ala
Gly
Gly
Lys
Cys
Leu

Glu

Leu
Lys
Lys
ser
355
Lys

Glin

Gly

LYS

Ley

ASD

Thr

165

Leu

180

Thr

val

Pro

Phe

va'l

260

phe

Pro

Thr

val

Ala

340

Arg

Gly

Pro

Ser

Tyr

Gln

Asp

Pro

Pro

245

Thr

Asn

Arg

val

Ser

325

Lys

Glu

Phe

Glu

Phe
405

TYyr

150

Ser

Ser

Thr

Lys

Cys

230

Pro

Cys

Trp

Glu

Ley

310

Asn

Gly

Glu

Tyr

ASTN

390

Phe

Phe

Gly

Leu

Tyr

Arg

Pro

Lys

val

Tyr

Glu

295

Lys

GIn

Met

Pro

375

Asn

teu

Pro

val

Ser

Ile

200

val

Ala

Pro

val

val

280

Gin

Gln

Ala

Pro

Thr

360

Ser

Tyr

Tyr

SEQUENCES PCT.txXt

Glu Pro val Thr val

His

Ser

185

Cys

Glu

Pro

LYS

val

265

Asp

Tyr

Asp

lLeu

Lys

ASD

Lys

ser

Thr

170

val

Asn

Pro

Giu

250

ASD

Gly

Asn

Trp

Pro

330

Glu

Asn

Ile

Thr

Lys
410

153

Phe

val

val

Cys

Leu

235

Thr

val

val

Ser

Leu

315

Ala

Pro

GIn

Ala

Thr

395

Leu

Pro

The

Asn

Ser

220

Leu

Leu

Ser

Glu

Thr

300

Asnh

Pro

Gln

val

val
380

Pro

Thr

page 37

Ala

val

His

205

Cys

Gly

Met

His

val

285

Tyr

Gly

Ile

val

ser

365

Glu

Pro

val

Ser

va'l

Pro

190

Lys

ASD

Gly

Glu

270

His

Arg

LyS

Glu

Tyr

Leu

Trp

val

ASp

Trp

Leu

175

ser

Pro

LYS

Pro

Ser

255

Asp

Asn

val

Glu

Thr

Glu

Leu

AsSn

160

Gin

Ser

ser

Thr

ser

249

Arg

Pro

Ala

val

Tyr

320

Thr

Leu

Cys

Ser



Arg Trp GIn GIn Gly
420

Lteu His Asn His Tyr

<210>
<21l>
<212>
<213>

<400>

1

Ser

Thr

Gly

Ala

Ala

Leu

Cys

145

ser

Ser

Ser

val

Met

Gy

50

Gy

Asp

Arg

Leu

Ala

130

Leu

Gly

ser

teu

435

90
448
PRT

mus musculus

g0

LYS

His

35

ile

Lys

Leu

Ser

Thr

115

Pro

val

Ala

Gly

Ile

20

Trp

Lys

Ala

Arg

Glu

100

val

Ser

Lys

Leu

Leu
180

- Thr

Glu val Gln Leu g?n

Ser

val

Pro

Thr

Ser

85

Tle

Ser

Ser

Asp

Thr

165

Tyr

Gln

Ash

Thr

Gln

Cys

Arg

Asn

Leu

70

Leu

Thr

Ser

Lys

Tyr

150

ser

Ser

Thr

val

G1In

ser

LYS

Gln

ASNH

55

Thr

Thr

Thr

Ala

ser

135

Phe

Gly

Leu

Tyr

Phe

Lys

Gly

Thr

Ser

40

Gly

val

Ser

Glu

Ser

120

Thyr

Pro

val

ser

Ile
200

SEQUENCES PCT.tXT

Ser
425

ser

Pro

ser

25

Leu

Leu

ASp

Glu

Phe

105

Thr

Ser

Glu

His

Ser

185

Cys

Cys Ser val Met

Leu

Glu

i0

Gly

Gly

Ala

LYS

Asp

90

Asp

LYS

Gly

Pro

Thr

170

val

Asn

Ser Ley

teu val

Tyr Ile

Glu Ser

Asn Tyr

60

Ser Ser
75

ser Ala

Tyr Trp

Gly Pro

Gly Thr

1490

val Thr
155
Phe Pro

val Thr

val Asn

page 38

ser
445

Lys

Phe

Leu

45

Asn

Ser

val

Gly

Ser

125

Ala

val

Ala

val

His
205

His
430

Pro

Pro

Thr

30

ASp

Glin

Thr

Tyr

Glin

110

val

Ala

ser

val

Pro

190

Lys

Glu

Gly

Gly
15
Ala

Trp

Lys

TyT

a5

Gly

Phe

Leu

Trp

l.eu

175

Ser

Pro

Ala

Lys

Ala

Tyr

pPhe

Tyr

80

Cys

Thr

Pro

Gly

Asn

160

Ser

Ser



Asn

Thr
Glu
Lys
Ser
305
Lys
Ile
Pro
{eu
Asn
385
ser

Arg

teu

Thr

210

Thr

Phe

Pro

va'

Thr

290

val

Cys

Ser

Pro

val

370

Gly

Asp

Tro

His

<210>
<21i>
<212>
<213>

<400>

Lys

Cys

Leu

Glu

Lys

Lys

Leu

Lys

Lys

Ser

355

LysS

G1n

Gly

GIn

Asn

435

91
448
PRT

val

Pro

Phe

val

260

Phe

Pro

Thr

val

Ala

340

Arg

Gly

Pro

Ser

Gln

420

His

Asp

Pro

Pro

245

Thr

AsSn

Arg

val

ser

325

Lys

Glu

Phe

Glu

Phe

405

Gly

Tyr

mus muscutus

o1

Giu val GIn Leu Glin

Lys

Cys

230

Pro

Cys

Trp

Glu

Leu

310

Asn

Gly

Glu

Tyr

Asn

390

Phe

Asn

Thr

Gin

Lys

val

Tyr

Glu

295

His

Lys

GIn

Met

Pro

375

Asn

Leu

val

Gln

Ser

val

Ala

Pro

val

val

280

Glin

GIn

Ala

Pro

Thr

360

Ser

Tyr

Tyr

Phe

Lys

Gly

SEQUENCES PCT.txt
Glu Pro Lys Cys Cys
220

Pro

Lys

val

265

ASp

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

425

ser

Pro

Glu

250

ASp

Gly

Asn

Trp

Pro

330

Gilu

AsSn

Iie

Thr

Lys

410

Cys

Leu

Leu

235

Thr

val

val

ser

Leu

315

Ala

Pro

Gln

Ala

Thr

395

Leu

Ser

Ser

Ley

Leu

Ser

Giu

Thr

300

Ash

Pro

Gin

val

va'l

380

Pro

Thr

val

Leu

Glu Leu val
rage 39

Gly

Met

His

val

285

Tyr

Gly

Ile

val

ser

365

Glu

Pro

val

Met

sSer
445

Lys

ASpP

Gly

Ile

Glu

270

Arg

Lys

Glu

Tyr

350

Leu

Trp

val

ASp

His

430

Pro

Pro

Lys

Pro

Ser

255

ASD

Asn

val

Glu

Thr

Glu

Leu

Lys

Glu

Gly

Gly

Thr

ser

240

Arg

Pro

Ala

val

Tyr

320

Thr

Leu

Cys

Ser

ASp

Ser

Ala

Lys

Ala



Ser

Thr

LyS

65

Met

Ala

Ala

Leu

cys

145

ser

Ser

Ser

Asn

His

225

val

Thr

Glu

val

Met

Gly

50

Gly

Asp

Arg

Leu

Ala

130

Leu

Gly

ser

Ley

Thr

210

Thr

rhe

Pro

va'l

Lys

His

35

Ile

Lys

Leu

ser

Thr

115

Pro

val

Ala

Gly

Lys

Cys

Ley

Ghu

Lys

Ile

20

Tro

LyS

Ala

Arg

Glu

100

val

Ser

Lys

Ley

teu

180

Thr

val

Pro

Phe

val

260

Phe

Ser

va't

Pro

Thr

ser

85

Ile

Ser

Ser

ASpP

Thr

165

TYyr

Gin

Asp

Pro

Pro

245

Thr

ASnh

cys

Arg

Asn

Leu

70

Leu

Thr

Ser

Lys

TY"

150

Ser

ser

Thr

LYS

Cys

230

Pro

cys

Trp

Lys

GIn

Asn

55

Thr

Thr

Thr

Ala

Ser

135

Phe

Gly

Leu

Tyr

Arg

215

Pro

Lys

va'l

Tyr

Thr

ser

40

Gly

val

Ser

Glu

ser

120

Thr

Pro

val

sSer

Ile

200

val

Ala

Pro

val

val

SEQUENCES PCT.tXT
10

Leu

Asp

Glu

Phe

Gly

Gly

Ala

LYsS

ASD

90

ASD

105

Thr
Ser
Glu
His
Ser
185
cys
Glu
Pro
Lys
val

265

ASp

Lys

Gly

Pro

Thr

170

val

Asn

Pro

Glu

ASp

250

ASD

Tyr

Glu

Asn

ser

75

Ser

Tyr

Gly

Gly

val

155

Phe

val

val

Lys

Leu

235

Thr

va'

Ile

Ser

TVr

60

Ser

Ala

Trp

Pro

Thr

140

Thr

Pro

Thr

ASn

Ser

220

Leu

l.eu

ser

Gly val Glu
page 40

Phe

Leu

45

Asn

ser

va'l

Gly

ser

125

Ala

val

Ala

val

His

205

Cys

Gly

Met

His

Thr

30

ASp

Gln

Thr

Ty

Gin

110

val

Ala

ser

val

Pro

190

LYsS

Cys

Gly

Ile

Glu

270

His

15

Ala

Jrp

Lys

Ala

Tyr

a5

Gly

Phe

Leu

Trp

l.eu

175

Ser

Pro

Lys

Pro

ser

255

Asp

ASnh

Tyr

Phe

TYyr

80

cys

Thr

Pro

Gly

Asn

160

Gln

Ser

Ser

Thr

ser

240

Arg

Pro

Ala



Lys

Ser

305

Lys

Ile

Pro

Leu

AsSn

385

ser

Arg

Leu

Thr

290

val

Cys

Ser

Pro

val

370

Gly

ASD

Try

His

275

Lys

Leuy

Lys

Lys

sSer

355

Lys

Gin

Gly

Glin

Asn
435

Pro

Thr

val

Ala

340

Arg

Gly

Pro

Ser

Gln

420

His

Arg

val

Ser

325

Lys

Glu

Phe

Giu

Phe

405

Gly

TYr

<210>
<211>
<212>
<213>

<400

1

G2
448
PRT
mus musculus

92

Giu val Gin Leu Gln
5

ser val Lys Ile Ser

20

Thr Met His Trp val

Gly Gly Tle Lys Pro
50

Lys Gly Lys Ala Thr
65

Glu

Leu

310

AsSN

Gly

Glu

Tyr

Asn

390

Phe

Asn

Thr

Gln

Cys

Arg

Asn

Leu
70

Glu

295

His

LYS

Glin

Met

Pro

375

Ash

Leu

val

Gln

Ser

Lys

Gin

Ash

55

Thr

280

Gin

Gin

Ala

Pro

Thr

360

ser

Tyr

Tyr

Phe

Lys

Gly

Thr

ser

40

Gly

val

SEQUENCES PCT.TXT

Tyr

ASD

Leu

Arg

345

Lys

ASp

Lys

ser

Ser

425

Ser

Pro

ser

25

Leu

Leu

ASP

Asn

Trp

Pro

330

Glu

Asn

Ile

Thr

Lys

410

Cys

Leu
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ser

Leu

Ala
330

Tyr

Gly

Gly

val

155

phe

val

val

Lys

Leu

235

Leu

Ser

Glu

Thr

ASh

315

Pro

Trp

Pro

Thr

140

Thr

Pro

Thr

Asn

Ser

220

Gly

Met

val

Tyr
300

Gly

Pro Gln va'l
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Gly

ser

125

Ala

val

Ala

val

His
205

Glu

His

285

Arg

Lys

Glu

Tyr

TYr

Gln

110

val

Ala

ser

val

Pro

190

Lys

I
n
=]

Pro

Ser A

ASD

270

Asn

val

Glu

Lys

Thr
350

Tyr
95

Gly

Phe.

Leu

Trp

Leu

175

Ser

Pro

i
o
W

Ser

Ala

val

Tyr

Thr

335

Leu

Cys

Thr

Pro

Gly

Asn

160

Gln

ser

Ser

(ot
Za

"

val
240

Thr

Lys

Ser

Lys

Ile

Pro



Pro

val

Ser

Lys

370

Glin

Gly

Gin

Asn

<210>
<Z211>
<212>
<213>

<400>

Arg
355

Gly

Pro

ser

Gin

His

435

97
447
PRT

Giu

phe

Ghu

Phe

Gly

Tyr

Gliu

Tyr

Asn

Phe

405

Asn

Thr

mus musculus

97

Glu val Gin

1

Ser

Thr

Gly

Ala

Ala

Leu

val

Met

Gly

50

Gly

ASD

Arg

Leu

Ala
130

Lys

His

35

Ile

LYyS

Leu

Ser

Thr

115

Pra

lLeu

Ile

20

Trp

Lys

Ala

Arg

Glu

100

val

ser

Gin

5

Ser

va'l

Pro

Thr

Ser

85

Iie

Ser

Ser

Met

Pro

Asn

390

Leu

val

Gln

Gin

Cys

AYG

Asn

Leu

70

Leu

Thr

Ser

Lys

Thr

Ser

375

Tyr

Tyr

Phe

Lys

Ser

Lys

Gln

Ash

55

Thr

Thr

Thr

Ala

Ser
135

LYS

ASp

LYS

Ser

Ser

ser
440

Gly

Thr

Ser

40

Gly

val

Ser

Giu

Ser

120

Thr

SEQUENCES PCT.txt

Asn Gln val Ser Leu

ITe Alg
Thr Thr

Lys-Leu
410

Cys Ser
425

L.eu Ser

Pro Glu

ser Gly
25

Leu Gly
Leu Ata
Asp Lys

Glu Asp
90

Phe Asp
105

Thr Lys

val

Pro

395

Thr

val

Leu

Leu

Tyr

Glu

ASn

Ser

75

Ser

Tyr

Gly

Glu

380

Pro

va’'l

Met

Ser

val

Ser

Tyr

60

Ser

Ala

TrD

Pro

ser Gly Gly Thr

140
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365

Trp

val

Asp

Pro
445

Lys

Phe

Leu

45

Asn

ser

va'l

Gly

Ser

125

Ala

Thr

Glu

Leu

Lys”

Glu
430

Gly

Pro
Thr
30

ASD
Gln
Thr
Tyr
Gin
110

val

Cys
Ser
Asp
Ser
415

Ala

LYS

Gly
15

Ala
Trp
Lys
Ala
Tyr
95

Gly

Phe

Leu

Leu

Asn

Ser

400

Arg

Leu

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Thr

Pro

Gly



Cys

145

Ser

ser

Ser

ASTh

His

225

Phe

Pro

val

Thr

val

305

Cys

Ser

Pro

val

Leu

Gly

ser

Leu

Thr

210

Cys

Leu

Glu

Lys

Lys

Leu

Lys

Lys

Ser

Lys

GIn

Gly

val

Ala

Gly

Gly

Lys

Pro

Phe

val

Phe

275

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

lLys

fLeu

lLeu

180

Thr

val

Pro

Pro

Thr

260

Asn

Arg

val

Ser

k.ys

Glu

Phe

Glu

Phe

Asp

Thr

165

TYr

Gln

ASp

Cys

Pro

245

Cys

Trp

Giu

Leu

Asn

325

Gly

Glu

Tyr

AsSh

Phe
405

Tyr

150

Ser

ser

Thr

Lys

Pro

230

Lys

val

Tyr

Glu

His

310

Lys

Gin

Met

Pro

Asn

390

Leu

Phe

Gly

Leu

Tyr

215

Ala

Pro

vai

va'l

Gin

295

Gin

Pro

Thr

Ser

375

Tyr

Tyr

Pro

val

Ser

Tle

200

val

Pro

LYS

val

Asp

Leuy

Arg

LysS

360

ASD

LYS

Ser

SEQUENCES PCT.tXt

Glu Pro val Thr val

His

Ser

185

Cys

Glu

Glu

Asp

ASp

265

Gly

Asn

Trp

Pro

Glu

345

Asn

Ile

Thr

LYS

Thr

170

vai

Ash

Pro

Leu

Thr

250

val

val

Ser

Leu

Ala

330

Pro

Gin

Ala

Thr

Leu
410

155

Phe

val

val

Lys

Leu

235

l.eu

Ser

Glu

Thr

Asn

315

Pro

Gin

val

val

Pro

395

Thr

Pro

Thr

AsSn

Ser

220

Gly

Met

His

val

Tyr

300

Gly

Ile

val

Ser

Glu

380

Pro

val
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Ala

val

His

205

Cys

Gly

Ile

Glu

His

285

Arg

Lys

Glu

Tyr

Leu

365

Trp

val

ASp

Ser

val

Pro

190

Lys

Asp

Pro

Ser

Asp

270

Asn

val

Glu

Lys

Thr

350

Thr

Glu

ey

LYS

Trp

Ley

175

Ser

Pro

Cys

Ser

255

Pro

Ala

vai

Tyr

Thr

335

Leu

Cys

ser

Asp

ser
415

Asn

160

Gln

ser

Ser

Thr

val

240

Thr

LYS

Ser

Lys

Iie

Pro

ieu

Asnh

Ser

400

Arg



Trp Gln Gin Gly Asn

420

His Asn His Tyr Thr
435

<Z210>
<211>
<212>
<213>

<400>

98
446
PRT

mus muscuius

98

"Glu val Gin Leu

1

Ser

Thr

‘Gly

Ala

Leu

Cys

145

ser

ser

Ser

val
met
Gly
50

Gly
ASp
Arg
Leuy
Ala
130
Leu
Gly

Ser

Leu

Lys

Lys

l.ey

Ser

Thr

115

Pro

val

Ala

Gly

Gly

Ile
20

Trp

Lys

Arg

Glu

160

va'l

Ser

Lys

leu

Leu

180

Thr

Glin

Ser

val

Pro

Thr

Ser

85

Ile

Ser

Ser

ASp

Thr

165

Tyr

Gin

val

Glin

G1in

Cys

Arg

AsSnh

Leu

70

Leu

Thr

Ser

LYs

Tyr

150

sSer

Ser

Thr

Phe

Lys

ser
Lys
GIn
Asn
55

Thr
Thr
Thr
Ala
Ser
135
Phe
Gly

Leu

Tyr

ser

Ser
440

Gly

Thr

Ser

40

Gly

va'l

ser

Glu

Ser

1290

Thr

Pro

val

Ser

Tle
200

SEQUENCES PCT.Txt

Cys
425

Leu

Pro

Ser

25

Leu

Leu

ASp

Glu

Phe

105

Thr

Ser

Glu

His

Ser

185

Cys

Ser val Met His

Ser

Glu

10

Gly

Gly

Ala

Lys

ASp

90

Asp

Lys

Gly

Pro

Thr

170

val

Asn
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Leu

Leu

Typ

Giu

Asn

Ser

75

Ser

TYr

Gly

Gly

val

155

Phe

va't

val

Ser

val

Ile

Ser

TYr

60

Ser

Ala

Trp

Pro

Thr

140

Thr

Pro

Thr

Asn

Pro
445

Lys

Phe

Leu

45

AsSh

Ser

val

Gly

ser

125

Ala

val

val

His
205

Glu
430

Gly

Pro

Thr

30

ASp

Gin

Thr

Tvr

G1In

110

val

Ala

Ser

val

Pro

190

LYyS

Ala

Lys

Gly

15

Ala

Trp

Lys

Ala

Tyr

95

Gly

Phe

Leu

Trp

Leu

175

sSer

Pro

Ley

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Thr

Pro

Gly

ASnh

160

Ser

Ser



AsSn

225

Leu

Glu

Lys

Lys

Leu

305

LyS

LysS

ser

Lys

G1in

385

Gly

Gin

ASn

Thr
210
Pro
Phe
va'l
Phe
Pro
290

Thr

val

Ser
Gln

His

<210>
<Z211>
<212>
<213>

<400>

Lys

Pro

Pro

Thr

Asn

275

Arg

va'l

Ser

LysS

Giu

355

Phe

Giu

Phe

Gly

Tyr

435

99
446
PRT

val

Cys

Pro

Cys

Trp

Glu

Leu

AsSh

Tyr

Asn

Phe

Asnh

420

Thr

Asp

Pro

LYS

245

val

Tyr

Glu

His

Met

Pro

AsSN

Leu

405

val

Glin

mus musculus

99

Glu val Gln Leu Gin

Lys
Ala
230
Pro
val
val
GIn
Glin
310
Ala
Pro
Thr
ser
Tyr
390
Tyr

Phe

LyS

Glin

215

Pro

Lys

val

ASp

Tyr

295

ASp

Lau

Arg

Lys

Asp

LysS

Ser

ser

ser

Ser

val

Glu

ASD

Asp

Gly

Asn

Trp

Pro

Glu

AsSn

360

Ile

Thr

Lys

Cys

teu
440

Gly

SEQUENCES PCT.IXt
Glu Pro Cys Ser Cys

Leu Leu

Thr teu
250

val Ser
265

val Glu

Ser Thr

Leu Asn

Ala Pro
330

Pro -Gln
345

Gin val

Ala val

Thr Pro

Leu Thr
410

Ser vai
425

sSer Leu

Gly

235

Met

His

val

Tyr

val

Ser

Glu

Pro

395

va'l

MeT

Ser

220

Gly

Ile

Glu

His

Arg

300

LYS

Glu

Tyr

tey

380

va’l

ASp

His

Pro

Pro Glu Leu val
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Pro

Ser

ASD

Asn

285

val

Glu

Lys

Thr

Thb

365

Glu

Leu

Lys

Glu

Lys

Lys

ser

Arg

Pro

270

Ala

val

Tyr

Thy

Leu

350

Cys

Ser

Asp

ser

Ala

430

Lys

His

val

Thy

255

Glu

Lys

Ser

Lys

Ile

335

Pro

Leu

Asn

ser

Thr
Phe
240
Pro
val
Thr
vai
320
Ser
Pro

val

Gly

Tro

His

Pro Gly Ala



sSer

Thr

Gly

Ala

Ala

leu

Cys

145

Ser

Ser 5

Ser

AsSn

Glu

Lys

val

Met

Gly

50

Gly

ASp

Arg

Leu

Ala

130

Leu

Gly

Leu

Thr

210

Pro

Phe

val

Phe

LYyS

His

35

Ile

LysS

Leu

Ser

Thr

115

Pro

val

Ala

Gly

Lys

Pro

Pro

Thr

Asn

Ile

20

Trp

Lys

Ala

Arg

Glu

100

val

Ser

LYS

Leu

Leu

180

Thr

val

cys

Pro

Cys
260

Trp,

ser

val

Pro

Thr

Cys
Arg
ASN

Leu

70

Ser
85

Ile
Ser
ser
ASp
Thr
165
TYr
GlIn

ASp

Pro

Tyr

Leu

Thr

Ser

Lys

Tyr

150

Ser

ser

Thr

Lys

Ala

230

Pro

val

val

Lys

Gln

Asn

55

Thr

Thr

Thr

Ala

ser

i35

Phe

Gly

Leu

Tyr

LYS

val

ASp

Thr-

ser

40

Gly

val

Ser

Glu

Ser

120

Thr

Pro

val

ser

Ile

200

va'l

Glu

Asp

ASp

Gly

SEQUENCES PCT.IXt

10

Ser Gly Tyr Ile Phe
25

Leu

ey

ASp

Glu

Phe

105

Thr

Ser

Giu

His

Ser

185

Cys

Glu

t.eu

Thr

val
265

val

Gly

Ala

Lys

ASD

90

Asp

Lys

Gly

Pro

Thr

170

val

AsSn

Pro

teu

Leu

250

Ser

Glu

ASnh

Ser

75

Ser

Tyr

Gly

Gly

va'

155

Phe

val

vai

ser

Gly

Met

His

ser

Tyr

60

Ser

Ala

Trp

Pro

Thr
140
Thr

Pro

ASh
cys

220

Gly

Glu

Glu val His
- Page 54

Leu

45

Asn

ser

val

Gly

Ser

125

Ala

val

Ala

His

205

Cys

Pro

Ser

ASp

Asn

Thr

30

ASD

Gin

Thr

Tyr

Gin

110

val

Ala

Ser

val

Pro

190

Lys

Thr

ser

APg

Pro

270

Ala

15

Ala

Trp

Lys

Ala

Tyr

95

Gly

Phe

Leu

Trp

Leu

175

Pro

His

val

Thr

255

Glu

LysS

Tyr

Ile

Phe

TYr

Cys

Thr

Pro

Gly

Asn

160

Gin

ser

Ser

Thr

phe

240

Pro

val

Thr



Lys

Leu

305

LYsS

Lys

Ser

Lys

Gin

385

Gly

Gin

Asn

Pro

290

Thr

val

Ala

Arg

Gly

Pro

Ser

GIn

His

<210
<213>
<212>
<213>

<400>

275

Arg

val

ser

Lys

Phe

Glu

Phe

Gly

Tyr

435

100
446
PRT

Gly

L_e u

AsN

Gly

Glu

Tyr

Asn

Phe

Asn

420

Thr

Gluy

His

Lys

Gin

Met

Pro

Asn

Leu

405

val

Glin

mus muscuius

100

Gliu val Gln

1

Ser

Thr

val

Met

Gly Gly
50

Lys
65

Gly

Lys

His

35

Ile

Lys

Leu

Iie

20

Trp

Lys

Ala

Gin

3

ser

va'l

Pro

Thr

Gln

GIn

310

Ala

Pro

Thr

ser

Tyr

TYr

Phe

Lys

Gln

Cys

Arg

Asn

Leu
70

Tyr
295
ASD
Leu
Arg
LysS
Asp
375
Lys
ser

Ser

Ser

Ser
L.ysS
Gln
Asn

55

Thr

280

Asn

Trp

Pro

Glu

Asnh

360

Ile

Thr

Lys

Cys

Leu
440

Gly

Thr

Ser

40

Gly

val

SEQUENCES PCT.TxT

Ser Thr Tyr

teu Asn Gly

Ala Pro Ile
330

pPro Gln val
345

Gin val ser

Ata val Glu

Thr Pro Pro
395

Leu Thr val
410

Ser val Met
425

Ser Leu Ser

Pro Glu Leu
i0

Ser Gly Tyr
25

Leu Giy Glu

Leu Ala Asn

Asp Lys Ser
75

Arg

300

Lys

Glu

Tyr

Leu

380

val

ASD

His

Pro

val

Iie

Ser

Tyr

60

Ser
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285

val

Glu

LysS

Thr

Thr

365

Glu

Leu

Lys

Glu

Lys

Phe

Leu

45

Asn

Ser

val

Tyr

Thr

Leu

350

cys

ser

ASD

Ser

Ala

430

LysS

Pro

Thr

30

ASp

GIn

Thr

Ser
Lys
Ile
335
Pro
Leu

AsSn

Ser

Gly
15

Ala
Trp

Lys

Ala

val

cys

320

Ser

Pro

val

Gcly

ASD

Trp

Ala

TYr

Phe

TYr



Met
Ala
Ala
Leu
Cys
145
Ser
Ser
sSer
AsSh
Cys
225
Leu
Glu
LysS
Lys
Leu
305
LYS

LysS

ASp

Arg

Leu

Ala

130

Leu

Gly

Ser

Leu

Thr

210

Pro

Phe

val

Phe

Pro

290

Thr

val

Ala

Leu

Ser

Thr

115

Pro

vai

Ala

Gly

Lys

Pro

Pro

Thr

Asnh

275

Arg

val

Ser

LyS

Arg

Glu

100

val

Ser

Lys

Leu

teu

180

Thr

val

Cys

Pro

Cys

260

Trp

Glu

Leu

Asnh

ser

85

Iie

ser

Ser

Asp

Thr

165

Tyr

Gin

ASp

Pro

TYr

Glu

His

Lys

Gln

Leu

Thr

Ser

Lys

Tyr

150

ser

ser

Thr

LyS

Ala

230

Pro

val

val

Gln

Gln

310

ala

Pro

Thr

Thr

Ala

ser

135

Phe

Gly

Leu

Tyr

LysS

val

ASp

Tyr

295

ASP

Leu

Arg

Ser

Glu

Ser

120

Thr

Pro

val

Ser

Iie

200

val

Glu

AsSp

Asp

Gly

Asn

Trp

Pro

Glu

SEQUENCES PCT.LXL

Glu

Phe

105

Thr

ser

Glu

Ser

185

Cys

Giu

Leu

Thr

val

265

val

Ser

Leu

Ala

Pro
345

Asp ser Ala val

90

ASD
LysS
Gly
Pro
Thr
170

vati

AsSn

Pro 5

Leu

Leu

250

ser

Glu

Thr

Asn

Pro
330

Tyr

Gly

Gly

va'l

155

Phe

val

vai

Gly

Met

His

val

Tyr

Trp

Pro

Thr

140

Thr

Pro

Thr

AsSn

Ile

Glu

His

Lys

Glu

GIn val Tyr
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Gly

Ser

125

Ala

val

Ala

vai

His

205

ASD

Pro

sSer

ASp

Asn

285

val

Glu

Lys

Thr

Tyr

Gin

110

val

Ala

ser

va'l

Pro

190

Lys

Lys

ser

Arg

Pro

270

Ala

val

Tyr

Thr

Led

350

Tyr

95

Gly

Phe

Leu

Trp

Leu

175

Ser

Pro

val

Thr

255

Glu

Lys

Ser

LysS

Ile

335

Pro

Cys

Thr

Pro

Gly

Asnh

160

Gln

ser

ser

pPhe

240

Pro

val

Thr

val

Cys

Ser

Pro



Ser Arg

Lys Gly

GIn Pro
385

Gly ser

Gln Glin

Asn His

<210>
<21l>
<212>
<213>

<400>
Glu vai
1

Ser val

Thr Met

Gly Gly

50

Lys Gly

65

Met Asp

Ala Arg

Ala Leu

Leu Ala
130

Glu
355

Phe

Glu

Phe

Gly

Tyr

435

101
444
PRT

Glu
Tyr
Asn
Phe
ASN

420

Thr

Met

Pro

AsSn

Leu

405

val

Gln

mus muscutus

101

GIn

Lys

His

35

Ile

Lys

Leu

Ser

Thr

115

Pro

Leu

Ile

20

Trp

LyS

Ala

Arg

Glu

100

va'l

sSer

Gin

Ser

val

Pro

Thr

ser

85

Ile

Ser

ser

Thr

Ser

Tyr

Phe

Lys

Gin

Cys

Ar'g

Asn

Leu

70

Leu

Thr

Ser

Lys

LYS
ASp
375
Lys
ser

Ser

Ser

Ser
LYS
Glin
ASn
55

Thr
Thr
Thr

Ala

ser
135

Asn

360

Ile

Thr

Lys

Cys

Leu
440

Gly

Thr

Ser

40

Gly

val

Ser

Glu

Ser

120

Thr

SEQUENCES PCT.LXt

GIin val Ser Leu

Ala val

Thr Pro

Leu Thr
410

ser val
425

Ser Leu

Pro Glu
10

ser Gly
25

Leu Gly

Leu Ala

ASp Lys

Giu Asp
90

Phe Asp
105

Thr Lys

Ser Gly

Glu

Pro

395

val

MeT

Ser

Leu

Tyr

Glu

ASnN

Ser

75

Ser

Tyr

Gly

Gly

Trp

380

val

ASD

His

Pro

val

Ile

Ser

Tyr

ser

Ala

Trp

Pro

Thr
140
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Thr

365

Glu

Leu

Lys

Glu

Lys

Phe

Leu

45

Asn

Ser

val

Gty

Ser

125

Ala

Cys

ser

Asp

Ser

Ala

430

LYs

Pro

Thr

30

ASp

Gin

Thr

Tyr

Gin

110

val

Lett

Asn

ser

Gly
15

Ala
Trp
LyS
Ala
Tyr
95

Gly

Phe

Leu

val

Gly

ASp

400

Trp

Ala

Tyr

phe

TYyr

80

Cys

Thr

Pro

Gly



Cys

145

Ser

ser

Ser

Asn

Pro

225

Pro

Thr

Asn

Arg

val

305

Ser

LYs

Glu

Phe

Glu

385

Phe

Leu

Gly

Ser

Leu

Thr

210

Cys

Pro

cys

Trp

Glu

290

Leu

Asn

Gly

Glu

TYyr

370

AShH

Phe

val

Ala

Gly

Pra

LysS

val

Tyr

275

Glu

His

Lys

Gin

Met

355

Pro

Asn

Leu

Lys

Leu

Leu

180

Thr

val

Ala

Pro

va'l

260

val

Gin

Gin

Ala

Pro

340

Thr

Ser

Tyr

TYr

Asp

Thr

165

Tyr

Gin

Asp

Pro

ASp

Tyr

ASD

Ley

325

Arg

LYS

AsSp

Lys

ser
405

Tyr
150
Ser
Ser
Thr
Lys
Glu
230
ASp
Asp
Gty
Asn
Terp
310
Pro
Glu
Asn
Iie
Thr

390

LYS

Phe

Gly

Leu

Tyr

215

Leu

Thr

val

val

ser

295

Leu

Ala

Pro

Gln

Ala

375

Thr

Leu

Pro

val

Sar

Ile

200

val

Leu

Leu

Ser

Glu

280

Thr

AsSn

Pro

Gin

val

360

val

Pro

Thr

SEQUENCES PCT.TXT

Glu Pro val Thr val

His

Ser

185

Cys

Giu

Gly

Met

His

265

val

Tyr

Gly

val

345

ser

Glu

Pro

val

Thr
170
va'l
ASH
Pro
Gly
Ile
250
Glu
His
Arg
LYS
Glu
330
Tyr
Ley
Tep
val

Asp
410

155
Phe
val
val
Lys
Pro
235
Ser
ASp
Asn
val
Glu
315
Lys
Thr
Thr
Glu
Leu

395

Lys

Pro

Thr

Asn

Ser

220

Ser

Arg

Pro

Ala

val

300

Tyr

Thr

Leu

Cys

ser

380

Asp

ser
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Ala

val

His

205

Cys

val

Thr

Lys

1le

Pra

Leu

365

Asn

ser

Arg

Ser

val

Pro

190

Lys

Thr

Phe

Pro

val

270

Thr

va'l

cys

Ser

Pro

350

val

Gly

ASP

Trp

T™p

Leu

175

Ser

Pro

cys

lLeu

Glu

255

Lys

Lys

Leu

Lys

LysS

Ser

LYS

Gin

Gly

Glin
415

AsSnh

160

Gin

Ser

ser

Pro

Phe

240

val

Phe

Pro

Thr

val

320

Arg

Gly

Pro

Ser

400

GIn



Gly Asn val phe Ser

Tyr Thr G1
3

<210>
<21il>
<212>
<213

<400>

435

102
448
PRT

420

n Lys Ser

mus musculius

162

Glu val Gln

i

Ser

Thr

Gly

Ala

Ala

Leu

Cys

145

Ser

Ser

Ser

vai

Met

Gly

50

Gly

ASp

Arg

Leu

Ala

130

Leu

Gly

Ser

Leu

Lys

His

35

Ile

Lys

Leu

Ser

Thr

115

Pro

val

Ala

Gly

Gly

Leu

Tle

20

Trp

LyS

Ala

Arg

Glu

100

val

ser

Lys

teu

Leu

180

Thr

Gln
5
Ser
val
Pro
Thr
Ser
85
Ile
Ser
Ser
Asp
Thr
165

Tyr

Glin

Cys

l.eu

Gin

Cys

ATQ

Asn

Leu

70

Leu

Thr

Ser

Lys

Tyr

150

Ser

ser

Thr

Ser

sar

ser

Lys

Gin

Asn

35

Thr

Thr

Thr

Ala

Ser

135

Phe

Gly

Leu

Tyr

val

Leu
440

Gly

Thr

ser

40

Gly

val

Ser

Glu

ser

120

Thr

Pro

val

Ser

Ile
200

SEQUENCES PCT.tXt

Met His Glu Ala Leu His Asn His

425

Ser

Pro

Ser

25

Leu

Leu

Asp

Glu

Phe

105

Thr

Ser

clu

His

Ser

185

Cys

Pro

Glu

10

Gly

Gly

Ala

Lys

Asp

90

Asp

Lys

Gly

Pro

Thr

170

val

Asn

Gly

teu

TYr

Glu

Asn

Ser

75

Ser

Tyr

Gly

Gly

val

155

Phe

val

val

Lys

val

Ser

TYyr

60

Ser

Ala

Trp

Pro

Thr

140

Thr

Pro

Thr

Asn
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Lys

Phe

Leu

45

ASn

Ser

val

Gly

ser

125

Ala

val

Ala

va'l

His
205

430

Pro

Thr

30

ASD

Gin

Thr

Tyr

Gin

110

vai

Ala

Ser

val

Pro

190

Lys

Gly

15

Ala

Trp

Lys

Ala

TYF

95

Gly

Phe

Leu

Trp

Leu

175

ser

Pro

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Thr

Pro

Gly

Ast

160

Gln

Ser

Ser



SEQUENCES PCT.txt
Asn Thr Lys val Asp Lys Arg val Glu Pro Lys Ser Cys Asp Lys Cys
210 215 220

val Glu Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
225 230 235 240

val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
245 250 255

Thr Pro Glu val Thr Cys val val val Asp val Ser His Glu Asp Pro
260 265 270

Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala
275 280 285

Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg val val
290 295 300

Ser val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ite Giu Lys Thr
325 330 335

Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn val Tyr Thr Leu
340 345 350

Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln val Ser Leu Thr Cys
355 360 365

Lteu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser
370 375 380

Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser
405 410 415

Arg Trp GIn GIn Gly Asn val phe Ser Cys Ser val Met His Glu Ala
420 425 430

Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys

435 440 445
<210> 103
<211> 1347
<212> DNA
<213> mus muscuius
<400> 103
gaggtccage tgcagcagag cgggccagaa ctggrtaaac ctggegecag cgtgaagatt 60

Page 60



agctgraaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccyg
accaagggcec
gccgeeetyg
agcggagecc
tacagcctga
tgcaacgtga
rgcgacaaga
gtgttcctgt
acctgtgtgg
gacggcgtgg
tacagggtdy
‘aagtgtaagg
aagggecage
aagaaccagg
gagtgggaga
agcgacggea
ggcaacgtgt
agcctgagec
<210>
<211>
<212>
<213> mus

<400> 104
gaggrccagce

104
DNA

agctgtaaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccyg
accaagggec
gccgeectygy

agcggagece

1347

ccagcggtta
ctcrggactg
tcaagggcaa
gaagcctgac
agttcgacta
caagcgtgtt
gctgectggt
tgacctccgy
gcagcgtggt
accacaagcc
cccacacctg
tcccececcaa
tggtggacgt
aggtgcacaa
tgtccgtget
tgtccaacaa
caagagagcec
tgtccctgac
gcaacggceca
gctrettect
tcagetgete

tgtccecagyg

musculus

tgcageagag
ccagcggtta
ctctggacty
tcaagggcaa
gaagcctgac
agttcgacta
caagcgtygtt
gctgectggt

tgacctecgg

catctttaca
gatcggaggt
agccacactg
atccgaggac
ttggggacag
cccgetagec
gaaggactac
cgtgcacaca
gaccgtgect
cagcaacace
teeeeectge
gcccaaggac
gtcccacgag
cgccaagacc
gaccgtgoty
ggccctgeca
ccaggtgtac
ctgtctggtg
gcccgagaac
gtacagcaag
cgtgatgcac

caagtga

cgggeeagaa
catcttraca
gatcggaggt
agccacactg
atccgaggac
ttggggacag
cccgetagec
gaaggactac

cgtgcacaca

SEQUENCES PCT.TXT

gcatatacca
attaagccca
accgtcgata
agtgcagtgt
ggcactgcac
cccagcagea
trccccgage
ttccecegecy
agcagcagec
aaggtggaca
ccrgececty
accctgatga
gacccagagg
aagccecagag
caccaggact
geeecaatcg
accctgccac
aagggcttct
aactacaaga
ctgaccgtgy
gaggcccetge

ctggttaaac
gcatatacca
attaagccca
accgrtcgata
agtgcagtgt
ggcactgcac
cccagcagea
ttcceccgage

TtCcccegeeg

tgcactgggt
acaatggcect
agtecctette
actactgege
tgaccgtctc
égagcaccag
ccgtgaccot
tgctgcagag
tgggcaccca
agcgagtgga
aactgctggg
tcagcagaac
tgaagttcaa
aggagcagta
goctgaacgg
aaaagaccat
ccagcaggga
acccaagcga
ccacecceeec
acaagagcag

acaaccacia

ctggegecag
tgcactygggt
acaatggect
agtectette
actactgcge
tgaccgtctc
agagcaccag
ccgtgaccgt

tgctgcagag

Page b6l

gaggcagagt
ggctaactat
tacagcttac
ccggtctgag
ctcegecage
cggcggeaca
gtcctggaac
cagcggecty
gacctacatc
gtgcaagagc
cggacccagce
ccccgagotg
ctggtacgtyg
caacagcacc
caaggagtac
cagcaaggcc
ggagatgacc
agrgctggac
atggcagceag

cacccagaag

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ccggtetgag
cteccgecage
cggcggeaca
gtcctggaac

cagcggecty

60
120
180
240
300
360
420
480
540



tacagcctga
tgcaacgtga
tgcgacaaga
gtgttectgt
acctgtgtgyg
gacggcgtgg
tacagggtgg
aagtgtaagg
aagggcecage
aagaaccagg
gagtgggaga
agcgacggca
ggcaacgtgt
agcctgagcec
<210>
<211>

<212>
<213>

105

DNA
mus

<400> 105
gaggtccage

agctgtaaga
Ctgggggaat
aatcaaaaat
atggatctga
arcactaccg
accaagggec
gcegeectgg
agcggageee
tacagcctga
tgraacgtga
tgcgacaaga
gtgttcctgt
acctgtgtgg
gacggcgtog
tacagggtgg

1347

gcagcgtggt
accacaagec
cccacaccty
tcecececaa
tggtggacgt
aggtgcacaa
tgteegtget
tgtccaacaa
caagagagcc
tgtccctgac
gecaacggeea
gcttcttect
tcagctgete

tgtccecagy

musculus

tgcagcagag
ccagcggtta
ctctggactyg
tcaagggcaa
gaagcctgac
agticgacta
caagcgrgtt
gctgeetggt
tgacctecgy
gcagcgtggt
accacaagece
cccacacctg
tccceeccaa
tggtggacgt
aggtgcacaa

tgtccgtget

gaccgtgect
cagcaacacc
tcececectge
gcccaaggac
gtcccacgag
cgccaagacce
gaccgtgctg
ggccctgeca
ccaggigtac
ctgtctggty
gcccgagaac
gtacagcaag
cgtgatgcac

caagtga

cgggccagaa
catctttaca
gatcggaggt
agccacacty
atccgaggac

tTtggggacag

ccecgetagec

gaaggactac

cgtgcacaca
gaccgtgect
cagcaacacc
tececeetge
gcccaaggac
gtcccacgag
cgccaagacé

gaccgtgctg

agcagcagee
aaggtggaca
cctgececty
accctgatga
gacccagagy
aagcccagag
caccaggact
gcccecaatceg
accctgecac
aagggcttct
aactacaaga
ctgaccgtyy

gaggecctgce

ctggttaaac
gcatatacca
attaagccca
accgtcgata
agtgcagtgt
ggcactgcac
cccagcagea
ttcecccgage
TTCCCCgeey
agcagcagec
aaggtggaca
cctgeeecty
accctgatga
gacccagagy
aagcecagag

caccaggact

Page 62

SEQUENCES PCT.IXT

tgggeaccca
agagagtgga
aactgctgyg
tcagcagaac
tgaagttcaa
aggagcagta
ggctgaacgg
aaaagaccat
ccagcaggga
acccaagcga
ccacecccecec
acaagagcag

acaaccacta

ctggegeeag
tgcactgggt
acaatggcect
agtcctette
actactrgcge
tgaccgtcetc
agagcaccag
ccgrgaccgt
tgctgcagag
tgggcaccca
agcgegtgga
aactgciggy
tcagcagaac
tgaagttcaa
aggagcagta

ggctgaacgg

gacctacatc
gcectgeage
cggacccage
ccccgaggty
ctggtacgtg
caacagcacc
caaggagtac
cagcaagycc
ggagatgacc
catcyccgty
agtgctggac
atggcagcag

cacccagaag

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ccggtctgag
ctccgecage
cggcggeaca
gtectggaac
cagcggecty
gacctacatc
gcecaagtgye
cggacccage
ccccgaggtg
ctggtacgty
caacageace

caaggagtac

600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1347

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



aagtgtaagg
aagggeeage
aagaaccagyg
gagtgggaga
agcgacggca
ggcaacgtgt
agcctgagec
<210>
<211>
<212>

<213> mus

<400> 106
gaggtccage

106
DNA

agctgtaaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccy
accaagggcc
gccgeeetgg
agcggagecc
tacagcctga
tgcaacgtya
tgttgcaaga
gtgttcctgt
acctgtgtyy
gacggcgtyg
tacagggtygy
aagtgtaagg
aagggccagc
aagaaccagy
gagtgggaga
agcgacggea
ggcaacgtgt

agcctgagec

1347

tgtccaacaa
caagagagee
tgreectgac
gcaacggcea
gerrcttect
tcagetgete

tgtceccagyg

musculus

tgcagcagag
ccagcggtta
ctetggactyg
tcaagggcaa
gaagcctgac
agttcgacta
caagcgtgtt
gctgectggt
tgaccteegg
gcagegtggt
accacaagcc
cccacacctg
tceeccccaa
tggtggacgt
aggtgcacaa
tgtcegtyet
tgtccaacaa
caagagagcc
tgtccetgac
gcaacggcca
gcttcttect
tcagctgete

tgtccecagy

ggeccetgeca
ccaggtgtac
ctgtctggtg
gcccgagaac
gtacagcaag
cgtgatgcac

caagtga

cgggccagaa
catctttaca
gatcggaggt
agccacactg
atccgaggac
ttggggacag
ccecgetagec
gaaggactac
cgtgcacaca
gaccgtgect
cagcaacacc
tccoceectge
gcccaaggac
gtcccacgag
cgccaagace
gaccgtgetg
ggccctgeca
ccaggtgtac
ctgtctggty
gcccgagaac
gtacagcaag
cgtgatgcac

caagtga

SEQUENCES PCT.IXT

gccccaateg
accctgecac
aagggettct
aactacaaga
ctgaccgtyg

gaggcectgc

ctggttaaac
gcatatacca
attaagccca
accgtcgata
agtgcagtygt
ggcactgeac
cccageagea
ttccccgage
tteCecgeeg
agcageagec
aaggtggaca
cetgocecty
accctgatga
gacccagagg
aagcccagag
caccaggact
gccccaatey
accctgecac
aagggettct
aactacaaga
ctgaccgtgy
gaggcectge

Page 63

aaaagaccat
ccagcaggga
acccaagcga
ccacceccece
acaagagcag

acaaccacta

ctggegecag
tgcactgggt
acaatggect
agtcctctte
actactgcge
tgaccgtetce
agagcaccag
ccgtgaccgt
tgctgcagag
tgggecaccca

agagagtgga

aactgctgyg

tcagcagaac
tgaagttcaa
aggagcagta
ggctgaacgg
aaaagaccat
ccagcaggga
acccaagega
ccaccceece
acaagagcag

acaaccacta

cagcaaggec
ggagatgacc
catcgccgig
agtgctggac
atggcagcag

cacccagaag

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ceggtctgag
ctccgecage
cygcggeaca
gtcctggaac
cagcggecty
gacctacatc
gcctaagage
cggacccage
ccccgaggtg
ctggtacgtg
caacagcacc
caaggagtac
cagcaaggcec
ggagatgacc
catcgccgty
agtgctggac
atggcageag

cacccagaag

1020
1080
1140
1200
1260
1320
1347

60
120
180
240
300
360
420
480
540
600
660
720
780
840
500
960

1020
1080
1140
1200
1260
1320
1347



<210>
<211>
<212>
<213>

107

DNA
mus

<400> 107
gaggtccage

agctgtaaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccg
accaagggcc
gcegeoctgy
agcggageec
tacagcciga
tgcaacgtga
tgcgactgea
gtgttcctgt
acctgtgtgg
gacggcgtgg
tacagggtgyg
aagtgtaagg
aagggeeage
aagaaccagg
gagtgggaga
agcgacggcea
ggcaacgtgt
agcctgagece
<210>
<211>
<212>
<213> mus

<400> 108
gaggtccage

108

DNA

agctgtaaga
ctgggggaat
aatcaaaaat

atggatctga

1347

1346

musculus

tgcagcagag
ccageggtta
ctectggacty
tcaagggcaa
gaagcctgac
agticgacta
caagcgtgtt
gctgectggt
tgacctccgg
gcagegrggt
accafaagcc
cccacacctg
T¢eeecccaa
tggrggacgt
aggtgcacaa
tgtcegtget
tgtccaacaa
caagagagcc
tgtccctgac
gcaacggeca
gcticttect
tcagetgete

tgtcceccagy

MmUSCuus

tgcagcagag
ccagcggtta
ctctggactg
tcaagggcaa

gaagcctgac

cgggccagaa
catctttaca
gatcggaggt
agccacactg
atccgaggac
ttggggacag
cccgetagec
gaaggactac
cgtgcacaca
gaccgtgect
cagcaacacc
tcceeectge
gcccaagyac
gtccﬁacgag
cgccaagacce
gaccgrgetg
ggccctgeea
ccaggtgtac
ctgtctggty
gcccgagaac
gtacagcaag
cgtgatgcac

caagtg

cgggccagaa
catctttaca
gatcggaggt
agccacactg

atccgaggac

SEQUENCES PCT.txt

ctggttaaac
gcatatacca
attaagecca
accgtcgata
agtgcagtgt
ggcactgeac
cccageagea
Ttccccgage
ttcceecgeey
agcagecagec
aaggtggaca
cctgeeoctyg
acccigatga
gaccecagagyg
aagcccagag
caccaggact
geeecaateg
accctgocac
aagggcttct
aactacaaga
ctgaccgtgg

gaggcectge

ctggttaaac
gcatatacca
aftaagccca
accgtcgata

agtgcagtgt

ctggcgecag
tgcactgggt
acaatggcct
agtcctette
actactgcege
tgaccgtctc
agagcaccag
ccgtgacegt
tgctgceagag
tgggcaccca
agagagtgga
aactgctggg
tcagcagaac
tgaagttcaa
aggagcagta
ggctgaacgg
aaaagaccat
ccagcaggga
acccaagcega
ccaccececce
acaagagcag

acaaccacta

ctggcgecag
tgcactgggt
acaatggect
agtcctctte

actactgcgce

Page 64

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ccggtcetygag
cteccgecage
cggeggeaca
gtcectggaac
cagcggcctg
gacctacatc
gcecaagage
cggacccage
ccccgaggte
ctggtacgty
caacageacc
caaggagtac
cageaaggec
ggagatgacc
catcgeegty
agtgctggac

atggcagcag

cacccagaag

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac

cecggtetgay

60
120
180
240
300
360
420
480
540
600
660
720
780
540

o}
<
o

960
1020
1080
1140
1200
1260
1320
1346

60
120
180
240
300



atcactaccyg
accaagggcec
gccgeecetgy
agcggagecec
tacagcctga
tgcaacgtga
tgcgacaagt
gtgttcctgt
ac&tgtgtgg
gacggcgtgg
tacagggtyy
aagtgtaagg
aagggccagce
aagaaccagg
gagtgggaga
agcgacggca
ggcaacgtgt
agcctgagec
<210>
<211>
<212>
<213> mus

<400> 109
gaggtccagc

109

DNA

agctgtaaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccyg
accaagggcec
gccgecctgg
agcggagecc
tacagectga
tgcaacgtga

tgcgacaaga

1347

agttcgacta
caagcgtgtt
getgeetygt
tgacctcegg
gcagcgtggt
accacaagcc
gccacacctg
tcceececcaa
tggtggacgt
aggtgcacaa
tgtccgtgct
tgtccaacaa
caagagagec
tgtccctgac
gcaacggceea
gcttettect
tcagetgerc

tgtccecagg

musculus

tgcagcagag
ccagcggtta
ctctggactyg
tcaagggcaa
gaagcctgac
agttcgacta
caagcgtgtt
gergectggt
tgaccteogy
gcagcgtggt
accacaagcec

cccactgeg

ttggggacag
ccegetagec
gaaggactac
cgtgcacaca
gaccgtgect
cagcaacacc
tccecectge
gcccaaggac
gtcccacgag
cgccaagacc
gaccgtgetg
ggcectgeca
ccaggtgtac
ctgtctggtg
gcccgagaac
gtacagcaag
cgtgatgcac

caagtga

cgggecagaa
catctttaca
gatcggaggt
agccacactg
atccgaggac
ttggggacag
ccecgetagec
gaaggactac
cgtgcacacc
gaccgtgect
cagcaacacc

tcececocectyge

ggcactgcac
cccagecagea
ttecccegage
tteceecgecy
agcagcagec
aaggtggaca
ccrgececty
acccrgatga
gacccagagyg
aagcccagag
caccaggact
gccecaatcg
accctgeeac
aagggcttct
aactacaaga
Ctgaccgtgg
gaggcectygce

ctggttaaac
gcatatacca
attaagccca
accgtcgata
agtgcagtyt
ggcactgeac
cccagcagea
ttcececgage
ttccecgecy
agcagcagec
aaggtggaca

cctgeeecty
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SEQUENCES PCT.TXtT

tgaccgtctce
agagcaccag
ccgtgaccgt
tgctygcagag
tgggcaccca
agagagtgga
aactgctggy
tcagcagaac
tgaagttcaa
aggagcagta
ggcrgaacgy
aaaagaccat
ccageaggga
acccaagcga
ccacceccec
acaagagcag

acaaccacta

ctggcgecag
rgcactgggt
acaatggeet
agtcctettc
actactgcgo
tgaccgtctic
agagcaccag
ccgtgaccgt
tgctgcagag
tgggeaccca
agagagtgga
aactgctggg

ctecgecage
cggcggcaca
gtcctggaac
cagcggectyg
gacctacatc
gcccaagage
cggacccage
ccecgagygtg
ctggracgtyg
caacagcacc
caaggagtac
cagcaaggcec
ggagatgacc
catcgccgty
agtgctggac
atggcagceag

cacccagaag

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ccggrctgag
ctcecgecage
cggcggeaca
gtcctggaac
cagecggecty
gacctacatc
gcecaagage

cggacccage

360
420
480
540
600
660
720
780
840
900
960
1620
1080
1140
1200
1260
1320
1347

60
120
180
240
300
360
420
480
540
600
660
720



gtgttectgt
acctgrtgtgg
gacggcgtygg
tacagggtygg
aagtgtaagg
aagggccage
aagaaccagg
gagtgggaga
agcgacggca
ggcaacgtgt
agcctgagec
<210>
<211>

<212>
<213>

110

DNA
mus

<400> 110
gaggtccagc

agctgraaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccg
accaagggec
geegecctyg
agcggagece
tacagcectga
tgcaacgtga
aégacccaca
ctgttcecece
gtggtggrgg
gtggaggtgc
gtggtgtccy
aaggtgtcca
cagccaagag
caggtgtcec

gagagcaacg

tcecoocccaa
tggtggacgt
aggtygcacaa
tgtccgtygct
tgtccaacaa
caagagagcc
tgtccctrgac
gcaacggceca
gcttcttect
tcagetgete

tgtccecagg

1341

musculus

tgcagcagag
ccagcggtta
ctetggactg
tcaagggcaa
gaagcctgac
agttcgacta
caagcgtgtt
gctgectggt
tgacctccgy
gcagegtggt
accacaagcc
cetgteeeec
ccaagcccaa
acgtgteccca
acaacgccaa
tgctgaccgt
acaaggcect
agccccaggt
tgacctgtct

geceageccga

gceccaaggac
gtcccacgag
cgccaagace
gaccgtgetg
ggcectgeca
ccaggtgtac
ctgtctggty
gcecgagaac
gtacagcaag
cgtgatgeac

caagtga

cgggccagaa
catctttaca
gatcggaggt
agccacactg
atccgaggac
ttggggacag
cccgetagec
gaaggactac
cgtgcacaca
gaccgtgecet
cagcaacacc
ctgceetgec
ggacaccctg
cgaggaccca
gaccaagccce
gctgcaccag
gccageeeca
gtacaccctg
ggtgaagggc

gaacaactac

accctgatga
gacccagagy
aagcccagag
caccaggact
gccccaateg
accctgecac
aagggertct
aactacaaga
ctgaccgtgy

gaggccetge

ctggttaaac
gcatatacca
attaagccca
accgtcgata
agtgcagtgt
ggcactgeac
cccagcagea
ttcecocgage
tteeeegecy
agcagcagcec
aaggtggaca
cctgaactge
atgatcagca
gaggtgaagt
agagaggagc
gactggctga
atcgaaaaga
ccacccagca
ttctacccaa

aagaccaccc

SEQUENCES PCT.tXL

tcagcagaac
tgaagttcaa
aggagcagta
ggctgaacgg
aaaagaccat
ccagcaggga
acccaagcga
ccaccccece
acaagagcag

acaaccacta

ctggegeeag
tgcactgggyt
acaatggcect
agtcctettce
actactgegce
tgacegtctc
agagcaccag
ccgtgaccgt
tgctgeagag
rgggcaccca
agcgggtgga
tgggcggacc
gaacccccga
tcaactggta
agtacaacag
acggcaagga
ccatcagcaa
gggaggagat
gcgacatcgce

ccccagtget
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ccccgagytyg
ctggtacgtg
caacagcacc
caaggagtac
cagcaaggec
ggagatgacc
catecgoegtg
agtgctggac
atggcagcag

cacccagaag

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ccggtctgag
cteegecage
cggcggeaca
gtcctggaac
cagcggectg
gacctacatc
gaagtgcgac
cagcgtgttc
ggtgacctgt
cgtggacgge
cacctacagg
gtacaagtgt
ggccaagggc
gaccaagaac
cgtggagtgg

ggacagcgac

780
840
900
960

1020

1080

1140

1200

1260

1320

1347

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200



ggcagctict
gtgttcagct
agcctgtecce
<210>
<211

<212>
<213>

111

DNA
mus

<400- 111
gaggtccagc

agctgtaaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccg
accaagggcec
gcegeectgg
agcggagecc
tacagcecetga
tgcaacgtga
tgcgactgec
ttectgttee
Tgrgtggtyg
ggcgtggagg
agggtggtgt
tgtaaggtgrt
ggccagocaa
aaccaggtgt
tgggagagcea
gacggcagcet
aacgtgttca
ctgagectygt
<210>
<211

<212>
<213>

112

DNA
mus

<400> 117
gaggtccage

1344

1344

tcctgtacag
gctccgtgat
cagdcaagtyg

muscuius

tgcagcagag
ccagcggtta
ctctggactg
tcaagggcaa
gaagcctgac
agtrcgacta
caagegtgtt
gctgectggt
tgacctcegy
gcagcgtggt
accacaagcec
acacctgtcc
ceeccaagec
tggacgtgtc
tgcacaacge
ccgtgetgac
ccaacaaggc
gagagcecca
ccctgacctg
acggecagec
tcttectgta
gctgctecgt

ccccaggeaa

musculus

tgcagceagag

caagctgacc.

gcacgaggec

d

cgggecagaa
catctttaca
gatcggaggt
agccacactg
atccgaggac
ttggggacag
ccegetagec
gaaggactac
cgtgcacaca
gaccgtgect
cagcaacacc
cccectgecct
caaggacacc
ccacgaggac
caagaccaag
cgtgctgcac
cectgeeagec
ggtgtacacc
tctggtgaag
cgagaacaac
cagcaagctg
gatgcacgag

gtga

cgggccagaa

gtggacaaga

ctgcacaacc

ctggttaaac
gcatatacca
attaagccca
accgtcgata
agtgcagtgt
ggcactgcac
cccagcagea
ttccecgage
LLCCCCyeey
agcagcagcc
aaggtggaca
gccectgaac
ctgatgatca
ccagaggtga
cccagagagg
caggactggc
ccaatcgaaa
ctgeccaccca
ggcttctace
tacaagacca
accgtggaca

geccctgcaca

ctggttaaac
Page &7

SEQUENCES PCT.tXt

gcagatggca

actacaccca

ctggcgecag
tgcactgggt
acaatggcct
agtcctette
actactgcge
tgaccgtcte
agagcaccag
ccgtgaccgt
tgctygcagag
tgggcacecca
agagagtgga
tgctggygcygy
gcagaacccco
agttcaactg
agcagtacaa
tgaacggcaa
agaccatcag
gcagggagga
caagcgacat
cccccecagt
agagcagatg

accactacac

ctggcgccag

gcagggeaac

gaagagcctg

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ccggtctgag
ctccgecage
cggeggeaca
gtcctggaac
cagcggecty
gacctacatc
gcccaagage
acccagegtyg
cgaggtgacc
gtacgtggac
cagcacctac
ggagtacaag
caaggccaag
gatgaccaag
cgccgtggag
gctggacagce
gcagcaggge

ccagaagage

cgtgaagatt

1260
1320
1341

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1344

60



agctgtaaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccyg
accaagggcec
gccgooetgy
agcggagecc
tacagectga
tgcaacgtga
tgcgactgea
ttoctgttee
tgtgtggtygg
ggcgrggagy
agggtggtrgt
tgtaaggtyt
ggccagcecaa
aaccaggtgt
tgggagagca
gacggcagcet
aacgtgitca
ctgagcctgt
<210>
<211>

<212>
<2i3>

113

DNA
mus

<400> 113
gaggtccage

agctgtaaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccy
accaagggec

gccgeectgy

cragcggtta
ctctggactg
tcaagggcaa
gaagectgac
agttcgacta
caagcgrgtt
gctgcctygot
tgaccteegg
gcagecgtggt
agcacaagcec
ccecactgecec
cceecaagec
tggacgtgic
fgcacaacgc
ccgtgetgac
ccaacaaggce
gagagccceca
cectgacctg
acggccagec
tcttectgta
gctgcteegt

ccccaggeaa

1341

musculus

tgcagcagag
ccagoggtta
ctcrggactyg
tcaagggeaa
gaagcctgac
agttcgacta
caagcgtgtt

gctgcctggt

catctttaca
gatcggaggt
agccacacty
atccgaggac
ttggggacag
cccgetagec
gaaggactac
cgtgcacacc
gaccgtrgect
cagcaacacc
ccocctgeocy
caaggacacc
ccacgaggac
caagaccaag
cgtgctgeac
cctgecagec
gytgtacacc
tctggtgaag
cgagaacaac
cagcaagcetg
gatgcacgag

gtga

cgggecagaa
catctttaca
gatcggaggt
agccacacty
atccgaggac
ttggggacag
cccgetagec

gaaggactac

gcatatacca
attaagccca
accgtcgata
agtgcagtgt
ggcactgcac
cccageagea
ttcccegage
tteeoegecy
agcageagee
aaggtggaca
gccectgaac
ctgatgatca
ccagaggtga
cccagagagyg
caggactgge
ccaatcgaaa
ctgcgaccca
ggcttetace
tacaagacca
accgtggaca

gccctgeaca

ctggttaaac
gcatatacca
attaagccca
accgtcgata
agtgcagtgt
ggcactgcac
cccagcagea

trccccgage

SEQUENCES PCT.tXT

tgcactgggt
acaatggect
agtcctettc
actactgcge
tgaccgtcte
agagcaccag
cecgtgaccgt
tgctgcagag
tgggcaccca
agagagtgga
tgergggcag
gcagaacccc
agttcaactg
agcagtacaa
tgaacggcaa
agaccatcag
gcagygagga
caagcgacat
cccceccagt
agagcagatg

accactacac

ctggcgecag
tgcactgggot
acaatggcct
agtcctetec
actactgege
tgaccgtetce
agagcaccag

cecgtgaccgt
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gaggcagagt
ggctaactat
cacagcttac
ccggtctgag
ctecgecage
cggcggeaca
gtcctggaac
cageggecty
gacctacatc
gcccaagage
acccagegty
cgaggtgacc
gtacgtggac
cagcacctac
ggagtacaag
caaggccaag
gatgaccaag
cgeegtggag
gctggacage
gcagcaggge

ccagaagagce

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ccggtctgag
ctecgecage
cggcggeaca

gtcctggaac

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1344

60
120
180
240
300
360
420
480



agcggagecec
tacagecctga
tgcaacgtga
tgcaagcaca
ctgttcccec
gtggtgygtgy
gtyggaggtgc
gtggtgteceg
aaggtgteca
cagccaagag
caggtgteccc
gagagcaacg
ggcagettct
grgttcaget
agectgrecc
<210>
<211>

<212>
<213>

114

DNA
mus

<400> 114
gaggtccagc

agctgtaaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccg
accaagggcec
gecgeectyg
agcggagecce
tacagcctga
tgcaacgtga
tgcacccaca
ctgttccccc
gtggtggtyg
gtggaggtge
gtggtgtecg

1341

tgacctecgg
gcagcgtggt
accacaagcec
cctgtececce
ccaageccaa
acgtgtccca
acaacgccaa
tgetgaccgt
acaaggccct
agcececaggt
tgacctgtet
gcecagcecga
tcctgtacag
gctccgtgat

caggcaagtg

musculus

tgcagcagag
ccagcggtta
ctctggactg
tcaagggeaa
gaagcctgac
agttcgacta
caagcgrgtt
gctgeotggt
tgaccteeyy
gcagcgrggt
accacaagcec
gctgtcoece
ccaageecaa
acgtgtccca
acaacgccaa

tgctgaccgt

cgtgcacaca
gaccgtgect
cagcaacacc
ctgcectgec
ggacacccty
cgaggaccca
gaccaagccc
gctgcaccag
gccageececa
gtacacccty
ggtgaagggce
gaacaactac
caagctgacc
gcacgaggce

a

cgggccagaa
catctitaca
gatcggaggt
agccacactg
atccgaggac
ttggggacag
cccgetagec
gaaggactac
cgtgcacaca
gaccgtgect
cagcaacacc
ctgeeetgec
ggacaccctg
cgaggacccea
gaccaagccec

gctgeaccag

SEQUENCES PCT.TXT

tteeccgecg
agcagcagec
aaggtggaca
cctgaactge
atgatcagca
gaggtgaagt
agagaggagc
gactggctga
atcgaaaaga
ccacccagea
ttctacccaa
aagaccaccce
gtggacaaga

ctgcacaacc

ctggttaaac
gcatatacca
attaagccca
accgtcgata
agtgcagtgt
ggcactgcac
cccagcagea
ttccccgage
trcccegecy
agcagcagec
aaggtggaca
cctgaactge
atgatcagca
gaggtgaagt
agagaggagc
gactggctga

tgctgeagag
tgggcaccea
agagagtgga
tgggcggact
gaacccccga
tcaactggta
agracaacag
acggcaagga
ccatcageaa
gggaggagat
gcgacatcge
ccccagtget
gcagatggca

actacaccca

ctggcegecag
tgcactgggt
acaatggect
agtcctcttce
actactgcge
tgaccgtcte
agagcaccay
ccgtgaccgt
tgctgcagag
tgggcacceca
agagagtgga
tgggcggacc
gaaccccega
tcaactggta
agtacaacag

acggcaagga
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cagcggcctg
gacctacatc
gcectgeage
cagegtgttc
ggtgacctgt
cgtggacgge
cacctacagg
gtacaagtgt
ggccaaggge
gaccaagaac
cgtggagtgg
ggacagcgac
gcagggcaac

gaagagccty

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ccggtetgag
cteccgecage
cggcggeaca
gtcctggaac
cagcggecty
gacctacatc
gcctagetge
cagegtgtec
ggtgacctgt
cgtggacggc
cacctacagy

gtacaagtgt

540
600
660
720
780
840
900
960
1620
1080
1140
1200
1260
1320
1341

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



aaggtgtcca
cagccaagag
caggtgtccc
gagagcaacg
ggcagerect
gtgrtcaget
agcctgrecc
<210>
<211>
<212>

<213> mus

<400= 115
gaggtccage

115

DNA

agctgtaaga
ctgggggaat
aatcaaaaat
atggatctga
atcactaccg
accaagggec
geecgeeotag
agcgygagecc
tacagcctga
tgcaacgtga
gacaagcact
ctgttecocccec
gtggtggtgg
gtggaggtgc
grggrgrccy
aaggtgtcca
cagccaagag
caggtgtccc
gagagcaacg
ggcagcttet
gtgttcagcet

agcctgtecce

acaaggccct
agccccaggt
tgaccrgtct
gcecageccga
tcctgtacag
gctcegtgat

caggcaagtg

1341

musculus

tgcagcagag
ccagcggtta
ctctggacty
tcaagggcaa
gaagcctgac
agttcgacta
caagcgtgtt
gctgcctggt
tgacctcegg
gcagegtggt
accacaagcc
gctgeceece
ccaagcecaa
acgtgtccca
acaacgccaa
tgctgacegt
acaaggccct
agccccaggt
tgaccigtct
gecagecega
tcctgtacag
gctccgigat

caggcaagtg

SEQUENCES PCT.tXt

gccageecea
gtacacccty
ggtgaagggc
gaacaactac
caagctgacc
gcacgaggcc

a

cgggccagaa
catctttaca
gatcggaggt
agccacacty
atccgaggac
ttggggacag
cccgeragec
gaaggactac
cgtgcacacc
gaccgtgect
cagcaacacc
ctgcecetgee
ggacaccctg
cgaggaccca
gaccaageec
gctgcaccag
gccagececa
gtacaccctg
ggrgaagggc
gaacaactac
caagctgacc
gcacgaggec

a

atcgaaaaga
ccacccagea
ttctacccaa
aagaccaccc
gtggacaaga

ctgcacaace

ctggttaaac
gcatatacca
attaagccca
accgtcgata
agtgcagtgt
ggcactgcac
cccagcagea
ttececgage
ttceeegecy
agcagcagee
aaggtggaca
cctgaactge
atgatcagcea
gaggtgaagt
agagaggagc
gactggctga
atcgaaaaga
ccacccagea
ttctacccaa
aagaccaccc
gtggacaaga

ctgcacaacc

ccatcagcaa
gggaggagat
gcgacatcge
ccccagtget
gcagatggeca

actacaccca

ctggegecag
tgcactgggt
acaatggcct
agtcctettc
actactgcge
tgaccgtcte
agagcaccag
ccgtgaccgt
tgctgcagay
tgggcaccca
agagagtgga
tgggcggacc
gaaccceega
tcaactggta
agtacaacag
acggcaagga
ccatcagcaa
gggaggagat
gcgacatege
ccccagtget
gcagatggca

actacaccca
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ggccaaggge
gaccaagaac
cgtggagtgg
ggacagcgac
gcagggcaac

gaagagcctg

cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ccggtetgag
cteegocage
cggcggeaca
gtcctggaac
cagcggecty
gacctacatc
gcccagetgc
cagcgrgtec
ggtgacctgt
cgtggacgge
cacctacagyg
gtacaagtgt
ggccaagygce
gaccaagaac
cgtggagigy
ggacagcgac
gcagggcaac

gaagagcctg

1620
1080
1140
1200
1260
1320
1341

60
120
180
240
300
360
420
480
540
600
660
720
780
840G
900
960

1020
1080
1140
1200
1260
1320
1341



<210>
<211>
<212>
<213>

<400> 116
gaggtccagce

116
1335
DNA
mus

agctgtaaga
Cctgggggaat
aatcaaaaat
atggatctga
atcactaccyg
accaagggec
gcegeectgg
agcggagecce
tacagcctga
tgcaacgtga
tgcaccrgtc
cocccccaago
gtggacgtgt
gtgcacaacg
tccgtgoetga
tccaacaagg
agagagcecc
tcectgacct
aacggccagc
ttettectgt
agctgcrccg
tceccaggea
<210>
<21il>
<212>
<213>

<400= 117
gaggtccagce

117
1347
DNA
mus

agctgtaaga

ctgggggaat

aatcadaaat

muscultus

tgcagcagag
ccagcggtta
ctctggactyg
tcaagggcaa
gaagcctgac
agttcgacta
caagcgtgrt
gctgectggt
tgaccagegg
gcagegtggt
accacaagcc
ccccttgtec
ccaaggacac
cccacgagga
ccaagaccaa
ccgtgetgea
cecetgecage
aggtgtacac
gtctggtgaa
ccgagaacaa
acagcaagct
tgatgcacga

agtga

musculus

tgcagcagag
ccageggtta
ctetggactg

tcaagggcaa

cgggccagaa
catctttaca
gatcggaggt
agccacactg
atccgaggac
ttggggacag
ccegetageco
gaaggactac
cgtgcacacc
gaccgtgect
cagcaacacc
tgecectgag
cctgatgatc
cccagaggtg
gcccagagag
ccaggactygg
cccaatcgaa
cctgecaccece
gggcrtctac
ctacaagacc
gaccgtggac

ggccctgeac

cgggccagaa
catctttaca
gatcggaggt

agccacactg

SEQUENCES PCT.tXt

ctggtraaac
gcatatacca
attaagccca
accgtcgata
agtgcagtgt
ggcactgcac

cccageagea

ttccccgage.

tttccagccg
agcagcagec
aaggtggaca
ctgctgageg
agcagaacce
aagttcaact
gagcagtaca
ctgaacggea
aagaccatca
agcagggagg
ccaagcgaca
accececcag
aagagcagat

aaccactaca

ctggttaaac
gcatatacca
attaagccca

accgtcgata

ctggecgeeag
tgcactgggt
acaatggcct
agtcctctte
actactgege
tgaccgtcte
agagcacaag
ccgtgaccgt
tgetgeagag
tgggcaccca
agagagtgga
gacccagegt
ccgaggtrgac
ggtacgtgga
acagcaccta
aggagtacaa
gcaaggccaa
agatgaccaa
tcgecgtgga
tgctggacag
ggcagcaggy

cccagaagag

ctggegeeag
tgcactggot
acaatggcct

agtcctettc
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cgtgaagatt
gaggcagagt
ggctaactat
cacagcttac
ccggretgag
cteccgecage
cggcggaaca
gtctrggaac
cagcggecty
gacctacatc
gcccaagage
gtrecctgrtc
ctgtgtgoty
cggcgtggag
cagggtggtg
gigtaaggty
gggccageca
gaaccaggtg
gtgggagagc
cgacggeage
caacgtgttc

cctgagecty

cgtgaagatt
gaggcagagt
ggctaactat

cacagcttac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1146
1200
1260
1320
1335

60
120
180
240



atggatctga
atcactaccg
accaagggec
gccgeectgy
agcggagecc
tacagcctga
tgcaacgtyga
tgcgataagt
gtgttcctgt
acctgtgtygy
gacgyegtgg
tacagggtgg
aagtgtaagg
aagggecage
aagaaccagg
gagtggdgaga
agcgacggcea
ggcaacgtgr

agcctgagec

gaagcctgac
agttcgacta
caagcgrgre
gctgectggt
tgaccagcgg
gcagegtggt
accacaagcc
gcgtggagtg
tcceccccaa
tggtggacgt
aggtgcacaa
tgtcecgtget
tgtccaacaa
caagagagcc
tgtcecctgac
gcaacggeea
gcttettect
tcagetgetc

tgtccccagy

atccgaggac
ttggggacag
ccecgctagec
gaaggactac
cgtgcacacc
gaccgtgect
cagcaacacc
ceceecttgt
gcccaaggac
gtcccacgag
cgccaagacc
gaccgtgciy
ggcecctgeca
ccaggtgtac
ctgtctggty
gcccgagaac
gtacagcaag
cgtgatgeac

caagtga

agtgcagtgt
ggcactgcac
cccagcagea
trtceccegage
tttccagecy
agcagcagece
aaggtggaca
cctgeeccty
accctgatga
gacccagagg
aagcccagag
caccaggact
gcecccaateg
accctgeeac
aagggcttcet
aactacaaga
ctgaccgtgg

gaggcecctge

Page 72

SEQUENCES PCT.TXT

actactgcege
tgaccgtctce
agagcacaaqg
ccgtgaccgt
tgctgcagag
tgggcacccea
agagagtgga
agctgetggy
tcagcagaac
tgaagticaa
aggagcagta
ggctgaacgg
aaaagaccat
ccagcaggga
acccaagcga
ccaccceceec
acaagagcag

acaaccacta

ccggtctgag
ctecgecage
cggcggaaca
gtcttggaac
cagcggectg
gacctacatc
gcccaagage
cggacccage
ceceegaggty
ctggtacgtg
caacagcacc
caaggagrac
cagcaaggcc
ggagatgacc
catcgecgty
agtgctggac
atggcageag

cacccagaag

300
360
420
480
540
600
660
720
780
840
900
960
1620
1080
1140
1200

1260

1320
1347



